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LOCUS Array 1 JDS71 8058 bp DNA circular SYN 01-APR-2015
DEFINITION Ligation of I(4)* into JDS71*
ACCESSION Array I JDS71
KEYWORDS
SOURCE  Unknown.
ORGANISM Unknown
Unclassified.
REFERENCE 1 (bases 1 to 8058)
AUTHORS Self
JOURNAL Unpublished.
COMMENT  SECID/File created by Clone Manager, Scientific & Educational Software
COMMENT SECNOTES|Vector molecule: JDS71*
Fragment ends: BsmBI
Fragment size: 6422
Insert molecule: I(4)*
Fragment ends: Bbsl and Bsal
Fragment size: 1636
FEATURES Location/Qualifiers
primer_bind  1280..1297
/gene="JDS2978 Forward"
/product="Sequencing primer"
/SECDrawAs="Region"
/SECStyleld=1
/SECName="JDS2978 Forward"
/SECDescr="Sequencing primer"
CDS 1428..1533
/gene="HD"'
/product="HD subunit"
/translation="NLTPDQVVAIASHDGGKQALETVQRLLPVLCQDHG"
/codon_start=2
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 1534..1635
/gene=""NG"
/product="NG subunit"
/translation="LTPEQVVAIASNGGGKQALETVQRLLPVLCQAHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
CDS 1636..1737
/gene=""NG"
/translation="LTPDQVVAIASNGGGKQALETVQRLLPVLCQAHG"
/SECDrawAs="Gene"
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CDS

CDS

CDS

CDS

CDS

CDS

/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
1738..1839
/gene=""NG"
/product="NG subunit"
/translation="LTPAQVVAIASNGGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
1840..1941
/gene=""NG"
/product="NG subunit"
/translation="LTPDQVVAIASNGGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
1942..2043
/gene=""NG"
/product="NG subunit"
/translation="LTPEQVVAIASNGGGKQALETVQRLLPVLCQAHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
2044..2145
/gene=""NI"
/product="NI subunit"
/translation="LTPDQVVAIASNIGGKQALETVQRLLPVLCQAHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
2146..2247
/gene=""NI"
/product="NI subunit"
/translation="LTPAQVVAIASNIGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
2248..2349
/gene="NG""
/product="NG subunit"
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/translation="LTPDQVVAIASNGGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
CDS 2350..2451
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 2452..2553
/gene=""NI"
/product="NI subunit"
/translation="LTPDQVVAIASNIGGKQALETVQRLLPVLCQAHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
CDS 2554..2655
/gene="NN"
/product="NN subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NN"
/SECDescr="NN subunit"
CDS 2656..2757
/gene="NI"
/product="NI subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
CDS 2758..2859
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 2860..2961
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1



/SECName="HD"
/SECDescr="HD subunit"
CDS 2962..3063

/gene="HD"

/product="HD subunit"

/SECDrawAs="Gene"

/SECStyleld=1

/SECName="HD"

/SECDescr="HD subunit"

primer_bind  3379..3403

/gene="JDS2980 Reverse"

/product="Sequencing primer"

/SECDrawAs="Region"

/SECStyleld=1

/SECName="JDS2980 Reverse"

/SECDescr="Sequencing primer"

ORIGIN
1 gacggatcgg gagatctcce gatceectat ggtegactct cagtacaate tgetctgatg

61 ccgcatagtt aagccagtat ctgctcectg cttgtgtgtt ggaggteget gagtagtgeg
121 cgagcaaaat ttaagctaca acaaggcaag gettgaccga caattgcatg aagaatetge
181 ttagggttag gegttttgcg ctgcttcgeg atgtacggge cagatatacg cgttgacatt
241 gattattgac tagttattaa tagtaatcaa ttacggggtc attagttcat agcccatata
301 tggagttccg cgttacataa cttacggtaa atggeccgec tggetgaccg cccaacgace
361 cccgeccatt gacgtcaata atgacgtatg ttcccatagt aacgccaata gggactttee
421 attgacgtca atgggtggac tatttacggt aaactgccca cttggcagta catcaagtgt
481 atcatatgcc aagtacgccc cctattgacg tcaatgacgg taaatggece geetggeatt
541 atgcccagta catgacctta tgggactttc ctacttggea gtacatctac gtattagtca
601 tcgctattac catggtgatg cggttttgge agtacatcaa tgggcgtgga tageggtttg
661 actcacgggg atttccaagt ctccacccca ttgacgtcaa tgggagtttg ttttggeace
721 aaaatcaacg ggactttcca aaatgtcgta acaactcecgce cccattgacg caaatgggeg
781 gtaggcgtgt acggtgggag gtctatataa gcagagetct ctggetaact agagaaccca
841 ctgcttactg gcttatcgaa attaatacga ctcactatag ggagacccaa getggctage
901 accatggact acaaagacca tgacggtgat tataaagatc atgacatcga ttacaaggat
961 gacgatgaca agatggcccc caagaagaag aggaaggtgg geattcaccg cggggtacct
1021 atggtggact tgaggacact cggttattcg caacagcaac aggagaaaat caagcctaag
1081 gtcaggagca ccgtcgegea acaccacgag gegcettgtgg ggeatggcett cactcatgeg
1141 catattgtcg cgctttcaca gcaccetgeg gegettggga cggtggctgt caaataccaa
1201 gatatgattg cggcectgee cgaagecacg cacgaggeaa ttgtaggggt cggtaaacag
1261 tggtcgggag cgcgageact tgaggegetg ctgactgtgg cgggtgagcet tagggggect
1321 ccgetecage tcgacaccgg geagetgetg aagatcgega agagaggggg agtaacageg
1381 gtagaggcag tgcacgectg gegeaatgeg ctcaccgggg cccecttgaa cetgaceeca
1441 gaccaggtag tcgcaatcge gtcacatgac gggggaaage aagecctgga aaccgtgeaa
1501 aggttgttgc cggtcctttg tcaagaccac ggecttacac cggageaagt cgtggecatt
1561 gcaagcaatg ggggtggcaa acaggcetctt gagacggttc agagacttct cccagttcte
1621 tgtcaagece acgggcetgac tcccgatcaa gttgtagega ttgegtccaa cggtggaggg
1681 aaacaagcat tggagactgt ccaacggctc cttccegtgt tgtgtcaage ccacggtttg
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1741 acgectgeac aagtggtecge catcgectcg aatggeggeg gtaagecagge getggaaaca
1801 gtacagcgcc tgetgectgt actgtgecag gatcatggac tgaccccaga ccaggtagte
1861 gcaatcgecgt caaacggagg gggaaagcaa geectggaaa cegtgeaaag gttgttgeeg
1921 gtectttgtc aagaccacgg ccttacaccg gagcaagtcg tggecattge aagcaatggg
1981 ggtggcaaac aggctcttga gacggttcag agacttctce cagttetctg tcaageecac
2041 gggctgactc ccgatcaagt tgtagcgatt gecgtcgaaca ttggagggaa acaagceattg
2101 gagactgtcc aacggcetcect teeegtgttg tgtcaageee acggtttgac gectgeacaa
2161 gtggtcgcca tegectecaa tattggeggt aagcaggege tggaaacagt acagegectg
2221 ctgectgtac tgtgccagga tcatggactg accccagacce aggtagtcge aatcgegtca
2281 aacggagggg gaaagcaage cctggaaacc gtgecaaaggt tgttgceggt cctttgtcaa
2341 gaccacggcc ttacaccgga gcaagtcgtg gecattgeat cccacgacgg tggcaaacag
2401 gctcttgaga cggttcagag acttctccca gttctetgte aageccacgg getgactcee
2461 gatcaagttg tagcgattgc gtcgaacatt ggagggaaac aagcattgga gactgtccaa
2521 cggctectte cegtgttgteg tcaageccac ggtttgacge ctgecacaagt ggtcgecate
2581 gccaacaaca acggeggtaa gcaggegetg gaaacagtac agegectgcet gectgtactg
2641 tgccaggate atggactgac cccagaccag gtagtcgcaa tcgegtegaa cattggggga
2701 aagcaagccc tggaaaccgt gcaaaggttg ttgccggtec tttgtcaaga ccacggectt
2761 acaccggagc aagtcgtgge cattgecatce cacgacggtg gecaaacagge tettgagacg
2821 gttcagagac ttctcccagt tetctgtcaa geccacggge tgactcccga tcaagttgta
2881 gcgattgegt cgcatgacgg agggaaacaa geattggaga ctgtccaacg getectteee
2941 gtgttgtgtc aagcccacgg tttgacgect gcacaagtgg tcgecatcge cagecatgat
3001 ggcggtaage aggegetgga aacagtacag cgeetgetge ctgtactgtg ccaggatcat
3061 ggactgacac ccgaacaggt ggtcgecatt gettcccacg acggaggacg gecagecttg
3121 gagtccatcg tagcccaatt gtccaggece gatceegegt tggetgegtt aacgaatgac
3181 catctggtgg cgttggcatg tcttggtgga cgaccecgege tcgatgcagt caaaaagggt
3241 ctgccteatg ctceegceatt gatcaaaaga accaaccgge ggattcccga gagaacttee
3301 catcgagtcg cgggatccca actagtcaaa agtgaactgg aggagaagaa atctgaactt
3361 cgtcataaat tgaaatatgt gcctcatgaa tatattgaat taattgaaat tgccagaaat

3421 tccactcagg atagaattct tgaaatgaag gtaatggaat tttttatgaa agtttatgga

3481 tatagaggta aacatttggg tggatcaagg aaaccggacg gagcaattta tactgtcgga
3541 tctectattg attacggtgt gatcgtggat actaaagctt atagcggagg ttataatctg

3601 ccaattggcc aagcagatga aatgcaacga tatgtcgaag aaaatcaaac acgaaacaaa
3661 catatcaacc ctaatgaatg gtggaaagtc tatccatctt ctgtaacgga atttaagttt

3721 ttatttgtga gtggtcactt taaaggaaac tacaaagctc agcttacacg attaaatcat
3781 atcactaatt gtaatggagc tgttcttagt gtagaagagc ttttaattgg tggagaaatg

3841 attaaagccg gcacattaac cttagaggaa gtcagacgga aatttaataa cggcgagata
3901 aacttttaag ggcccttcga aggtaagect atccctaacc ctetectcgg tetcgattet
3961 acgcgtaccg gtcatcatca ccatcaccat tgagtttaaa cccgetgate agectcgact
4021 gtgccttcta gttgeccagec atetgttgtt tgccectece cegtgectte cttgacectg

4081 gaaggtgcca ctcccactgt cctttcctaa taaaatgagg aaattgcatc geattgtctg
4141 agtaggtgtc attctattct ggggggtggg gtggggcagg acagcaaggg ggaggattgg
4201 gaagacaata gcaggcatge tggggatgcg gtgggctcta tggettctga ggcggaaaga
4261 accagctggg getetagggg gtatccccac gegeectgta geggegeatt aagegeggeg
4321 ggtgtggtgg ttacgcgeag cgtgaccget acacttgeca gegeectage geeecgetect
4381 ttcgctttct teecttectt tetcgecacg ttcgeeggcet tteccecgtca agetctaaat

4441 cggggcatcc ctttagggtt ccgatttagt getttacgge acctcgacce caaaaaactt
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4501 gattagggtg atggttcacg tagtgggcca tcgeectgat agacggtttt tcgeectttg
4561 acgttggagt ccacgttctt taatagtgga ctcttgttcc aaactggaac aacactcaac
4621 cctatctcgg tctattcttt tgatttataa gggattttgg ggatttcgge ctattggtta

4681 aaaaatgagc tgatttaaca aaaatttaac gcgaattaat tctgtggaat gtgtgtcagt
4741 tagggtgtgg aaagtcceca ggeteececcag gecaggeagaa gtatgecaaag catgeatcte
4801 aattagtcag caaccaggtg tggaaagtcc ccaggetccc cagecaggeag aagtatgeaa
4861 agcatgcatc tcaattagtc agcaaccata gtcccgeccce taactccgece catcecgecc
4921 ctaactccge ccagttccge ccattetccg ccccatgget gactaatttt ttttatttat

4981 gcagaggccg aggecgcecte tgectctgag ctattccaga agtagtgagg aggctttttt
5041 ggaggcctag gcttttgcaa aaagctcceg ggagettgta tatccatttt cggatctgat
5101 cagcacgtgt tgacaattaa tcatcggcat agtatatcgg catagtataa tacgacaagg
5161 tgaggaacta aaccatggcc aagectttgt ctcaagaaga atccaccctc attgaaagag
5221 caacggctac aatcaacagc atccccatct ctgaagacta cagegtcgece agegeagetc
5281 tctctagega cggecgcate ttcactggtg tcaatgtata tcattttact gggggacctt
5341 gtgcagaact cgtggtgctg ggeactgetg ctgetgegge agetggeaac ctgacttgta
5401 tcgtcgecgat cggaaatgag aacaggggcea tcttgageee ctgeggacgg tgtcgacagg
5461 tgcttctcga tetgeatect gggatcaaag cgatagtgaa ggacagtgat ggacagecega
5521 cggcagttgg gattcgtgaa ttgetgecct ctggttatgt gtgggaggge taageacttce
5581 gtggecgagg agcaggactg acacgtgcta cgagatttcg attccaccge cgecttctat
5641 gaaaggttgg gcttcggaat cgttttccgg gacgecgget ggatgatect ccagegeggg
5701 gatctcatge tggagttctt cgcccacccec aacttgttta ttgcagcetta taatggttac

5761 aaataaagca atagcatcac aaatttcaca aataaagcat ttttttcact geattctagt

5821 tgtggtttgt ccaaactcat caatgtatct tatcatgtct gtataccgtc gacctctage

5881 tagagcttgg cgtaatcatg gtcatagcetg tttcctgtgt gaaattgtta tccgetcaca
5941 attccacaca acatacgagce cggaagcata aagtgtaaag cctggggtge ctaatgagtg
6001 agctaactca cattaattgc gttgcgctca ctgeecegett tccagtcggg aaacctgteg
6061 tgccagcetge attaatgaat cggccaacge geggggagag geggtttgeg tattgggcge
6121 tcttccgett cetegetcac tgactegetg cgeteggteg ttcggetgeg gegageggta
6181 tcagctcact caaaggcggt aatacggtta tccacagaat caggggataa cgcaggaaag
6241 aacatgtgag caaaaggcca gcaaaaggcce aggaaccgta aaaaggecge gttgctggeg
6301 tttttccata ggecteegecece cectgacgag catcacaaaa atcgacgete aagtcagagg
6361 tggcgaaacc cgacaggact ataaagatac caggcgtttc cccctggaag ctcectegtg
6421 cgctctectg ttccgacect geecgettace ggatacetgt cegectttet cecttecggga
6481 agcgtggcge tttctcaatg ctcacgetgt aggtatctca gttcggtgta ggtegttcge
6541 tccaagetgg getgtgtgca cgaacceccce gttcageeeg accgetgege cttatceggt
6601 aactatcgtc ttgagtccaa cccggtaaga cacgacttat cgccactgge agcagecact
6661 ggtaacagga ttagcagagc gaggtatgta ggcggtgcta cagagttctt gaagtggteg
6721 cctaactacg gctacactag aaggacagta tttggtatct gecgctetget gaagecagtt
6781 accttcggaa aaagagttgg tagctcttga tccggcaaac aaaccaccge tggtageggt
6841 ggtttttttg tttgcaagca gecagattacg cgecagaaaaa aaggatctca agaagatect
6901 ttgatctttt ctacggggtc tgacgctcag tggaacgaaa actcacgtta agggattttg
6961 gtcatgagat tatcaaaaag gatcttcacc tagatccttt taaattaaaa atgaagtttt

7021 aaatcaatct aaagtatata tgagtaaact tggtctgaca gttaccaatg cttaatcagt
7081 gaggcaccta tctcagegat ctgtctattt cgttcatcca tagttgectg actcceegte
7141 gtgtagataa ctacgatacg ggagggctta ccatctggec ccagtgetge aatgataccg
7201 cgagacccac getcaccgge tccagattta tcagcaataa accagecage cggaagggcec
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/1

7261 gagcgcagaa gtggteetge aactttatce gectecatee agtctattaa ttgttgecgg
7321 gaagctagag taagtagttc gccagttaat agtttgcgea acgttgttge cattgetaca
7381 ggcatcgtgg tgtcacgcte gtegtttggt atggcettcat tcagetcegg ttcccaacga
7441 tcaaggcgag ttacatgatc ccccatgttg tgcaaaaaag cggttagete cttcggtect
7501 ccgatcgttg tcagaagtaa gttggccgea gtgttatcac tcatggttat ggcagcactg
7561 cataattctc ttactgtcat gccatccgta agatgctttt ctgtgactgg tgagtactca
7621 accaagtcat tctgagaata gtgtatgcgg cgaccgagtt getettgece ggegtcaata
7681 cgggataata ccgegecaca tagcagaact ttaaaagtgc tcatcattgg aaaacgttct
7741 tcggggcegaa aactctcaag gatcttaccg ctgttgagat ccagttcgat gtaacccact
7801 cgtgcaccca actgatcttc agcatctttt actttcacca gegtttetgg gtgagcaaaa
7861 acaggaaggc aaaatgccge aaaaaaggga ataagggcga cacggaaatg ttgaatacte
7921 atactcttcc tttttcaata ttattgaagc atttatcagg gttattgtct catgagegga
7981 tacatatttg aatgtattta gaaaaataaa caaatagggg ttccgegeac atttccccga
8041 aaagtgccac ctgacgtc
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LOCUS Array Il JDS74 8058 bp DNA circular SYN 01-APR-2015
DEFINITION Ligation of II(4)* into JDS74*
ACCESSION Array II JDS74
KEYWORDS
SOURCE  Unknown.
ORGANISM Unknown
Unclassified.
REFERENCE 1 (bases 1 to 8058)
AUTHORS Self
JOURNAL Unpublished.
COMMENT  SECID/File created by Clone Manager, Scientific & Educational Software
COMMENT SECNOTES|Vector molecule: JDS74*
Fragment ends: BsmBI
Fragment size: 6422
Insert molecule: II(4)*
Fragment ends: Bbsl and Bsal
Fragment size: 1636
FEATURES Location/Qualifiers
primer_bind  1280..1297
/gene="JDS2978 Forward"
/product="Sequencing primer"
/SECDrawAs="Region"
/SECStyleld=1
/SECName="JDS2978 Forward"
/SECDescr="Sequencing primer"
CDS 1428..1533
/gene="HD"
/product="HD subunit"
/codon_start=2
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 1534..1635
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 1636..1737
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"



CDS

CDS

CDS

CDS

CDS

CDS

CDS

/SECDescr="HD subunit"
1738..1839
/gene="NG"
/product="NG subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
1840..1941
/gene="NI"
/product="NI subunit"
/SECDrawAs="Gene"
/SECStyleld=1
1942..2043
/gene="NI"
/product="NI subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
2044..2145
/gene="NN"
/product="NN subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NN"
/SECDescr="NN subunit"
2146..2247
/gene="NG"
/product="NG subunit"
/SECDrawAs="Gene"
/SECStyleld=1
2248..2349
/gene="NN"
/product="NN subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NN"
/SECDescr="NN subunit"
2350..2451
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
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CDS 2452..2553
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"

CDS 2554..2655
/gene="NG"
/product="NG subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"

CDS 2656..2757
/gene="NI"

/product="NI subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"

CDS 2758..2859
/gene="NN"
/product="NN subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NN"
/SECDescr="NN subunit"

CDS 2860..2961
/gene="NN"
/product="NN subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NN"
/SECDescr="NN subunit"

CDS 2962..3063
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"

primer_bind  3379..3403
/gene="JDS2980 Reverse"
/product="Sequencing primer"
/SECDrawAs="Region"



/SECStyleld=1
/SECName="JDS2980 Reverse"
/SECDescr="Sequencing primer"

ORIGIN

1 gacggatcgg gagatctcce gatceectat ggtegactct cagtacaate tgetctgatg

61 ccgcatagtt aagccagtat ctgctcectg cttgtgtgtt ggaggtegcet gagtagtgeg
121 cgagcaaaat ttaagctaca acaaggcaag gettgaccga caattgcatg aagaatetge
181 ttagggttag gegttttgcg ctgcttcgeg atgtacggge cagatatacg cgttgacatt
241 gattattgac tagttattaa tagtaatcaa ttacggggtc attagttcat agcccatata
301 tggagttccg cgttacataa cttacggtaa atggcccgec tggetgaccg cccaacgace
361 cccgeccatt gacgtcaata atgacgtatg ttcccatagt aacgccaata gggactttee
421 attgacgtca atgggtggac tatttacggt aaactgccca cttggcagta catcaagtgt
481 atcatatgcc aagtacgccc cctattgacg tcaatgacgg taaatggecce geetggeatt
541 atgcccagta catgacctta tgggactttc ctacttggea gtacatctac gtattagtca
601 tcgctattac catggtgatg cggttttgge agtacatcaa tgggcgtgga tageggtttg
661 actcacgggg atttccaagt ctccacccca ttgacgtcaa tgggagtttg ttttggeace
721 aaaatcaacg ggactttcca aaatgtcgta acaactcecgce cccattgacg caaatgggeg
781 gtaggcgtgt acggtgggag gtctatataa gcagagetct ctggctaact agagaaccca
841 ctgcttactg gcttatcgaa attaatacga ctcactatag ggagacccaa getggctage
901 accatggact acaaagacca tgacggtgat tataaagatc atgacatcga ttacaaggat
961 gacgatgaca agatggcccc caagaagaag aggaaggtgg geattcaccg cggggtacct
1021 atggtggact tgaggacact cggttattcg caacagcaac aggagaaaat caagcctaag
1081 gtcaggagca ccgtcgegea acaccacgag gegcettgtgg ggeatggcett cactcatgeg
1141 catattgtcg cgctttcaca gcaccetgeg gegettggga cggtggctgt caaataccaa
1201 gatatgattg cggcectgee cgaagecacg cacgaggeaa ttgtaggggt cggtaaacag
1261 tggtcgggag cgecgageact tgaggecgcetg ctgactgtgg cgggtgaget tagggggcct
1321 ccgetecage tcgacaccgg geagetgetg aagatcgega agagaggggg agtaacageg
1381 gtagaggcag tgcacgectg gecgeaatgeg ctcaccgggg cececttgaa cetgaceeca
1441 gaccaggtag tcgcaatcge gtcacatgac gggggaaage aageectgga aaccgtgeaa
1501 aggttgttgc cggtcctttg tcaagaccac ggecttacac cggageaagt cgtggecatt
1561 gcatcccacg acggtggcaa acaggcetcett gagacggttc agagacttct cccagttete
1621 tgtcaagece acgggcetgac tcccgatcaa gttgtagega ttgegtegea tgacggaggg
1681 aaacaagcat tggagactgt ccaacggctc cttccegtgt tgtgtcaage ccacggtttg
1741 acgectgeac aagtggtecge catcgectcg aatggeggeg gtaagecagge getggaaaca
1801 gtacagcgcc tgetgectgt actgtgecag gatcatggac tgaccccaga ccaggtagte
1861 gcaatcgegt cgaacattgg gggaaagcaa geectggaaa cegtgeaaag gttgttgeeg
1921 gtectttgtc aagaccacgg ccttacaccg gagcaagtcg tggecattge aagcaacatce
1981 ggtggcaaac aggctcttga gacggttcag agacttctce cagttetetg tcaageecac
2041 gggctgactc ccgatcaagt tgtagcgatt gcgaataaca atggagggaa acaageattg
2101 gagactgtcc aacggcetcect teecegtgttg tgtcaageee acggtttgac gectgeacaa
2161 gtggtcgeca tegectegaa tggeggeggt aagcaggege tggaaacagt acagegectg
2221 ctgectgtac tgtgeccagga tcatggactg accccagacce aggtagtcge aatcgcgaac
2281 aataatgggg gaaagcaagc cctggaaacc gtgecaaaggt tgttgeeggt cctttgtcaa
2341 gaccacggcc ttacaccgga gcaagtcgtg gecattgeat cccacgacgg tggcaaacag
2401 gctcttgaga cggttcagag acttctccca gttctetgte aageccacgg getgactcee
2461 gatcaagttg tagcgattgc gtcgcatgac ggagggaaac aageattgga gactgtccaa
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2521 cggctectte cegtgttgteg tcaageccac ggtttgacge ctgecacaagt ggtcgecate
2581 gcectegaatg geggeggtaa gecaggegetg gaaacagtac agegectgcet gectgtactg
2641 tgccaggate atggactgac cccagaccag gtagtcgcaa tcgegtcgaa cattggggga
2701 aagcaagccc tggaaaccgt gcaaaggttg ttgccggtec tttgtcaaga ccacggectt
2761 acaccggagc aagtcgtgge cattgcaaat aataacggtg gcaaacaggce tcttgagacg
2821 gttcagagac ttctcccagt tetetgtcaa geccacggge tgactcccga tcaagttgta
2881 gcgattgega ataacaatgg agggaaacaa geattggaga ctgtccaacg getecttcee
2941 gtgttgtgtc aagcccacgg tttgacgect gcacaagtgg tcgecatcge cagecatgat
3001 ggcggtaage aggegetgga aacagtacag cgectgetge ctgtactgtg ccaggatcat
3061 ggactgacac ccgaacaggt ggtcgccatt gctaataata acggaggacg gecagecttg
3121 gagtccatcg tagcccaatt gtccaggece gatceegegt tggetgegtt aacgaatgac
3181 catctggtgg cgttggcatg tcttggtgga cgaccegege tcgatgcagt caaaaagggt
3241 ctgccteatg ctceegceatt gatcaaaaga accaaccgge ggattcccga gagaacttee
3301 catcgagtcg cgggatcecca actagtcaaa agtgaactgg aggagaagaa atctgaactt
3361 cgtcataaat tgaaatatgt gcctcatgaa tatattgaat taattgaaat tgccagaaat

3421 tccactcagg atagaattct tgaaatgaag gtaatggaat tttttatgaa agtttatgga

3481 tatagaggta aacatttggg tggatcaagg aaaccggacg gagcaattta tactgtcgga
3541 tctectattg attacggtgt gatcgtggat actaaagctt atagcggagg ttataatctg
3601 ccaattggcc aagcagatga aatgcaacga tatgtcgaag aaaatcaaac acgaaacaaa
3661 catatcaacc ctaatgaatg gtggaaagtc tatccatctt ctgtaacgga atttaagttt
3721 ttatttgtga gtggtcactt taaaggaaac tacaaagctc agcttacacg attaaatcat
3781 atcactaatt gtaatggagc tgttcttagt gtagaagagc ttttaattgg tggagaaatg
3841 attaaagccg gcacattaac cttagaggaa gtcagacgga aatttaataa cggcgagata
3901 aacttttaag ggcccttcga aggtaagect atccctaacc ctetectcgg tetcgattet
3961 acgcgtaccg gtcatcatca ccatcaccat tgagtttaaa cccgetgate agectcgact
4021 gtgccttcta gttgccagece atetgttgtt tgccecteece cegtgectte cttgacectg
4081 gaaggtgcca ctcccactgt cctttcctaa taaaatgagg aaattgceatc geattgtctg
4141 agtaggtgtc attctattct ggggggtgge gtggggcagg acagcaaggg ggaggattgg
4201 gaagacaata gcaggcatge tggggatgcg gtgggctcta tggettctga ggecggaaaga
4261 accagctggg getetagggg gtatccccac gegeectgta geggegeatt aagegeggeg
4321 ggtgtggtgg ttacgcgeag cgtgaccget acacttgeca gegeectage geeecgetect
4381 ttcgctttct teecttectt tetcgecacg ttcgeeggcet ttececgtca agetctaaat

4441 cggggcatcc ctttagggtt ccgatttagt getttacgge acctcgacce caaaaaactt
4501 gattagggtg atggttcacg tagtgggcca tcgeectgat agacggtttt tcgeectttg
4561 acgttggagt ccacgttctt taatagtgga ctcttgttcc aaactggaac aacactcaac
4621 cctatctcgg tctattcttt tgatttataa gggattttgg ggatttcgge ctattggtta

4681 aaaaatgagc tgatttaaca aaaatttaac gcgaattaat tctgtggaat gtgtgtcagt
4741 tagggtgtgg aaagtcccca ggetececcag gecaggeagaa gtatgecaaag catgeatcte
4801 aattagtcag caaccaggtg tggaaagtcc ccaggetccc cagcaggeag aagtatgeaa
4861 agcatgcatc tcaattagtc agcaaccata gtcccgeccce taactccgece catcccgecc
4921 ctaactcege ccagttccge ccattetccg ccccatgget gactaatttt ttttatttat

4981 gcagaggccg aggecgecte tgectctgag ctattccaga agtagtgagg aggctttttt
5041 ggaggcctag gcttttgcaa aaagctcceg ggagettgta tatccatttt cggatctgat
5101 cagcacgtgt tgacaattaa tcatcggcat agtatatcgg catagtataa tacgacaagg
5161 tgaggaacta aaccatggcc aagectttgt ctcaagaaga atccaccctc attgaaagag
5221 caacggctac aatcaacagc atccccatct ctgaagacta cagegtcgece agegeagetc
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5281 tctctagega cggeegcate ttcactggtg tcaatgtata tcattttact gggggacctt
5341 gtgcagaact cgtggtgctg ggeactgetg ctgetgegge agetggeaac ctgacttgta
5401 tcgtcgecgat cggaaatgag aacaggggcea tcttgageee ctgeggacgg tgtcgacagg
5461 tgcttctcga tetgeatect gggatcaaag cgatagtgaa ggacagtgat ggacagecga
5521 cggcagttgg gattcgtgaa ttgetgecct ctggttatgt gtgggaggge taageacttce
5581 gtggeecgagg agcaggactg acacgtgcta cgagatttcg attccaccge cgecttctat
5641 gaaaggttgg gcttcggaat cgttttccgg gacgecgget ggatgatect ccagegeggg
5701 gatctcatge tggagttctt cgcccaccec aacttgttta ttgcagcetta taatggttac

5761 aaataaagca atagcatcac aaatttcaca aataaagcat ttttttcact geattctagt

5821 tgtggtttgt ccaaactcat caatgtatct tatcatgtct gtataccgtc gacctctage

5881 tagagcttgg cgtaatcatg gtcatagcetg tttcctgtgt gaaattgtta tccgetcaca
5941 attccacaca acatacgagce cggaagcata aagtgtaaag cctggggtge ctaatgagtg
6001 agctaactca cattaattgc gttgcgctca ctgeecegett teccagtcggg aaacctgteg
6061 tgccagcetge attaatgaat cggccaacge geggggagag geggtttgeg tattgggcge
6121 tcttccgett cetegetcac tgactegetg cgeteggteg ttcggetgeg gegageggta
6181 tcagctcact caaaggcggt aatacggtta tccacagaat caggggataa cgcaggaaag
6241 aacatgtgag caaaaggcca gcaaaaggcce aggaaccgta aaaaggecge gttgctggeg
6301 tttttccata ggectecgecece cectgacgag catcacaaaa atcgacgcte aagtcagagg
6361 tggcgaaacc cgacaggact ataaagatac caggcgtttc cccctggaag ctcectegtg
6421 cgctctectg ttccgacect geecgettace ggatacetgt cegectttet cectteggga
6481 agcgtggcge tttctcaatg ctcacgetgt aggtatctca gttcggtgta ggtegttcge
6541 tccaagetgg getgtgtgca cgaacceccce gttcageeeg accgetgege cttatcecggt
6601 aactatcgtc ttgagtccaa cccggtaaga cacgacttat cgccactgge agcagcecact
6661 ggtaacagga ttagcagagc gaggtatgta ggcggtgcta cagagttctt gaagtggteg
6721 cctaactacg gctacactag aaggacagta tttggtatct gecgctetget gaagecagtt
6781 accttcggaa aaagagttgg tagctcttga tccggcaaac aaaccaccge tggtageggt
6841 ggtttttttg tttgcaagca gcagattacg cgecagaaaaa aaggatctca agaagatect
6901 ttgatctttt ctacggggtc tgacgctcag tggaacgaaa actcacgtta agggattttg
6961 gtcatgagat tatcaaaaag gatcttcacc tagatccttt taaattaaaa atgaagtttt

7021 aaatcaatct aaagtatata tgagtaaact tggtctgaca gttaccaatg cttaatcagt
7081 gaggcaccta tctcagegat ctgtctattt cgttcatcca tagttgectg actcceegte
7141 gtgtagataa ctacgatacg ggagggctta ccatctggec ccagtgetge aatgataccg
7201 cgagacccac getcaccgge tccagattta tcagcaataa accagecage cggaagggcc
7261 gagcgcagaa gtggtcetge aactttatce gectecatee agtctattaa ttgttgeegg
7321 gaagctagag taagtagttc gccagttaat agtttgcgea acgttgttge cattgetaca
7381 ggcatcgtgg tgtcacgcte gtegtttggt atggcettcat tcagetcegg ttcccaacga
7441 tcaaggcgag ttacatgatc ccccatgttg tgcaaaaaag cggttagete cttcggtect
7501 ccgatcgttg tcagaagtaa gttggccgea gtgttatcac tcatggttat ggcagcactg
7561 cataattctc ttactgtcat gccatccgta agatgctttt ctgtgactgg tgagtactca

7621 accaagtcat tctgagaata gtgtatgcgg cgaccgagtt getettgece ggegtcaata
7681 cgggataata ccgegecaca tagcagaact ttaaaagtgc tcatcattgg aaaacgttct
7741 tcggggcegaa aactctcaag gatcttaccg ctgttgagat ccagttcgat gtaacccact
7801 cgtgcaccca actgatcttc agcatctttt actttcacca gegtttetgg gtgagcaaaa
7861 acaggaaggc aaaatgccge aaaaaaggga ataagggcga cacggaaatg ttgaatacte
7921 atactcttcc tttttcaata ttattgaagc atttatcagg gttattgtct catgagegga

7981 tacatatttg aatgtattta gaaaaataaa caaatagggg ttccgegeac atttccccga
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//

8041 aaagtgccac ctgacgtc
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LOCUS  Array III JDS78 8058 bp DNA circular SYN 01-APR-2015
DEFINITION Ligation of ITI(4)* into JDS78*
ACCESSION Array III_JDS78
KEYWORDS
SOURCE  Unknown.
ORGANISM Unknown
Unclassified.
REFERENCE 1 (bases 1 to 8058)
AUTHORS Self
JOURNAL Unpublished.
COMMENT  SECID/File created by Clone Manager, Scientific & Educational Software
COMMENT SECNOTES|Vector molecule: JDS78%*
Fragment ends: BsmBI
Fragment size: 6422
Insert molecule: I11(4)*
Fragment ends: Bbsl and Bsal
Fragment size: 1636
FEATURES Location/Qualifiers
primer_bind  1280..1297
/gene="JDS2978 Forward"
/product="Sequencing primer"
/SECDrawAs="Region"
/SECStyleld=1
/SECName="JDS2978 Forward"
/SECDescr="Sequencing primer"
CDS 1428..1533
/gene="HD"
/product="HD subunit"
/codon_start=2
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 1534..1635
/gene=""NG"
/product="NG subunit"
/translation="LTPEQVVAIASNGGGKQALETVQRLLPVLCQAHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
CDS 1636..1737
/gene="NN"
/product="NN subunit"
/SECDrawAs="Gene"
/SECStyleld=1



CDS

CDS

CDS

CDS

CDS

CDS

/SECName="NN"
/SECDescr="NN subunit"
1738..1839
/gene=""NI"
/product="NI subunit"
/translation="LTPAQVVAIASNIGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
1840..1941
/gene=""NG"
/product="NG subunit"
/translation="LTPDQVVAIASNGGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
1942..2043
/gene=""NG"
/product="NG subunit"
/translation="LTPEQVVAIASNGGGKQALETVQRLLPVLCQAHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
2044..2145
/gene="NG"
/product="Ng subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="Ng subunit"
2146..2247
/gene="NN"
/product="NN subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NN"
/SECDescr="NN subunit"
2248..2349
/gene="NG""
/product="NG subunit"
/translation="LTPDQVVAIASNGGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
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/SECName="NG"
/SECDescr="NG subunit"
CDS 2350..2451
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 2452..2553
/gene=""NI"
/product="NI subunit"
/translation="LTPDQVVAIASNIGGKQALETVQRLLPVLCQAHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
CDS 2554..2655
/gene="HD"
/product="HD sununit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD sununit"
CDS 2656..2757
/gene=""NG"
/product="NG subunit"
/translation="LTPDQVVAIASNGGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
CDS 2758..2859
/gene="NI"
/product="NI subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
CDS 2860..2961
/gene="NG"
/product="Ng subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="Ng subunit"



CDS 2962..3063

/gene="HD"

/product="HD sununit"

/codon_start=2

/SECDrawAs="Gene"

/SECStyleld=1

/SECName="HD"

/SECDescr="HD sununit"

primer_bind  3379..3403

/gene="JDS2980 Reverse"

/product="Sequencin primer"

/SECDrawAs="Region"

/SECStyleld=1

/SECName="JDS2980 Reverse"

/SECDescr="Sequencin primer"

ORIGIN
1 gacggatcgg gagatctcce gatceectat ggtegactct cagtacaate tgetctgatg

61 ccgcatagtt aagccagtat ctgctcectg cttgtgtgtt ggaggtegcet gagtagtgeg
121 cgagcaaaat ttaagctaca acaaggcaag gettgaccga caattgcatg aagaatetge
181 ttagggttag gegttttgcg ctgcttegeg atgtacggge cagatatacg cgttgacatt
241 gattattgac tagttattaa tagtaatcaa ttacggggtc attagttcat agcccatata
301 tggagttccg cgttacataa cttacggtaa atggeccgec tggetgaccg cccaacgace
361 cccgeccatt gacgtcaata atgacgtatg ttcccatagt aacgccaata gggactttee
421 attgacgtca atgggtggac tatttacggt aaactgccca cttggcagta catcaagtgt
481 atcatatgcc aagtacgccc cctattgacg tcaatgacgg taaatggece geetggeatt
541 atgcccagta catgacctta tgggactttc ctacttggea gtacatctac gtattagtca
601 tcgctattac catggtgatg cggttttgge agtacatcaa tgggcgtgga tageggtttg
661 actcacgggg atttccaagt ctccacccca ttgacgtcaa tgggagtttg ttttggeace
721 aaaatcaacg ggactttcca aaatgtcgta acaactcecgce cccattgacg caaatgggeg
781 gtaggcgtgt acggtgggag gtctatataa gcagagetct ctggetaact agagaaccca
841 ctgcttactg gcttatcgaa attaatacga ctcactatag ggagacccaa getggctage
901 accatggact acaaagacca tgacggtgat tataaagatc atgacatcga ttacaaggat
961 gacgatgaca agatggcccc caagaagaag aggaaggtgg geattcaccg cggggtacct
1021 atggtggact tgaggacact cggttattcg caacagcaac aggagaaaat caagcctaag
1081 gtcaggagca ccgtcgegea acaccacgag gegettgtgg ggeatggcett cactcatgeg
1141 catattgtcg cgctttcaca gcaccetgeg gegettggga cggtggctgt caaataccaa
1201 gatatgattg cggccctgee cgaagecacg cacgaggeaa ttgtaggggt cggtaaacag
1261 tggtcgggag cgcgageact tgaggecgetg ctgactgtgg cgggtgagcet tagggggect
1321 ccgetecage tcgacaccgg geagetgetg aagatcgega agagaggggg agtaacageg
1381 gtagaggcag tgcacgectg gegeaatgeg ctcaccgggg cececttgaa cetgaceeca
1441 gaccaggtag tcgcaatcge gtcacatgac gggggaaage aageectgga aaccgtgeaa
1501 aggttgttgc cggtcctttg tcaagaccac ggecttacac cggageaagt cgtggecatt
1561 gcaagcaatg ggggtggcaa acaggcetctt gagacggttc agagacttct cccagttcte
1621 tgtcaagece acgggcetgac tcccgatcaa gttgtagega ttgegaataa caatggaggg
1681 aaacaagcat tggagactgt ccaacggctc cttccegtgt tgtgtcaage ccacggtttg
1741 acgcctgeac aagtggtcge catcgectee aatattggeg gtaagcagge getggaaaca
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1801 gtacagcgcc tgetgectgt actgtgecag gatcatggac tgaccccaga ccaggtagte
1861 gcaatcgcgt caaacggagg gggaaagcaa geectggaaa cegtgeaaag gttgttgeeg
1921 gtectttgtc aagaccacgg ccttacaccg gagcaagtcg tggecattge aagcaatggg
1981 ggtggcaaac aggctcttga gacggttcag agacttctce cagttetctg tcaageecac
2041 gggctgactc ccgatcaagt tgtagegatt gecgtccaacg gtggagggaa acaageattg
2101 gagactgtcc aacggctcect teecegtgttg tgtcaageee acggtttgac gectgeacaa
2161 gtggtcgeca tcgecaacaa caacggeggt aagcaggege tggaaacagt acagegectg
2221 ctgectgtac tgtgccagga tcatggactg accccagacce aggtagtcge aatcgegtca
2281 aacggagggg gaaagcaage cctggaaacc gtgecaaaggt tgttgceggt cctttgtcaa
2341 gaccacggcc ttacaccgga gcaagtcgtg gecattgeat cccacgacgg tggcaaacag
2401 gctcttgaga cggttcagag acttctccca gttctetgte aageccacgg getgactcee
2461 gatcaagttg tagcgattgc gtcgaacatt ggagggaaac aagcattgga gactgtccaa
2521 cggctectte cegtgttgteg tcaageccac ggtttgacge ctgecacaagt ggtcgecate
2581 gccagcecatg atggeggtaa gcaggegetg gaaacagtac agegectget geetgtactg
2641 tgccaggatc atggactgac cccagaccag gtagtcgcaa tcgegtcaaa cggaggggga
2701 aagcaagccc tggaaaccgt gcaaaggttg ttgccggtec tttgtcaaga ccacggectt
2761 acaccggagc aagtcgtgge cattgcaage aacatcggtg gecaaacagge tettgagacg
2821 gttcagagac ttctcccagt tetctgtcaa geccacggge tgactcecga tcaagttgta
2881 gcgattgegt ccaacggtgg agggaaacaa geattggaga ctgtccaacg getectteee
2941 gtgttgtgtc aagcccacgg tttgacgect gecacaagtgg tcgecatege cagecatgat
3001 ggcggtaage aggegetgga aacagtacag cgeetgetge ctgtactgtg ccaggatcat
3061 ggactgacac ccgaacaggt ggtcgccatt gettctaatg ggggaggacg gecagecttg
3121 gagtccatcg tagcccaatt gtccaggece gatceegegt tggetgegtt aacgaatgac
3181 catctggtgg cgttggcatg tcttggtgga cgaccegege tcgatgcagt caaaaagggt
3241 ctgccteatg ctceegceatt gatcaaaaga accaaccgge ggattcccga gagaacttee
3301 catcgagtcg cgggatccca actagtcaaa agtgaactgg aggagaagaa atctgaactt
3361 cgtcataaat tgaaatatgt gcctcatgaa tatattgaat taattgaaat tgccagaaat

3421 tccactcagg atagaattct tgaaatgaag gtaatggaat tttttatgaa agtttatgga

3481 tatagaggta aacatttggg tggatcaagg aaaccggacg gagcaattta tactgtcgga
3541 tctectattg attacggtgt gatcgtggat actaaagctt atagcggagg ttataatctg

3601 ccaattggcc aagcagatga aatgcaacga tatgtcgaag aaaatcaaac acgaaacaaa
3661 catatcaacc ctaatgaatg gtggaaagtc tatccatctt ctgtaacgga atttaagttt

3721 ttatttgtga gtggtcactt taaaggaaac tacaaagctc agcttacacg attaaatcat
3781 atcactaatt gtaatggagc tgttcttagt gtagaagagc ttttaattgg tggagaaatg

3841 attaaagccg gcacattaac cttagaggaa gtcagacgga aatttaataa cggcgagata
3901 aacttttaag ggcccttcga aggtaagect atccctaacc ctetectcgg tetcgattet
3961 acgcgtaccg gtcatcatca ccatcaccat tgagtttaaa cccgetgate agectcgact
4021 gtgccttcta gttgeccagec atetgttgtt tgccectece cegtgectte cttgacecetg

4081 gaaggtgcca ctcccactgt cctttcctaa taaaatgagg aaattgcatc geattgtctg
4141 agtaggtgtc attctattct ggggggtggg gtggggcagg acagcaaggg ggaggattgg
4201 gaagacaata gcaggcatge tggggatgcg gtgggctcta tggettctga ggecggaaaga
4261 accagctggg getetagggg gtatccccac gegeectgta geggegeatt aagegeggeg
4321 ggtgtggtgg ttacgcgeag cgtgaccget acacttgeca gegeectage geeecgetect
4381 ttcgctttet teecttectt tetcgecacg ttcgeegget tteceecgtca agetctaaat

4441 cggggcatcc ctttagggtt ccgatttagt getttacgge acctcgacce caaaaaactt
4501 gattagggtg atggttcacg tagtgggcca tcgeectgat agacggtttt tcgeectttg
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4561 acgttggagt ccacgttctt taatagtgga ctcttgttcc aaactggaac aacactcaac
4621 cctatctcgg tctattcttt tgatttataa gggattttgg ggatttcgge ctattggtta

4681 aaaaatgagc tgatttaaca aaaatttaac gcgaattaat tctgtggaat gtgtgtcagt
4741 tagggtgtgg aaagtcceca ggetecccag gecaggeagaa gtatgecaaag catgeatcte
4801 aattagtcag caaccaggtg tggaaagtcc ccaggetccc cagecaggeag aagtatgeaa
4861 agcatgcatc tcaattagtc agcaaccata gtcccgeccce taactccgece catcecgecc
4921 ctaactcege ccagttccge ccattetccg ceccatggcet gactaatttt ttttatttat

4981 gcagaggccg aggecgecte tgectctgag ctattccaga agtagtgagg aggctttttt
5041 ggaggcctag gcttttgcaa aaagctcceg ggagettgta tatccatttt cggatctgat
5101 cagcacgtgt tgacaattaa tcatcggcat agtatatcgg catagtataa tacgacaagg
5161 tgaggaacta aaccatggcc aagectttgt ctcaagaaga atccaccctc attgaaagag
5221 caacggctac aatcaacagc atccccatct ctgaagacta cagegtcgece agegeagetce
5281 tctctagega cggecgcate ttcactggtg tcaatgtata tcattttact gggggacctt
5341 gtgcagaact cgtggtgctg ggeactgetg ctgetgegge agetggeaac ctgacttgta
5401 tcgtcgcgat cggaaatgag aacaggggcea tettgageee ctgeggacgg tgtcgacagg
5461 tgcttctcga tetgeatect gggatcaaag cgatagtgaa ggacagtgat ggacagecga
5521 cggcagttgg gattcgtgaa ttgetgecct ctggttatgt gtgggaggge taageacttce
5581 gtggeecgagg agcaggactg acacgtgcta cgagatttcg attccaccge cgecttctat
5641 gaaaggttgg gcttcggaat cgttttccgg gacgecgget ggatgatect ccagegeggg
5701 gatctcatge tggagttctt cgcccacccec aacttgttta ttgcagcetta taatggttac

5761 aaataaagca atagcatcac aaatttcaca aataaagcat ttttttcact geattctagt

5821 tgtggtttgt ccaaactcat caatgtatct tatcatgtct gtataccgtc gacctctage

5881 tagagcttgg cgtaatcatg gtcatagcetg tttcctgtgt gaaattgtta tccgetcaca
5941 attccacaca acatacgagce cggaagcata aagtgtaaag cctggggtge ctaatgagtg
6001 agctaactca cattaattgc gttgcgctca ctgeecegett tccagtcggg aaacctgteg
6061 tgccagcetge attaatgaat cggccaacge geggggagag geggtttgcg tattgggcge
6121 tcttccgett cetegetcac tgactegetg cgeteggteg ttcggetgeg gegageggta
6181 tcagctcact caaaggcggt aatacggtta tccacagaat caggggataa cgcaggaaag
6241 aacatgtgag caaaaggcca gcaaaaggcce aggaaccgta aaaaggecge gttgctggeg
6301 tttttccata ggectecgecece cectgacgag catcacaaaa atcgacgcte aagtcagagg
6361 tggcgaaacc cgacaggact ataaagatac caggcgtttc cccctggaag ctcectegtg
6421 cgctctectg ttccgacect geegettace ggatacetgt cegectttet cecttecggga
6481 agcgtggcge tttctcaatg ctcacgetgt aggtatctca gttcggtgta ggtegttcge
6541 tccaagetgg getgtgtgca cgaacceccce gttcageeeg accgetgege cttatcecggt
6601 aactatcgtc ttgagtccaa cccggtaaga cacgacttat cgecactgge agcagcecact
6661 ggtaacagga ttagcagagc gaggtatgta ggcggtgcta cagagttctt gaagtggteg
6721 cctaactacg gctacactag aaggacagta tttggtatct gecgetetget gaagecagtt
6781 accttcggaa aaagagttgg tagctcttga tccggcaaac aaaccaccge tggtageggt
6841 ggtttttttg tttgcaagca gcagattacg cgecagaaaaa aaggatctca agaagatect
6901 ttgatctttt ctacggggtc tgacgctcag tggaacgaaa actcacgtta agggattttg
6961 gtcatgagat tatcaaaaag gatcttcacc tagatccttt taaattaaaa atgaagtttt

7021 aaatcaatct aaagtatata tgagtaaact tggtctgaca gttaccaatg cttaatcagt
7081 gaggcaccta tctcagegat ctgtctattt cgttcatcca tagttgectg actcceegte
7141 gtgtagataa ctacgatacg ggagggctta ccatctggec ccagtgetge aatgataccg
7201 cgagacccac getcaccgge tccagattta tcagcaataa accagecage cggaagggcc
7261 gagcgcagaa gtggteetge aactttatce gectecatee agtctattaa ttgttgeegg
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//

7321 gaagctagag taagtagttc gccagttaat agtttgcgea acgttgttge cattgetaca
7381 ggcatcgtgg tgtcacgcte gtegtttggt atggcettcat tcagetcegg ttcccaacga
7441 tcaaggcgag ttacatgatc ccccatgttg tgcaaaaaag cggttagete cttcggtect
7501 ccgatcgttg tcagaagtaa gttggccgea gtgttatcac tcatggttat ggcagcactg
7561 cataattctc ttactgtcat gccatccgta agatgctttt ctgtgactgg tgagtactca
7621 accaagtcat tctgagaata gtgtatgcgg cgaccgagtt getettgece ggegtcaata
7681 cgggataata ccgegecaca tagcagaact ttaaaagtgc tcatcattgg aaaacgttct
7741 tcggggcegaa aactctcaag gatcttaccg ctgttgagat ccagttcgat gtaacccact
7801 cgtgcaccca actgatcttc agcatctttt actttcacca gegtttetgg gtgagcaaaa
7861 acaggaaggc aaaatgccge aaaaaaggga ataagggcga cacggaaatg ttgaatacte
7921 atactcttcc tttttcaata ttattgaagc atttatcagg gttattgtct catgagegga
7981 tacatatttg aatgtattta gaaaaataaa caaatagggg ttccgegeac atttccccga
8041 aaagtgccac ctgacgtc
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LOCUS  Array IV _JDS78 8058 bp DNA circular SYN 01-APR-2015
DEFINITION Ligation of IV(4)* into JDS78*
ACCESSION Array IV_JDS78
KEYWORDS
SOURCE  Unknown.
ORGANISM Unknown
Unclassified.
REFERENCE 1 (bases 1 to 8058)
AUTHORS Self
JOURNAL Unpublished.
COMMENT  SECID/File created by Clone Manager, Scientific & Educational Software
COMMENT SECNOTES|Vector molecule: JDS78%*
Fragment ends: BsmBI
Fragment size: 6422
Insert molecule: 1V(4)*
Fragment ends: Bbsl and Bsal
Fragment size: 1636
FEATURES Location/Qualifiers
primer_bind  1280..1296
/gene="JDS2978 Forward"
/product="Sequencing primer"
/SECDrawAs="Region"
/SECStyleld=1
/SECName="JDS2978 Forward"
/SECDescr="Sequencing primer"
CDS 1428..1533
/gene="HD"
/product="HD subunit"
/codon_start=2
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 1534..1635
/gene="NI"
/product="NI subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
CDS 1636..1737
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"



/SECDescr="HD subunit"
CDS 1738..1839
/gene=""NI"
/product="NI subunit"
/translation="LTPAQVVAIASNIGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
CDS 1840..1941
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 1942..2043
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 2044..2145
/gene=""NI"
/product="NI subunit"
/translation="LTPDQVVAIASNIGGKQALETVQRLLPVLCQAHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
CDS 2146..2247
/gene=""NI"
/product="NI subunit"
/translation="LTPAQVVAIASNIGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
CDS 2248..2349
/gene="NI"
/product="NI subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"



CDS 2350..2451
/gene="NI"
/product="NI subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
CDS 2452..2553
/gene="NN"
/product="NN subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NN"
/SECDescr="NN subunit"
CDS 2554..2655
/gene=""NI"
/product="NI subunit"
/translation="LTPAQVVAIASNIGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NI"
/SECDescr="NI subunit"
CDS 2656..2757
/gene=""NG"
/product="NG subunit"
/translation="LTPDQVVAIASNGGGKQALETVQRLLPVLCQDHG"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
CDS 2758..2859
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 2860..2961
/gene="HD"
/product="HD subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="HD"
/SECDescr="HD subunit"
CDS 2962..3063
/gene="NG"



/product="NG subunit"
/SECDrawAs="Gene"
/SECStyleld=1
/SECName="NG"
/SECDescr="NG subunit"
primer_bind  3379..3403
/gene="JDS2980 Reverse"
/product="Sequencing primer"
/SECDrawAs="Region"
/SECStyleld=1
/SECName="JDS2980 Reverse"
/SECDescr="Sequencing primer"

ORIGIN

1 gacggatcgg gagatctcce gatceectat ggtegactct cagtacaate tgetctgatg
61 ccgcatagtt aagccagtat ctgctcectg cttgtgtgtt ggaggtegcet gagtagtgeg
121 cgagcaaaat ttaagctaca acaaggcaag gettgaccga caattgcatg aagaatctge
181 ttagggttag gegttttgcg ctgcttegeg atgtacggge cagatatacg cgttgacatt
241 gattattgac tagttattaa tagtaatcaa ttacggggtc attagttcat agcccatata
301 tggagttccg cgttacataa cttacggtaa atggcccgec tggetgaccg cccaacgace
361 cccgeccatt gacgtcaata atgacgtatg ttcccatagt aacgccaata gggactttee
421 attgacgtca atgggtggac tatttacggt aaactgccca cttggcagta catcaagtgt
481 atcatatgcc aagtacgccc cctattgacg tcaatgacgg taaatggecce gectggeatt
541 atgcccagta catgacctta tgggactttc ctacttggea gtacatctac gtattagtca
601 tcgctattac catggtgatg cggttttgge agtacatcaa tgggcgtgga tageggtttg
661 actcacgggg atttccaagt ctccacccca ttgacgtcaa tgggagtttg ttttggeace
721 aaaatcaacg ggactttcca aaatgtcgta acaactcecge cccattgacg caaatgggeg
781 gtaggcgtgt acggtgggag gtctatataa gcagagetct ctggetaact agagaaccca
841 ctgcttactg gcttatcgaa attaatacga ctcactatag ggagacccaa getggctage
901 accatggact acaaagacca tgacggtgat tataaagatc atgacatcga ttacaaggat
961 gacgatgaca agatggcccc caagaagaag aggaaggtgg geattcaccg cggggtacct
1021 atggtggact tgaggacact cggttattcg caacagcaac aggagaaaat caagcctaag
1081 gtcaggagca ccgtcgegea acaccacgag gegcettgtgg ggeatggcett cactcatgeg
1141 catattgtcg cgctttcaca gcaccetgeg gegettggga cggtggctgt caaataccaa
1201 gatatgattg cggcectgee cgaagecacg cacgaggeaa ttgtaggggt cggtaaacag
1261 tggtcgggag cgcgageact tgaggecgetg ctgactgtgg cgggtgagcet tagggggect
1321 ccgetecage tcgacaccgg geagetgetg aagatcgega agagaggggg agtaacageg
1381 gtagaggcag tgcacgectg gegeaatgeg ctcaccgggg cececttgaa cetgaceeca
1441 gaccaggtag tcgcaatcge gtcacatgac gggggaaage aageectgga aaccgtgeaa
1501 aggttgttgc cggtcctttg tcaagaccac ggecttacac cggageaagt cgtggecatt
1561 gcaagcaaca tcggtggcaa acaggctctt gagacggttc agagacttct cccagttcte
1621 tgtcaagece acgggcetgac tcccgatcaa gttgtagega ttgegtegea tgacggaggg
1681 aaacaagcat tggagactgt ccaacggctc cttccegtgt tgtgtcaage ccacggtttg
1741 acgcctgeac aagtggtcge catcgectee aatattggeg gtaagcagge getggaaaca
1801 gtacagcgcc tgetgectgt actgtgecag gatcatggac tgaccccaga ccaggtagte
1861 gcaatcgcgt cacatgacgg gggaaageaa geecetggaaa cecgtgeaaag gttgttgecg
1921 gtectttgtc aagaccacgg ccttacaccg gagcaagtcg tggecattge atcccacgac
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1981 ggtggcaaac aggctcttga gacggttcag agacttctce cagttetetg tcaageecac
2041 gggctgactc ccgatcaagt tgtagcgatt gecgtcgaaca ttggagggaa acaagceattg
2101 gagactgtcc aacggctcect teecegtgttg tgtcaageee acggtttgac gectgeacaa
2161 gtggtcgeca tegectecaa tattggeggt aagcaggege tggaaacagt acagegectg
2221 ctgectgtac tgtgeccagga tcatggactg accccagacce aggtagtcge aatcgegtcg
2281 aacattgggg gaaagcaagc cctggaaacc gtgecaaaggt tgttgecggt cctttgtcaa
2341 gaccacggcc ttacaccgga gcaagtcgtg gecattgcaa geaacatcgg tggcaaacag
2401 gctcttgaga cggttcagag acttctccca gttctetgte aageccacgg getgactcee
2461 gatcaagttg tagcgattgc gaataacaat ggagggaaac aagcattgga gactgtccaa
2521 cggctectte cegtgttgteg tcaageccac ggtttgacge ctgecacaagt ggtcgecate
2581 gcctecaata ttggeggtaa gcaggegetg gaaacagtac agegectget geetgtactg
2641 tgccaggatc atggactgac cccagaccag gtagtcgeaa tcgegtcaaa cggaggggga
2701 aagcaagccc tggaaaccgt gcaaaggttg ttgccggtcc tttgtcaaga ccacggectt
2761 acaccggagc aagtcgtgge cattgecatce cacgacggtg gecaaacagge tettgagacg
2821 gttcagagac ttctcccagt tetctgtcaa geccacggge tgactcccga tcaagttgta
2881 gcgattgegt cgcatgacgg agggaaacaa geattggaga ctgtccaacg getectteee
2941 gtgttgtgtc aagcccacgg tttgacgect gcacaagtgg tcgecatege ctcgaatgge
3001 ggcggtaage aggegetgga aacagtacag cgectgetge ctgtactgtg ccaggatcat
3061 ggactgacac ccgaacaggt ggtcgccatt gettctaatg ggggaggacg gecagecttg
3121 gagtccatcg tagcccaatt gtccaggeee gatceegegt tggetgegtt aacgaatgac
3181 catctggtgg cgttggcatg tcttggtgga cgaccegege tcgatgcagt caaaaagggt
3241 ctgccteatg ctceegceatt gatcaaaaga accaaccgge ggattcccga gagaacttee
3301 catcgagtcg cgggatccca actagtcaaa agtgaactgg aggagaagaa atctgaactt
3361 cgtcataaat tgaaatatgt gcctcatgaa tatattgaat taattgaaat tgccagaaat

3421 tccactcagg atagaattct tgaaatgaag gtaatggaat tttttatgaa agtttatgga

3481 tatagaggta aacatttggg tggatcaagg aaaccggacg gagcaattta tactgtcgga
3541 tctectattg attacggtgt gatcgtggat actaaagctt atagcggagg ttataatctg

3601 ccaattggcc aagcagatga aatgcaacga tatgtcgaag aaaatcaaac acgaaacaaa
3661 catatcaacc ctaatgaatg gtggaaagtc tatccatctt ctgtaacgga atttaagttt

3721 ttatttgtga gtggtcactt taaaggaaac tacaaagctc agcttacacg attaaatcat
3781 atcactaatt gtaatggagc tgttcttagt gtagaagagc ttttaattgg tggagaaatg
3841 attaaagccg gcacattaac cttagaggaa gtcagacgga aatttaataa cggcgagata
3901 aacttttaag ggcccttcga aggtaagect atccctaacc ctetectcgg tetcgattet
3961 acgcgtaccg gtcatcatca ccatcaccat tgagtttaaa cccgetgate agectcgact
4021 gtgccttcta gttgccagece atetgttgtt tgccectece cegtgectte cttgaceetg
4081 gaaggtgcca ctcccactgt cetttcctaa taaaatgagg aaattgcatc geattgtctg
4141 agtaggtgtc attctattct ggggggtgge gtggggcagg acagcaaggg ggaggattgg
4201 gaagacaata gcaggcatge tggggatgcg gtgggctcta tggettctga ggecggaaaga
4261 accagctggg getetagggg gtatccccac gegeectgta geggegeatt aagegeggeg
4321 ggtgtggtgg ttacgcgeag cgtgaccget acacttgeca gegeectage geeecgetect
4381 ttcgctttct teecttectt tetcgecacg ttcgeeggcet ttececgtca agetctaaat

4441 cggggcatcc ctttagggtt ccgatttagt getttacgge acctcgacce caaaaaactt
4501 gattagggtg atggttcacg tagtgggcca tcgeectgat agacggtttt tcgeectttg
4561 acgttggagt ccacgttctt taatagtgga ctcttgttcc aaactggaac aacactcaac
4621 cctatctcgg tctattcttt tgatttataa gggattttgg ggatttcgge ctattggtta

4681 aaaaatgagc tgatttaaca aaaatttaac gcgaattaat tctgtggaat gtgtgtcagt
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4741 tagggtgtgg aaagtcccca ggetececcag gecaggeagaa gtatgecaaag catgeatcte
4801 aattagtcag caaccaggtg tggaaagtcc ccaggetccc cagcaggeag aagtatgeaa
4861 agcatgcatc tcaattagtc agcaaccata gtcccgeccce taactccgece catcecgecc
4921 ctaactccge ccagttccge ccattetccg ccccatgget gactaatttt ttttatttat

4981 gcagaggccg aggecgecte tgectctgag ctattccaga agtagtgagg aggctttttt
5041 ggaggcctag gcttttgcaa aaagctcceg ggagettgta tatccatttt cggatctgat
5101 cagcacgtgt tgacaattaa tcatcggcat agtatatcgg catagtataa tacgacaagg
5161 tgaggaacta aaccatggcc aagectttgt ctcaagaaga atccaccctc attgaaagag
5221 caacggctac aatcaacagc atccccatct ctgaagacta cagegtcgece agegeagetce
5281 tctctagega cggecgcate ttcactggtg tcaatgtata tcattttact gggggacctt
5341 gtgcagaact cgtggtgctg ggeactgetg ctgetgegge agetggeaac ctgacttgta
5401 tcgtcgcgat cggaaatgag aacaggggcea tcttgageee ctgeggacgg tgtcgacagg
5461 tgcttctcga tetgecatect gggatcaaag cgatagtgaa ggacagtgat ggacagecega
5521 cggcagttgg gattcgtgaa ttgetgecct ctggttatgt gtgggaggge taagceacttce
5581 gtggeecgagg agcaggactg acacgtgcta cgagatttcg attccaccge cgecttctat
5641 gaaaggttgg gcttcggaat cgttttccgg gacgecgget ggatgatect ccagegeggg
5701 gatctcatge tggagttctt cgcccacccec aacttgttta ttgcagcetta taatggttac

5761 aaataaagca atagcatcac aaatttcaca aataaagcat ttttttcact geattctagt

5821 tgtggtttgt ccaaactcat caatgtatct tatcatgtct gtataccgtc gacctctage

5881 tagagcttgg cgtaatcatg gtcatagcetg tttcctgtgt gaaattgtta tccgetcaca
5941 attccacaca acatacgagce cggaagcata aagtgtaaag cctggggtge ctaatgagtg
6001 agctaactca cattaattgc gttgcgctca ctgeecegett tccagtcggg aaacctgteg
6061 tgccagcetge attaatgaat cggccaacge geggggagag geggtttgeg tattgggcge
6121 tcttccgett cetegetcac tgactegetg cgeteggteg ttcggetgeg gegageggta
6181 tcagctcact caaaggcggt aatacggtta tccacagaat caggggataa cgcaggaaag
6241 aacatgtgag caaaaggcca gcaaaaggcce aggaaccgta aaaaggecge gttgctggeg
6301 tttttccata ggecteegecece cectgacgag catcacaaaa atcgacgcte aagtcagagg
6361 tggcgaaacc cgacaggact ataaagatac caggcgtttc cccctggaag ctcectegtg
6421 cgctctectg ttccgacect geegettace ggatacetgt cegectttet cecttecggga
6481 agcgtggcge tttctcaatg ctcacgetgt aggtatctca gttcggtgta ggtegttcge
6541 tccaagetgg getgtgtgca cgaacceccce gttcageeeg accgetgege cttatceggt
6601 aactatcgtc ttgagtccaa cccggtaaga cacgacttat cgccactgge agcagcecact
6661 ggtaacagga ttagcagagc gaggtatgta ggcggtgcta cagagttctt gaagtggtgg
6721 cctaactacg gctacactag aaggacagta tttggtatct gecgetetget gaagecagtt
6781 accttcggaa aaagagttgg tagctcttga tccggcaaac aaaccaccge tggtageggt
6841 ggtttttttg tttgcaagca gecagattacg cgecagaaaaa aaggatctca agaagatect
6901 ttgatctttt ctacggggtc tgacgctcag tggaacgaaa actcacgtta agggattttg
6961 gtcatgagat tatcaaaaag gatcttcacc tagatccttt taaattaaaa atgaagtttt

7021 aaatcaatct aaagtatata tgagtaaact tggtctgaca gttaccaatg cttaatcagt
7081 gaggcaccta tctcagegat ctgtctattt cgttcatcca tagttgectg actcceegte
7141 gtgtagataa ctacgatacg ggagggctta ccatctggec ccagtgetge aatgataccg
7201 cgagacccac getcaccgge tccagattta tcagcaataa accagecage cggaagggcec
7261 gagcgcagaa gtggtecetge aactttatce gectecatee agtctattaa ttgttgeegg
7321 gaagctagag taagtagttc gccagttaat agtttgcgea acgttgttge cattgetaca
7381 ggcatcgtgg tgtcacgcte gtegtttggt atggcettcat tcagetcegg ttcccaacga
7441 tcaaggcgag ttacatgatc ccccatgttg tgcaaaaaag cggttagete cttcggtect
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//

7501 ccgatcgttg tcagaagtaa gttggccgea gtgttatcac tcatggttat ggcagcactg
7561 cataattctc ttactgtcat gccatccgta agatgctttt ctgtgactgg tgagtactca

7621 accaagtcat tctgagaata gtgtatgcgg cgaccgagtt getettgece ggegtcaata
7681 cgggataata ccgegecaca tagcagaact ttaaaagtgc tcatcattgg aaaacgttct
7741 tcggggcegaa aactctcaag gatcttaccg ctgttgagat ccagttcgat gtaacccact
7801 cgtgcaccca actgatcttc agcatctttt actttcacca gegtttetgg gtgagcaaaa
7861 acaggaaggc aaaatgccge aaaaaaggga ataagggcga cacggaaatg ttgaatactce
7921 atactcttcc tttttcaata ttattgaagc atttatcagg gttattgtct catgagegga

7981 tacatatttg aatgtattta gaaaaataaa caaatagggg ttccgegeac atttccccga
8041 aaagtgccac ctgacgtc
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