






Primer Primer 5’-3’ sequence Fragment T Species (code correspondence in Table 1)

pair code name sizea (°C) A B C D E F G H I J K L M N O P Q R S T U V W X Y

1 0F CCGMGGMSCKCCATGGCGTC 781 55 + b + + + - c - - + + + - + + - - - - - - - - - - + -
800R GGGCTGTATCCACACGGCGC

2 500F GTTCGAGGCGCTCAAGAACCAG 1237 55 + + + + - + + + + + + + + + + + + + - + + + + + -
1700R CTGCAGGTCGGCCAGCCTCTC

3 1400F CCGACGTGATCGACGCCATCAC 1207 60 + + + + + + + - + + + + + + + - - + - - + + + + -
2550R ACGTATTTGTCCCTGAGCTGCTTC

4 2000F CGCCGGACACCATCAACGGG 831 65 + + + + + + + + + + + + + - - - - - - - - - - - -
2780R CGGCGGGCTTGTTCTCGTCG

5 2550F GAAGCAGCTCAGGGACAAATACGT 546 55 + + + + + + + + + + + + + - - - - + - - - - - - -
3210R ATGCCAAGATTTTCCACTTGGAC

a PCR fragment size observed in S. officinarum
b "+ " means that fragment amplification occurred
c "-" means that fragment amplification did not occur
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