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S2 dataset: details of the six enzyme categories
EC1: oxidoreductases

AC_number Entry name protein names
Q9BV57 MTND_HUMAN 1,2-dihydroxy-3-keto-5-methylthiopentene dioxygenase (EC 1.13.11.54) (Acireductone dioxygenase (Fe(2+)-requiring)) (ARD) (Fe-ARD) (Membrane-type 1 matrix metalloproteinase cytoplasmic tail-binding protein 1) (MTCBP-1) (Submergence-induced protein-like factor) (Sip-L)
Q9BUT1 BDH2_HUMAN 3-hydroxybutyrate dehydrogenase type 2 (EC 1.1.1.-) (EC 1.1.1.30) (Dehydrogenase/reductase SDR family member 6) (Oxidoreductase UCPA) (R-beta-hydroxybutyrate dehydrogenase) (Short chain dehydrogenase/reductase family 15C member 1)
P49189 AL9A1_HUMAN 4-trimethylaminobutyraldehyde dehydrogenase (TMABADH) (EC 1.2.1.47) (Aldehyde dehydrogenase E3 isozyme) (Aldehyde dehydrogenase family 9 member A1) (EC 1.2.1.3) (Gamma-aminobutyraldehyde dehydrogenase) (EC 1.2.1.19) (R-aminobutyraldehyde dehydrogenase) [Cleaved into: 4-trimethylaminobutyraldehyde dehydrogenase, N-terminally processed]
P52209 6PGD_HUMAN 6-phosphogluconate dehydrogenase, decarboxylating (EC 1.1.1.44)
O43488 ARK72_HUMAN Aflatoxin B1 aldehyde reductase member 2 (EC 1.1.1.n11) (AFB1 aldehyde reductase 1) (AFB1-AR 1) (Aldoketoreductase 7) (Succinic semialdehyde reductase) (SSA reductase)
P14550 AK1A1_HUMAN Alcohol dehydrogenase [NADP(+)] (EC 1.1.1.2) (Aldehyde reductase) (Aldo-keto reductase family 1 member A1)
P00325 ADH1B_HUMAN Alcohol dehydrogenase 1B (EC 1.1.1.1) (Alcohol dehydrogenase subunit beta)
P00326 ADH1G_HUMAN Alcohol dehydrogenase 1C (EC 1.1.1.1) (Alcohol dehydrogenase subunit gamma)
P40394 ADH7_HUMAN Alcohol dehydrogenase class 4 mu/sigma chain (EC 1.1.1.1) (Alcohol dehydrogenase class IV mu/sigma chain) (Gastric alcohol dehydrogenase) (Retinol dehydrogenase)
P11766 ADHX_HUMAN Alcohol dehydrogenase class-3 (EC 1.1.1.1) (Alcohol dehydrogenase 5) (Alcohol dehydrogenase class chi chain) (Alcohol dehydrogenase class-III) (Glutathione-dependent formaldehyde dehydrogenase) (FALDH) (FDH) (GSH-FDH) (EC 1.1.1.-) (S-(hydroxymethyl)glutathione dehydrogenase) (EC 1.1.1.284)
P47895 AL1A3_HUMAN Aldehyde dehydrogenase family 1 member A3 (EC 1.2.1.5) (Aldehyde dehydrogenase 6) (Retinaldehyde dehydrogenase 3) (RALDH-3) (RalDH3)
P30838 AL3A1_HUMAN Aldehyde dehydrogenase, dimeric NADP-preferring (EC 1.2.1.5) (ALDHIII) (Aldehyde dehydrogenase 3) (Aldehyde dehydrogenase family 3 member A1)
Q04828 AK1C1_HUMAN Aldo-keto reductase family 1 member C1 (EC 1.1.1.-) (20-alpha-hydroxysteroid dehydrogenase) (20-alpha-HSD) (EC 1.1.1.149) (Chlordecone reductase homolog HAKRC) (Dihydrodiol dehydrogenase 1/2) (DD1/DD2) (High-affinity hepatic bile acid-binding protein) (HBAB) (Indanol dehydrogenase) (EC 1.1.1.112) (Trans-1,2-dihydrobenzene-1,2-diol dehydrogenase) (EC 1.3.1.20)
P52895 AK1C2_HUMAN Aldo-keto reductase family 1 member C2 (EC 1.-.-.-) (3-alpha-HSD3) (Chlordecone reductase homolog HAKRD) (Dihydrodiol dehydrogenase 2) (DD-2) (DD2) (Dihydrodiol dehydrogenase/bile acid-binding protein) (DD/BABP) (Trans-1,2-dihydrobenzene-1,2-diol dehydrogenase) (EC 1.3.1.20) (Type III 3-alpha-hydroxysteroid dehydrogenase) (EC 1.1.1.357)
P42330 AK1C3_HUMAN Aldo-keto reductase family 1 member C3 (EC 1.-.-.-) (17-beta-hydroxysteroid dehydrogenase type 5) (17-beta-HSD 5) (3-alpha-HSD type II, brain) (3-alpha-hydroxysteroid dehydrogenase type 2) (3-alpha-HSD type 2) (EC 1.1.1.357) (Chlordecone reductase homolog HAKRb) (Dihydrodiol dehydrogenase 3) (DD-3) (DD3) (Dihydrodiol dehydrogenase type I) (HA1753) (Indanol dehydrogenase) (EC 1.1.1.112) (Prostaglandin F synthase) (PGFS) (EC 1.1.1.188) (Testosterone 17-beta-dehydrogenase 5) (EC 1.1.1.239) (EC 1.1.1.64) (Trans-1,2-dihydrobenzene-1,2-diol dehydrogenase) (EC 1.3.1.20)
P15121 ALDR_HUMAN Aldose reductase (AR) (EC 1.1.1.21) (Aldehyde reductase) (Aldo-keto reductase family 1 member B1)
P49419 AL7A1_HUMAN Alpha-aminoadipic semialdehyde dehydrogenase (Alpha-AASA dehydrogenase) (EC 1 2 1 31) (Aldehyde dehydrogenase family 7 member A1) (EC 1 2 1 3) (Antiquitin-1) (Betaine aldehyde dehydrogenase) (EC 1 2 1 8) (Delta1-piperideine-6-carboxylate dehydrogenase) (P6c dehydrogenase)
P53004 BIEA_HUMAN Biliverdin reductase A (BVR A) (EC 1.3.1.24) (Biliverdin-IX alpha-reductase)
P11586 C1TC_HUMAN C-1-tetrahydrofolate synthase, cytoplasmic (C1-THF synthase) [Cleaved into: C-1-tetrahydrofolate synthase, cytoplasmic, N-terminally processed] [Includes: Methylenetetrahydrofolate dehydrogenase (EC 1.5.1.5); Methenyltetrahydrofolate cyclohydrolase (EC 3.5.4.9); Formyltetrahydrofolate synthetase (EC 6.3.4.3)]
P16152 CBR1_HUMAN Carbonyl reductase [NADPH] 1 (EC 1.1.1.184) (15-hydroxyprostaglandin dehydrogenase [NADP(+)]) (EC 1.1.1.197) (NADPH-dependent carbonyl reductase 1) (Prostaglandin 9-ketoreductase) (Prostaglandin-E(2) 9-reductase) (EC 1.1.1.189) (Short chain dehydrogenase/reductase family 21C member 1)
O75828 CBR3_HUMAN Carbonyl reductase [NADPH] 3 (EC 1.1.1.184) (NADPH-dependent carbonyl reductase 3) (Short chain dehydrogenase/reductase family 21C member 2)
P04040 CATA_HUMAN Catalase (EC 1.11.1.6)
P00450 CERU_HUMAN Ceruloplasmin (EC 1.16.3.1) (Ferroxidase)
O75891 AL1L1_HUMAN Cytosolic 10-formyltetrahydrofolate dehydrogenase (10-FTHFDH) (FDH) (EC 1.5.1.6) (Aldehyde dehydrogenase family 1 member L1)
O43175 SERA_HUMAN D-3-phosphoglycerate dehydrogenase (3-PGDH) (EC 1.1.1.95) (2-oxoglutarate reductase) (EC 1.1.1.399) (Malate dehydrogenase) (EC 1.1.1.37)
Q6UWP2 DHR11_HUMAN Dehydrogenase/reductase SDR family member 11 (17-beta-hydroxysteroid dehydrogenase) (3-beta-hydroxysteroid 3-dehydrogenase) (EC 1.1.1.270) (Estradiol 17-beta-dehydrogenase) (EC 1.1.1.62) (Short-chain dehydrogenase/reductase family 24C member 1)
P09417 DHPR_HUMAN Dihydropteridine reductase (EC 1.5.1.34) (HDHPR) (Quinoid dihydropteridine reductase) (Short chain dehydrogenase/reductase family 33C member 1)
Q12882 DPYD_HUMAN Dihydropyrimidine dehydrogenase [NADP(+)] (DHPDHase) (DPD) (EC 1.3.1.2) (Dihydrothymine dehydrogenase) (Dihydrouracil dehydrogenase)
P08294 SODE_HUMAN Extracellular superoxide dismutase [Cu-Zn] (EC-SOD) (EC 1.15.1.1)
P49327 FAS_HUMAN Fatty acid synthase (EC 2.3.1.85) [Includes: [Acyl-carrier-protein] S-acetyltransferase (EC 2.3.1.38); [Acyl-carrier-protein] S-malonyltransferase (EC 2.3.1.39); 3-oxoacyl-[acyl-carrier-protein] synthase (EC 2.3.1.41); 3-oxoacyl-[acyl-carrier-protein] reductase (EC 1.1.1.100); 3-hydroxyacyl-[acyl-carrier-protein] dehydratase (EC 4.2.1.59); Enoyl-[acyl-carrier-protein] reductase (EC 1.3.1.39); Oleoyl-[acyl-carrier-protein] hydrolase (EC 3.1.2.14)]
P30043 BLVRB_HUMAN Flavin reductase (NADPH) (FR) (EC 1.5.1.30) (Biliverdin reductase B) (BVR-B) (EC 1.3.1.24) (Biliverdin-IX beta-reductase) (Green heme-binding protein) (GHBP) (NADPH-dependent diaphorase) (NADPH-flavin reductase) (FLR)
O75936 BODG_HUMAN Gamma-butyrobetaine dioxygenase (EC 1.14.11.1) (Gamma-butyrobetaine hydroxylase) (Gamma-BBH) (Gamma-butyrobetaine,2-oxoglutarate dioxygenase)
Q13630 FCL_HUMAN GDP-L-fucose synthase (EC 1.1.1.271) (GDP-4-keto-6-deoxy-D-mannose-3,5-epimerase-4-reductase) (Protein FX) (Red cell NADP(H)-binding protein) (Short-chain dehydrogenase/reductase family 4E member 1)
P11413 G6PD_HUMAN Glucose-6-phosphate 1-dehydrogenase (G6PD) (EC 1.1.1.49)
P07203 GPX1_HUMAN Glutathione peroxidase 1 (GPx-1) (GSHPx-1) (EC 1.11.1.9) (Cellular glutathione peroxidase)
P22352 GPX3_HUMAN Glutathione peroxidase 3 (GPx-3) (GSHPx-3) (EC 1.11.1.9) (Extracellular glutathione peroxidase) (Plasma glutathione peroxidase) (GPx-P) (GSHPx-P)
P00390 GSHR_HUMAN Glutathione reductase, mitochondrial (GR) (GRase) (EC 1.8.1.7)
P78417 GSTO1_HUMAN Glutathione S-transferase omega-1 (GSTO-1) (EC 2.5.1.18) (Glutathione S-transferase omega 1-1) (GSTO 1-1) (Glutathione-dependent dehydroascorbate reductase) (EC 1.8.5.1) (Monomethylarsonic acid reductase) (MMA(V) reductase) (EC 1.20.4.2) (S-(Phenacyl)glutathione reductase) (SPG-R)
P04406 G3P_HUMAN Glyceraldehyde-3-phosphate dehydrogenase (GAPDH) (EC 1.2.1.12) (Peptidyl-cysteine S-nitrosylase GAPDH) (EC 2.6.99.-)
Q8N335 GPD1L_HUMAN Glycerol-3-phosphate dehydrogenase 1-like protein (GPD1-L) (EC 1.1.1.8)
Q9UBQ7 GRHPR_HUMAN Glyoxylate reductase/hydroxypyruvate reductase (EC 1.1.1.79) (EC 1.1.1.81)
Q9P2T1 GMPR2_HUMAN GMP reductase 2 (GMPR 2) (EC 1.7.1.7) (Guanosine 5'-monophosphate oxidoreductase 2) (Guanosine monophosphate reductase 2)
Q93099 HGD_HUMAN Homogentisate 1,2-dioxygenase (EC 1.13.11.5) (Homogentisate oxygenase) (Homogentisic acid oxidase) (Homogentisicase)
P12268 IMDH2_HUMAN Inosine-5'-monophosphate dehydrogenase 2 (IMP dehydrogenase 2) (IMPD 2) (IMPDH 2) (EC 1.1.1.205) (IMPDH-II)
O75874 IDHC_HUMAN Isocitrate dehydrogenase [NADP] cytoplasmic (IDH) (EC 1.1.1.42) (Cytosolic NADP-isocitrate dehydrogenase) (IDP) (NADP(+)-specific ICDH) (Oxalosuccinate decarboxylase)
Q14894 CRYM_HUMAN Ketimine reductase mu-crystallin (EC 1.5.1.25) (NADP-regulated thyroid-hormone-binding protein)
P22079 PERL_HUMAN Lactoperoxidase (LPO) (EC 1.11.1.7) (Salivary peroxidase) (SPO)
Q9Y2S2 CRYL1_HUMAN Lambda-crystallin homolog (EC 1.1.1.45) (L-gulonate 3-dehydrogenase) (Gul3DH)
P00338 LDHA_HUMAN L-lactate dehydrogenase A chain (LDH-A) (EC 1.1.1.27) (Cell proliferation-inducing gene 19 protein) (LDH muscle subunit) (LDH-M) (Renal carcinoma antigen NY-REN-59)
P07195 LDHB_HUMAN L-lactate dehydrogenase B chain (LDH-B) (EC 1.1.1.27) (LDH heart subunit) (LDH-H) (Renal carcinoma antigen NY-REN-46)
Q7Z4W1 DCXR_HUMAN L-xylulose reductase (XR) (EC 1.1.1.10) (Carbonyl reductase II) (Dicarbonyl/L-xylulose reductase) (Kidney dicarbonyl reductase) (kiDCR) (Short chain dehydrogenase/reductase family 20C member 1) (Sperm surface protein P34H)
P40925 MDHC_HUMAN Malate dehydrogenase, cytoplasmic (EC 1.1.1.37) (Cytosolic malate dehydrogenase) (Diiodophenylpyruvate reductase) (EC 1.1.1.96)
Q9UJ68 MSRA_HUMAN Mitochondrial peptide methionine sulfoxide reductase (EC 1.8.4.11) (Peptide-methionine (S)-S-oxide reductase) (Peptide Met(O) reductase) (Protein-methionine-S-oxide reductase) (PMSR)
P15559 NQO1_HUMAN NAD(P)H dehydrogenase [quinone] 1 (EC 1.6.5.2) (Azoreductase) (DT-diaphorase) (DTD) (Menadione reductase) (NAD(P)H:quinone oxidoreductase 1) (Phylloquinone reductase) (Quinone reductase 1) (QR1)
Q6BCY4 NB5R2_HUMAN NADH-cytochrome b5 reductase 2 (b5R.2) (EC 1.6.2.2)
P00387 NB5R3_HUMAN NADH-cytochrome b5 reductase 3 (B5R) (Cytochrome b5 reductase) (EC 1.6.2.2) (Diaphorase-1) [Cleaved into: NADH-cytochrome b5 reductase 3 membrane-bound form; NADH-cytochrome b5 reductase 3 soluble form]
P48163 MAOX_HUMAN NADP-dependent malic enzyme (NADP-ME) (EC 1.1.1.40) (Malic enzyme 1)
Q6DKJ4 NXN_HUMAN Nucleoredoxin (EC 1.8.1.8)
P19021 AMD_HUMAN Peptidyl-glycine alpha-amidating monooxygenase (PAM) [Includes: Peptidylglycine alpha-hydroxylating monooxygenase (PHM) (EC 1.14.17.3); Peptidyl-alpha-hydroxyglycine alpha-amidating lyase (EC 4.3.2.5) (Peptidylamidoglycolate lyase) (PAL)]
Q06830 PRDX1_HUMAN Peroxiredoxin-1 (EC 1.11.1.15) (Natural killer cell-enhancing factor A) (NKEF-A) (Proliferation-associated gene protein) (PAG) (Thioredoxin peroxidase 2) (Thioredoxin-dependent peroxide reductase 2)
P32119 PRDX2_HUMAN Peroxiredoxin-2 (EC 1.11.1.15) (Natural killer cell-enhancing factor B) (NKEF-B) (PRP) (Thiol-specific antioxidant protein) (TSA) (Thioredoxin peroxidase 1) (Thioredoxin-dependent peroxide reductase 1)
Q13162 PRDX4_HUMAN Peroxiredoxin-4 (EC 1.11.1.15) (Antioxidant enzyme AOE372) (AOE37-2) (Peroxiredoxin IV) (Prx-IV) (Thioredoxin peroxidase AO372) (Thioredoxin-dependent peroxide reductase A0372)
P30044 PRDX5_HUMAN Peroxiredoxin-5, mitochondrial (EC 1.11.1.15) (Alu corepressor 1) (Antioxidant enzyme B166) (AOEB166) (Liver tissue 2D-page spot 71B) (PLP) (Peroxiredoxin V) (Prx-V) (Peroxisomal antioxidant enzyme) (TPx type VI) (Thioredoxin peroxidase PMP20)
P30041 PRDX6_HUMAN Peroxiredoxin-6 (EC 1.11.1.15) (1-Cys peroxiredoxin) (1-Cys PRX) (24 kDa protein) (Acidic calcium-independent phospholipase A2) (aiPLA2) (EC 3.1.1.4) (Antioxidant protein 2) (Liver 2D page spot 40) (Non-selenium glutathione peroxidase) (NSGPx) (Red blood cells page spot 12)
P36969 GPX4_HUMAN Phospholipid hydroperoxide glutathione peroxidase, mitochondrial (PHGPx) (EC 1.11.1.12) (Glutathione peroxidase 4) (GPx-4) (GSHPx-4)
Q5SRE7 PHYD1_HUMAN Phytanoyl-CoA dioxygenase domain-containing protein 1 (EC 1.-.-.-)
Q02809 PLOD1_HUMAN Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 (EC 1.14.11.4) (Lysyl hydroxylase 1) (LH1)
Q14914 PTGR1_HUMAN Prostaglandin reductase 1 (PRG-1) (EC 1.3.1.-) (15-oxoprostaglandin 13-reductase) (EC 1.3.1.48) (NADP-dependent leukotriene B4 12-hydroxydehydrogenase) (EC 1.3.1.74)
Q9NVS9 PNPO_HUMAN Pyridoxine-5'-phosphate oxidase (EC 1.4.3.5) (Pyridoxamine-phosphate oxidase)
Q08257 QOR_HUMAN Quinone oxidoreductase (EC 1.6.5.5) (NADPH:quinone reductase) (Zeta-crystallin)
Q53FA7 QORX_HUMAN Quinone oxidoreductase PIG3 (EC 1.-.-.-) (Tumor protein p53-inducible protein 3) (p53-induced gene 3 protein)
P00352 AL1A1_HUMAN Retinal dehydrogenase 1 (RALDH 1) (RalDH1) (EC 1.2.1.-) (EC 1.2.1.36) (ALDH-E1) (ALHDII) (Aldehyde dehydrogenase family 1 member A1) (Aldehyde dehydrogenase, cytosolic)
P16083 NQO2_HUMAN Ribosyldihydronicotinamide dehydrogenase [quinone] (EC 1.10.5.1) (NRH dehydrogenase [quinone] 2) (NRH:quinone oxidoreductase 2) (Quinone reductase 2) (QR2)
P35270 SPRE_HUMAN Sepiapterin reductase (SPR) (EC 1.1.1.153)
Q00796 DHSO_HUMAN Sorbitol dehydrogenase (EC 1.1.1.14) (L-iditol 2-dehydrogenase)
O00391 QSOX1_HUMAN Sulfhydryl oxidase 1 (hQSOX) (EC 1.8.3.2) (Quiescin Q6)
P00441 SODC_HUMAN Superoxide dismutase [Cu-Zn] (EC 1.15.1.1) (Superoxide dismutase 1) (hSod1)
Q16881 TRXR1_HUMAN Thioredoxin reductase 1, cytoplasmic (TR) (EC 1.8.1.9) (Gene associated with retinoic and interferon-induced mortality 12 protein) (GRIM-12) (Gene associated with retinoic and IFN-induced mortality 12 protein) (KM-102-derived reductase-like factor) (Thioredoxin reductase TR1)
O60701 UGDH_HUMAN UDP-glucose 6-dehydrogenase (UDP-Glc dehydrogenase) (UDP-GlcDH) (UDPGDH) (EC 1.1.1.22)
P47989 XDH_HUMAN Xanthine dehydrogenase/oxidase [Includes: Xanthine dehydrogenase (XD) (EC 1.17.1.4); Xanthine oxidase (XO) (EC 1.17.3.2) (Xanthine oxidoreductase) (XOR)]



S2 dataset: details of the six enzyme categories
EC2: transferases

AC_number Entry name Protein names
Q9C0C9 UBE2O_HUMAN (E3 independent) E2 ubiqui tin conjugating enzyme (EC 2 3 2 24) (E2/E3 hybrid ubiqui tin protein l igase UBE2O) (Ubiqui tin carrier protein O) (Ubiqui tin conjugating enzyme E2 O) (Ubiqui tin conjugating enzyme E2 of 230 kDa) (Ubiqui tin conjugating enzyme E2 230K) (Ubiqui tin protein l igase O)
Q04446 GLGB_HUMAN 1,4-a lpha-glucan-branching enzyme (EC 2.4.1.18) (Brancher enzyme) (Glycogen-branching enzyme)
P25325 THTM_HUMAN 3-mercaptopyruvate sul furtransferase (MST) (EC 2.8.1.2)
Q13131 AAPK1_HUMAN 5'-AMP-activated protein kinase cata lytic subunit a lpha-1 (AMPK subunit a lpha-1) (EC 2.7.11.1) (Acetyl -CoA carboxylase kinase) (ACACA kinase) (EC 2.7.11.27) (Hydroxymethylglutaryl -CoA reductase kinase) (HMGCR kinase) (EC 2.7.11.31) (Tau-protein kinase PRKAA1) (EC 2.7.11.26)
Q9BWD1 THIC_HUMAN Acetyl -CoA acetyl transferase, cytosol ic (EC 2.3.1.9) (Acetyl -CoA transferase-l ike protein) (Cytosol ic acetoacetyl -CoA thiolase)
P07741 APT_HUMAN Adenine phosphoribosyl transferase (APRT) (EC 2.4.2.7)
P55263 ADK_HUMAN Adenos ine kinase (AK) (EC 2.7.1.20) (Adenos ine 5'-phosphotransferase)
P00568 KAD1_HUMAN Adenylate kinase i soenzyme 1 (AK 1) (EC 2.7.4.3) (EC 2.7.4.6) (ATP-AMP transphosphorylase 1) (ATP:AMP phosphotransferase) (Adenylate monophosphate kinase) (Myokinase)
O95396 MOCS3_HUMAN Adenylyl transferase and sul furtransferase MOCS3 (Molybdenum cofactor synthes is  protein 3) (Molybdopterin synthase sul furylase) (MPT synthase sul furylase) [Includes : Molybdopterin-synthase adenylyl transferase (EC 2.7.7.80) (Adenylyl transferase MOCS3) (Sul fur carrier protein MOCS2A adenylyl transferase); Molybdopterin-synthase sul furtransferase (EC 2.8.1.11) (Sul fur carrier protein MOCS2A sul furtransferase) (Sul furtransferase MOCS3)]
Q9UKK9 NUDT5_HUMAN ADP-sugar pyrophosphatase (EC 3.6.1.13) (8-oxo-dGDP phosphatase) (EC 3.6.1.58) (Nuclear ATP-synthes is  protein NUDIX5) (EC 2.7.7.96) (Nucleos ide diphosphate-l inked moiety X moti f 5) (Nudix moti f 5) (hNUDT5) (YSA1H)
P26572 MGAT1_HUMAN Alpha-1,3-mannosyl -glycoprotein 2-beta-N-acetylglucosaminyl transferase (EC 2.4.1.101) (N-glycosyl -ol igosaccharide-glycoprotein N-acetylglucosaminyl transferase I) (GNT-I) (GlcNAc-T I)
Q969X2 SIA7F_HUMAN Alpha-N-acetylga lactosaminide a lpha-2,6-s ia lyl transferase 6 (EC 2.4.99.-) (GalNAc a lpha-2,6-s ia lyl transferase VI) (ST6GalNAc VI) (ST6GalNAcVI) (hST6GalNAc VI) (Sia lyl transferase 7F) (SIAT7-F)
P18440 ARY1_HUMAN Arylamine N-acetyl transferase 1 (EC 2.3.1.5) (Arylamide acetylase 1) (Monomorphic arylamine N-acetyl transferase) (MNAT) (N-acetyl transferase type 1) (NAT-1)
P17174 AATC_HUMAN Aspartate aminotransferase, cytoplasmic (cAspAT) (EC 2.6.1.1) (EC 2.6.1.3) (Cysteine aminotransferase, cytoplasmic) (Cysteine transaminase, cytoplasmic) (cCAT) (Glutamate oxa loacetate transaminase 1) (Transaminase A)
P53396 ACLY_HUMAN ATP-ci trate synthase (EC 2.3.3.8) (ATP-ci trate (pro-S-)-lyase) (ACL) (Ci trate cleavage enzyme)
P17858 PFKAL_HUMAN ATP-dependent 6-phosphofructokinase, l iver type (ATP-PFK) (PFK-L) (EC 2.7.1.11) (6-phosphofructokinase type B) (Phosphofructo-1-kinase i sozyme B) (PFK-B) (Phosphohexokinase)
P08237 PFKAM_HUMAN ATP-dependent 6-phosphofructokinase, muscle type (ATP-PFK) (PFK-M) (EC 2.7.1.11) (6-phosphofructokinase type A) (Phosphofructo-1-kinase i sozyme A) (PFK-A) (Phosphohexokinase)
Q01813 PFKAP_HUMAN ATP-dependent 6-phosphofructokinase, platelet type (ATP-PFK) (PFK-P) (EC 2.7.1.11) (6-phosphofructokinase type C) (Phosphofructo-1-kinase i sozyme C) (PFK-C) (Phosphohexokinase)
O95395 GCNT3_HUMAN Beta-1,3-ga lactosyl -O-glycosyl -glycoprotein beta-1,6-N-acetylglucosaminyl transferase 3 (EC 2.4.1.102) (EC 2.4.1.150) (C2GnT-mucin type) (C2GnT-M) (hC2GnT-M) (Core 2/core 4 beta-1,6-N-acetylglucosaminyl transferase) (C2/4GnT)
Q8NES3 LFNG_HUMAN Beta-1,3-N-acetylglucosaminyl transferase lunatic fringe (EC 2.4.1.222) (O-fucosylpeptide 3-beta-N-acetylglucosaminyl transferase)
O43505 B4GA1_HUMAN Beta-1,4-glucuronyl transferase 1 (EC 2.4.1.-) (I-beta-1,3-N-acetylglucosaminyl transferase) (iGnT) (N-acetyl lactosaminide beta-1,3-N-acetylglucosaminyl transferase) (Poly-N-acetyl lactosamine extens ion enzyme) (UDP-GlcNAc:betaGal  beta-1,3-N-acetylglucosaminyl transferase 1)
Q13057 COASY_HUMAN Bifunctional  coenzyme A synthase (CoA synthase) (NBP) (POV-2) [Includes : Phosphopantetheine adenylyl transferase (EC 2.7.7.3) (Dephospho-CoA pyrophosphorylase) (Pantetheine-phosphate adenylyl transferase) (PPAT); Dephospho-CoA kinase (DPCK) (EC 2.7.1.24) (Dephosphocoenzyme A kinase) (DPCOAK)]
P31939 PUR9_HUMAN Bifunctional  purine biosynthes is  protein PURH [Cleaved into: Bi functional  purine biosynthes is  protein PURH, N-terminal ly processed] [Includes : Phosphoribosylaminoimidazolecarboxamide formyltransferase (EC 2.1.2.3) (5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase) (AICAR transformylase); IMP cyclohydrolase (EC 3.5.4.10) (ATIC) (IMP synthase) (Inos inicase)]
P11274 BCR_HUMAN Breakpoint cluster region protein (EC 2.7.11.1) (Renal  carcinoma antigen NY-REN-26)
P21964 COMT_HUMAN Catechol  O-methyl transferase (EC 2.1.1.6)
Q9Y259 CHKB_HUMAN Chol ine/ethanolamine kinase (Chol ine kinase beta) (CK) (CKB) (EC 2.7.1.32) (Chol ine kinase-l ike protein) (Ethanolamine kinase) (EK) (EC 2.7.1.82) (Ethanolamine kinase beta) (EKB) (chol ine/ethanolamine kinase beta) (CKEKB)
Q11201 SIA4A_HUMAN CMP-N-acetylneuraminate-beta-ga lactosamide-a lpha-2,3-s ia lyl transferase 1 (Alpha 2,3-ST 1) (Beta-ga lactos ide a lpha-2,3-s ia lyl transferase 1) (EC 2.4.99.4) (Gal -NAc6S) (Gal -beta-1,3-GalNAc-a lpha-2,3-s ia lyl transferase) (SIATFL) (ST3Gal  I) (ST3Gal I) (ST3GalA.1) (ST3O) (Sia lyl transferase 4A) (SIAT4-A)
P12277 KCRB_HUMAN Creatine kinase B-type (EC 2.7.3.2) (B-CK) (Creatine kinase B chain)
Q00534 CDK6_HUMAN Cycl in-dependent kinase 6 (EC 2.7.11.22) (Cel l  divis ion protein kinase 6) (Serine/threonine-protein kinase PLSTIRE)
P23743 DGKA_HUMAN Diacylglycerol  kinase a lpha (DAG kinase a lpha) (EC 2.7.1.107) (80 kDa diacylglycerol  kinase) (Diglyceride kinase a lpha) (DGK-a lpha)
P46734 MP2K3_HUMAN Dual  speci fici ty mitogen-activated protein kinase kinase 3 (MAP kinase kinase 3) (MAPKK 3) (EC 2.7.12.2) (MAPK/ERK kinase 3) (MEK 3) (Stress -activated protein kinase kinase 2) (SAPK kinase 2) (SAPKK-2) (SAPKK2)
P45985 MP2K4_HUMAN Dual  speci fici ty mitogen-activated protein kinase kinase 4 (MAP kinase kinase 4) (MAPKK 4) (EC 2.7.12.2) (JNK-activating kinase 1) (MAPK/ERK kinase 4) (MEK 4) (SAPK/ERK kinase 1) (SEK1) (Stress -activated protein kinase kinase 1) (SAPK kinase 1) (SAPKK-1) (SAPKK1) (c-Jun N-terminal  kinase kinase 1) (JNKK)
Q14258 TRI25_HUMAN E3 ubiqui tin/ISG15 l igase TRIM25 (EC 6.3.2.n3) (Estrogen-respons ive finger protein) (RING finger protein 147) (RING-type E3 ubiqui tin transferase) (EC 2.3.2.27) (RING-type E3 ubiqui tin transferase TRIM25) (Triparti te moti f-conta ining protein 25) (Ubiqui tin/ISG15-conjugating enzyme TRIM25) (Zinc finger protein 147)
Q9Y4X5 ARI1_HUMAN E3 ubiqui tin-protein l igase ARIH1 (EC 2.3.2.27) (H7-AP2) (HHARI) (Monocyte protein 6) (MOP-6) (Protein ariadne-1 homolog) (ARI-1) (UbcH7-binding protein) (UbcM4-interacting protein) (Ubiqui tin-conjugating enzyme E2-binding protein 1)
Q9UNE7 CHIP_HUMAN E3 ubiqui tin-protein l igase CHIP (EC 2.3.2.27) (Antigen NY-CO-7) (CLL-associated antigen KW-8) (Carboxy terminus  of Hsp70-interacting protein) (RING-type E3 ubiqui tin transferase CHIP) (STIP1 homology and U box-conta ining protein 1)
Q7Z6Z7 HUWE1_HUMAN E3 ubiqui tin-protein l igase HUWE1 (EC 2.3.2.26) (ARF-binding protein 1) (ARF-BP1) (HECT, UBA and WWE domain-conta ining protein 1) (HECT-type E3 ubiqui tin transferase HUWE1) (Homologous  to E6AP carboxyl  terminus  homologous  protein 9) (HectH9) (Large s tructure of UREB1) (LASU1) (Mcl -1 ubiqui tin l igase E3) (Mule) (Upstream regulatory element-binding protein 1) (URE-B1) (URE-binding protein 1)
Q63HN8 RN213_HUMAN E3 ubiqui tin-protein l igase RNF213 (EC 2.3.2.27) (EC 3.6.4.-) (ALK lymphoma ol igomerization partner on chromosome 17) (Mysterin) (RING finger protein 213) (RING-type E3 ubiqui tin transferase RNF213)
Q5T4S7 UBR4_HUMAN E3 ubiqui tin-protein l igase UBR4 (EC 2.3.2.27) (600 kDa retinoblastoma protein-associated factor) (N-recognin-4) (RING-type E3 ubiqui tin transferase UBR4) (Retinoblastoma-associated factor of 600 kDa) (RBAF600) (p600) (Zinc finger UBR1-type protein 1)
Q99447 PCY2_HUMAN Ethanolamine-phosphate cytidylyl transferase (EC 2.7.7.14) (CTP:phosphoethanolamine cytidylyl transferase) (Phosphorylethanolamine transferase)
P14324 FPPS_HUMAN Farnesyl  pyrophosphate synthase (FPP synthase) (FPS) (EC 2.5.1.10) ((2E,6E)-farnesyl  diphosphate synthase) (Dimethyla l lyl transtransferase) (EC 2.5.1.1) (Farnesyl  diphosphate synthase) (Geranyl transtransferase)
P49327 FAS_HUMAN Fatty acid synthase (EC 2.3.1.85) [Includes : [Acyl -carrier-protein] S-acetyl transferase (EC 2.3.1.38); [Acyl -carrier-protein] S-malonyl transferase (EC 2.3.1.39); 3-oxoacyl -[acyl -carrier-protein] synthase (EC 2.3.1.41); 3-oxoacyl -[acyl -carrier-protein] reductase (EC 1.1.1.100); 3-hydroxyacyl -[acyl -carrier-protein] dehydratase (EC 4.2.1.59); Enoyl -[acyl -carrier-protein] reductase (EC 1.3.1.39); Oleoyl -[acyl -carrier-protein] hydrolase (EC 3.1.2.14)]
Q05397 FAK1_HUMAN Focal  adhes ion kinase 1 (FADK 1) (EC 2.7.10.2) (Foca l  adhes ion kinase-related nonkinase) (FRNK) (Protein phosphatase 1 regulatory subunit 71) (PPP1R71) (Protein-tyros ine kinase 2) (p125FAK) (pp125FAK)
P07902 GALT_HUMAN Galactose-1-phosphate uridylyl transferase (Gal -1-P uridylyl transferase) (EC 2.7.7.12) (UDP-glucose--hexose-1-phosphate uridylyl transferase)
P21217 FUT3_HUMAN Galactos ide 3(4)-L-fucosyl transferase (EC 2.4.1.65) (Blood group Lewis  a lpha-4-fucosyl transferase) (Lewis  FT) (Fucosyl transferase 3) (Fucosyl transferase II I) (FucT-II I)
Q9NQX3 GEPH_HUMAN Gephyrin [Includes : Molybdopterin adenylyl transferase (MPT adenylyl transferase) (EC 2.7.7.75) (Domain G); Molybdopterin molybdenumtransferase (MPT Mo-transferase) (EC 2.10.1.1) (Domain E)]
O95749 GGPPS_HUMAN Geranylgeranyl  pyrophosphate synthase (GGPP synthase) (GGPPSase) (EC 2.5.1.-) ((2E,6E)-farnesyl  diphosphate synthase) (Dimethyla l lyl transtransferase) (EC 2.5.1.1) (Farnesyl  diphosphate synthase) (Farnesyl transtransferase) (EC 2.5.1.29) (Geranylgeranyl  diphosphate synthase) (Geranyl transtransferase) (EC 2.5.1.10)
P53609 PGTB1_HUMAN Geranylgeranyl  transferase type-1 subunit beta  (EC 2.5.1.59) (Geranylgeranyl  transferase type I  subunit beta) (GGTase-I-beta) (Type I  protein geranyl -geranyl transferase subunit beta)
Q92696 PGTA_HUMAN Geranylgeranyl  transferase type-2 subunit a lpha (EC 2.5.1.60) (Geranylgeranyl  transferase type II  subunit a lpha) (Rab geranyl -geranyl transferase subunit a lpha) (Rab GG transferase a lpha) (Rab GGTase a lpha) (Rab geranylgeranyl transferase subunit a lpha)
Q96EK6 GNA1_HUMAN Glucosamine 6-phosphate N-acetyl transferase (EC 2.3.1.4) (Phosphoglucosamine acetylase) (Phosphoglucosamine transacetylase)
Q6PCE3 PGM2L_HUMAN Glucose 1,6-bisphosphate synthase (EC 2.7.1.106) (PMMLP) (Phosphoglucomutase-2-l ike 1)
Q06210 GFPT1_HUMAN Glutamine--fructose-6-phosphate aminotransferase [i somerizing] 1 (EC 2.6.1.16) (D-fructose-6-phosphate amidotransferase 1) (Glutamine:fructose-6-phosphate amidotransferase 1) (GFAT 1) (GFAT1) (Hexosephosphate aminotransferase 1)
Q16769 QPCT_HUMAN Glutaminyl -peptide cyclotransferase (EC 2.3.2.5) (Glutaminyl  cyclase) (QC) (sQC) (Glutaminyl -tRNA cyclotransferase) (Glutamyl  cyclase) (EC)
P08263 GSTA1_HUMAN Glutathione S-transferase A1 (EC 2.5.1.18) (GST HA subunit 1) (GST class -a lpha member 1) (GST-eps i lon) (GSTA1-1) (GTH1) [Cleaved into: Glutathione S-transferase A1, N-terminal ly processed]
P09488 GSTM1_HUMAN Glutathione S-transferase Mu 1 (EC 2.5.1.18) (GST HB subunit 4) (GST class -mu 1) (GSTM1-1) (GSTM1a-1a) (GSTM1b-1b) (GTH4)
P78417 GSTO1_HUMAN Glutathione S-transferase omega-1 (GSTO-1) (EC 2.5.1.18) (Glutathione S-transferase omega 1-1) (GSTO 1-1) (Glutathione-dependent dehydroascorbate reductase) (EC 1.8.5.1) (Monomethylarsonic acid reductase) (MMA(V) reductase) (EC 1.20.4.2) (S-(Phenacyl )glutathione reductase) (SPG-R)
P09211 GSTP1_HUMAN Glutathione S-transferase P (EC 2.5.1.18) (GST class -pi ) (GSTP1-1)
P30711 GSTT1_HUMAN Glutathione S-transferase theta-1 (EC 2.5.1.18) (GST class -theta-1) (Glutathione transferase T1-1)
P04406 G3P_HUMAN Glycera ldehyde-3-phosphate dehydrogenase (GAPDH) (EC 1.2.1.12) (Peptidyl -cysteine S-ni trosylase GAPDH) (EC 2.6.99.-)
P35573 GDE_HUMAN Glycogen debranching enzyme (Glycogen debrancher) [Includes : 4-a lpha-glucanotransferase (EC 2.4.1.25) (Ol igo-1,4-1,4-glucantransferase); Amylo-a lpha-1,6-glucos idase (Amylo-1,6-glucos idase) (EC 3.2.1.33) (Dextrin 6-a lpha-D-glucos idase)]
P11216 PYGB_HUMAN Glycogen phosphorylase, bra in form (EC 2.4.1.1)
P06737 PYGL_HUMAN Glycogen phosphorylase, l iver form (EC 2.4.1.1)
P46976 GLYG_HUMAN Glycogenin-1 (GN-1) (GN1) (EC 2.4.1.186)
Q01581 HMCS1_HUMAN Hydroxymethylglutaryl -CoA synthase, cytoplasmic (HMG-CoA synthase) (EC 2.3.3.10) (3-hydroxy-3-methylglutaryl  coenzyme A synthase)
P00492 HPRT_HUMAN Hypoxanthine-guanine phosphoribosyl transferase (HGPRT) (HGPRTase) (EC 2.4.2.8)
O14920 IKKB_HUMAN Inhibi tor of nuclear factor kappa-B kinase subunit beta  (I-kappa-B-kinase beta) (IKK-B) (IKK-beta) (IkBKB) (EC 2.7.11.10) (I-kappa-B kinase 2) (IKK2) (Nuclear factor NF-kappa-B inhibi tor kinase beta) (NFKBIKB)
Q6PFW1 VIP1_HUMAN Inos i tol  hexakisphosphate and diphosphoinos i tol -pentakisphosphate kinase 1 (EC 2.7.4.21) (EC 2.7.4.24) (Diphosphoinos i tol  pentakisphosphate kinase 1) (His tidine acid phosphatase domain-conta ining protein 2A) (IP6 kinase) (Inos i tol  pyrophosphate synthase 1) (InsP6 and PP-IP5 kinase 1) (VIP1 homolog) (hsVIP1)
Q9NWZ3 IRAK4_HUMAN Interleukin-1 receptor-associated kinase 4 (IRAK-4) (EC 2.7.11.1) (Renal  carcinoma antigen NY-REN-64)
Q9UIC8 LCMT1_HUMAN Leucine carboxyl  methyl transferase 1 (EC 2.1.1.233) (Protein-leucine O-methyl transferase) ([Phosphatase 2A protein]-leucine-carboxy methyl transferase 1)
Q8N0W3 FUK_HUMAN L-fucose kinase (Fucokinase) (EC 2.7.1.52)
Q15046 SYK_HUMAN Lys ine--tRNA l igase (EC 2.7.7.-) (EC 6.1.1.6) (Lysyl -tRNA synthetase) (LysRS)
O43708 MAAI_HUMAN Maleylacetoacetate i somerase (MAAI) (EC 5.2.1.2) (GSTZ1-1) (Glutathione S-transferase zeta  1) (EC 2.5.1.18)
Q9Y5P6 GMPPB_HUMAN Mannose-1-phosphate guanyl transferase beta  (EC 2.7.7.13) (GDP-mannose pyrophosphorylase B) (GTP-mannose-1-phosphate guanylyl transferase beta)
Q03426 KIME_HUMAN Mevalonate kinase (MK) (EC 2.7.1.36)
P28482 MK01_HUMAN Mitogen-activated protein kinase 1 (MAP kinase 1) (MAPK 1) (EC 2 7 11 24) (ERT1) (Extracel lular s ignal -regulated kinase 2) (ERK-2) (MAP kinase i soform p42) (p42-MAPK) (Mitogen-activated protein kinase 2) (MAP kinase 2) (MAPK 2)
O15264 MK13_HUMAN Mitogen-activated protein kinase 13 (MAP kinase 13) (MAPK 13) (EC 2.7.11.24) (Mitogen-activated protein kinase p38 del ta) (MAP kinase p38 del ta) (Stress -activated protein kinase 4)
Q16539 MK14_HUMAN Mitogen-activated protein kinase 14 (MAP kinase 14) (MAPK 14) (EC 2.7.11.24) (Cytokine suppress ive anti -inflammatory drug-binding protein) (CSAID-binding protein) (CSBP) (MAP kinase MXI2) (MAX-interacting protein 2) (Mitogen-activated protein kinase p38 a lpha) (MAP kinase p38 a lpha) (Stress -activated protein kinase 2a) (SAPK2a)
P27361 MK03_HUMAN Mitogen-activated protein kinase 3 (MAP kinase 3) (MAPK 3) (EC 2.7.11.24) (ERT2) (Extracel lular s ignal -regulated kinase 1) (ERK-1) (Insul in-s timulated MAP2 kinase) (MAP kinase i soform p44) (p44-MAPK) (Microtubule-associated protein 2 kinase) (p44-ERK1)
Q9UJ70 NAGK_HUMAN N-acetyl -D-glucosamine kinase (N-acetylglucosamine kinase) (EC 2.7.1.59) (GlcNAc kinase)
Q86SF2 GALT7_HUMAN N-acetylga lactosaminyl transferase 7 (EC 2.4.1.-) (Polypeptide GalNAc transferase 7) (GalNAc-T7) (pp-GaNTase 7) (Protein-UDP acetylga lactosaminyl transferase 7) (UDP-GalNAc:polypeptide N-acetylga lactosaminyl transferase 7)
Q9Y2A9 B3GN3_HUMAN N-acetyl lactosaminide beta-1,3-N-acetylglucosaminyl transferase 3 (EC 2.4.1.149) (Beta-1,3-ga lactosyl -O-glycosyl -glycoprotein beta-1,3-N-acetylglucosaminyl transferase) (EC 2.4.1.146) (Beta-1,3-ga lactosyl transferase 8) (Beta-1,3-GalTase 8) (Beta3Gal -T8) (Beta3GalT8) (b3Gal -T8) (Beta-3-Gx-T8) (Core 1 extending beta-1,3-N-acetylglucosaminyl transferase) (Core1-beta3GlcNAcT) (Transmembrane protein 3) (UDP-Gal :beta-GlcNAc beta-1,3-ga lactosyl transferase 8) (UDP-GlcNAc:betaGal  beta-1,3-N-acetylglucosaminyl transferase 3) (BGnT-3) (Beta-1,3-Gn-T3) (Beta-1,3-N-acetylglucosaminyl transferase 3) (Beta3Gn-T3) (UDP-ga lactose:beta-N-acetylglucosamine beta-1,3-ga lactosyl transferase 8)
O95671 ASML_HUMAN N-acetylserotonin O-methyl transferase-l ike protein (ASMTL) (EC 2.1.1.-)
P43490 NAMPT_HUMAN Nicotinamide phosphoribosyl transferase (NAmPRTase) (Nampt) (EC 2.4.2.12) (Pre-B-cel l  colony-enhancing factor 1) (Pre-B cel l -enhancing factor) (Vis fatin)
Q9NWW6 NRK1_HUMAN Nicotinamide ribos ide kinase 1 (NRK 1) (NmR-K 1) (EC 2.7.1.22) (Nicotinic acid ribos ide kinase 1) (EC 2.7.1.173) (Ribosylnicotinamide kinase 1) (RNK 1) (Ribosylnicotinic acid kinase 1)
Q13232 NDK3_HUMAN Nucleos ide diphosphate kinase 3 (NDK 3) (NDP kinase 3) (EC 2.7.4.6) (DR-nm23) (Nucleos ide diphosphate kinase C) (NDPKC) (nm23-H3)
P22392 NDKB_HUMAN Nucleos ide diphosphate kinase B (NDK B) (NDP kinase B) (EC 2.7.4.6) (C-myc purine-binding transcription factor PUF) (His tidine protein kinase NDKB) (EC 2.7.13.3) (nm23-H2)
Q9NVE7 PANK4_HUMAN Pantothenate kinase 4 (hPanK4) (EC 2.7.1.33) (Pantothenic acid kinase 4)
Q8TBX8 PI42C_HUMAN Phosphatidyl inos i tol  5-phosphate 4-kinase type-2 gamma (EC 2.7.1.149) (Phosphatidyl inos i tol  5-phosphate 4-kinase type II  gamma) (PI(5)P 4-kinase type II  gamma) (PIP4KII-gamma)
P00558 PGK1_HUMAN Phosphoglycerate kinase 1 (EC 2.7.2.3) (Cel l  migration-inducing gene 10 protein) (Primer recognition protein 2) (PRP 2)
Q9Y617 SERC_HUMAN Phosphoserine aminotransferase (EC 2.6.1.52) (Phosphohydroxythreonine aminotransferase) (PSAT)
Q8NCL4 GALT6_HUMAN Polypeptide N-acetylga lactosaminyl transferase 6 (EC 2.4.1.41) (Polypeptide GalNAc transferase 6) (GalNAc-T6) (pp-GaNTase 6) (Protein-UDP acetylga lactosaminyl transferase 6) (UDP-GalNAc:polypeptide N-acetylga lactosaminyl transferase 6)
Q5GLZ8 HERC4_HUMAN Probable E3 ubiqui tin-protein l igase HERC4 (EC 2.3.2.26) (HECT domain and RCC1-l ike domain-conta ining protein 4) (HECT-type E3 ubiqui tin transferase HERC4)
P49356 FNTB_HUMAN Protein farnesyl transferase subunit beta  (FTase-beta) (EC 2.5.1.58) (CAAX farnesyl transferase subunit beta) (Ras  proteins  prenyl transferase subunit beta)
P49354 FNTA_HUMAN Protein farnesyl transferase/geranylgeranyl transferase type-1 subunit a lpha (EC 2.5.1.58) (EC 2.5.1.59) (CAAX farnesyl transferase subunit a lpha) (FTase-a lpha) (Ras  proteins  prenyl transferase subunit a lpha) (Type I  protein geranyl -geranyl transferase subunit a lpha) (GGTase-I-a lpha)
Q05655 KPCD_HUMAN Protein kinase C del ta  type (EC 2.7.11.13) (Tyros ine-protein kinase PRKCD) (EC 2.7.10.2) (nPKC-del ta) [Cleaved into: Protein kinase C del ta  type regulatory subunit; Protein kinase C del ta  type cata lytic subunit (Sphingos ine-dependent protein kinase-1) (SDK1)]
P21980 TGM2_HUMAN Protein-glutamine gamma-glutamyltransferase 2 (EC 2.3.2.13) (Tissue transglutaminase) (Transglutaminase C) (TG(C)) (TGC) (TGase C) (Transglutaminase H) (TGase H) (Transglutaminase-2) (TGase-2)
P22061 PIMT_HUMAN Protein-L-i soaspartate(D-aspartate) O-methyl transferase (PIMT) (EC 2.1.1.77) (L-i soaspartyl  protein carboxyl  methyl transferase) (Protein L-i soaspartyl/D-aspartyl  methyl transferase) (Protein-beta-aspartate methyl transferase)
Q13882 PTK6_HUMAN Protein-tyros ine kinase 6 (EC 2.7.10.2) (Breast tumor kinase) (Tyros ine-protein kinase BRK)
P00491 PNPH_HUMAN Purine nucleos ide phosphorylase (PNP) (EC 2.4.2.1) (Inos ine phosphorylase) (Inos ine-guanos ine phosphorylase)
O00764 PDXK_HUMAN Pyridoxal  kinase (EC 2.7.1.35) (Pyridoxine kinase)
P14618 KPYM_HUMAN Pyruvate kinase PKM (EC 2.7.1.40) (Cytosol ic thyroid hormone-binding protein) (CTHBP) (Opa-interacting protein 3) (OIP-3) (Pyruvate kinase 2/3) (Pyruvate kinase muscle i sozyme) (Thyroid hormone-binding protein 1) (THBP1) (Tumor M2-PK) (p58)
P31749 AKT1_HUMAN RAC-a lpha serine/threonine-protein kinase (EC 2.7.11.1) (Protein kinase B) (PKB) (Protein kinase B a lpha) (PKB a lpha) (Proto-oncogene c-Akt) (RAC-PK-a lpha)
P11908 PRPS2_HUMAN Ribose-phosphate pyrophosphokinase 2 (EC 2.7.6.1) (PPRibP) (Phosphoribosyl  pyrophosphate synthase II) (PRS-II)
Q15418 KS6A1_HUMAN Ribosomal  protein S6 kinase a lpha-1 (S6K-a lpha-1) (EC 2.7.11.1) (90 kDa ribosomal  protein S6 kinase 1) (p90-RSK 1) (p90RSK1) (p90S6K) (MAP kinase-activated protein kinase 1a) (MAPK-activated protein kinase 1a) (MAPKAP kinase 1a) (MAPKAPK-1a) (Ribosomal  S6 kinase 1) (RSK-1)
P51812 KS6A3_HUMAN Ribosomal  protein S6 kinase a lpha-3 (S6K-a lpha-3) (EC 2.7.11.1) (90 kDa ribosomal  protein S6 kinase 3) (p90-RSK 3) (p90RSK3) (Insul in-s timulated protein kinase 1) (ISPK-1) (MAP kinase-activated protein kinase 1b) (MAPK-activated protein kinase 1b) (MAPKAP kinase 1b) (MAPKAPK-1b) (Ribosomal  S6 kinase 2) (RSK-2) (pp90RSK2)
P31153 METK2_HUMAN S-adenosylmethionine synthase i soform type-2 (AdoMet synthase 2) (EC 2.5.1.6) (Methionine adenosyl transferase 2) (MAT 2) (Methionine adenosyl transferase II) (MAT-II)
P34896 GLYC_HUMAN Serine hydroxymethyl transferase, cytosol ic (SHMT) (EC 2.1.2.1) (Glycine hydroxymethyl transferase) (Serine methylase)
Q9Y6E0 STK24_HUMAN Serine/threonine-protein kinase 24 (EC 2.7.11.1) (Mammal ian STE20-l ike protein kinase 3) (MST-3) (STE20-l ike kinase MST3) [Cleaved into: Serine/threonine-protein kinase 24 36 kDa subunit (Mammal ian STE20-l ike protein kinase 3 N-terminal ) (MST3/N); Serine/threonine-protein kinase 24 12 kDa subunit (Mammal ian STE20-l ike protein kinase 3 C-terminal ) (MST3/C)]
Q9P289 STK26_HUMAN Serine/threonine protein kinase 26 (EC 2 7 11 1) (MST3 and SOK1 related kinase) (Mammal ian STE20 l ike protein kinase 4) (MST 4) (STE20 l ike kinase MST4) (Serine/threonine protein kinase MASK)
Q15208 STK38_HUMAN Serine/threonine-protein kinase 38 (EC 2.7.11.1) (NDR1 protein kinase) (Nuclear Dbf2-related kinase 1)
Q7KZI7 MARK2_HUMAN Serine/threonine-protein kinase MARK2 (EC 2.7.11.1) (EC 2.7.11.26) (ELKL moti f kinase 1) (EMK-1) (MAP/microtubule affini ty-regulating kinase 2) (PAR1 homolog) (PAR1 homolog b) (Par-1b) (Par1b)
Q8TD19 NEK9_HUMAN Serine/threonine-protein kinase Nek9 (EC 2.7.11.1) (Nercc1 kinase) (Never in mitos is  A-related kinase 9) (NimA-related protein kinase 9) (NimA-related kinase 8) (Nek8)
O95747 OXSR1_HUMAN Serine/threonine-protein kinase OSR1 (EC 2.7.11.1) (Oxidative s tress -respons ive 1 protein)
Q13177 PAK2_HUMAN Serine/threonine-protein kinase PAK 2 (EC 2.7.11.1) (Gamma-PAK) (PAK65) (S6/H4 kinase) (p21-activated kinase 2) (PAK-2) (p58) [Cleaved into: PAK-2p27 (p27); PAK-2p34 (p34) (C-t-PAK2)]
Q9H2K8 TAOK3_HUMAN Serine/threonine-protein kinase TAO3 (EC 2.7.11.1) (Cutaneous  T-cel l  l ymphoma-associated antigen HD-CL-09) (CTCL-associated antigen HD-CL-09) (Dendri tic cel l -derived protein kinase) (JNK/SAPK-inhibi tory kinase) (Jun kinase-inhibi tory kinase) (Kinase from chicken homolog A) (hKFC-A) (Thousand and one amino acid protein 3)
Q9Y3S1 WNK2_HUMAN Serine/threonine protein kinase WNK2 (EC 2 7 11 1) (Antigen NY CO 43) (Protein kinase lys ine deficient 2) (Protein kinase with no lys ine 2) (Serologica l ly defined colon cancer antigen 43)
Q9NR45 SIAS_HUMAN Sia l ic acid synthase (N-acetylneuraminate synthase) (EC 2.5.1.56) (N-acetylneuraminate-9-phosphate synthase) (EC 2.5.1.57) (N-acetylneuraminic acid phosphate synthase) (N-acetylneuraminic acid synthase)
Q13126 MTAP_HUMAN S-methyl -5'-thioadenos ine phosphorylase (EC 2.4.2.28) (5'-methyl thioadenos ine phosphorylase) (MTA phosphorylase) (MTAP) (MTAPase)
Q9UEW8 STK39_HUMAN STE20/SPS1-related prol ine-a lanine-rich protein kinase (Ste-20-related kinase) (EC 2.7.11.1) (DCHT) (Serine/threonine-protein kinase 39)
Q9H2G2 SLK_HUMAN STE20-l ike serine/threonine-protein kinase (STE20-l ike kinase) (hSLK) (EC 2.7.11.1) (CTCL tumor antigen se20-9) (STE20-related serine/threonine-protein kinase) (STE20-related kinase) (Serine/threonine-protein kinase 2)
P0DMM9 ST1A3_HUMAN Sul fotransferase 1A3 (ST1A3) (EC 2.8.2.1) (Aryl  sul fotransferase 1A3/1A4) (Catecholamine-sul fating phenol  sul fotransferase) (HAST3) (M-PST) (Monoamine-sul fating phenol  sul fotransferase) (Placenta l  es trogen sul fotransferase) (Sul fotransferase 1A3/1A4) (Sul fotransferase, monoamine-preferring) (Thermolabi le phenol  sul fotransferase) (TL-PST)
O00204 ST2B1_HUMAN Sul fotransferase fami ly cytosol ic 2B member 1 (ST2B1) (Sul fotransferase 2B1) (EC 2.8.2.2) (Alcohol  sul fotransferase) (Hydroxysteroid sul fotransferase 2)
P63279 UBC9_HUMAN SUMO-conjugating enzyme UBC9 (EC 2.3.2.-) (RING-type E3 SUMO transferase UBC9) (SUMO-protein l igase) (Ubiqui tin carrier protein 9) (Ubiqui tin carrier protein I) (Ubiqui tin-conjugating enzyme E2 I) (Ubiqui tin-protein l igase I) (p18)
P51580 TPMT_HUMAN Thiopurine S-methyl transferase (EC 2.1.1.67) (Thiopurine methyl transferase)
Q8NFU3 TSTD1_HUMAN Thiosul fate:glutathione sul furtransferase (TST) (EC 2.8.1.-)
P19971 TYPH_HUMAN Thymidine phosphorylase (TP) (EC 2.4.2.4) (Gl iostatin) (Platelet-derived endothel ia l  cel l  growth factor) (PD-ECGF) (TdRPase)
P37837 TALDO_HUMAN Transa ldolase (EC 2.2.1.2)
P29401 TKT_HUMAN Transketolase (TK) (EC 2.2.1.1)
P22102 PUR2_HUMAN Tri functional  purine biosynthetic protein adenos ine-3 [Includes : Phosphoribosylamine--glycine l igase (EC 6.3.4.13) (Glycinamide ribonucleotide synthetase) (GARS) (Phosphoribosylglycinamide synthetase); Phosphoribosyl formylglycinamidine cyclo-l igase (EC 6.3.3.1) (AIR synthase) (AIRS) (Phosphoribosyl -aminoimidazole synthetase); Phosphoribosylglycinamide formyltransferase (EC 2.1.2.2) (5'-phosphoribosylglycinamide transformylase) (GAR transformylase) (GART)]
Q3LXA3 TKFC_HUMAN Triokinase/FMN cyclase (Bi functional  ATP-dependent dihydroxyacetone kinase/FAD-AMP lyase (cycl i zing)) [Includes : ATP-dependent dihydroxyacetone kinase (DHA kinase) (EC 2.7.1.28) (EC 2.7.1.29) (Glycerone kinase) (Triokinase) (Triose kinase); FAD-AMP lyase (cycl i zing) (EC 4.6.1.15) (FAD-AMP lyase (cycl ic FMN forming)) (FMN cyclase)]
P41240 CSK_HUMAN Tyros ine-protein kinase CSK (EC 2.7.10.2) (C-Src kinase) (Protein-tyros ine kinase CYL)
O14933 UB2L6_HUMAN Ubiquitin/ISG15-conjugating enzyme E2 L6 (EC 2.3.2.23) (E2 ubiqui tin-conjugating enzyme L6) (Retinoic acid-induced gene B protein) (RIG-B) (UbcH8) (Ubiqui tin carrier protein L6) (Ubiqui tin-protein l igase L6)
P61086 UBE2K_HUMAN Ubiquitin-conjugating enzyme E2 K (EC 2.3.2.23) (E2 ubiqui tin-conjugating enzyme K) (Huntingtin-interacting protein 2) (HIP-2) (Ubiqui tin carrier protein) (Ubiqui tin-conjugating enzyme E2-25 kDa) (Ubiqui tin-conjugating enzyme E2(25K)) (Ubiqui tin-conjugating enzyme E2-25K) (Ubiqui tin-protein l igase)
P68036 UB2L3_HUMAN Ubiquitin-conjugating enzyme E2 L3 (EC 2.3.2.23) (E2 ubiqui tin-conjugating enzyme L3) (L-UBC) (UbcH7) (Ubiqui tin carrier protein L3) (Ubiqui tin-conjugating enzyme E2-F1) (Ubiqui tin-protein l igase L3)
P61088 UBE2N_HUMAN Ubiquitin-conjugating enzyme E2 N (EC 2.3.2.23) (Bendless -l ike ubiqui tin-conjugating enzyme) (E2 ubiqui tin-conjugating enzyme N) (Ubc13) (UbcH13) (Ubiqui tin carrier protein N) (Ubiqui tin-protein l igase N)
Q16222 UAP1_HUMAN UDP-N-acetylhexosamine pyrophosphorylase (Antigen X) (AGX) (Sperm-associated antigen 2) [Includes : UDP-N-acetylga lactosamine pyrophosphorylase (EC 2.7.7.83) (AGX-1); UDP-N-acetylglucosamine pyrophosphorylase (EC 2.7.7.23) (AGX-2)]
P30085 KCY_HUMAN UMP-CMP kinase (EC 2.7.4.14) (Deoxycytidylate kinase) (CK) (dCMP kinase) (Nucleos ide-diphosphate kinase) (EC 2.7.4.6) (Uridine monophosphate/cytidine monophosphate kinase) (UMP/CMP kinase) (UMP/CMPK)
P11172 UMPS_HUMAN Uridine 5'-monophosphate synthase (UMP synthase) [Includes : Orotate phosphoribosyl transferase (OPRT) (OPRTase) (EC 2.4.2.10); Orotidine 5'-phosphate decarboxylase (ODC) (EC 4.1.1.23) (OMPdecase)]
Q16851 UGPA_HUMAN UTP--glucose-1-phosphate uridylyl transferase (EC 2.7.7.9) (UDP-glucose pyrophosphorylase) (UDPGP) (UGPase)



S2 dataset: details of the six enzyme categories
EC3: hydrolases

AC_number Entry name Protein names
P54922 ADPRH_HUMAN [Protein ADP-ribosylarginine] hydrolase (ADP-ribosylarginine hydrolase) (EC 3.2.2.19) (ADP-ribose-L-arginine cleaving enzyme)
Q9NRX4 PHP14_HUMAN 14 kDa phosphohistidine phosphatase (EC 3.9.1.3) (Phosphohistidine phosphatase 1) (PHPT1) (Protein histidine phosphatase) (PHP) (Protein janus-A homolog)
O00487 PSDE_HUMAN 26S proteasome non-ATPase regulatory subunit 14 (EC 3.4.19.-) (26S proteasome regulatory subunit RPN11) (26S proteasome-associated PAD1 homolog 1)
O95861 BPNT1_HUMAN 3'(2'),5'-bisphosphate nucleotidase 1 (EC 3.1.3.7) (Bisphosphate 3'-nucleotidase 1) (PAP-inositol 1,4-phosphatase) (PIP)
Q8TCD5 NT5C_HUMAN 5'(3')-deoxyribonucleotidase, cytosolic type (EC 3.1.3.-) (Cytosolic 5',3'-pyrimidine nucleotidase) (Deoxy-5'-nucleotidase 1) (dNT-1)
Q5TFE4 NT5D1_HUMAN 5'-nucleotidase domain-containing protein 1 (EC 3.1.3.-)
O95336 6PGL_HUMAN 6-phosphogluconolactonase (6PGL) (EC 3.1.1.31)
Q13510 ASAH1_HUMAN Acid ceramidase (AC) (ACDase) (Acid CDase) (EC 3.5.1.23) (Acylsphingosine deacylase) (N-acylsphingosine amidohydrolase) (Putative 32 kDa heart protein) (PHP32) [Cleaved into: Acid ceramidase subunit alpha; Acid ceramidase subunit beta]
P13798 ACPH_HUMAN Acylamino-acid-releasing enzyme (AARE) (EC 3.4.19.1) (Acyl-peptide hydrolase) (APH) (Acylaminoacyl-peptidase) (Oxidized protein hydrolase) (OPH)
O75608 LYPA1_HUMAN Acyl-protein thioesterase 1 (APT-1) (hAPT1) (EC 3.1.2.-) (Lysophospholipase 1) (Lysophospholipase I) (LPL-I) (LysoPLA I)
O95372 LYPA2_HUMAN Acyl-protein thioesterase 2 (APT-2) (EC 3.1.2.-) (Lysophospholipase II) (LPL-II) (LysoPLA II)
P23526 SAHH_HUMAN Adenosylhomocysteinase (AdoHcyase) (EC 3.3.1.1) (S-adenosyl-L-homocysteine hydrolase)
Q96HN2 SAHH3_HUMAN Adenosylhomocysteinase 3 (AdoHcyase 3) (EC 3.3.1.1) (IP(3)Rs binding protein released with IP(3) 2) (IRBIT2) (Long-IRBIT) (S-adenosyl-L-homocysteine hydrolase 3) (S-adenosylhomocysteine hydrolase-like protein 2)
Q9BW91 NUDT9_HUMAN ADP-ribose pyrophosphatase, mitochondrial (EC 3.6.1.13) (ADP-ribose diphosphatase) (ADP-ribose phosphohydrolase) (Adenosine diphosphoribose pyrophosphatase) (ADPR-PPase) (Nucleoside diphosphate-linked moiety X motif 9) (Nudix motif 9)
Q9UKK9 NUDT5_HUMAN ADP-sugar pyrophosphatase (EC 3.6.1.13) (8-oxo-dGDP phosphatase) (EC 3.6.1.58) (Nuclear ATP-synthesis protein NUDIX5) (EC 2.7.7.96) (Nucleoside diphosphate-linked moiety X motif 5) (Nudix motif 5) (hNUDT5) (YSA1H)
P05186 PPBT_HUMAN Alkaline phosphatase, tissue-nonspecific isozyme (AP-TNAP) (TNSALP) (EC 3.1.3.1) (Alkaline phosphatase liver/bone/kidney isozyme)
P04745 AMY1_HUMAN Alpha-amylase 1 (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase 1) (Salivary alpha-amylase)
P06280 AGAL_HUMAN Alpha-galactosidase A (EC 3.2.1.22) (Alpha-D-galactosidase A) (Alpha-D-galactoside galactohydrolase) (Melibiase) (Agalsidase)
Q16706 MA2A1_HUMAN Alpha-mannosidase 2 (EC 3.2.1.114) (Golgi alpha-mannosidase II) (AMan II) (Man II) (Mannosidase alpha class 2A member 1) (Mannosyl-oligosaccharide 1,3-1,6-alpha-mannosidase)
Q9NTJ4 MA2C1_HUMAN Alpha-mannosidase 2C1 (EC 3.2.1.24) (Alpha mannosidase 6A8B) (Alpha-D-mannoside mannohydrolase) (Mannosidase alpha class 2C member 1)
P17050 NAGAB_HUMAN Alpha-N-acetylgalactosaminidase (EC 3.2.1.49) (Alpha-galactosidase B)
P54802 ANAG_HUMAN Alpha-N-acetylglucosaminidase (EC 3.2.1.50) (N-acetyl-alpha-glucosaminidase) (NAG) [Cleaved into: Alpha-N-acetylglucosaminidase 82 kDa form; Alpha-N-acetylglucosaminidase 77 kDa form]
Q03154 ACY1_HUMAN Aminoacylase-1 (ACY-1) (EC 3.5.1.14) (N-acyl-L-amino-acid amidohydrolase)
Q9H4A4 AMPB_HUMAN Aminopeptidase B (AP-B) (EC 3.4.11.6) (Arginine aminopeptidase) (Arginyl aminopeptidase)
Q01432 AMPD3_HUMAN AMP deaminase 3 (EC 3.5.4.6) (AMP deaminase isoform E) (Erythrocyte AMP deaminase)
P03950 ANGI_HUMAN Angiogenin (EC 3.1.27.-) (Ribonuclease 5) (RNase 5)
P05089 ARGI1_HUMAN Arginase-1 (EC 3.5.3.1) (Liver-type arginase) (Type I arginase)
Q9ULA0 DNPEP_HUMAN Aspartyl aminopeptidase (EC 3.4.11.21)
O43681 ASNA_HUMAN ATPase ASNA1 (EC 3.6.-.-) (Arsenical pump-driving ATPase) (Arsenite-stimulated ATPase) (Transmembrane domain recognition complex 40 kDa ATPase subunit) (hARSA-I) (hASNA-I)
Q92499 DDX1_HUMAN ATP-dependent RNA helicase DDX1 (EC 3.6.4.13) (DEAD box protein 1) (DEAD box protein retinoblastoma) (DBP-RB)
Q9NUU7 DD19A_HUMAN ATP-dependent RNA helicase DDX19A (EC 3.6.4.13) (DDX19-like protein) (DEAD box protein 19A)
Q9UMR2 DD19B_HUMAN ATP-dependent RNA helicase DDX19B (EC 3.6.4.13) (DEAD box RNA helicase DEAD5) (DEAD box protein 19B)
O00571 DDX3X_HUMAN ATP-dependent RNA helicase DDX3X (EC 3.6.4.13) (DEAD box protein 3, X-chromosomal) (DEAD box, X isoform) (Helicase-like protein 2) (HLP2)
P06865 HEXA_HUMAN Beta-hexosaminidase subunit alpha (EC 3.2.1.52) (Beta-N-acetylhexosaminidase subunit alpha) (Hexosaminidase subunit A) (N-acetyl-beta-glucosaminidase subunit alpha)
P07686 HEXB_HUMAN Beta-hexosaminidase subunit beta (EC 3.2.1.52) (Beta-N-acetylhexosaminidase subunit beta) (Hexosaminidase subunit B) (Cervical cancer proto-oncogene 7 protein) (HCC-7) (N-acetyl-beta-glucosaminidase subunit beta) [Cleaved into: Beta-hexosaminidase subunit beta chain B; Beta-hexosaminidase subunit beta chain A]
O00462 MANBA_HUMAN Beta-mannosidase (EC 3.2.1.25) (Lysosomal beta A mannosidase) (Mannanase) (Mannase)
P34913 HYES_HUMAN Bifunctional epoxide hydrolase 2 [Includes: Cytosolic epoxide hydrolase 2 (CEH) (EC 3.3.2.10) (Epoxide hydratase) (Soluble epoxide hydrolase) (SEH); Lipid-phosphate phosphatase (EC 3.1.3.76)]
P31939 PUR9_HUMAN Bifunctional purine biosynthesis protein PURH [Cleaved into: Bifunctional purine biosynthesis protein PURH, N-terminally processed] [Includes: Phosphoribosylaminoimidazolecarboxamide formyltransferase (EC 2.1.2.3) (5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase) (AICAR transformylase); IMP cyclohydrolase (EC 3.5.4.10) (ATIC) (IMP synthase) (Inosinicase)]
P43251 BTD_HUMAN Biotinidase (Biotinase) (EC 3.5.1.12)
P11586 C1TC_HUMAN C-1-tetrahydrofolate synthase, cytoplasmic (C1-THF synthase) [Cleaved into: C-1-tetrahydrofolate synthase, cytoplasmic, N-terminally processed] [Includes: Methylenetetrahydrofolate dehydrogenase (EC 1.5.1.5); Methenyltetrahydrofolate cyclohydrolase (EC 3.5.4.9); Formyltetrahydrofolate synthetase (EC 6.3.4.3)]
P07384 CAN1_HUMAN Calpain-1 catalytic subunit (EC 3.4.22.52) (Calcium-activated neutral proteinase 1) (CANP 1) (Calpain mu-type) (Calpain-1 large subunit) (Cell proliferation-inducing gene 30 protein) (Micromolar-calpain) (muCANP)
Q6MZZ7 CAN13_HUMAN Calpain-13 (EC 3.4.22.-) (Calcium-activated neutral proteinase 13) (CANP 13)
P17655 CAN2_HUMAN Calpain-2 catalytic subunit (EC 3.4.22.53) (Calcium-activated neutral proteinase 2) (CANP 2) (Calpain M-type) (Calpain large polypeptide L2) (Calpain-2 large subunit) (Millimolar-calpain) (M-calpain)
Q9Y6W3 CAN7_HUMAN Calpain-7 (EC 3.4.22.-) (PalB homolog) (PalBH)
Q96IY4 CBPB2_HUMAN Carboxypeptidase B2 (EC 3.4.17.20) (Carboxypeptidase U) (CPU) (Plasma carboxypeptidase B) (pCPB) (Thrombin-activable fibrinolysis inhibitor) (TAFI)
O75976 CBPD_HUMAN Carboxypeptidase D (EC 3.4.17.22) (Metallocarboxypeptidase D) (gp180)
Q9Y646 CBPQ_HUMAN Carboxypeptidase Q (EC 3.4.17.-) (Lysosomal dipeptidase) (Plasma glutamate carboxypeptidase)
P29466 CASP1_HUMAN Caspase-1 (CASP-1) (EC 3.4.22.36) (Interleukin-1 beta convertase) (IL-1BC) (Interleukin-1 beta-converting enzyme) (ICE) (IL-1 beta-converting enzyme) (p45) [Cleaved into: Caspase-1 subunit p20; Caspase-1 subunit p10]
Q92851 CASPA_HUMAN Caspase-10 (CASP-10) (EC 3.4.22.63) (Apoptotic protease Mch-4) (FAS-associated death domain protein interleukin-1B-converting enzyme 2) (FLICE2) (ICE-like apoptotic protease 4) [Cleaved into: Caspase-10 subunit p23/17; Caspase-10 subunit p12]
P31944 CASPE_HUMAN Caspase-14 (CASP-14) (EC 3.4.22.-) [Cleaved into: Caspase-14 subunit p17, mature form; Caspase-14 subunit p10, mature form; Caspase-14 subunit p20, intermediate form; Caspase-14 subunit p8, intermediate form]
P42574 CASP3_HUMAN Caspase-3 (CASP-3) (EC 3.4.22.56) (Apopain) (Cysteine protease CPP32) (CPP-32) (Protein Yama) (SREBP cleavage activity 1) (SCA-1) [Cleaved into: Caspase-3 subunit p17; Caspase-3 subunit p12]
P55212 CASP6_HUMAN Caspase-6 (CASP-6) (EC 3.4.22.59) (Apoptotic protease Mch-2) [Cleaved into: Caspase-6 subunit p18; Caspase-6 subunit p11]
P55210 CASP7_HUMAN Caspase-7 (CASP-7) (EC 3.4.22.60) (Apoptotic protease Mch-3) (CMH-1) (ICE-like apoptotic protease 3) (ICE-LAP3) [Cleaved into: Caspase-7 subunit p20; Caspase-7 subunit p11]
Q14790 CASP8_HUMAN Caspase-8 (CASP-8) (EC 3.4.22.61) (Apoptotic cysteine protease) (Apoptotic protease Mch-5) (CAP4) (FADD-homologous ICE/ced-3-like protease) (FADD-like ICE) (FLICE) (ICE-like apoptotic protease 5) (MORT1-associated ced-3 homolog) (MACH) [Cleaved into: Caspase-8 subunit p18; Caspase-8 subunit p10]
P07858 CATB_HUMAN Cathepsin B (EC 3.4.22.1) (APP secretase) (APPS) (Cathepsin B1) [Cleaved into: Cathepsin B light chain; Cathepsin B heavy chain]
P07339 CATD_HUMAN Cathepsin D (EC 3.4.23.5) [Cleaved into: Cathepsin D light chain; Cathepsin D heavy chain]
Q9UBX1 CATF_HUMAN Cathepsin F (CATSF) (EC 3.4.22.41)
P07711 CATL1_HUMAN Cathepsin L1 (EC 3.4.22.15) (Cathepsin L) (Major excreted protein) (MEP) [Cleaved into: Cathepsin L1 heavy chain; Cathepsin L1 light chain]
P25774 CATS_HUMAN Cathepsin S (EC 3.4.22.27)
Q9UBR2 CATZ_HUMAN Cathepsin Z (EC 3.4.18.1) (Cathepsin P) (Cathepsin X)
P00748 FA12_HUMAN Coagulation factor XII (EC 3.4.21.38) (Hageman factor) (HAF) [Cleaved into: Coagulation factor XIIa heavy chain; Beta-factor XIIa part 1; Coagulation factor XIIa light chain (Beta-factor XIIa part 2)]
P00736 C1R_HUMAN Complement C1r subcomponent (EC 3.4.21.41) (Complement component 1 subcomponent r) [Cleaved into: Complement C1r subcomponent heavy chain; Complement C1r subcomponent light chain]
Q9NZP8 C1RL_HUMAN Complement C1r subcomponent-like protein (C1r-LP) (C1r-like protein) (EC 3.4.21.-) (C1r-like serine protease analog protein) (CLSPa)
P09871 C1S_HUMAN Complement C1s subcomponent (EC 3.4.21.42) (C1 esterase) (Complement component 1 subcomponent s) [Cleaved into: Complement C1s subcomponent heavy chain; Complement C1s subcomponent light chain]
P06681 CO2_HUMAN Complement C2 (EC 3.4.21.43) (C3/C5 convertase) [Cleaved into: Complement C2b fragment; Complement C2a fragment]
P00751 CFAB_HUMAN Complement factor B (EC 3.4.21.47) (C3/C5 convertase) (Glycine-rich beta glycoprotein) (GBG) (PBF2) (Properdin factor B) [Cleaved into: Complement factor B Ba fragment; Complement factor B Bb fragment]
P00746 CFAD_HUMAN Complement factor D (EC 3.4.21.46) (Adipsin) (C3 convertase activator) (Properdin factor D)
P05156 CFAI_HUMAN Complement factor I (EC 3.4.21.45) (C3B/C4B inactivator) [Cleaved into: Complement factor I heavy chain; Complement factor I light chain]
Q92905 CSN5_HUMAN COP9 signalosome complex subunit 5 (SGN5) (Signalosome subunit 5) (EC 3.4.-.-) (Jun activation domain-binding protein 1)
P28838 AMPL_HUMAN Cytosol aminopeptidase (EC 3.4.11.1) (Leucine aminopeptidase 3) (LAP-3) (Leucyl aminopeptidase) (Peptidase S) (Proline aminopeptidase) (EC 3.4.11.5) (Prolyl aminopeptidase)
Q96KP4 CNDP2_HUMAN Cytosolic non-specific dipeptidase (EC 3.4.13.18) (CNDP dipeptidase 2) (Carnosine dipeptidase II) (Epididymis secretory protein Li 13) (Glutamate carboxypeptidase-like protein 1) (Peptidase A)
P49902 5NTC_HUMAN Cytosolic purine 5'-nucleotidase (EC 3.1.3.5) (Cytosolic 5'-nucleotidase II)
Q86X76 NIT1_HUMAN Deaminated glutathione amidase (dGSH amidase) (EC 3.5.1.-) (Nitrilase homolog 1)
Q9Y3Z3 SAMH1_HUMAN Deoxynucleoside triphosphate triphosphohydrolase SAMHD1 (dNTPase) (EC 3.1.5.-) (Dendritic cell-derived IFNG-induced protein) (DCIP) (Monocyte protein 5) (MOP-5) (SAM domain and HD domain-containing protein 1)
O00115 DNS2A_HUMAN Deoxyribonuclease-2-alpha (EC 3.1.22.1) (Acid DNase) (Deoxyribonuclease II alpha) (DNase II alpha) (Lysosomal DNase II) (R31240_2)
P81605 DCD_HUMAN Dermcidin (EC 3.4.-.-) (Preproteolysin) [Cleaved into: Survival-promoting peptide; DCD-1]
Q01459 DIAC_HUMAN Di-N-acetylchitobiase (EC 3.2.1.-)
P53634 CATC_HUMAN Dipeptidyl peptidase 1 (EC 3.4.14.1) (Cathepsin C) (Cathepsin J) (Dipeptidyl peptidase I) (DPP-I) (DPPI) (Dipeptidyl transferase) [Cleaved into: Dipeptidyl peptidase 1 exclusion domain chain (Dipeptidyl peptidase I exclusion domain chain); Dipeptidyl peptidase 1 heavy chain (Dipeptidyl peptidase I heavy chain); Dipeptidyl peptidase 1 light chain (Dipeptidyl peptidase I light chain)]
Q9UHL4 DPP2_HUMAN Dipeptidyl peptidase 2 (EC 3.4.14.2) (Dipeptidyl aminopeptidase II) (Dipeptidyl peptidase 7) (Dipeptidyl peptidase II) (DPP II) (Quiescent cell proline dipeptidase)
Q9NY33 DPP3_HUMAN Dipeptidyl peptidase 3 (EC 3.4.14.4) (Dipeptidyl aminopeptidase III) (Dipeptidyl arylamidase III) (Dipeptidyl peptidase III) (DPP III) (Enkephalinase B)
O14672 ADA10_HUMAN Disintegrin and metalloproteinase domain-containing protein 10 (ADAM 10) (EC 3.4.24.81) (CDw156) (Kuzbanian protein homolog) (Mammalian disintegrin-metalloprotease) (CD antigen CD156c)
P31941 ABC3A_HUMAN DNA dC->dU-editing enzyme APOBEC-3A (A3A) (EC 3.5.4.-) (Phorbolin-1)
Q9BVJ7 DUS23_HUMAN Dual specificity protein phosphatase 23 (EC 3.1.3.16) (EC 3.1.3.48) (Low molecular mass dual specificity phosphatase 3) (LDP-3) (VH1-like phosphatase Z)
P50570 DYN2_HUMAN Dynamin-2 (EC 3.6.5.5)
Q63HN8 RN213_HUMAN E3 ubiquitin-protein ligase RNF213 (EC 2.3.2.27) (EC 3.6.4.-) (ALK lymphoma oligomerization partner on chromosome 17) (Mysterin) (RING finger protein 213) (RING-type E3 ubiquitin transferase RNF213)
Q9NZ08 ERAP1_HUMAN Endoplasmic reticulum aminopeptidase 1 (EC 3.4.11.-) (ARTS-1) (Adipocyte-derived leucine aminopeptidase) (A-LAP) (Aminopeptidase PILS) (Puromycin-insensitive leucyl-specific aminopeptidase) (PILS-AP) (Type 1 tumor necrosis factor receptor shedding aminopeptidase regulator)
Q9Y2E5 MA2B2_HUMAN Epididymis-specific alpha-mannosidase (EC 3.2.1.24) (Mannosidase alpha class 2B member 2)
Q9H0W9 CK054_HUMAN Ester hydrolase C11orf54 (EC 3.1.-.-)
P60842 IF4A1_HUMAN Eukaryotic initiation factor 4A-I (eIF-4A-I) (eIF4A-I) (EC 3.6.4.13) (ATP-dependent RNA helicase eIF4A-1)
Q14240 IF4A2_HUMAN Eukaryotic initiation factor 4A-II (eIF-4A-II) (eIF4A-II) (EC 3.6.4.13) (ATP-dependent RNA helicase eIF4A-2)
O00303 EIF3F_HUMAN Eukaryotic translation initiation factor 3 subunit F (eIF3f) (Deubiquitinating enzyme eIF3f) (EC 3.4.19.12) (Eukaryotic translation initiation factor 3 subunit 5) (eIF-3-epsilon) (eIF3 p47)
Q8IWU5 SULF2_HUMAN Extracellular sulfatase Sulf-2 (hSulf-2) (EC 3.1.6.-)
P49327 FAS_HUMAN Fatty acid synthase (EC 2.3.1.85) [Includes: [Acyl-carrier-protein] S-acetyltransferase (EC 2.3.1.38); [Acyl-carrier-protein] S-malonyltransferase (EC 2.3.1.39); 3-oxoacyl-[acyl-carrier-protein] synthase (EC 2.3.1.41); 3-oxoacyl-[acyl-carrier-protein] reductase (EC 1.1.1.100); 3-hydroxyacyl-[acyl-carrier-protein] dehydratase (EC 4.2.1.59); Enoyl-[acyl-carrier-protein] reductase (EC 1.3.1.39); Oleoyl-[acyl-carrier-protein] hydrolase (EC 3.1.2.14)]
P09467 F16P1_HUMAN Fructose-1,6-bisphosphatase 1 (FBPase 1) (EC 3.1.3.11) (D-fructose-1,6-bisphosphate 1-phosphohydrolase 1) (Liver FBPase)
P16930 FAAA_HUMAN Fumarylacetoacetase (FAA) (EC 3.7.1.2) (Beta-diketonase) (Fumarylacetoacetate hydrolase)
P09958 FURIN_HUMAN Furin (EC 3.4.21.75) (Dibasic-processing enzyme) (Paired basic amino acid residue-cleaving enzyme) (PACE)
Q92820 GGH_HUMAN Gamma-glutamyl hydrolase (EC 3.4.19.9) (Conjugase) (GH) (Gamma-Glu-X carboxypeptidase)
P46926 GNPI1_HUMAN Glucosamine-6-phosphate isomerase 1 (EC 3.5.99.6) (Glucosamine-6-phosphate deaminase 1) (GNPDA 1) (GlcN6P deaminase 1) (Oscillin)
P41250 GARS_HUMAN Glycine--tRNA ligase (EC 3.6.1.17) (EC 6.1.1.14) (Diadenosine tetraphosphate synthetase) (AP-4-A synthetase) (Glycyl-tRNA synthetase) (GlyRS)
P35573 GDE_HUMAN Glycogen debranching enzyme (Glycogen debrancher) [Includes: 4-alpha-glucanotransferase (EC 2.4.1.25) (Oligo-1,4-1,4-glucantransferase); Amylo-alpha-1,6-glucosidase (Amylo-1,6-glucosidase) (EC 3.2.1.33) (Dextrin 6-alpha-D-glucosidase)]
P32456 GBP2_HUMAN Guanylate-binding protein 2 (EC 3.6.5.-) (GTP-binding protein 2) (GBP-2) (HuGBP-2) (Guanine nucleotide-binding protein 2) (Interferon-induced guanylate-binding protein 2)
P49773 HINT1_HUMAN Histidine triad nucleotide-binding protein 1 (EC 3.-.-.-) (Adenosine 5'-monophosphoramidase) (Protein kinase C inhibitor 1) (Protein kinase C-interacting protein 1) (PKCI-1)
Q16775 GLO2_HUMAN Hydroxyacylglutathione hydrolase, mitochondrial (EC 3.1.2.6) (Glyoxalase II) (Glx II)
Q15181 IPYR_HUMAN Inorganic pyrophosphatase (EC 3.6.1.1) (Pyrophosphate phospho-hydrolase) (PPase)
Q9H2U2 IPYR2_HUMAN Inorganic pyrophosphatase 2, mitochondrial (EC 3.6.1.1) (Pyrophosphatase SID6-306) (Pyrophosphate phospho-hydrolase 2) (PPase 2)
P29218 IMPA1_HUMAN Inositol monophosphatase 1 (IMP 1) (IMPase 1) (EC 3.1.3.25) (D-galactose 1-phosphate phosphatase) (EC 3.1.3.94) (Inositol-1(or 4)-monophosphatase 1) (Lithium-sensitive myo-inositol monophosphatase A1)
P49441 INPP_HUMAN Inositol polyphosphate 1-phosphatase (IPP) (IPPase) (EC 3.1.3.57)
P14735 IDE_HUMAN Insulin-degrading enzyme (EC 3.4.24.56) (Abeta-degrading protease) (Insulin protease) (Insulinase) (Insulysin)
Q96AZ6 ISG20_HUMAN Interferon-stimulated gene 20 kDa protein (EC 3.1.13.1) (Estrogen-regulated transcript 45 protein) (Promyelocytic leukemia nuclear body-associated protein ISG20)
Q16719 KYNU_HUMAN Kynureninase (EC 3.7.1.3) (L-kynurenine hydrolase)
P02788 TRFL_HUMAN Lactotransferrin (Lactoferrin) (EC 3.4.21.-) (Growth-inhibiting protein 12) (Talalactoferrin) [Cleaved into: Lactoferricin-H (Lfcin-H); Kaliocin-1; Lactoferroxin-A; Lactoferroxin-B; Lactoferroxin-C]
Q99538 LGMN_HUMAN Legumain (EC 3.4.22.34) (Asparaginyl endopeptidase) (Protease, cysteine 1)
P09960 LKHA4_HUMAN Leukotriene A-4 hydrolase (LTA-4 hydrolase) (EC 3.3.2.6) (Leukotriene A(4) hydrolase)
P24666 PPAC_HUMAN Low molecular weight phosphotyrosine protein phosphatase (LMW-PTP) (LMW-PTPase) (EC 3.1.3.48) (Adipocyte acid phosphatase) (Low molecular weight cytosolic acid phosphatase) (EC 3.1.3.2) (Red cell acid phosphatase 1)
Q5VWZ2 LYPL1_HUMAN Lysophospholipase-like protein 1 (EC 3.1.2.-)
P38571 LICH_HUMAN Lysosomal acid lipase/cholesteryl ester hydrolase (Acid cholesteryl ester hydrolase) (LAL) (EC 3.1.1.13) (Cholesteryl esterase) (Lipase A) (Sterol esterase)
P10253 LYAG_HUMAN Lysosomal alpha-glucosidase (EC 3.2.1.20) (Acid maltase) (Aglucosidase alfa) [Cleaved into: 76 kDa lysosomal alpha-glucosidase; 70 kDa lysosomal alpha-glucosidase]
P61626 LYSC_HUMAN Lysozyme C (EC 3.2.1.17) (1,4-beta-N-acetylmuramidase C)
P33908 MA1A1_HUMAN Mannosyl-oligosaccharide 1,2-alpha-mannosidase IA (EC 3.2.1.113) (Man(9)-alpha-mannosidase) (Man9-mannosidase) (Mannosidase alpha class 1A member 1) (Processing alpha-1,2-mannosidase IA) (Alpha-1,2-mannosidase IA)
P09237 MMP7_HUMAN Matrilysin (EC 3.4.24.23) (Matrin) (Matrix metalloproteinase-7) (MMP-7) (Pump-1 protease) (Uterine metalloproteinase)
P53582 MAP11_HUMAN Methionine aminopeptidase 1 (MAP 1) (MetAP 1) (EC 3.4.11.18) (Peptidase M 1)
O94760 DDAH1_HUMAN N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 (DDAH-1) (Dimethylarginine dimethylaminohydrolase 1) (EC 3.5.3.18) (DDAHI) (Dimethylargininase-1)
O95865 DDAH2_HUMAN N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 (DDAH-2) (Dimethylarginine dimethylaminohydrolase 2) (EC 3.5.3.18) (DDAHII) (Dimethylargininase-2) (Protein G6a) (S-phase protein)
Q96PD5 PGRP2_HUMAN N-acetylmuramoyl-L-alanine amidase (EC 3.5.1.28) (Peptidoglycan recognition protein 2) (Peptidoglycan recognition protein long) (PGRP-L)
O43847 NRDC_HUMAN Nardilysin (EC 3.4.24.61) (N-arginine dibasic convertase) (NRD convertase) (NRD-C) (Nardilysin convertase)
Q14697 GANAB_HUMAN Neutral alpha-glucosidase AB (EC 3.2.1.84) (Alpha-glucosidase 2) (Glucosidase II subunit alpha)
Q9Y3B8 ORN_HUMAN Oligoribonuclease, mitochondrial (EC 3.1.-.-) (RNA exonuclease 2 homolog) (Small fragment nuclease)
Q9NQR4 NIT2_HUMAN Omega-amidase NIT2 (EC 3.5.1.3) (Nitrilase homolog 2)
P50897 PPT1_HUMAN Palmitoyl-protein thioesterase 1 (PPT-1) (EC 3.1.2.22) (Palmitoyl-protein hydrolase 1)
P30041 PRDX6_HUMAN Peroxiredoxin-6 (EC 1.11.1.15) (1-Cys peroxiredoxin) (1-Cys PRX) (24 kDa protein) (Acidic calcium-independent phospholipase A2) (aiPLA2) (EC 3.1.1.4) (Antioxidant protein 2) (Liver 2D page spot 40) (Non-selenium glutathione peroxidase) (NSGPx) (Red blood cells page spot 12)
P80108 PHLD_HUMAN Phosphatidylinositol-glycan-specific phospholipase D (PI-G PLD) (EC 3.1.4.50) (Glycoprotein phospholipase D) (Glycosyl-phosphatidylinositol-specific phospholipase D) (GPI-PLD) (GPI-specific phospholipase D)
P14555 PA2GA_HUMAN Phospholipase A2, membrane associated (EC 3.1.1.4) (GIIC sPLA2) (Group IIA phospholipase A2) (Non-pancreatic secretory phospholipase A2) (NPS-PLA2) (Phosphatidylcholine 2-acylhydrolase 2A)
Q9H008 LHPP_HUMAN Phospholysine phosphohistidine inorganic pyrophosphate phosphatase (hLHPP) (EC 3.1.3.-) (EC 3.6.1.1)
Q96BW5 PTER_HUMAN Phosphotriesterase-related protein (EC 3.1.-.-) (Parathion hydrolase-related protein) (hPHRP)
P03952 KLKB1_HUMAN Plasma kallikrein (EC 3.4.21.34) (Fletcher factor) (Kininogenin) (Plasma prekallikrein) (PKK) [Cleaved into: Plasma kallikrein heavy chain; Plasma kallikrein light chain]
P00747 PLMN_HUMAN Plasminogen (EC 3.4.21.7) [Cleaved into: Plasmin heavy chain A; Activation peptide; Angiostatin; Plasmin heavy chain A, short form; Plasmin light chain B]
Q9NX46 ARHL2_HUMAN Poly(ADP-ribose) glycohydrolase ARH3 (EC 3.2.1.143) (ADP-ribosylhydrolase 3) ([Protein ADP-ribosylarginine] hydrolase-like protein 2)
Q8NDH3 PEPL1_HUMAN Probable aminopeptidase NPEPL1 (EC 3.4.11.-) (Aminopeptidase-like 1)
O95786 DDX58_HUMAN Probable ATP-dependent RNA helicase DDX58 (EC 3.6.4.13) (DEAD box protein 58) (RIG-I-like receptor 1) (RLR-1) (Retinoic acid-inducible gene 1 protein) (RIG-1) (Retinoic acid-inducible gene I protein) (RIG-I)
P26196 DDX6_HUMAN Probable ATP-dependent RNA helicase DDX6 (EC 3.6.4.13) (ATP-dependent RNA helicase p54) (DEAD box protein 6) (Oncogene RCK)
Q93008 USP9X_HUMAN Probable ubiquitin carboxyl-terminal hydrolase FAF-X (EC 3.4.19.12) (Deubiquitinating enzyme FAF-X) (Fat facets in mammals) (hFAM) (Fat facets protein-related, X-linked) (Ubiquitin thioesterase FAF-X) (Ubiquitin-specific protease 9, X chromosome) (Ubiquitin-specific-processing protease FAF-X)
P09668 CATH_HUMAN Pro-cathepsin H [Cleaved into: Cathepsin H mini chain; Cathepsin H (EC 3.4.22.16); Cathepsin H heavy chain; Cathepsin H light chain]
P48147 PPCE_HUMAN Prolyl endopeptidase (PE) (EC 3.4.21.26) (Post-proline cleaving enzyme)
Q16651 PRSS8_HUMAN Prostasin (EC 3.4.21.-) (Channel-activating protease 1) (CAP1) (Serine protease 8) [Cleaved into: Prostasin light chain; Prostasin heavy chain]
P15309 PPAP_HUMAN Prostatic acid phosphatase (PAP) (EC 3.1.3.2) (5'-nucleotidase) (5'-NT) (EC 3.1.3.5) (Ecto-5'-nucleotidase) (Thiamine monophosphatase) (TMPase) [Cleaved into: PAPf39]
P25786 PSA1_HUMAN Proteasome subunit alpha type-1 (EC 3.4.25.1) (30 kDa prosomal protein) (PROS-30) (Macropain subunit C2) (Multicatalytic endopeptidase complex subunit C2) (Proteasome component C2) (Proteasome nu chain)
P25787 PSA2_HUMAN Proteasome subunit alpha type-2 (EC 3.4.25.1) (Macropain subunit C3) (Multicatalytic endopeptidase complex subunit C3) (Proteasome component C3)
P25788 PSA3_HUMAN Proteasome subunit alpha type-3 (EC 3.4.25.1) (Macropain subunit C8) (Multicatalytic endopeptidase complex subunit C8) (Proteasome component C8)
P25789 PSA4_HUMAN Proteasome subunit alpha type-4 (EC 3.4.25.1) (Macropain subunit C9) (Multicatalytic endopeptidase complex subunit C9) (Proteasome component C9) (Proteasome subunit L)
P28066 PSA5_HUMAN Proteasome subunit alpha type-5 (EC 3.4.25.1) (Macropain zeta chain) (Multicatalytic endopeptidase complex zeta chain) (Proteasome zeta chain)
P60900 PSA6_HUMAN Proteasome subunit alpha type-6 (EC 3.4.25.1) (27 kDa prosomal protein) (PROS-27) (p27K) (Macropain iota chain) (Multicatalytic endopeptidase complex iota chain) (Proteasome iota chain)
O14818 PSA7_HUMAN Proteasome subunit alpha type-7 (EC 3.4.25.1) (Proteasome subunit RC6-1) (Proteasome subunit XAPC7)
P20618 PSB1_HUMAN Proteasome subunit beta type-1 (EC 3.4.25.1) (Macropain subunit C5) (Multicatalytic endopeptidase complex subunit C5) (Proteasome component C5) (Proteasome gamma chain)
P49721 PSB2_HUMAN Proteasome subunit beta type-2 (EC 3.4.25.1) (Macropain subunit C7-I) (Multicatalytic endopeptidase complex subunit C7-I) (Proteasome component C7-I)
P49720 PSB3_HUMAN Proteasome subunit beta type-3 (EC 3.4.25.1) (Proteasome chain 13) (Proteasome component C10-II) (Proteasome theta chain)
P28070 PSB4_HUMAN Proteasome subunit beta type-4 (EC 3.4.25.1) (26 kDa prosomal protein) (HsBPROS26) (PROS-26) (Macropain beta chain) (Multicatalytic endopeptidase complex beta chain) (Proteasome beta chain) (Proteasome chain 3) (HsN3)
P28072 PSB6_HUMAN Proteasome subunit beta type-6 (EC 3.4.25.1) (Macropain delta chain) (Multicatalytic endopeptidase complex delta chain) (Proteasome delta chain) (Proteasome subunit Y)
P28062 PSB8_HUMAN Proteasome subunit beta type-8 (EC 3.4.25.1) (Low molecular mass protein 7) (Macropain subunit C13) (Multicatalytic endopeptidase complex subunit C13) (Proteasome component C13) (Proteasome subunit beta-5i) (Really interesting new gene 10 protein)
P28065 PSB9_HUMAN Proteasome subunit beta type-9 (EC 3.4.25.1) (Low molecular mass protein 2) (Macropain chain 7) (Multicatalytic endopeptidase complex chain 7) (Proteasome chain 7) (Proteasome subunit beta-1i) (Really interesting new gene 12 protein)
Q96IU4 ABHEB_HUMAN Protein ABHD14B (EC 3.-.-.-) (Alpha/beta hydrolase domain-containing protein 14B) (Abhydrolase domain-containing protein 14B) (CCG1-interacting factor B)
O60502 OGA_HUMAN Protein O-GlcNAcase (OGA) (EC 3.2.1.169) (Beta-N-acetylglucosaminidase) (Beta-N-acetylhexosaminidase) (Beta-hexosaminidase) (Meningioma-expressed antigen 5) (N-acetyl-beta-D-glucosaminidase) (N-acetyl-beta-glucosaminidase) (Nuclear cytoplasmic O-GlcNAcase and acetyltransferase) (NCOAT)
P35813 PPM1A_HUMAN Protein phosphatase 1A (EC 3.1.3.16) (Protein phosphatase 2C isoform alpha) (PP2C-alpha) (Protein phosphatase IA)
Q5SGD2 PPM1L_HUMAN Protein phosphatase 1L (EC 3.1.3.16) (Protein phosphatase 1-like) (Protein phosphatase 2C isoform epsilon) (PP2C-epsilon)
Q9Y570 PPME1_HUMAN Protein phosphatase methylesterase 1 (PME-1) (EC 3.1.1.89)
Q8TE77 SSH3_HUMAN Protein phosphatase Slingshot homolog 3 (EC 3.1.3.16) (EC 3.1.3.48) (SSH-like protein 3) (SSH-3L) (hSSH-3L)
Q99497 PARK7_HUMAN Protein/nucleic acid deglycase DJ-1 (EC 3.1.2.-) (EC 3.5.1.-) (EC 3.5.1.124) (Maillard deglycase) (Oncogene DJ1) (Parkinson disease protein 7) (Parkinsonism-associated deglycase) (Protein DJ-1) (DJ-1)
P00734 THRB_HUMAN Prothrombin (EC 3.4.21.5) (Coagulation factor II) [Cleaved into: Activation peptide fragment 1; Activation peptide fragment 2; Thrombin light chain; Thrombin heavy chain]
Q08623 HDHD1_HUMAN Pseudouridine-5'-phosphatase (EC 3.1.3.96) (Haloacid dehalogenase-like hydrolase domain-containing protein 1) (Haloacid dehalogenase-like hydrolase domain-containing protein 1A) (Protein GS1) (Pseudouridine-5'-monophosphatase) (5'-PsiMPase)
P55786 PSA_HUMAN Puromycin-sensitive aminopeptidase (PSA) (EC 3.4.11.14) (Cytosol alanyl aminopeptidase) (AAP-S)
O75884 RBBP9_HUMAN Putative hydrolase RBBP9 (EC 3.-.-.-) (B5T-overexpressed gene protein) (Protein BOG) (Retinoblastoma-binding protein 10) (RBBP-10) (Retinoblastoma-binding protein 9) (RBBP-9)
Q6GMV3 PTRD1_HUMAN Putative peptidyl-tRNA hydrolase PTRHD1 (EC 3.1.1.29) (Peptidyl-tRNA hydrolase domain-containing protein 1)
P10586 PTPRF_HUMAN Receptor-type tyrosine-protein phosphatase F (EC 3.1.3.48) (Leukocyte common antigen related) (LAR)
Q92900 RENT1_HUMAN Regulator of nonsense transcripts 1 (EC 3.6.4.-) (ATP-dependent helicase RENT1) (Nonsense mRNA reducing factor 1) (NORF1) (Up-frameshift suppressor 1 homolog) (hUpf1)
Q9HB40 RISC_HUMAN Retinoid-inducible serine carboxypeptidase (EC 3.4.16.-) (Serine carboxypeptidase 1)
P34096 RNAS4_HUMAN Ribonuclease 4 (RNase 4) (EC 3.1.27.-)
O00584 RNT2_HUMAN Ribonuclease T2 (EC 3.1.27.-) (Ribonuclease 6)
Q9Y265 RUVB1_HUMAN RuvB-like 1 (EC 3.6.4.12) (49 kDa TATA box-binding protein-interacting protein) (49 kDa TBP-interacting protein) (54 kDa erythrocyte cytosolic protein) (ECP-54) (INO80 complex subunit H) (Nuclear matrix protein 238) (NMP 238) (Pontin 52) (TIP49a) (TIP60-associated protein 54-alpha) (TAP54-alpha)
Q92743 HTRA1_HUMAN Serine protease HTRA1 (EC 3.4.21.-) (High-temperature requirement A serine peptidase 1) (L56) (Serine protease 11)
P67775 PP2AA_HUMAN Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform (PP2A-alpha) (EC 3.1.3.16) (Replication protein C) (RP-C)
P62714 PP2AB_HUMAN Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform (PP2A-beta) (EC 3.1.3.16)
P53041 PPP5_HUMAN Serine/threonine-protein phosphatase 5 (PP5) (EC 3.1.3.16) (Protein phosphatase T) (PP-T) (PPT)
O00743 PPP6_HUMAN Serine/threonine-protein phosphatase 6 catalytic subunit (PP6C) (EC 3.1.3.16) [Cleaved into: Serine/threonine-protein phosphatase 6 catalytic subunit, N-terminally processed]
Q9BRF8 CPPED_HUMAN Serine/threonine-protein phosphatase CPPED1 (EC 3.1.3.16) (Calcineurin-like phosphoesterase domain-containing protein 1) (Complete S-transactivated protein 1)
P62140 PP1B_HUMAN Serine/threonine-protein phosphatase PP1-beta catalytic subunit (PP-1B) (PPP1CD) (EC 3.1.3.16) (EC 3.1.3.53)
P27169 PON1_HUMAN Serum paraoxonase/arylesterase 1 (PON 1) (EC 3.1.1.2) (EC 3.1.1.81) (EC 3.1.8.1) (Aromatic esterase 1) (A-esterase 1) (K-45) (Serum aryldialkylphosphatase 1)
P10768 ESTD_HUMAN S-formylglutathione hydrolase (FGH) (EC 3.1.2.12) (Esterase D) (Methylumbelliferyl-acetate deacetylase) (EC 3.1.1.56)
Q8WVQ1 CANT1_HUMAN Soluble calcium-activated nucleotidase 1 (SCAN-1) (EC 3.6.1.6) (Apyrase homolog) (Putative MAPK-activating protein PM09) (Putative NF-kappa-B-activating protein 107)
Q13838 DX39B_HUMAN Spliceosome RNA helicase DDX39B (EC 3.6.4.13) (56 kDa U2AF65-associated protein) (ATP-dependent RNA helicase p47) (DEAD box protein UAP56) (HLA-B-associated transcript 1 protein)
P52888 THOP1_HUMAN Thimet oligopeptidase (EC 3.4.24.15) (Endopeptidase 24.15) (MP78)
P04066 FUCO_HUMAN Tissue alpha-L-fucosidase (EC 3.2.1.51) (Alpha-L-fucosidase I) (Alpha-L-fucoside fucohydrolase 1) (Alpha-L-fucosidase 1)
P55072 TERA_HUMAN Transitional endoplasmic reticulum ATPase (TER ATPase) (EC 3.6.4.6) (15S Mg(2+)-ATPase p97 subunit) (Valosin-containing protein) (VCP)
Q15631 TSN_HUMAN Translin (EC 3.1.-.-) (Component 3 of promoter of RISC) (C3PO)
O14773 TPP1_HUMAN Tripeptidyl-peptidase 1 (TPP-1) (EC 3.4.14.9) (Cell growth-inhibiting gene 1 protein) (Lysosomal pepstatin-insensitive protease) (LPIC) (Tripeptidyl aminopeptidase) (Tripeptidyl-peptidase I) (TPP-I)
P29144 TPP2_HUMAN Tripeptidyl-peptidase 2 (TPP-2) (EC 3.4.14.10) (Tripeptidyl aminopeptidase) (Tripeptidyl-peptidase II) (TPP-II)
O15327 INP4B_HUMAN Type II inositol 3,4-bisphosphate 4-phosphatase (EC 3.1.3.66) (Inositol polyphosphate 4-phosphatase type II)
Q06124 PTN11_HUMAN Tyrosine-protein phosphatase non-receptor type 11 (EC 3.1.3.48) (Protein-tyrosine phosphatase 1D) (PTP-1D) (Protein-tyrosine phosphatase 2C) (PTP-2C) (SH-PTP2) (SHP-2) (Shp2) (SH-PTP3)
Q12923 PTN13_HUMAN Tyrosine-protein phosphatase non-receptor type 13 (EC 3.1.3.48) (Fas-associated protein-tyrosine phosphatase 1) (FAP-1) (PTP-BAS) (Protein-tyrosine phosphatase 1E) (PTP-E1) (hPTPE1) (Protein-tyrosine phosphatase PTPL1)
Q9H3S7 PTN23_HUMAN Tyrosine-protein phosphatase non-receptor type 23 (EC 3.1.3.48) (His domain-containing protein tyrosine phosphatase) (HD-PTP) (Protein tyrosine phosphatase TD14) (PTP-TD14)
P54578 UBP14_HUMAN Ubiquitin carboxyl-terminal hydrolase 14 (EC 3.4.19.12) (Deubiquitinating enzyme 14) (Ubiquitin thioesterase 14) (Ubiquitin-specific-processing protease 14)
Q9Y4E8 UBP15_HUMAN Ubiquitin carboxyl-terminal hydrolase 15 (EC 3.4.19.12) (Deubiquitinating enzyme 15) (Ubiquitin thioesterase 15) (Ubiquitin-specific-processing protease 15) (Unph-2) (Unph4)
Q9UPU5 UBP24_HUMAN Ubiquitin carboxyl-terminal hydrolase 24 (EC 3.4.19.12) (Deubiquitinating enzyme 24) (Ubiquitin thioesterase 24) (Ubiquitin-specific-processing protease 24)
Q96K76 UBP47_HUMAN Ubiquitin carboxyl-terminal hydrolase 47 (EC 3.4.19.12) (Deubiquitinating enzyme 47) (Ubiquitin thioesterase 47) (Ubiquitin-specific-processing protease 47)
P45974 UBP5_HUMAN Ubiquitin carboxyl-terminal hydrolase 5 (EC 3.4.19.12) (Deubiquitinating enzyme 5) (Isopeptidase T) (Ubiquitin thioesterase 5) (Ubiquitin-specific-processing protease 5)
P15374 UCHL3_HUMAN Ubiquitin carboxyl-terminal hydrolase isozyme L3 (UCH-L3) (EC 3.4.19.12) (Ubiquitin thioesterase L3)
Q9Y5K5 UCHL5_HUMAN Ubiquitin carboxyl-terminal hydrolase isozyme L5 (UCH-L5) (EC 3.4.19.12) (Ubiquitin C-terminal hydrolase UCH37) (Ubiquitin thioesterase L5)
Q96FW1 OTUB1_HUMAN Ubiquitin thioesterase OTUB1 (EC 3.4.19.12) (Deubiquitinating enzyme OTUB1) (OTU domain-containing ubiquitin aldehyde-binding protein 1) (Otubain-1) (hOTU1) (Ubiquitin-specific-processing protease OTUB1)
O75351 VPS4B_HUMAN Vacuolar protein sorting-associated protein 4B (EC 3.6.4.6) (Cell migration-inducing gene 1 protein) (Suppressor of K(+) transport growth defect 1) (Protein SKD1)
P46459 NSF_HUMAN Vesicle-fusing ATPase (EC 3.6.4.6) (N-ethylmaleimide-sensitive fusion protein) (NEM-sensitive fusion protein) (Vesicular-fusion protein NSF)
P38606 VATA_HUMAN V-type proton ATPase catalytic subunit A (V-ATPase subunit A) (EC 3.6.3.14) (V-ATPase 69 kDa subunit) (Vacuolar ATPase isoform VA68) (Vacuolar proton pump subunit alpha)
Q9NQW7 XPP1_HUMAN Xaa-Pro aminopeptidase 1 (EC 3.4.11.9) (Aminoacylproline aminopeptidase) (Cytosolic aminopeptidase P) (Soluble aminopeptidase P) (sAmp) (X-Pro aminopeptidase 1) (X-prolyl aminopeptidase 1, soluble)
P12955 PEPD_HUMAN Xaa-Pro dipeptidase (X-Pro dipeptidase) (EC 3.4.13.9) (Imidodipeptidase) (Peptidase D) (Proline dipeptidase) (Prolidase)
P13010 XRCC5_HUMAN X-ray repair cross-complementing protein 5 (EC 3.6.4.-) (86 kDa subunit of Ku antigen) (ATP-dependent DNA helicase 2 subunit 2) (ATP-dependent DNA helicase II 80 kDa subunit) (CTC box-binding factor 85 kDa subunit) (CTC85) (CTCBF) (DNA repair protein XRCC5) (Ku80) (Ku86) (Lupus Ku autoantigen protein p86) (Nuclear factor IV) (Thyroid-lupus autoantigen) (TLAA) (X-ray repair complementing defective repair in Chinese hamster cells 5 (double-strand-break rejoining))



S2 dataset: details of the six enzyme categories
EC4: lyases

AC_number Entry name Protein names
P23396 RS3_HUMAN 40S ribosomal protein S3 (EC 4.2.99.18) (Small ribosomal subunit protein uS3)
P30566 PUR8_HUMAN Adenylosuccinate lyase (ADSL) (ASL) (EC 4.3.2.2) (Adenylosuccinase) (ASase)
P06733 ENOA_HUMAN Alpha-enolase (EC 4.2.1.11) (2-phospho-D-glycerate hydro-lyase) (C-myc promoter-binding protein) (Enolase 1) (MBP-1) (MPB-1) (Non-neural enolase) (NNE) (Phosphopyruvate hydratase) (Plasminogen-binding protein)
P04424 ARLY_HUMAN Argininosuccinate lyase (ASAL) (EC 4.3.2.1) (Arginosuccinase)
Q8N1Q1 CAH13_HUMAN Carbonic anhydrase 13 (EC 4.2.1.1) (Carbonate dehydratase XIII) (Carbonic anhydrase XIII) (CA-XIII)
P21399 ACOC_HUMAN Cytoplasmic aconitate hydratase (Aconitase) (EC 4.2.1.3) (Citrate hydro-lyase) (Ferritin repressor protein) (Iron regulatory protein 1) (IRP1) (Iron-responsive element-binding protein 1) (IRE-BP 1)
P30046 DOPD_HUMAN D-dopachrome decarboxylase (EC 4.1.1.84) (D-dopachrome tautomerase) (Phenylpyruvate tautomerase II)
P13716 HEM2_HUMAN Delta-aminolevulinic acid dehydratase (ALADH) (EC 4.2.1.24) (Porphobilinogen synthase)
Q9Y315 DEOC_HUMAN Deoxyribose-phosphate aldolase (DERA) (EC 4.1.2.4) (2-deoxy-D-ribose 5-phosphate aldolase) (Phosphodeoxyriboaldolase) (Deoxyriboaldolase)
Q9NTX5 ECHD1_HUMAN Ethylmalonyl-CoA decarboxylase (EC 4.1.1.94) (Enoyl-CoA hydratase domain-containing protein 1) (Methylmalonyl-CoA decarboxylase) (MMCD) (EC 4.1.1.41)
P49327 FAS_HUMAN Fatty acid synthase (EC 2.3.1.85) [Includes: [Acyl-carrier-protein] S-acetyltransferase (EC 2.3.1.38); [Acyl-carrier-protein] S-malonyltransferase (EC 2.3.1.39); 3-oxoacyl-[acyl-carrier-protein] synthase (EC 2.3.1.41); 3-oxoacyl-[acyl-carrier-protein] reductase (EC 1.1.1.100); 3-hydroxyacyl-[acyl-carrier-protein] dehydratase (EC 4.2.1.59); Enoyl-[acyl-carrier-protein] reductase (EC 1.3.1.39); Oleoyl-[acyl-carrier-protein] hydrolase (EC 3.1.2.14)]
P04075 ALDOA_HUMAN Fructose-bisphosphate aldolase A (EC 4.1.2.13) (Lung cancer antigen NY-LU-1) (Muscle-type aldolase)
P09972 ALDOC_HUMAN Fructose-bisphosphate aldolase C (EC 4.1.2.13) (Brain-type aldolase)
P07954 FUMH_HUMAN Fumarate hydratase, mitochondrial (Fumarase) (EC 4.2.1.2)
O75223 GGCT_HUMAN Gamma-glutamylcyclotransferase (EC 4.3.2.9) (Cytochrome c-releasing factor 21)
O60547 GMDS_HUMAN GDP-mannose 4,6 dehydratase (EC 4.2.1.47) (GDP-D-mannose dehydratase) (GMD)
P15104 GLNA_HUMAN Glutamine synthetase (GS) (EC 6.3.1.2) (Glutamate decarboxylase) (EC 4.1.1.15) (Glutamate--ammonia ligase)
Q04760 LGUL_HUMAN Lactoylglutathione lyase (EC 4.4.1.5) (Aldoketomutase) (Glyoxalase I) (Glx I) (Ketone-aldehyde mutase) (Methylglyoxalase) (S-D-lactoylglutathione methylglyoxal lyase)
P22234 PUR6_HUMAN Multifunctional protein ADE2 [Includes: Phosphoribosylaminoimidazole-succinocarboxamide synthase (EC 6.3.2.6) (SAICAR synthetase); Phosphoribosylaminoimidazole carboxylase (EC 4.1.1.21) (AIR carboxylase) (AIRC)]
P19021 AMD_HUMAN Peptidyl-glycine alpha-amidating monooxygenase (PAM) [Includes: Peptidylglycine alpha-hydroxylating monooxygenase (PHM) (EC 1.14.17.3); Peptidyl-alpha-hydroxyglycine alpha-amidating lyase (EC 4.3.2.5) (Peptidylamidoglycolate lyase) (PAL)]
P61457 PHS_HUMAN Pterin-4-alpha-carbinolamine dehydratase (PHS) (EC 4.2.1.96) (4-alpha-hydroxy-tetrahydropterin dehydratase) (Dimerization cofactor of hepatocyte nuclear factor 1-alpha) (DCoH) (Dimerization cofactor of HNF1) (Phenylalanine hydroxylase-stimulating protein) (Pterin carbinolamine dehydratase) (PCD)
Q6P996 PDXD1_HUMAN Pyridoxal-dependent decarboxylase domain-containing protein 1 (EC 4.1.1.-)
Q3LXA3 TKFC_HUMAN Triokinase/FMN cyclase (Bifunctional ATP-dependent dihydroxyacetone kinase/FAD-AMP lyase (cyclizing)) [Includes: ATP-dependent dihydroxyacetone kinase (DHA kinase) (EC 2.7.1.28) (EC 2.7.1.29) (Glycerone kinase) (Triokinase) (Triose kinase); FAD-AMP lyase (cyclizing) (EC 4.6.1.15) (FAD-AMP lyase (cyclic FMN forming)) (FMN cyclase)]
P11172 UMPS_HUMAN Uridine 5'-monophosphate synthase (UMP synthase) [Includes: Orotate phosphoribosyltransferase (OPRT) (OPRTase) (EC 2.4.2.10); Orotidine 5'-phosphate decarboxylase (ODC) (EC 4.1.1.23) (OMPdecase)]



S2 dataset: details of the six enzyme categories
EC5: isomerases

AC_number Entry name Protein names
Q96C23 GALM_HUMAN Aldose 1-epimerase (EC 5.1.3.3) (Galactose mutarotase)
P06744 G6PI_HUMAN Glucose-6-phosphate isomerase (GPI) (EC 5.3.1.9) (Autocrine motility factor) (AMF) (Neuroleukin) (NLK) (Phosphoglucose isomerase) (PGI) (Phosphohexose isomerase) (PHI) (Sperm antigen 36) (SA-36)
Q9NPH2 INO1_HUMAN Inositol-3-phosphate synthase 1 (IPS 1) (EC 5.5.1.4) (Myo-inositol 1-phosphate synthase) (MI-1-P synthase) (MIP synthase) (hIPS) (Myo-inositol 1-phosphate synthase A1) (hINO1)
Q13907 IDI1_HUMAN Isopentenyl-diphosphate Delta-isomerase 1 (EC 5.3.3.2) (Isopentenyl pyrophosphate isomerase 1) (IPP isomerase 1) (IPPI1)
O43708 MAAI_HUMAN Maleylacetoacetate isomerase (MAAI) (EC 5.2.1.2) (GSTZ1-1) (Glutathione S-transferase zeta 1) (EC 2.5.1.18)
P34949 MPI_HUMAN Mannose-6-phosphate isomerase (EC 5.3.1.8) (Phosphohexomutase) (Phosphomannose isomerase) (PMI)
Q9BV20 MTNA_HUMAN Methylthioribose-1-phosphate isomerase (M1Pi) (MTR-1-P isomerase) (EC 5.3.1.23) (Mediator of RhoA-dependent invasion) (S-methyl-5-thioribose-1-phosphate isomerase) (Translation initiation factor eIF-2B subunit alpha/beta/delta-like protein)
Q8NCW5 NNRE_HUMAN NAD(P)H-hydrate epimerase (EC 5.1.99.6) (Apolipoprotein A-I-binding protein) (AI-BP) (NAD(P)HX epimerase) (YjeF N-terminal domain-containing protein 1) (YjeF_N1)
P62937 PPIA_HUMAN Peptidyl-prolyl cis-trans isomerase A (PPIase A) (EC 5.2.1.8) (Cyclophilin A) (Cyclosporin A-binding protein) (Rotamase A) [Cleaved into: Peptidyl-prolyl cis-trans isomerase A, N-terminally processed]
P23284 PPIB_HUMAN Peptidyl-prolyl cis-trans isomerase B (PPIase B) (EC 5.2.1.8) (CYP-S1) (Cyclophilin B) (Rotamase B) (S-cyclophilin) (SCYLP)
P62942 FKB1A_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP1A (PPIase FKBP1A) (EC 5.2.1.8) (12 kDa FK506-binding protein) (12 kDa FKBP) (FKBP-12) (Calstabin-1) (FK506-binding protein 1A) (FKBP-1A) (Immunophilin FKBP12) (Rotamase)
Q00688 FKBP3_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP3 (PPIase FKBP3) (EC 5.2.1.8) (25 kDa FK506-binding protein) (25 kDa FKBP) (FKBP-25) (FK506-binding protein 3) (FKBP-3) (Immunophilin FKBP25) (Rapamycin-selective 25 kDa immunophilin) (Rotamase)
Q02790 FKBP4_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP4 (PPIase FKBP4) (EC 5.2.1.8) (51 kDa FK506-binding protein) (FKBP51) (52 kDa FK506-binding protein) (52 kDa FKBP) (FKBP-52) (59 kDa immunophilin) (p59) (FK506-binding protein 4) (FKBP-4) (FKBP59) (HSP-binding immunophilin) (HBI) (Immunophilin FKBP52) (Rotamase) [Cleaved into: Peptidyl-prolyl cis-trans isomerase FKBP4, N-terminally processed]
Q9Y3C6 PPIL1_HUMAN Peptidyl-prolyl cis-trans isomerase-like 1 (PPIase) (EC 5.2.1.8) (Rotamase PPIL1)
O95394 AGM1_HUMAN Phosphoacetylglucosamine mutase (PAGM) (EC 5.4.2.3) (Acetylglucosamine phosphomutase) (N-acetylglucosamine-phosphate mutase) (Phosphoglucomutase-3) (PGM 3)
P36871 PGM1_HUMAN Phosphoglucomutase-1 (PGM 1) (EC 5.4.2.2) (Glucose phosphomutase 1)
Q96G03 PGM2_HUMAN Phosphoglucomutase-2 (PGM 2) (EC 5.4.2.2) (Glucose phosphomutase 2) (Phosphodeoxyribomutase) (Phosphopentomutase) (EC 5.4.2.7)
P18669 PGAM1_HUMAN Phosphoglycerate mutase 1 (EC 5.4.2.11) (EC 5.4.2.4) (BPG-dependent PGAM 1) (Phosphoglycerate mutase isozyme B) (PGAM-B)
O15305 PMM2_HUMAN Phosphomannomutase 2 (PMM 2) (EC 5.4.2.8)
Q15185 TEBP_HUMAN Prostaglandin E synthase 3 (EC 5.3.99.3) (Cytosolic prostaglandin E2 synthase) (cPGES) (Hsp90 co-chaperone) (Progesterone receptor complex p23) (Telomerase-binding protein p23)
P41222 PTGDS_HUMAN Prostaglandin-H2 D-isomerase (EC 5.3.99.2) (Beta-trace protein) (Cerebrin-28) (Glutathione-independent PGD synthase) (Lipocalin-type prostaglandin-D synthase) (Prostaglandin-D2 synthase) (PGD2 synthase) (PGDS) (PGDS2)
P07237 PDIA1_HUMAN Protein disulfide-isomerase (PDI) (EC 5.3.4.1) (Cellular thyroid hormone-binding protein) (Prolyl 4-hydroxylase subunit beta) (p55)
P30101 PDIA3_HUMAN Protein disulfide-isomerase A3 (EC 5.3.4.1) (58 kDa glucose-regulated protein) (58 kDa microsomal protein) (p58) (Disulfide isomerase ER-60) (Endoplasmic reticulum resident protein 57) (ER protein 57) (ERp57) (Endoplasmic reticulum resident protein 60) (ER protein 60) (ERp60)
P13667 PDIA4_HUMAN Protein disulfide-isomerase A4 (EC 5.3.4.1) (Endoplasmic reticulum resident protein 70) (ER protein 70) (ERp70) (Endoplasmic reticulum resident protein 72) (ER protein 72) (ERp-72) (ERp72)
P49247 RPIA_HUMAN Ribose-5-phosphate isomerase (EC 5.3.1.6) (Phosphoriboisomerase)
Q15257 PTPA_HUMAN Serine/threonine-protein phosphatase 2A activator (EC 5.2.1.8) (PP2A, subunit B', PR53 isoform) (Phosphotyrosyl phosphatase activator) (PTPA) (Serine/threonine-protein phosphatase 2A regulatory subunit 4) (Serine/threonine-protein phosphatase 2A regulatory subunit B')
P60174 TPIS_HUMAN Triosephosphate isomerase (TIM) (EC 5.3.1.1) (Triose-phosphate isomerase)
Q14376 GALE_HUMAN UDP-glucose 4-epimerase (EC 5.1.3.2) (Galactowaldenase) (UDP-N-acetylgalactosamine 4-epimerase) (UDP-GalNAc 4-epimerase) (UDP-N-acetylglucosamine 4-epimerase) (UDP-GlcNAc 4-epimerase) (EC 5.1.3.7) (UDP-galactose 4-epimerase)



S2 dataset: details of the six enzyme categories
EC6: ligases

AC_number Entry name Protein names
Q9NR19 ACSA_HUMAN Acetyl-coenzyme A synthetase, cytoplasmic (EC 6.2.1.1) (Acetate--CoA ligase) (Acetyl-CoA synthetase) (ACS) (AceCS) (Acyl-CoA synthetase short-chain family member 2) (Acyl-activating enzyme)
P30520 PURA2_HUMAN Adenylosuccinate synthetase isozyme 2 (AMPSase 2) (AdSS 2) (EC 6.3.4.4) (Adenylosuccinate synthetase, acidic isozyme) (Adenylosuccinate synthetase, liver isozyme) (L-type adenylosuccinate synthetase) (IMP--aspartate ligase 2)
P49588 SYAC_HUMAN Alanine--tRNA ligase, cytoplasmic (EC 6.1.1.7) (Alanyl-tRNA synthetase) (AlaRS) (Renal carcinoma antigen NY-REN-42)
P54136 SYRC_HUMAN Arginine--tRNA ligase, cytoplasmic (EC 6.1.1.19) (Arginyl-tRNA synthetase) (ArgRS)
P00966 ASSY_HUMAN Argininosuccinate synthase (EC 6.3.4.5) (Citrulline--aspartate ligase)
O43776 SYNC_HUMAN Asparagine--tRNA ligase, cytoplasmic (EC 6.1.1.22) (Asparaginyl-tRNA synthetase) (AsnRS)
P14868 SYDC_HUMAN Aspartate--tRNA ligase, cytoplasmic (EC 6.1.1.12) (Aspartyl-tRNA synthetase) (AspRS) (Cell proliferation-inducing gene 40 protein)
P07814 SYEP_HUMAN Bifunctional glutamate/proline--tRNA ligase (Bifunctional aminoacyl-tRNA synthetase) (Cell proliferation-inducing gene 32 protein) (Glutamatyl-prolyl-tRNA synthetase) [Includes: Glutamate--tRNA ligase (EC 6.1.1.17) (Glutamyl-tRNA synthetase) (GluRS); Proline--tRNA ligase (EC 6.1.1.15) (Prolyl-tRNA synthetase)]
P11586 C1TC_HUMAN C-1-tetrahydrofolate synthase, cytoplasmic (C1-THF synthase) [Cleaved into: C-1-tetrahydrofolate synthase, cytoplasmic, N-terminally processed] [Includes: Methylenetetrahydrofolate dehydrogenase (EC 1.5.1.5); Methenyltetrahydrofolate cyclohydrolase (EC 3.5.4.9); Formyltetrahydrofolate synthetase (EC 6.3.4.3)]
P17812 PYRG1_HUMAN CTP synthase 1 (EC 6.3.4.2) (CTP synthetase 1) (UTP--ammonia ligase 1)
P49589 SYCC_HUMAN Cysteine--tRNA ligase, cytoplasmic (EC 6.1.1.16) (Cysteinyl-tRNA synthetase) (CysRS)
Q14258 TRI25_HUMAN E3 ubiquitin/ISG15 ligase TRIM25 (EC 6.3.2.n3) (Estrogen-responsive finger protein) (RING finger protein 147) (RING-type E3 ubiquitin transferase) (EC 2.3.2.27) (RING-type E3 ubiquitin transferase TRIM25) (Tripartite motif-containing protein 25) (Ubiquitin/ISG15-conjugating enzyme TRIM25) (Zinc finger protein 147)
P48506 GSH1_HUMAN Glutamate--cysteine ligase catalytic subunit (EC 6.3.2.2) (GCS heavy chain) (Gamma-ECS) (Gamma-glutamylcysteine synthetase)
P15104 GLNA_HUMAN Glutamine synthetase (GS) (EC 6.3.1.2) (Glutamate decarboxylase) (EC 4.1.1.15) (Glutamate--ammonia ligase)
Q6IA69 NADE_HUMAN Glutamine-dependent NAD(+) synthetase (EC 6.3.5.1) (NAD(+) synthase [glutamine-hydrolyzing]) (NAD(+) synthetase)
P47897 SYQ_HUMAN Glutamine--tRNA ligase (EC 6.1.1.18) (Glutaminyl-tRNA synthetase) (GlnRS)
P48637 GSHB_HUMAN Glutathione synthetase (GSH synthetase) (GSH-S) (EC 6.3.2.3) (Glutathione synthase)
P41250 GARS_HUMAN Glycine--tRNA ligase (EC 3.6.1.17) (EC 6.1.1.14) (Diadenosine tetraphosphate synthetase) (AP-4-A synthetase) (Glycyl-tRNA synthetase) (GlyRS)
P12081 SYHC_HUMAN Histidine--tRNA ligase, cytoplasmic (EC 6.1.1.21) (Histidyl-tRNA synthetase) (HisRS)
Q15046 SYK_HUMAN Lysine--tRNA ligase (EC 2.7.7.-) (EC 6.1.1.6) (Lysyl-tRNA synthetase) (LysRS)
P22234 PUR6_HUMAN Multifunctional protein ADE2 [Includes: Phosphoribosylaminoimidazole-succinocarboxamide synthase (EC 6.3.2.6) (SAICAR synthetase); Phosphoribosylaminoimidazole carboxylase (EC 4.1.1.21) (AIR carboxylase) (AIRC)]
Q8TBC4 UBA3_HUMAN NEDD8-activating enzyme E1 catalytic subunit (EC 6.3.2.-) (NEDD8-activating enzyme E1C) (Ubiquitin-activating enzyme E1C) (Ubiquitin-like modifier-activating enzyme 3) (Ubiquitin-activating enzyme 3)
P61081 UBC12_HUMAN NEDD8-conjugating enzyme Ubc12 (EC 6.3.2.-) (NEDD8 carrier protein) (NEDD8 protein ligase) (Ubiquitin-conjugating enzyme E2 M)
Q6XQN6 PNCB_HUMAN Nicotinate phosphoribosyltransferase (NAPRTase) (EC 6.3.4.21) (FHA-HIT-interacting protein) (Nicotinate phosphoribosyltransferase domain-containing protein 1)
Q9NSD9 SYFB_HUMAN Phenylalanine--tRNA ligase beta subunit (EC 6.1.1.20) (Phenylalanyl-tRNA synthetase beta subunit) (PheRS)
Q9HAB8 PPCS_HUMAN Phosphopantothenate--cysteine ligase (EC 6.3.2.5) (Phosphopantothenoylcysteine synthetase) (PPC synthetase)
P49591 SYSC_HUMAN Serine--tRNA ligase, cytoplasmic (EC 6.1.1.11) (Seryl-tRNA synthetase) (SerRS) (Seryl-tRNA(Ser/Sec) synthetase)
P26639 SYTC_HUMAN Threonine--tRNA ligase, cytoplasmic (EC 6.1.1.3) (Threonyl-tRNA synthetase) (ThrRS)
P22102 PUR2_HUMAN Trifunctional purine biosynthetic protein adenosine-3 [Includes: Phosphoribosylamine--glycine ligase (EC 6.3.4.13) (Glycinamide ribonucleotide synthetase) (GARS) (Phosphoribosylglycinamide synthetase); Phosphoribosylformylglycinamidine cyclo-ligase (EC 6.3.3.1) (AIR synthase) (AIRS) (Phosphoribosyl-aminoimidazole synthetase); Phosphoribosylglycinamide formyltransferase (EC 2.1.2.2) (5'-phosphoribosylglycinamide transformylase) (GAR transformylase) (GART)]
Q9Y3I0 RTCB_HUMAN tRNA-splicing ligase RtcB homolog (EC 6.5.1.3)
P23381 SYWC_HUMAN Tryptophan--tRNA ligase, cytoplasmic (EC 6.1.1.2) (Interferon-induced protein 53) (IFP53) (Tryptophanyl-tRNA synthetase) (TrpRS) (hWRS) [Cleaved into: T1-TrpRS; T2-TrpRS]
P54577 SYYC_HUMAN Tyrosine--tRNA ligase, cytoplasmic (EC 6.1.1.1) (Tyrosyl-tRNA synthetase) (TyrRS) [Cleaved into: Tyrosine--tRNA ligase, cytoplasmic, N-terminally processed]
P22314 UBA1_HUMAN Ubiquitin-like modifier-activating enzyme 1 (EC 6.2.1.45) (Protein A1S9) (Ubiquitin-activating enzyme E1)
A0AVT1 UBA6_HUMAN Ubiquitin-like modifier-activating enzyme 6 (Ubiquitin-activating enzyme 6) (EC 6.2.1.45) (Monocyte protein 4) (MOP-4) (Ubiquitin-activating enzyme E1-like protein 2) (E1-L2)
Q9NT62 ATG3_HUMAN Ubiquitin-like-conjugating enzyme ATG3 (EC 6.3.2.-) (Autophagy-related protein 3) (APG3-like) (hApg3) (Protein PC3-96)
P26640 SYVC_HUMAN Valine--tRNA ligase (EC 6.1.1.9) (Protein G7a) (Valyl-tRNA synthetase) (ValRS)
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