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S1 dataset: Proteins identified in this study (2 peptides, no keratins)
AC_number Protein names
Q9C0C9 (E3-independent) E2 ubiquitin-conjugating enzyme OS=Homo sapiens GN=UBE2O PE=1 SV=3
P54922 [Protein ADP-ribosylarginine] hydrolase OS=Homo sapiens GN=ADPRH PE=1 SV=1
Q9BV57 1,2-dihydroxy-3-keto-5-methylthiopentene dioxygenase OS=Homo sapiens GN=ADI1 PE=1 SV=1
Q04446 1,4-alpha-glucan-branching enzyme OS=Homo sapiens GN=GBE1 PE=1 SV=3
Q9NRX4 14 kDa phosphohistidine phosphatase OS=Homo sapiens GN=PHPT1 PE=1 SV=1
P31946 14-3-3 protein beta/alpha OS=Homo sapiens GN=YWHAB PE=1 SV=3
P62258 14-3-3 protein epsilon OS=Homo sapiens GN=YWHAE PE=1 SV=1
Q04917 14-3-3 protein eta OS=Homo sapiens GN=YWHAH PE=1 SV=4
P61981 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2
P31947 14-3-3 protein sigma OS=Homo sapiens GN=SFN PE=1 SV=1
P27348 14-3-3 protein theta OS=Homo sapiens GN=YWHAQ PE=1 SV=1
P63104 14-3-3 protein zeta/delta OS=Homo sapiens GN=YWHAZ PE=1 SV=1
Q9C0C2 182 kDa tankyrase-1-binding protein OS=Homo sapiens GN=TNKS1BP1 PE=1 SV=4
Q99460 26S proteasome non-ATPase regulatory subunit 1 OS=Homo sapiens GN=PSMD1 PE=1 SV=2
O75832 26S proteasome non-ATPase regulatory subunit 10 OS=Homo sapiens GN=PSMD10 PE=1 SV=1
O00231 26S proteasome non-ATPase regulatory subunit 11 OS=Homo sapiens GN=PSMD11 PE=1 SV=3
O00232 26S proteasome non-ATPase regulatory subunit 12 OS=Homo sapiens GN=PSMD12 PE=1 SV=3
Q9UNM6 26S proteasome non-ATPase regulatory subunit 13 OS=Homo sapiens GN=PSMD13 PE=1 SV=2
O00487 26S proteasome non-ATPase regulatory subunit 14 OS=Homo sapiens GN=PSMD14 PE=1 SV=1
Q13200 26S proteasome non-ATPase regulatory subunit 2 OS=Homo sapiens GN=PSMD2 PE=1 SV=3
O43242 26S proteasome non-ATPase regulatory subunit 3 OS=Homo sapiens GN=PSMD3 PE=1 SV=2
P55036 26S proteasome non-ATPase regulatory subunit 4 OS=Homo sapiens GN=PSMD4 PE=1 SV=1
Q16401 26S proteasome non-ATPase regulatory subunit 5 OS=Homo sapiens GN=PSMD5 PE=1 SV=3
Q15008 26S proteasome non-ATPase regulatory subunit 6 OS=Homo sapiens GN=PSMD6 PE=1 SV=1
P51665 26S proteasome non-ATPase regulatory subunit 7 OS=Homo sapiens GN=PSMD7 PE=1 SV=2
P62333 26S proteasome regulatory subunit 10B OS=Homo sapiens GN=PSMC6 PE=1 SV=1
P17980 26S proteasome regulatory subunit 6A OS=Homo sapiens GN=PSMC3 PE=1 SV=3
P43686 26S proteasome regulatory subunit 6B OS=Homo sapiens GN=PSMC4 PE=1 SV=2
P35998 26S proteasome regulatory subunit 7 OS=Homo sapiens GN=PSMC2 PE=1 SV=3
P62195 26S proteasome regulatory subunit 8 OS=Homo sapiens GN=PSMC5 PE=1 SV=1
O95861 3'(2'),5'-bisphosphate nucleotidase 1 OS=Homo sapiens GN=BPNT1 PE=1 SV=1
Q9BUT1 3-hydroxybutyrate dehydrogenase type 2 OS=Homo sapiens GN=BDH2 PE=1 SV=2
P25325 3-mercaptopyruvate sulfurtransferase OS=Homo sapiens GN=MPST PE=1 SV=3
P46783 40S ribosomal protein S10 OS=Homo sapiens GN=RPS10 PE=1 SV=1
P25398 40S ribosomal protein S12 OS=Homo sapiens GN=RPS12 PE=1 SV=3
P62277 40S ribosomal protein S13 OS=Homo sapiens GN=RPS13 PE=1 SV=2
P62244 40S ribosomal protein S15a OS=Homo sapiens GN=RPS15A PE=1 SV=2
P62249 40S ribosomal protein S16 OS=Homo sapiens GN=RPS16 PE=1 SV=2
P62269 40S ribosomal protein S18 OS=Homo sapiens GN=RPS18 PE=1 SV=3
P15880 40S ribosomal protein S2 OS=Homo sapiens GN=RPS2 PE=1 SV=2
P60866 40S ribosomal protein S20 OS=Homo sapiens GN=RPS20 PE=1 SV=1
P63220 40S ribosomal protein S21 OS=Homo sapiens GN=RPS21 PE=1 SV=1
P62851 40S ribosomal protein S25 OS=Homo sapiens GN=RPS25 PE=1 SV=1
P23396 40S ribosomal protein S3 OS=Homo sapiens GN=RPS3 PE=1 SV=2
P61247 40S ribosomal protein S3a OS=Homo sapiens GN=RPS3A PE=1 SV=2
P62701 40S ribosomal protein S4, X isoform OS=Homo sapiens GN=RPS4X PE=1 SV=2
P46782 40S ribosomal protein S5 OS=Homo sapiens GN=RPS5 PE=1 SV=4
P62753 40S ribosomal protein S6 OS=Homo sapiens GN=RPS6 PE=1 SV=1
P62081 40S ribosomal protein S7 OS=Homo sapiens GN=RPS7 PE=1 SV=1
P62241 40S ribosomal protein S8 OS=Homo sapiens GN=RPS8 PE=1 SV=2
P46781 40S ribosomal protein S9 OS=Homo sapiens GN=RPS9 PE=1 SV=3
P08865 40S ribosomal protein SA OS=Homo sapiens GN=RPSA PE=1 SV=4
Q9BRK5 45 kDa calcium-binding protein OS=Homo sapiens GN=SDF4 PE=1 SV=1
P49189 4-trimethylaminobutyraldehyde dehydrogenase OS=Homo sapiens GN=ALDH9A1 PE=1 SV=3
Q8TCD5 5'(3')-deoxyribonucleotidase, cytosolic type OS=Homo sapiens GN=NT5C PE=1 SV=2
Q13131 5'-AMP-activated protein kinase catalytic subunit alpha-1 OS=Homo sapiens GN=PRKAA1 PE=1 SV=4
Q9Y478 5'-AMP-activated protein kinase subunit beta-1 OS=Homo sapiens GN=PRKAB1 PE=1 SV=4
P54619 5'-AMP-activated protein kinase subunit gamma-1 OS=Homo sapiens GN=PRKAG1 PE=1 SV=1
Q5TFE4 5'-nucleotidase domain-containing protein 1 OS=Homo sapiens GN=NT5DC1 PE=1 SV=1
P10155 60 kDa SS-A/Ro ribonucleoprotein OS=Homo sapiens GN=TROVE2 PE=1 SV=2
P05388 60S acidic ribosomal protein P0 OS=Homo sapiens GN=RPLP0 PE=1 SV=1
P05387 60S acidic ribosomal protein P2 OS=Homo sapiens GN=RPLP2 PE=1 SV=1
P62906 60S ribosomal protein L10a OS=Homo sapiens GN=RPL10A PE=1 SV=2
P30050 60S ribosomal protein L12 OS=Homo sapiens GN=RPL12 PE=1 SV=1
P50914 60S ribosomal protein L14 OS=Homo sapiens GN=RPL14 PE=1 SV=4
P61313 60S ribosomal protein L15 OS=Homo sapiens GN=RPL15 PE=1 SV=2
P18621 60S ribosomal protein L17 OS=Homo sapiens GN=RPL17 PE=1 SV=3
Q02543 60S ribosomal protein L18a OS=Homo sapiens GN=RPL18A PE=1 SV=2
P35268 60S ribosomal protein L22 OS=Homo sapiens GN=RPL22 PE=1 SV=2
P62829 60S ribosomal protein L23 OS=Homo sapiens GN=RPL23 PE=1 SV=1
P83731 60S ribosomal protein L24 OS=Homo sapiens GN=RPL24 PE=1 SV=1
P61254 60S ribosomal protein L26 OS=Homo sapiens GN=RPL26 PE=1 SV=1
P39023 60S ribosomal protein L3 OS=Homo sapiens GN=RPL3 PE=1 SV=2
P62888 60S ribosomal protein L30 OS=Homo sapiens GN=RPL30 PE=1 SV=2
P62910 60S ribosomal protein L32 OS=Homo sapiens GN=RPL32 PE=1 SV=2
P36578 60S ribosomal protein L4 OS=Homo sapiens GN=RPL4 PE=1 SV=5
P46777 60S ribosomal protein L5 OS=Homo sapiens GN=RPL5 PE=1 SV=3
P18124 60S ribosomal protein L7 OS=Homo sapiens GN=RPL7 PE=1 SV=1
P62424 60S ribosomal protein L7a OS=Homo sapiens GN=RPL7A PE=1 SV=2
P32969 60S ribosomal protein L9 OS=Homo sapiens GN=RPL9 PE=1 SV=1
P52209 6-phosphogluconate dehydrogenase, decarboxylating OS=Homo sapiens GN=PGD PE=1 SV=3
O95336 6-phosphogluconolactonase OS=Homo sapiens GN=PGLS PE=1 SV=2
P11021 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=2
Q8IZP0 Abl interactor 1 OS=Homo sapiens GN=ABI1 PE=1 SV=4
Q9BWD1 Acetyl-CoA acetyltransferase, cytosolic OS=Homo sapiens GN=ACAT2 PE=1 SV=2
Q9NR19 Acetyl-coenzyme A synthetase, cytoplasmic OS=Homo sapiens GN=ACSS2 PE=1 SV=1
Q13510 Acid ceramidase OS=Homo sapiens GN=ASAH1 PE=1 SV=5
P68032 Actin, alpha cardiac muscle 1 OS=Homo sapiens GN=ACTC1 PE=1 SV=1
P60709 Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1
O14639 Actin-binding LIM protein 1 OS=Homo sapiens GN=ABLIM1 PE=1 SV=3
P61160 Actin-related protein 2 OS=Homo sapiens GN=ACTR2 PE=1 SV=1
Q92747 Actin-related protein 2/3 complex subunit 1A OS=Homo sapiens GN=ARPC1A PE=2 SV=2
O15143 Actin-related protein 2/3 complex subunit 1B OS=Homo sapiens GN=ARPC1B PE=1 SV=3
O15144 Actin-related protein 2/3 complex subunit 2 OS=Homo sapiens GN=ARPC2 PE=1 SV=1
O15145 Actin-related protein 2/3 complex subunit 3 OS=Homo sapiens GN=ARPC3 PE=1 SV=3
P59998 Actin-related protein 2/3 complex subunit 4 OS=Homo sapiens GN=ARPC4 PE=1 SV=3
P61158 Actin-related protein 3 OS=Homo sapiens GN=ACTR3 PE=1 SV=3
P53999 Activated RNA polymerase II transcriptional coactivator p15 OS=Homo sapiens GN=SUB1 PE=1 SV=3
P13798 Acylamino-acid-releasing enzyme OS=Homo sapiens GN=APEH PE=1 SV=4
P07108 Acyl-CoA-binding protein OS=Homo sapiens GN=DBI PE=1 SV=2
O75608 Acyl-protein thioesterase 1 OS=Homo sapiens GN=LYPLA1 PE=1 SV=1
O95372 Acyl-protein thioesterase 2 OS=Homo sapiens GN=LYPLA2 PE=1 SV=1
P07741 Adenine phosphoribosyltransferase OS=Homo sapiens GN=APRT PE=1 SV=2
P55263 Adenosine kinase OS=Homo sapiens GN=ADK PE=1 SV=2
Q96HN2 Adenosylhomocysteinase 3 OS=Homo sapiens GN=AHCYL2 PE=1 SV=1
P23526 Adenosylhomocysteinase OS=Homo sapiens GN=AHCY PE=1 SV=4
P00568 Adenylate kinase isoenzyme 1 OS=Homo sapiens GN=AK1 PE=1 SV=3
P30566 Adenylosuccinate lyase OS=Homo sapiens GN=ADSL PE=1 SV=2



P30520 Adenylosuccinate synthetase isozyme 2 OS=Homo sapiens GN=ADSS PE=1 SV=3
Q01518 Adenylyl cyclase-associated protein 1 OS=Homo sapiens GN=CAP1 PE=1 SV=5
O95396 Adenylyltransferase and sulfurtransferase MOCS3 OS=Homo sapiens GN=MOCS3 PE=1 SV=1
Q15847 Adipogenesis regulatory factor OS=Homo sapiens GN=ADIRF PE=1 SV=1
Q9BW91 ADP-ribose pyrophosphatase, mitochondrial OS=Homo sapiens GN=NUDT9 PE=1 SV=1
P61204 ADP-ribosylation factor 3 OS=Homo sapiens GN=ARF3 PE=1 SV=2
P18085 ADP-ribosylation factor 4 OS=Homo sapiens GN=ARF4 PE=1 SV=3
P36405 ADP-ribosylation factor-like protein 3 OS=Homo sapiens GN=ARL3 PE=1 SV=2
Q9UKK9 ADP-sugar pyrophosphatase OS=Homo sapiens GN=NUDT5 PE=1 SV=1
Q9Y6U3 Adseverin OS=Homo sapiens GN=SCIN PE=1 SV=4
P43652 Afamin OS=Homo sapiens GN=AFM PE=1 SV=1
O43488 Aflatoxin B1 aldehyde reductase member 2 OS=Homo sapiens GN=AKR7A2 PE=1 SV=3
P49588 Alanine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=AARS PE=1 SV=2
P14550 Alcohol dehydrogenase [NADP(+)] OS=Homo sapiens GN=AKR1A1 PE=1 SV=3
P00325 Alcohol dehydrogenase 1B OS=Homo sapiens GN=ADH1B PE=1 SV=2
P00326 Alcohol dehydrogenase 1C OS=Homo sapiens GN=ADH1C PE=1 SV=2
P40394 Alcohol dehydrogenase class 4 mu/sigma chain OS=Homo sapiens GN=ADH7 PE=1 SV=2
P11766 Alcohol dehydrogenase class-3 OS=Homo sapiens GN=ADH5 PE=1 SV=4
P47895 Aldehyde dehydrogenase family 1 member A3 OS=Homo sapiens GN=ALDH1A3 PE=1 SV=2
Q8IZ83 Aldehyde dehydrogenase family 16 member A1 OS=Homo sapiens GN=ALDH16A1 PE=1 SV=2
P30838 Aldehyde dehydrogenase, dimeric NADP-preferring OS=Homo sapiens GN=ALDH3A1 PE=1 SV=3
Q04828 Aldo-keto reductase family 1 member C1 OS=Homo sapiens GN=AKR1C1 PE=1 SV=1
P52895 Aldo-keto reductase family 1 member C2 OS=Homo sapiens GN=AKR1C2 PE=1 SV=3
P42330 Aldo-keto reductase family 1 member C3 OS=Homo sapiens GN=AKR1C3 PE=1 SV=4
Q96C23 Aldose 1-epimerase OS=Homo sapiens GN=GALM PE=1 SV=1
P15121 Aldose reductase OS=Homo sapiens GN=AKR1B1 PE=1 SV=3
P05186 Alkaline phosphatase, tissue-nonspecific isozyme OS=Homo sapiens GN=ALPL PE=1 SV=4
P26572 Alpha-1,3-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase OS=Homo sapiens GN=MGAT1 PE=1 SV=2
P02763 Alpha-1-acid glycoprotein 1 OS=Homo sapiens GN=ORM1 PE=1 SV=1
P19652 Alpha-1-acid glycoprotein 2 OS=Homo sapiens GN=ORM2 PE=1 SV=2
P01011 Alpha-1-antichymotrypsin OS=Homo sapiens GN=SERPINA3 PE=1 SV=2
P01009 Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA1 PE=1 SV=3
P04217 Alpha-1B-glycoprotein OS=Homo sapiens GN=A1BG PE=1 SV=4
P08697 Alpha-2-antiplasmin OS=Homo sapiens GN=SERPINF2 PE=1 SV=3
P02765 Alpha-2-HS-glycoprotein OS=Homo sapiens GN=AHSG PE=1 SV=1
P01023 Alpha-2-macroglobulin OS=Homo sapiens GN=A2M PE=1 SV=3
P12814 Alpha-actinin-1 OS=Homo sapiens GN=ACTN1 PE=1 SV=2
O43707 Alpha-actinin-4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2
P49419 Alpha-aminoadipic semialdehyde dehydrogenase OS=Homo sapiens GN=ALDH7A1 PE=1 SV=5
P04745 Alpha-amylase 1 OS=Homo sapiens GN=AMY1A PE=1 SV=2
P61163 Alpha-centractin OS=Homo sapiens GN=ACTR1A PE=1 SV=1
P02511 Alpha-crystallin B chain OS=Homo sapiens GN=CRYAB PE=1 SV=2
P06733 Alpha-enolase OS=Homo sapiens GN=ENO1 PE=1 SV=2
P06280 Alpha-galactosidase A OS=Homo sapiens GN=GLA PE=1 SV=1
Q16706 Alpha-mannosidase 2 OS=Homo sapiens GN=MAN2A1 PE=1 SV=2
Q9NTJ4 Alpha-mannosidase 2C1 OS=Homo sapiens GN=MAN2C1 PE=1 SV=1
P17050 Alpha-N-acetylgalactosaminidase OS=Homo sapiens GN=NAGA PE=1 SV=2
Q969X2 Alpha-N-acetylgalactosaminide alpha-2,6-sialyltransferase 6 OS=Homo sapiens GN=ST6GALNAC6 PE=1 SV=1
P54802 Alpha-N-acetylglucosaminidase OS=Homo sapiens GN=NAGLU PE=1 SV=2
P54920 Alpha-soluble NSF attachment protein OS=Homo sapiens GN=NAPA PE=1 SV=3
Q03154 Aminoacylase-1 OS=Homo sapiens GN=ACY1 PE=1 SV=1
Q9H4A4 Aminopeptidase B OS=Homo sapiens GN=RNPEP PE=1 SV=2
Q01432 AMP deaminase 3 OS=Homo sapiens GN=AMPD3 PE=1 SV=1
Q6FI81 Anamorsin OS=Homo sapiens GN=CIAPIN1 PE=1 SV=2
P03950 Angiogenin OS=Homo sapiens GN=ANG PE=1 SV=1
O95841 Angiopoietin-related protein 1 OS=Homo sapiens GN=ANGPTL1 PE=2 SV=1
P01019 Angiotensinogen OS=Homo sapiens GN=AGT PE=1 SV=1
Q8IZ07 Ankyrin repeat domain-containing protein 13A OS=Homo sapiens GN=ANKRD13A PE=1 SV=3
P04083 Annexin A1 OS=Homo sapiens GN=ANXA1 PE=1 SV=2
P50995 Annexin A11 OS=Homo sapiens GN=ANXA11 PE=1 SV=1
P07355 Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2
P12429 Annexin A3 OS=Homo sapiens GN=ANXA3 PE=1 SV=3
P09525 Annexin A4 OS=Homo sapiens GN=ANXA4 PE=1 SV=4
P08758 Annexin A5 OS=Homo sapiens GN=ANXA5 PE=1 SV=2
P20073 Annexin A7 OS=Homo sapiens GN=ANXA7 PE=1 SV=3
P13928 Annexin A8 OS=Homo sapiens GN=ANXA8 PE=1 SV=3
Q5VT79 Annexin A8-like protein 1 OS=Homo sapiens GN=ANXA8L1 PE=2 SV=2
O95994 Anterior gradient protein 2 homolog OS=Homo sapiens GN=AGR2 PE=1 SV=1
P03973 Antileukoproteinase OS=Homo sapiens GN=SLPI PE=1 SV=2
P01008 Antithrombin-III OS=Homo sapiens GN=SERPINC1 PE=1 SV=1
Q10567 AP-1 complex subunit beta-1 OS=Homo sapiens GN=AP1B1 PE=1 SV=2
Q9Y6Q5 AP-1 complex subunit mu-2 OS=Homo sapiens GN=AP1M2 PE=1 SV=4
O95782 AP-2 complex subunit alpha-1 OS=Homo sapiens GN=AP2A1 PE=1 SV=3
O94973 AP-2 complex subunit alpha-2 OS=Homo sapiens GN=AP2A2 PE=1 SV=2
P63010 AP-2 complex subunit beta OS=Homo sapiens GN=AP2B1 PE=1 SV=1
Q96CW1 AP-2 complex subunit mu OS=Homo sapiens GN=AP2M1 PE=1 SV=2
O00203 AP-3 complex subunit beta-1 OS=Homo sapiens GN=AP3B1 PE=1 SV=3
P02647 Apolipoprotein A-I OS=Homo sapiens GN=APOA1 PE=1 SV=1
P02652 Apolipoprotein A-II OS=Homo sapiens GN=APOA2 PE=1 SV=1
P06727 Apolipoprotein A-IV OS=Homo sapiens GN=APOA4 PE=1 SV=3
P04114 Apolipoprotein B-100 OS=Homo sapiens GN=APOB PE=1 SV=2
P02654 Apolipoprotein C-I OS=Homo sapiens GN=APOC1 PE=1 SV=1
P02656 Apolipoprotein C-III OS=Homo sapiens GN=APOC3 PE=1 SV=1
P05090 Apolipoprotein D OS=Homo sapiens GN=APOD PE=1 SV=1
P02649 Apolipoprotein E OS=Homo sapiens GN=APOE PE=1 SV=1
O14791 Apolipoprotein L1 OS=Homo sapiens GN=APOL1 PE=1 SV=5
Q07812 Apoptosis regulator BAX OS=Homo sapiens GN=BAX PE=1 SV=1
Q9ULZ3 Apoptosis-associated speck-like protein containing a CARD OS=Homo sapiens GN=PYCARD PE=1 SV=2
P52594 Arf-GAP domain and FG repeat-containing protein 1 OS=Homo sapiens GN=AGFG1 PE=1 SV=2
P05089 Arginase-1 OS=Homo sapiens GN=ARG1 PE=1 SV=2
P54136 Arginine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=RARS PE=1 SV=2
P04424 Argininosuccinate lyase OS=Homo sapiens GN=ASL PE=1 SV=4
P00966 Argininosuccinate synthase OS=Homo sapiens GN=ASS1 PE=1 SV=2
P18440 Arylamine N-acetyltransferase 1 OS=Homo sapiens GN=NAT1 PE=1 SV=2
O43776 Asparagine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=NARS PE=1 SV=1
P17174 Aspartate aminotransferase, cytoplasmic OS=Homo sapiens GN=GOT1 PE=1 SV=3
P14868 Aspartate--tRNA ligase, cytoplasmic OS=Homo sapiens GN=DARS PE=1 SV=2
Q9ULA0 Aspartyl aminopeptidase OS=Homo sapiens GN=DNPEP PE=1 SV=1
Q15121 Astrocytic phosphoprotein PEA-15 OS=Homo sapiens GN=PEA15 PE=1 SV=2
Q9UBB4 Ataxin-10 OS=Homo sapiens GN=ATXN10 PE=1 SV=1
O43681 ATPase ASNA1 OS=Homo sapiens GN=ASNA1 PE=1 SV=2
P61221 ATP-binding cassette sub-family E member 1 OS=Homo sapiens GN=ABCE1 PE=1 SV=1
Q8NE71 ATP-binding cassette sub-family F member 1 OS=Homo sapiens GN=ABCF1 PE=1 SV=2
Q9NUQ8 ATP-binding cassette sub-family F member 3 OS=Homo sapiens GN=ABCF3 PE=1 SV=2
P53396 ATP-citrate synthase OS=Homo sapiens GN=ACLY PE=1 SV=3
P17858 ATP-dependent 6-phosphofructokinase, liver type OS=Homo sapiens GN=PFKL PE=1 SV=6
P08237 ATP-dependent 6-phosphofructokinase, muscle type OS=Homo sapiens GN=PFKM PE=1 SV=2
Q01813 ATP-dependent 6-phosphofructokinase, platelet type OS=Homo sapiens GN=PFKP PE=1 SV=2
Q92499 ATP-dependent RNA helicase DDX1 OS=Homo sapiens GN=DDX1 PE=1 SV=2
Q9NUU7 ATP-dependent RNA helicase DDX19A OS=Homo sapiens GN=DDX19A PE=1 SV=1
Q9UMR2 ATP-dependent RNA helicase DDX19B OS=Homo sapiens GN=DDX19B PE=1 SV=1
O00571 ATP-dependent RNA helicase DDX3X OS=Homo sapiens GN=DDX3X PE=1 SV=3
O75882 Attractin OS=Homo sapiens GN=ATRN PE=1 SV=2



Q99933 BAG family molecular chaperone regulator 1 OS=Homo sapiens GN=BAG1 PE=1 SV=4
Q9H4G0 Band 4.1-like protein 1 OS=Homo sapiens GN=EPB41L1 PE=1 SV=2
P98160 Basement membrane-specific heparan sulfate proteoglycan core protein OS=Homo sapiens GN=HSPG2 PE=1 SV=4
Q7L1Q6 Basic leucine zipper and W2 domain-containing protein 1 OS=Homo sapiens GN=BZW1 PE=1 SV=1
Q9Y6E2 Basic leucine zipper and W2 domain-containing protein 2 OS=Homo sapiens GN=BZW2 PE=1 SV=1
O95395 Beta-1,3-galactosyl-O-glycosyl-glycoprotein beta-1,6-N-acetylglucosaminyltransferase 3 OS=Homo sapiens GN=GCNT3 PE=2 SV=1
Q8NES3 Beta-1,3-N-acetylglucosaminyltransferase lunatic fringe OS=Homo sapiens GN=LFNG PE=1 SV=2
O43505 Beta-1,4-glucuronyltransferase 1 OS=Homo sapiens GN=B4GAT1 PE=1 SV=1
P02749 Beta-2-glycoprotein 1 OS=Homo sapiens GN=APOH PE=1 SV=3
P61769 Beta-2-microglobulin OS=Homo sapiens GN=B2M PE=1 SV=1
Q562R1 Beta-actin-like protein 2 OS=Homo sapiens GN=ACTBL2 PE=1 SV=2
P49407 Beta-arrestin-1 OS=Homo sapiens GN=ARRB1 PE=1 SV=2
P06865 Beta-hexosaminidase subunit alpha OS=Homo sapiens GN=HEXA PE=1 SV=2
P07686 Beta-hexosaminidase subunit beta OS=Homo sapiens GN=HEXB PE=1 SV=3
O00462 Beta-mannosidase OS=Homo sapiens GN=MANBA PE=2 SV=3
P55957 BH3-interacting domain death agonist OS=Homo sapiens GN=BID PE=1 SV=1
Q13057 Bifunctional coenzyme A synthase OS=Homo sapiens GN=COASY PE=1 SV=4
P34913 Bifunctional epoxide hydrolase 2 OS=Homo sapiens GN=EPHX2 PE=1 SV=2
P07814 Bifunctional glutamate/proline--tRNA ligase OS=Homo sapiens GN=EPRS PE=1 SV=5
P31939 Bifunctional purine biosynthesis protein PURH OS=Homo sapiens GN=ATIC PE=1 SV=3
P53004 Biliverdin reductase A OS=Homo sapiens GN=BLVRA PE=1 SV=2
P43251 Biotinidase OS=Homo sapiens GN=BTD PE=1 SV=2
Q9H3K6 BolA-like protein 2 OS=Homo sapiens GN=BOLA2 PE=1 SV=1
P11274 Breakpoint cluster region protein OS=Homo sapiens GN=BCR PE=1 SV=2
P56945 Breast cancer anti-estrogen resistance protein 1 OS=Homo sapiens GN=BCAR1 PE=1 SV=2
O75363 Breast carcinoma-amplified sequence 1 OS=Homo sapiens GN=BCAS1 PE=1 SV=2
Q9Y6D6 Brefeldin A-inhibited guanine nucleotide-exchange protein 1 OS=Homo sapiens GN=ARFGEF1 PE=1 SV=2
Q9NXR7 BRISC and BRCA1-A complex member 2 OS=Homo sapiens GN=BABAM2 PE=1 SV=2
Q15018 BRISC complex subunit Abraxas 2 OS=Homo sapiens GN=ABRAXAS2 PE=1 SV=2
Q5VW32 BRO1 domain-containing protein BROX OS=Homo sapiens GN=BROX PE=1 SV=1
P11586 C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens GN=MTHFD1 PE=1 SV=3
P04003 C4b-binding protein alpha chain OS=Homo sapiens GN=C4BPA PE=1 SV=2
P12830 Cadherin-1 OS=Homo sapiens GN=CDH1 PE=1 SV=3
P63098 Calcineurin subunit B type 1 OS=Homo sapiens GN=PPP3R1 PE=1 SV=2
Q9Y376 Calcium-binding protein 39 OS=Homo sapiens GN=CAB39 PE=1 SV=1
Q9H9S4 Calcium-binding protein 39-like OS=Homo sapiens GN=CAB39L PE=1 SV=3
Q9HB71 Calcyclin-binding protein OS=Homo sapiens GN=CACYBP PE=1 SV=2
Q13938 Calcyphosin OS=Homo sapiens GN=CAPS PE=1 SV=1
P0DP23 Calmodulin-1 OS=Homo sapiens GN=CALM1 PE=1 SV=1
P27482 Calmodulin-like protein 3 OS=Homo sapiens GN=CALML3 PE=1 SV=2
Q9NZT1 Calmodulin-like protein 5 OS=Homo sapiens GN=CALML5 PE=1 SV=2
P04632 Calpain small subunit 1 OS=Homo sapiens GN=CAPNS1 PE=1 SV=1
Q96L46 Calpain small subunit 2 OS=Homo sapiens GN=CAPNS2 PE=2 SV=2
P07384 Calpain-1 catalytic subunit OS=Homo sapiens GN=CAPN1 PE=1 SV=1
Q6MZZ7 Calpain-13 OS=Homo sapiens GN=CAPN13 PE=1 SV=2
P17655 Calpain-2 catalytic subunit OS=Homo sapiens GN=CAPN2 PE=1 SV=6
Q9Y6W3 Calpain-7 OS=Homo sapiens GN=CAPN7 PE=1 SV=1
P20810 Calpastatin OS=Homo sapiens GN=CAST PE=1 SV=4
Q99439 Calponin-2 OS=Homo sapiens GN=CNN2 PE=1 SV=4
P27797 Calreticulin OS=Homo sapiens GN=CALR PE=1 SV=1
O43852 Calumenin OS=Homo sapiens GN=CALU PE=1 SV=2
P13861 cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Homo sapiens GN=PRKAR2A PE=1 SV=2
P56211 cAMP-regulated phosphoprotein 19 OS=Homo sapiens GN=ARPP19 PE=1 SV=2
Q8N1Q1 Carbonic anhydrase 13 OS=Homo sapiens GN=CA13 PE=1 SV=1
P35219 Carbonic anhydrase-related protein OS=Homo sapiens GN=CA8 PE=1 SV=3
P16152 Carbonyl reductase [NADPH] 1 OS=Homo sapiens GN=CBR1 PE=1 SV=3
O75828 Carbonyl reductase [NADPH] 3 OS=Homo sapiens GN=CBR3 PE=1 SV=3
Q96IY4 Carboxypeptidase B2 OS=Homo sapiens GN=CPB2 PE=1 SV=2
O75976 Carboxypeptidase D OS=Homo sapiens GN=CPD PE=1 SV=2
P22792 Carboxypeptidase N subunit 2 OS=Homo sapiens GN=CPN2 PE=1 SV=3
Q9Y646 Carboxypeptidase Q OS=Homo sapiens GN=CPQ PE=1 SV=1
P49747 Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=1 SV=2
P67870 Casein kinase II subunit beta OS=Homo sapiens GN=CSNK2B PE=1 SV=1
P29466 Caspase-1 OS=Homo sapiens GN=CASP1 PE=1 SV=1
Q92851 Caspase-10 OS=Homo sapiens GN=CASP10 PE=1 SV=3
P31944 Caspase-14 OS=Homo sapiens GN=CASP14 PE=1 SV=2
P42574 Caspase-3 OS=Homo sapiens GN=CASP3 PE=1 SV=2
P55212 Caspase-6 OS=Homo sapiens GN=CASP6 PE=1 SV=2
P55210 Caspase-7 OS=Homo sapiens GN=CASP7 PE=1 SV=1
Q14790 Caspase-8 OS=Homo sapiens GN=CASP8 PE=1 SV=1
P04040 Catalase OS=Homo sapiens GN=CAT PE=1 SV=3
P21964 Catechol O-methyltransferase OS=Homo sapiens GN=COMT PE=1 SV=2
P35221 Catenin alpha-1 OS=Homo sapiens GN=CTNNA1 PE=1 SV=1
P07858 Cathepsin B OS=Homo sapiens GN=CTSB PE=1 SV=3
P07339 Cathepsin D OS=Homo sapiens GN=CTSD PE=1 SV=1
Q9UBX1 Cathepsin F OS=Homo sapiens GN=CTSF PE=1 SV=1
P07711 Cathepsin L1 OS=Homo sapiens GN=CTSL PE=1 SV=2
P25774 Cathepsin S OS=Homo sapiens GN=CTSS PE=1 SV=3
Q9UBR2 Cathepsin Z OS=Homo sapiens GN=CTSZ PE=1 SV=1
P16070 CD44 antigen OS=Homo sapiens GN=CD44 PE=1 SV=3
O43866 CD5 antigen-like OS=Homo sapiens GN=CD5L PE=1 SV=1
P13987 CD59 glycoprotein OS=Homo sapiens GN=CD59 PE=1 SV=1
Q15642 Cdc42-interacting protein 4 OS=Homo sapiens GN=TRIP10 PE=1 SV=3
P60953 Cell division control protein 42 homolog OS=Homo sapiens GN=CDC42 PE=1 SV=2
P62633 Cellular nucleic acid-binding protein OS=Homo sapiens GN=CNBP PE=1 SV=1
P29373 Cellular retinoic acid-binding protein 2 OS=Homo sapiens GN=CRABP2 PE=1 SV=2
O75503 Ceroid-lipofuscinosis neuronal protein 5 OS=Homo sapiens GN=CLN5 PE=1 SV=2
P00450 Ceruloplasmin OS=Homo sapiens GN=CP PE=1 SV=1
Q9UQN3 Charged multivesicular body protein 2b OS=Homo sapiens GN=CHMP2B PE=1 SV=1
Q9BWS9 Chitinase domain-containing protein 1 OS=Homo sapiens GN=CHID1 PE=1 SV=1
Q15782 Chitinase-3-like protein 2 OS=Homo sapiens GN=CHI3L2 PE=1 SV=1
O00299 Chloride intracellular channel protein 1 OS=Homo sapiens GN=CLIC1 PE=1 SV=4
O95833 Chloride intracellular channel protein 3 OS=Homo sapiens GN=CLIC3 PE=1 SV=2
Q96NY7 Chloride intracellular channel protein 6 OS=Homo sapiens GN=CLIC6 PE=2 SV=3
Q9Y259 Choline/ethanolamine kinase OS=Homo sapiens GN=CHKB PE=1 SV=3
O60271 C-Jun-amino-terminal kinase-interacting protein 4 OS=Homo sapiens GN=SPAG9 PE=1 SV=4
Q00610 Clathrin heavy chain 1 OS=Homo sapiens GN=CLTC PE=1 SV=5
Q14677 Clathrin interactor 1 OS=Homo sapiens GN=CLINT1 PE=1 SV=1
P10909 Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1
Q11201 CMP-N-acetylneuraminate-beta-galactosamide-alpha-2,3-sialyltransferase 1 OS=Homo sapiens GN=ST3GAL1 PE=2 SV=1
P12259 Coagulation factor V OS=Homo sapiens GN=F5 PE=1 SV=4
P00748 Coagulation factor XII OS=Homo sapiens GN=F12 PE=1 SV=3
P05160 Coagulation factor XIII B chain OS=Homo sapiens GN=F13B PE=1 SV=3
P53621 Coatomer subunit alpha OS=Homo sapiens GN=COPA PE=1 SV=2
P53618 Coatomer subunit beta OS=Homo sapiens GN=COPB1 PE=1 SV=3
P35606 Coatomer subunit beta' OS=Homo sapiens GN=COPB2 PE=1 SV=2
P48444 Coatomer subunit delta OS=Homo sapiens GN=ARCN1 PE=1 SV=1
O14579 Coatomer subunit epsilon OS=Homo sapiens GN=COPE PE=1 SV=3
Q9Y678 Coatomer subunit gamma-1 OS=Homo sapiens GN=COPG1 PE=1 SV=1
P23528 Cofilin-1 OS=Homo sapiens GN=CFL1 PE=1 SV=3
Q6P1N0 Coiled-coil and C2 domain-containing protein 1A OS=Homo sapiens GN=CC2D1A PE=1 SV=1
Q16204 Coiled-coil domain-containing protein 6 OS=Homo sapiens GN=CCDC6 PE=1 SV=2
O75534 Cold shock domain-containing protein E1 OS=Homo sapiens GN=CSDE1 PE=1 SV=2



P12109 Collagen alpha-1(VI) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=3
P02746 Complement C1q subcomponent subunit B OS=Homo sapiens GN=C1QB PE=1 SV=3
P02747 Complement C1q subcomponent subunit C OS=Homo sapiens GN=C1QC PE=1 SV=3
P00736 Complement C1r subcomponent OS=Homo sapiens GN=C1R PE=1 SV=2
Q9NZP8 Complement C1r subcomponent-like protein OS=Homo sapiens GN=C1RL PE=1 SV=2
P09871 Complement C1s subcomponent OS=Homo sapiens GN=C1S PE=1 SV=1
P06681 Complement C2 OS=Homo sapiens GN=C2 PE=1 SV=2
P01024 Complement C3 OS=Homo sapiens GN=C3 PE=1 SV=2
P0C0L4 Complement C4-A OS=Homo sapiens GN=C4A PE=1 SV=2
P0C0L5 Complement C4-B OS=Homo sapiens GN=C4B PE=1 SV=2
P01031 Complement C5 OS=Homo sapiens GN=C5 PE=1 SV=4
P13671 Complement component C6 OS=Homo sapiens GN=C6 PE=1 SV=3
P10643 Complement component C7 OS=Homo sapiens GN=C7 PE=1 SV=2
P07357 Complement component C8 alpha chain OS=Homo sapiens GN=C8A PE=1 SV=2
P07358 Complement component C8 beta chain OS=Homo sapiens GN=C8B PE=1 SV=3
P07360 Complement component C8 gamma chain OS=Homo sapiens GN=C8G PE=1 SV=3
P02748 Complement component C9 OS=Homo sapiens GN=C9 PE=1 SV=2
P08174 Complement decay-accelerating factor OS=Homo sapiens GN=CD55 PE=1 SV=4
P00751 Complement factor B OS=Homo sapiens GN=CFB PE=1 SV=2
P00746 Complement factor D OS=Homo sapiens GN=CFD PE=1 SV=5
P08603 Complement factor H OS=Homo sapiens GN=CFH PE=1 SV=4
Q03591 Complement factor H-related protein 1 OS=Homo sapiens GN=CFHR1 PE=1 SV=2
P36980 Complement factor H-related protein 2 OS=Homo sapiens GN=CFHR2 PE=1 SV=1
P05156 Complement factor I OS=Homo sapiens GN=CFI PE=1 SV=2
P61201 COP9 signalosome complex subunit 2 OS=Homo sapiens GN=COPS2 PE=1 SV=1
Q9UNS2 COP9 signalosome complex subunit 3 OS=Homo sapiens GN=COPS3 PE=1 SV=3
Q9BT78 COP9 signalosome complex subunit 4 OS=Homo sapiens GN=COPS4 PE=1 SV=1
Q92905 COP9 signalosome complex subunit 5 OS=Homo sapiens GN=COPS5 PE=1 SV=4
Q7L5N1 COP9 signalosome complex subunit 6 OS=Homo sapiens GN=COPS6 PE=1 SV=1
Q9UBW8 COP9 signalosome complex subunit 7a OS=Homo sapiens GN=COPS7A PE=1 SV=1
Q99829 Copine-1 OS=Homo sapiens GN=CPNE1 PE=1 SV=1
O00244 Copper transport protein ATOX1 OS=Homo sapiens GN=ATOX1 PE=1 SV=1
Q53SF7 Cordon-bleu protein-like 1 OS=Homo sapiens GN=COBLL1 PE=1 SV=2
P22528 Cornifin-B OS=Homo sapiens GN=SPRR1B PE=1 SV=2
Q9UBG3 Cornulin OS=Homo sapiens GN=CRNN PE=1 SV=1
Q9BR76 Coronin-1B OS=Homo sapiens GN=CORO1B PE=1 SV=1
P57737 Coronin-7 OS=Homo sapiens GN=CORO7 PE=1 SV=2
P08185 Corticosteroid-binding globulin OS=Homo sapiens GN=SERPINA6 PE=1 SV=1
Q9P1F3 Costars family protein ABRACL OS=Homo sapiens GN=ABRACL PE=1 SV=1
P12277 Creatine kinase B-type OS=Homo sapiens GN=CKB PE=1 SV=1
Q6UUV9 CREB-regulated transcription coactivator 1 OS=Homo sapiens GN=CRTC1 PE=1 SV=2
P46109 Crk-like protein OS=Homo sapiens GN=CRKL PE=1 SV=1
P17812 CTP synthase 1 OS=Homo sapiens GN=CTPS1 PE=1 SV=2
Q13616 Cullin-1 OS=Homo sapiens GN=CUL1 PE=1 SV=2
Q13617 Cullin-2 OS=Homo sapiens GN=CUL2 PE=1 SV=2
Q13618 Cullin-3 OS=Homo sapiens GN=CUL3 PE=1 SV=2
Q86VP6 Cullin-associated NEDD8-dissociated protein 1 OS=Homo sapiens GN=CAND1 PE=1 SV=2
Q6UXB2 C-X-C motif chemokine 17 OS=Homo sapiens GN=CXCL17 PE=1 SV=1
Q00534 Cyclin-dependent kinase 6 OS=Homo sapiens GN=CDK6 PE=1 SV=1
P04080 Cystatin-B OS=Homo sapiens GN=CSTB PE=1 SV=2
P01034 Cystatin-C OS=Homo sapiens GN=CST3 PE=1 SV=1
P28325 Cystatin-D OS=Homo sapiens GN=CST5 PE=1 SV=1
P01036 Cystatin-S OS=Homo sapiens GN=CST4 PE=1 SV=3
P09228 Cystatin-SA OS=Homo sapiens GN=CST2 PE=1 SV=1
P01037 Cystatin-SN OS=Homo sapiens GN=CST1 PE=1 SV=3
P21291 Cysteine and glycine-rich protein 1 OS=Homo sapiens GN=CSRP1 PE=1 SV=3
P50238 Cysteine-rich protein 1 OS=Homo sapiens GN=CRIP1 PE=1 SV=3
P52943 Cysteine-rich protein 2 OS=Homo sapiens GN=CRIP2 PE=1 SV=1
P49589 Cysteine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=CARS PE=1 SV=3
P21399 Cytoplasmic aconitate hydratase OS=Homo sapiens GN=ACO1 PE=1 SV=3
Q14204 Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 PE=1 SV=5
Q7L576 Cytoplasmic FMR1-interacting protein 1 OS=Homo sapiens GN=CYFIP1 PE=1 SV=1
P28838 Cytosol aminopeptidase OS=Homo sapiens GN=LAP3 PE=1 SV=3
O75891 Cytosolic 10-formyltetrahydrofolate dehydrogenase OS=Homo sapiens GN=ALDH1L1 PE=1 SV=2
Q96KP4 Cytosolic non-specific dipeptidase OS=Homo sapiens GN=CNDP2 PE=1 SV=2
P49902 Cytosolic purine 5'-nucleotidase OS=Homo sapiens GN=NT5C2 PE=1 SV=1
O43175 D-3-phosphoglycerate dehydrogenase OS=Homo sapiens GN=PHGDH PE=1 SV=4
P30046 D-dopachrome decarboxylase OS=Homo sapiens GN=DDT PE=1 SV=3
Q86X76 Deaminated glutathione amidase OS=Homo sapiens GN=NIT1 PE=1 SV=2
Q6UWP2 Dehydrogenase/reductase SDR family member 11 OS=Homo sapiens GN=DHRS11 PE=1 SV=1
Q9UGM3 Deleted in malignant brain tumors 1 protein OS=Homo sapiens GN=DMBT1 PE=1 SV=2
P13716 Delta-aminolevulinic acid dehydratase OS=Homo sapiens GN=ALAD PE=1 SV=1
Q5VZ89 DENN domain-containing protein 4C OS=Homo sapiens GN=DENND4C PE=1 SV=3
Q9Y3Z3 Deoxynucleoside triphosphate triphosphohydrolase SAMHD1 OS=Homo sapiens GN=SAMHD1 PE=1 SV=2
O00115 Deoxyribonuclease-2-alpha OS=Homo sapiens GN=DNASE2 PE=1 SV=2
Q9Y315 Deoxyribose-phosphate aldolase OS=Homo sapiens GN=DERA PE=1 SV=2
P81605 Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2
Q02487 Desmocollin-2 OS=Homo sapiens GN=DSC2 PE=1 SV=1
Q02413 Desmoglein-1 OS=Homo sapiens GN=DSG1 PE=1 SV=2
Q14126 Desmoglein-2 OS=Homo sapiens GN=DSG2 PE=1 SV=2
P15924 Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3
P60981 Destrin OS=Homo sapiens GN=DSTN PE=1 SV=3
P23743 Diacylglycerol kinase alpha OS=Homo sapiens GN=DGKA PE=1 SV=3
Q9UBT3 Dickkopf-related protein 4 OS=Homo sapiens GN=DKK4 PE=1 SV=1
P09417 Dihydropteridine reductase OS=Homo sapiens GN=QDPR PE=1 SV=2
Q14195 Dihydropyrimidinase-related protein 3 OS=Homo sapiens GN=DPYSL3 PE=1 SV=1
Q12882 Dihydropyrimidine dehydrogenase [NADP(+)] OS=Homo sapiens GN=DPYD PE=1 SV=2
Q01459 Di-N-acetylchitobiase OS=Homo sapiens GN=CTBS PE=1 SV=1
P53634 Dipeptidyl peptidase 1 OS=Homo sapiens GN=CTSC PE=1 SV=2
Q9UHL4 Dipeptidyl peptidase 2 OS=Homo sapiens GN=DPP7 PE=1 SV=3
Q9NY33 Dipeptidyl peptidase 3 OS=Homo sapiens GN=DPP3 PE=1 SV=2
Q9P265 Disco-interacting protein 2 homolog B OS=Homo sapiens GN=DIP2B PE=1 SV=3
O14672 Disintegrin and metalloproteinase domain-containing protein 10 OS=Homo sapiens GN=ADAM10 PE=1 SV=1
Q9Y2H0 Disks large-associated protein 4 OS=Homo sapiens GN=DLGAP4 PE=1 SV=3
Q16531 DNA damage-binding protein 1 OS=Homo sapiens GN=DDB1 PE=1 SV=1
P31941 DNA dC->dU-editing enzyme APOBEC-3A OS=Homo sapiens GN=APOBEC3A PE=1 SV=3
P25685 DnaJ homolog subfamily B member 1 OS=Homo sapiens GN=DNAJB1 PE=1 SV=4
Q13217 DnaJ homolog subfamily C member 3 OS=Homo sapiens GN=DNAJC3 PE=1 SV=1
Q9UJU6 Drebrin-like protein OS=Homo sapiens GN=DBNL PE=1 SV=1
P46734 Dual specificity mitogen-activated protein kinase kinase 3 OS=Homo sapiens GN=MAP2K3 PE=1 SV=2
P45985 Dual specificity mitogen-activated protein kinase kinase 4 OS=Homo sapiens GN=MAP2K4 PE=1 SV=1
Q9BVJ7 Dual specificity protein phosphatase 23 OS=Homo sapiens GN=DUSP23 PE=1 SV=1
Q14203 Dynactin subunit 1 OS=Homo sapiens GN=DCTN1 PE=1 SV=3
Q13561 Dynactin subunit 2 OS=Homo sapiens GN=DCTN2 PE=1 SV=4
Q9UJW0 Dynactin subunit 4 OS=Homo sapiens GN=DCTN4 PE=1 SV=1
P50570 Dynamin-2 OS=Homo sapiens GN=DNM2 PE=1 SV=2
P63167 Dynein light chain 1, cytoplasmic OS=Homo sapiens GN=DYNLL1 PE=1 SV=1
P63172 Dynein light chain Tctex-type 1 OS=Homo sapiens GN=DYNLT1 PE=1 SV=1
Q14118 Dystroglycan OS=Homo sapiens GN=DAG1 PE=1 SV=2
Q14258 E3 ubiquitin/ISG15 ligase TRIM25 OS=Homo sapiens GN=TRIM25 PE=1 SV=2
Q9Y4X5 E3 ubiquitin-protein ligase ARIH1 OS=Homo sapiens GN=ARIH1 PE=1 SV=2
Q9UNE7 E3 ubiquitin-protein ligase CHIP OS=Homo sapiens GN=STUB1 PE=1 SV=2
Q7Z6Z7 E3 ubiquitin-protein ligase HUWE1 OS=Homo sapiens GN=HUWE1 PE=1 SV=3



Q63HN8 E3 ubiquitin-protein ligase RNF213 OS=Homo sapiens GN=RNF213 PE=1 SV=3
Q5T4S7 E3 ubiquitin-protein ligase UBR4 OS=Homo sapiens GN=UBR4 PE=1 SV=1
O95834 Echinoderm microtubule-associated protein-like 2 OS=Homo sapiens GN=EML2 PE=1 SV=1
Q9HC35 Echinoderm microtubule-associated protein-like 4 OS=Homo sapiens GN=EML4 PE=1 SV=3
Q96C19 EF-hand domain-containing protein D2 OS=Homo sapiens GN=EFHD2 PE=1 SV=1
Q12805 EGF-containing fibulin-like extracellular matrix protein 1 OS=Homo sapiens GN=EFEMP1 PE=1 SV=2
Q9NZN3 EH domain-containing protein 3 OS=Homo sapiens GN=EHD3 PE=1 SV=2
Q9H223 EH domain-containing protein 4 OS=Homo sapiens GN=EHD4 PE=1 SV=1
Q92616 eIF-2-alpha kinase activator GCN1 OS=Homo sapiens GN=GCN1 PE=1 SV=6
P68104 Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1
Q05639 Elongation factor 1-alpha 2 OS=Homo sapiens GN=EEF1A2 PE=1 SV=1
P29692 Elongation factor 1-delta OS=Homo sapiens GN=EEF1D PE=1 SV=5
P26641 Elongation factor 1-gamma OS=Homo sapiens GN=EEF1G PE=1 SV=3
P13639 Elongation factor 2 OS=Homo sapiens GN=EEF2 PE=1 SV=4
Q15369 Elongin-C OS=Homo sapiens GN=ELOC PE=1 SV=1
Q99961 Endophilin-A2 OS=Homo sapiens GN=SH3GL1 PE=1 SV=1
Q9Y371 Endophilin-B1 OS=Homo sapiens GN=SH3GLB1 PE=1 SV=1
Q9NR46 Endophilin-B2 OS=Homo sapiens GN=SH3GLB2 PE=1 SV=1
Q9NZ08 Endoplasmic reticulum aminopeptidase 1 OS=Homo sapiens GN=ERAP1 PE=1 SV=3
P14625 Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1
Q92817 Envoplakin OS=Homo sapiens GN=EVPL PE=1 SV=3
Q8TE68 Epidermal growth factor receptor kinase substrate 8-like protein 1 OS=Homo sapiens GN=EPS8L1 PE=1 SV=3
Q9H6S3 Epidermal growth factor receptor kinase substrate 8-like protein 2 OS=Homo sapiens GN=EPS8L2 PE=1 SV=2
P61916 Epididymal secretory protein E1 OS=Homo sapiens GN=NPC2 PE=1 SV=1
Q9Y2E5 Epididymis-specific alpha-mannosidase OS=Homo sapiens GN=MAN2B2 PE=1 SV=4
P58107 Epiplakin OS=Homo sapiens GN=EPPK1 PE=1 SV=2
Q9H0W9 Ester hydrolase C11orf54 OS=Homo sapiens GN=C11orf54 PE=1 SV=1
Q99447 Ethanolamine-phosphate cytidylyltransferase OS=Homo sapiens GN=PCYT2 PE=1 SV=1
Q9NTX5 Ethylmalonyl-CoA decarboxylase OS=Homo sapiens GN=ECHDC1 PE=1 SV=2
P60842 Eukaryotic initiation factor 4A-I OS=Homo sapiens GN=EIF4A1 PE=1 SV=1
Q14240 Eukaryotic initiation factor 4A-II OS=Homo sapiens GN=EIF4A2 PE=1 SV=2
P15170 Eukaryotic peptide chain release factor GTP-binding subunit ERF3A OS=Homo sapiens GN=GSPT1 PE=1 SV=1
P62495 Eukaryotic peptide chain release factor subunit 1 OS=Homo sapiens GN=ETF1 PE=1 SV=3
P05198 Eukaryotic translation initiation factor 2 subunit 1 OS=Homo sapiens GN=EIF2S1 PE=1 SV=3
P20042 Eukaryotic translation initiation factor 2 subunit 2 OS=Homo sapiens GN=EIF2S2 PE=1 SV=2
P41091 Eukaryotic translation initiation factor 2 subunit 3 OS=Homo sapiens GN=EIF2S3 PE=1 SV=3
Q9BY44 Eukaryotic translation initiation factor 2A OS=Homo sapiens GN=EIF2A PE=1 SV=3
Q14152 Eukaryotic translation initiation factor 3 subunit A OS=Homo sapiens GN=EIF3A PE=1 SV=1
P55884 Eukaryotic translation initiation factor 3 subunit B OS=Homo sapiens GN=EIF3B PE=1 SV=3
B5ME19 Eukaryotic translation initiation factor 3 subunit C-like protein OS=Homo sapiens GN=EIF3CL PE=3 SV=1
O15371 Eukaryotic translation initiation factor 3 subunit D OS=Homo sapiens GN=EIF3D PE=1 SV=1
P60228 Eukaryotic translation initiation factor 3 subunit E OS=Homo sapiens GN=EIF3E PE=1 SV=1
O00303 Eukaryotic translation initiation factor 3 subunit F OS=Homo sapiens GN=EIF3F PE=1 SV=1
Q9Y262 Eukaryotic translation initiation factor 3 subunit L OS=Homo sapiens GN=EIF3L PE=1 SV=1
Q7L2H7 Eukaryotic translation initiation factor 3 subunit M OS=Homo sapiens GN=EIF3M PE=1 SV=1
Q04637 Eukaryotic translation initiation factor 4 gamma 1 OS=Homo sapiens GN=EIF4G1 PE=1 SV=4
P78344 Eukaryotic translation initiation factor 4 gamma 2 OS=Homo sapiens GN=EIF4G2 PE=1 SV=1
P06730 Eukaryotic translation initiation factor 4E OS=Homo sapiens GN=EIF4E PE=1 SV=2
Q15056 Eukaryotic translation initiation factor 4H OS=Homo sapiens GN=EIF4H PE=1 SV=5
P55010 Eukaryotic translation initiation factor 5 OS=Homo sapiens GN=EIF5 PE=1 SV=2
P63241 Eukaryotic translation initiation factor 5A-1 OS=Homo sapiens GN=EIF5A PE=1 SV=2
P56537 Eukaryotic translation initiation factor 6 OS=Homo sapiens GN=EIF6 PE=1 SV=1
O14980 Exportin-1 OS=Homo sapiens GN=XPO1 PE=1 SV=1
P55060 Exportin-2 OS=Homo sapiens GN=CSE1L PE=1 SV=3
Q9UIA9 Exportin-7 OS=Homo sapiens GN=XPO7 PE=1 SV=3
Q9GZZ8 Extracellular glycoprotein lacritin OS=Homo sapiens GN=LACRT PE=1 SV=1
Q16610 Extracellular matrix protein 1 OS=Homo sapiens GN=ECM1 PE=1 SV=2
Q8IWU5 Extracellular sulfatase Sulf-2 OS=Homo sapiens GN=SULF2 PE=1 SV=1
P08294 Extracellular superoxide dismutase [Cu-Zn] OS=Homo sapiens GN=SOD3 PE=1 SV=2
P15311 Ezrin OS=Homo sapiens GN=EZR PE=1 SV=4
P52907 F-actin-capping protein subunit alpha-1 OS=Homo sapiens GN=CAPZA1 PE=1 SV=3
P47755 F-actin-capping protein subunit alpha-2 OS=Homo sapiens GN=CAPZA2 PE=1 SV=3
P47756 F-actin-capping protein subunit beta OS=Homo sapiens GN=CAPZB PE=1 SV=4
Q5VZK9 F-actin-uncapping protein LRRC16A OS=Homo sapiens GN=CARMIL1 PE=1 SV=1
P14324 Farnesyl pyrophosphate synthase OS=Homo sapiens GN=FDPS PE=1 SV=4
Q16658 Fascin OS=Homo sapiens GN=FSCN1 PE=1 SV=3
P49327 Fatty acid synthase OS=Homo sapiens GN=FASN PE=1 SV=3
Q01469 Fatty acid-binding protein, epidermal OS=Homo sapiens GN=FABP5 PE=1 SV=3
Q9UK22 F-box only protein 2 OS=Homo sapiens GN=FBXO2 PE=1 SV=2
Q6ZVX7 F-box only protein 50 OS=Homo sapiens GN=NCCRP1 PE=1 SV=1
P02671 Fibrinogen alpha chain OS=Homo sapiens GN=FGA PE=1 SV=2
P02675 Fibrinogen beta chain OS=Homo sapiens GN=FGB PE=1 SV=2
P02679 Fibrinogen gamma chain OS=Homo sapiens GN=FGG PE=1 SV=3
Q06828 Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2
P02751 Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4
P23142 Fibulin-1 OS=Homo sapiens GN=FBLN1 PE=1 SV=4
P98095 Fibulin-2 OS=Homo sapiens GN=FBLN2 PE=1 SV=2
Q5D862 Filaggrin-2 OS=Homo sapiens GN=FLG2 PE=1 SV=1
O75369 Filamin-B OS=Homo sapiens GN=FLNB PE=1 SV=2
P30043 Flavin reductase (NADPH) OS=Homo sapiens GN=BLVRB PE=1 SV=3
Q05397 Focal adhesion kinase 1 OS=Homo sapiens GN=PTK2 PE=1 SV=2
P15328 Folate receptor alpha OS=Homo sapiens GN=FOLR1 PE=1 SV=3
P09467 Fructose-1,6-bisphosphatase 1 OS=Homo sapiens GN=FBP1 PE=1 SV=5
P04075 Fructose-bisphosphate aldolase A OS=Homo sapiens GN=ALDOA PE=1 SV=2
P09972 Fructose-bisphosphate aldolase C OS=Homo sapiens GN=ALDOC PE=1 SV=2
P07954 Fumarate hydratase, mitochondrial OS=Homo sapiens GN=FH PE=1 SV=3
P16930 Fumarylacetoacetase OS=Homo sapiens GN=FAH PE=1 SV=2
P09958 Furin OS=Homo sapiens GN=FURIN PE=1 SV=2
P07902 Galactose-1-phosphate uridylyltransferase OS=Homo sapiens GN=GALT PE=1 SV=3
P21217 Galactoside 3(4)-L-fucosyltransferase OS=Homo sapiens GN=FUT3 PE=2 SV=1
P17931 Galectin-3 OS=Homo sapiens GN=LGALS3 PE=1 SV=5
Q08380 Galectin-3-binding protein OS=Homo sapiens GN=LGALS3BP PE=1 SV=1
O75936 Gamma-butyrobetaine dioxygenase OS=Homo sapiens GN=BBOX1 PE=1 SV=1
Q92820 Gamma-glutamyl hydrolase OS=Homo sapiens GN=GGH PE=1 SV=2
O75223 Gamma-glutamylcyclotransferase OS=Homo sapiens GN=GGCT PE=1 SV=1
Q8TAX9 Gasdermin-B OS=Homo sapiens GN=GSDMB PE=1 SV=2
P57764 Gasdermin-D OS=Homo sapiens GN=GSDMD PE=1 SV=1
Q13630 GDP-L-fucose synthase OS=Homo sapiens GN=TSTA3 PE=1 SV=1
O60547 GDP-mannose 4,6 dehydratase OS=Homo sapiens GN=GMDS PE=1 SV=1
P06396 Gelsolin OS=Homo sapiens GN=GSN PE=1 SV=1
O60763 General vesicular transport factor p115 OS=Homo sapiens GN=USO1 PE=1 SV=2
Q9NQX3 Gephyrin OS=Homo sapiens GN=GPHN PE=1 SV=1
O95749 Geranylgeranyl pyrophosphate synthase OS=Homo sapiens GN=GGPS1 PE=1 SV=1
P53609 Geranylgeranyl transferase type-1 subunit beta OS=Homo sapiens GN=PGGT1B PE=1 SV=2
Q92696 Geranylgeranyl transferase type-2 subunit alpha OS=Homo sapiens GN=RABGGTA PE=1 SV=2
Q96EK6 Glucosamine 6-phosphate N-acetyltransferase OS=Homo sapiens GN=GNPNAT1 PE=1 SV=1
P46926 Glucosamine-6-phosphate isomerase 1 OS=Homo sapiens GN=GNPDA1 PE=1 SV=1
Q6PCE3 Glucose 1,6-bisphosphate synthase OS=Homo sapiens GN=PGM2L1 PE=1 SV=3
P11413 Glucose-6-phosphate 1-dehydrogenase OS=Homo sapiens GN=G6PD PE=1 SV=4
P06744 Glucose-6-phosphate isomerase OS=Homo sapiens GN=GPI PE=1 SV=4
P14314 Glucosidase 2 subunit beta OS=Homo sapiens GN=PRKCSH PE=1 SV=2
P48506 Glutamate--cysteine ligase catalytic subunit OS=Homo sapiens GN=GCLC PE=1 SV=2
Q6P6B1 Glutamate-rich protein 5 OS=Homo sapiens GN=ERICH5 PE=2 SV=1



P15104 Glutamine synthetase OS=Homo sapiens GN=GLUL PE=1 SV=4
Q6IA69 Glutamine-dependent NAD(+) synthetase OS=Homo sapiens GN=NADSYN1 PE=1 SV=3
Q06210 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1 OS=Homo sapiens GN=GFPT1 PE=1 SV=3
P47897 Glutamine--tRNA ligase OS=Homo sapiens GN=QARS PE=1 SV=1
Q16769 Glutaminyl-peptide cyclotransferase OS=Homo sapiens GN=QPCT PE=1 SV=1
P35754 Glutaredoxin-1 OS=Homo sapiens GN=GLRX PE=1 SV=2
O76003 Glutaredoxin-3 OS=Homo sapiens GN=GLRX3 PE=1 SV=2
P07203 Glutathione peroxidase 1 OS=Homo sapiens GN=GPX1 PE=1 SV=4
P22352 Glutathione peroxidase 3 OS=Homo sapiens GN=GPX3 PE=1 SV=2
P00390 Glutathione reductase, mitochondrial OS=Homo sapiens GN=GSR PE=1 SV=2
P08263 Glutathione S-transferase A1 OS=Homo sapiens GN=GSTA1 PE=1 SV=3
P09488 Glutathione S-transferase Mu 1 OS=Homo sapiens GN=GSTM1 PE=1 SV=3
P78417 Glutathione S-transferase omega-1 OS=Homo sapiens GN=GSTO1 PE=1 SV=2
P09211 Glutathione S-transferase P OS=Homo sapiens GN=GSTP1 PE=1 SV=2
P30711 Glutathione S-transferase theta-1 OS=Homo sapiens GN=GSTT1 PE=1 SV=4
P48637 Glutathione synthetase OS=Homo sapiens GN=GSS PE=1 SV=1
P04406 Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens GN=GAPDH PE=1 SV=3
Q8N335 Glycerol-3-phosphate dehydrogenase 1-like protein OS=Homo sapiens GN=GPD1L PE=1 SV=1
P41250 Glycine--tRNA ligase OS=Homo sapiens GN=GARS PE=1 SV=3
P35573 Glycogen debranching enzyme OS=Homo sapiens GN=AGL PE=1 SV=3
P11216 Glycogen phosphorylase, brain form OS=Homo sapiens GN=PYGB PE=1 SV=5
P06737 Glycogen phosphorylase, liver form OS=Homo sapiens GN=PYGL PE=1 SV=4
P46976 Glycogenin-1 OS=Homo sapiens GN=GYG1 PE=1 SV=4
Q9NZD2 Glycolipid transfer protein OS=Homo sapiens GN=GLTP PE=1 SV=3
Q9HC38 Glyoxalase domain-containing protein 4 OS=Homo sapiens GN=GLOD4 PE=1 SV=1
Q9UBQ7 Glyoxylate reductase/hydroxypyruvate reductase OS=Homo sapiens GN=GRHPR PE=1 SV=1
Q9P2T1 GMP reductase 2 OS=Homo sapiens GN=GMPR2 PE=1 SV=1
Q92896 Golgi apparatus protein 1 OS=Homo sapiens GN=GLG1 PE=1 SV=2
Q8NBJ4 Golgi membrane protein 1 OS=Homo sapiens GN=GOLM1 PE=1 SV=1
P28799 Granulins OS=Homo sapiens GN=GRN PE=1 SV=2
Q14393 Growth arrest-specific protein 6 OS=Homo sapiens GN=GAS6 PE=1 SV=2
P62993 Growth factor receptor-bound protein 2 OS=Homo sapiens GN=GRB2 PE=1 SV=1
P30047 GTP cyclohydrolase 1 feedback regulatory protein OS=Homo sapiens GN=GCHFR PE=1 SV=3
Q14C86 GTPase-activating protein and VPS9 domain-containing protein 1 OS=Homo sapiens GN=GAPVD1 PE=1 SV=2
P62826 GTP-binding nuclear protein Ran OS=Homo sapiens GN=RAN PE=1 SV=3
O00178 GTP-binding protein 1 OS=Homo sapiens GN=GTPBP1 PE=1 SV=3
P04899 Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Homo sapiens GN=GNAI2 PE=1 SV=3
P32456 Guanylate-binding protein 2 OS=Homo sapiens GN=GBP2 PE=1 SV=3
Q9H0R4 Haloacid dehalogenase-like hydrolase domain-containing protein 2 OS=Homo sapiens GN=HDHD2 PE=1 SV=1
P00738 Haptoglobin OS=Homo sapiens GN=HP PE=1 SV=1
P00739 Haptoglobin-related protein OS=Homo sapiens GN=HPR PE=2 SV=2
P48723 Heat shock 70 kDa protein 13 OS=Homo sapiens GN=HSPA13 PE=1 SV=1
P0DMV8 Heat shock 70 kDa protein 1A OS=Homo sapiens GN=HSPA1A PE=1 SV=1
P34932 Heat shock 70 kDa protein 4 OS=Homo sapiens GN=HSPA4 PE=1 SV=4
O95757 Heat shock 70 kDa protein 4L OS=Homo sapiens GN=HSPA4L PE=1 SV=3
P11142 Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1
Q92598 Heat shock protein 105 kDa OS=Homo sapiens GN=HSPH1 PE=1 SV=1
P04792 Heat shock protein beta-1 OS=Homo sapiens GN=HSPB1 PE=1 SV=2
P07900 Heat shock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA1 PE=1 SV=5
P08238 Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSP90AB1 PE=1 SV=4
Q9NRV9 Heme-binding protein 1 OS=Homo sapiens GN=HEBP1 PE=1 SV=1
Q9Y5Z4 Heme-binding protein 2 OS=Homo sapiens GN=HEBP2 PE=1 SV=1
P69905 Hemoglobin subunit alpha OS=Homo sapiens GN=HBA1 PE=1 SV=2
P68871 Hemoglobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2
P02790 Hemopexin OS=Homo sapiens GN=HPX PE=1 SV=2
P05546 Heparin cofactor 2 OS=Homo sapiens GN=SERPIND1 PE=1 SV=3
P51858 Hepatoma-derived growth factor OS=Homo sapiens GN=HDGF PE=1 SV=1
P09651 Heterogeneous nuclear ribonucleoprotein A1 OS=Homo sapiens GN=HNRNPA1 PE=1 SV=5
P51991 Heterogeneous nuclear ribonucleoprotein A3 OS=Homo sapiens GN=HNRNPA3 PE=1 SV=2
Q14103 Heterogeneous nuclear ribonucleoprotein D0 OS=Homo sapiens GN=HNRNPD PE=1 SV=1
P31943 Heterogeneous nuclear ribonucleoprotein H OS=Homo sapiens GN=HNRNPH1 PE=1 SV=4
P61978 Heterogeneous nuclear ribonucleoprotein K OS=Homo sapiens GN=HNRNPK PE=1 SV=1
P52272 Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM PE=1 SV=3
O60506 Heterogeneous nuclear ribonucleoprotein Q OS=Homo sapiens GN=SYNCRIP PE=1 SV=2
P09429 High mobility group protein B1 OS=Homo sapiens GN=HMGB1 PE=1 SV=3
P49773 Histidine triad nucleotide-binding protein 1 OS=Homo sapiens GN=HINT1 PE=1 SV=2
P04196 Histidine-rich glycoprotein OS=Homo sapiens GN=HRG PE=1 SV=1
P12081 Histidine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=HARS PE=1 SV=2
Q93099 Homogentisate 1,2-dioxygenase OS=Homo sapiens GN=HGD PE=1 SV=2
Q86YZ3 Hornerin OS=Homo sapiens GN=HRNR PE=1 SV=2
P50502 Hsc70-interacting protein OS=Homo sapiens GN=ST13 PE=1 SV=2
Q16543 Hsp90 co-chaperone Cdc37 OS=Homo sapiens GN=CDC37 PE=1 SV=1
Q16775 Hydroxyacylglutathione hydrolase, mitochondrial OS=Homo sapiens GN=HAGH PE=1 SV=2
Q01581 Hydroxymethylglutaryl-CoA synthase, cytoplasmic OS=Homo sapiens GN=HMGCS1 PE=1 SV=2
P00492 Hypoxanthine-guanine phosphoribosyltransferase OS=Homo sapiens GN=HPRT1 PE=1 SV=2
Q9Y4L1 Hypoxia up-regulated protein 1 OS=Homo sapiens GN=HYOU1 PE=1 SV=1
P0DOX2 Immunoglobulin alpha-2 heavy chain OS=Homo sapiens PE=1 SV=1
P0DOX3 Immunoglobulin delta heavy chain OS=Homo sapiens PE=1 SV=1
P0DOX5 Immunoglobulin gamma-1 heavy chain OS=Homo sapiens PE=1 SV=1
P01876 Immunoglobulin heavy constant alpha 1 OS=Homo sapiens GN=IGHA1 PE=1 SV=2
P01877 Immunoglobulin heavy constant alpha 2 OS=Homo sapiens GN=IGHA2 PE=1 SV=4
P01859 Immunoglobulin heavy constant gamma 2 OS=Homo sapiens GN=IGHG2 PE=1 SV=2
P01860 Immunoglobulin heavy constant gamma 3 OS=Homo sapiens GN=IGHG3 PE=1 SV=2
P01861 Immunoglobulin heavy constant gamma 4 OS=Homo sapiens GN=IGHG4 PE=1 SV=1
P01871 Immunoglobulin heavy constant mu OS=Homo sapiens GN=IGHM PE=1 SV=4
A0A0C4DH31 Immunoglobulin heavy variable 1-18 OS=Homo sapiens GN=IGHV1-18 PE=3 SV=1
P23083 Immunoglobulin heavy variable 1-2 OS=Homo sapiens GN=IGHV1-2 PE=1 SV=2
P01743 Immunoglobulin heavy variable 1-46 OS=Homo sapiens GN=IGHV1-46 PE=1 SV=2
P01742 Immunoglobulin heavy variable 1-69 OS=Homo sapiens GN=IGHV1-69 PE=1 SV=2
A0A0B4J1V2 Immunoglobulin heavy variable 2-26 OS=Homo sapiens GN=IGHV2-26 PE=3 SV=1
A0A0C4DH43 Immunoglobulin heavy variable 2-70D OS=Homo sapiens GN=IGHV2-70D PE=3 SV=1
A0A0B4J1V0 Immunoglobulin heavy variable 3-15 OS=Homo sapiens GN=IGHV3-15 PE=3 SV=1
P01764 Immunoglobulin heavy variable 3-23 OS=Homo sapiens GN=IGHV3-23 PE=1 SV=2
A0A0B4J1X8 Immunoglobulin heavy variable 3-43 OS=Homo sapiens GN=IGHV3-43 PE=3 SV=1
P0DP04 Immunoglobulin heavy variable 3-43D OS=Homo sapiens GN=IGHV3-43D PE=3 SV=1
A0A0A0MS15 Immunoglobulin heavy variable 3-49 OS=Homo sapiens GN=IGHV3-49 PE=3 SV=1
A0A075B6Q5 Immunoglobulin heavy variable 3-64 OS=Homo sapiens GN=IGHV3-64 PE=3 SV=1
A0A0J9YX35 Immunoglobulin heavy variable 3-64D OS=Homo sapiens GN=IGHV3-64D PE=3 SV=1
P01780 Immunoglobulin heavy variable 3-7 OS=Homo sapiens GN=IGHV3-7 PE=1 SV=2
A0A0B4J1Y9 Immunoglobulin heavy variable 3-72 OS=Homo sapiens GN=IGHV3-72 PE=3 SV=1
P01782 Immunoglobulin heavy variable 3-9 OS=Homo sapiens GN=IGHV3-9 PE=1 SV=2
P06331 Immunoglobulin heavy variable 4-34 OS=Homo sapiens GN=IGHV4-34 PE=1 SV=2
A0A0C4DH38 Immunoglobulin heavy variable 5-51 OS=Homo sapiens GN=IGHV5-51 PE=3 SV=1
A0A0B4J1U7 Immunoglobulin heavy variable 6-1 OS=Homo sapiens GN=IGHV6-1 PE=3 SV=1
P01591 Immunoglobulin J chain OS=Homo sapiens GN=JCHAIN PE=1 SV=4
P01834 Immunoglobulin kappa constant OS=Homo sapiens GN=IGKC PE=1 SV=2
P0DOX7 Immunoglobulin kappa light chain OS=Homo sapiens PE=1 SV=1
P01594 Immunoglobulin kappa variable 1-33 OS=Homo sapiens GN=IGKV1-33 PE=1 SV=2
A0A0C4DH72 Immunoglobulin kappa variable 1-6 OS=Homo sapiens GN=IGKV1-6 PE=3 SV=1
A0A0C4DH67 Immunoglobulin kappa variable 1-8 OS=Homo sapiens GN=IGKV1-8 PE=3 SV=1
P01601 Immunoglobulin kappa variable 1D-16 (Fragment) OS=Homo sapiens GN=IGKV1D-16 PE=3 SV=2
A0A0C4DH68 Immunoglobulin kappa variable 2-24 OS=Homo sapiens GN=IGKV2-24 PE=3 SV=1
P06310 Immunoglobulin kappa variable 2-30 OS=Homo sapiens GN=IGKV2-30 PE=3 SV=2



P01624 Immunoglobulin kappa variable 3-15 OS=Homo sapiens GN=IGKV3-15 PE=1 SV=2
A0A0C4DH25 Immunoglobulin kappa variable 3D-20 OS=Homo sapiens GN=IGKV3D-20 PE=3 SV=1
P0DOY2 Immunoglobulin lambda constant 2 OS=Homo sapiens GN=IGLC2 PE=1 SV=1
A0A0B4J1U3 Immunoglobulin lambda variable 1-36 OS=Homo sapiens GN=IGLV1-36 PE=3 SV=5
P01703 Immunoglobulin lambda variable 1-40 OS=Homo sapiens GN=IGLV1-40 PE=1 SV=2
P01700 Immunoglobulin lambda variable 1-47 OS=Homo sapiens GN=IGLV1-47 PE=1 SV=2
P01701 Immunoglobulin lambda variable 1-51 OS=Homo sapiens GN=IGLV1-51 PE=1 SV=2
P01706 Immunoglobulin lambda variable 2-11 OS=Homo sapiens GN=IGLV2-11 PE=1 SV=2
A0A075B6J9 Immunoglobulin lambda variable 2-18 OS=Homo sapiens GN=IGLV2-18 PE=3 SV=2
P01709 Immunoglobulin lambda variable 2-8 OS=Homo sapiens GN=IGLV2-8 PE=1 SV=2
P80748 Immunoglobulin lambda variable 3-21 OS=Homo sapiens GN=IGLV3-21 PE=1 SV=2
A0A075B6I0 Immunoglobulin lambda variable 8-61 OS=Homo sapiens GN=IGLV8-61 PE=3 SV=7
A0A0B4J1Y8 Immunoglobulin lambda variable 9-49 OS=Homo sapiens GN=IGLV9-49 PE=1 SV=1
O00629 Importin subunit alpha-3 OS=Homo sapiens GN=KPNA4 PE=1 SV=1
O15131 Importin subunit alpha-6 OS=Homo sapiens GN=KPNA5 PE=1 SV=2
Q14974 Importin subunit beta-1 OS=Homo sapiens GN=KPNB1 PE=1 SV=2
Q8TEX9 Importin-4 OS=Homo sapiens GN=IPO4 PE=1 SV=2
O00410 Importin-5 OS=Homo sapiens GN=IPO5 PE=1 SV=4
O95373 Importin-7 OS=Homo sapiens GN=IPO7 PE=1 SV=1
Q96P70 Importin-9 OS=Homo sapiens GN=IPO9 PE=1 SV=3
O14920 Inhibitor of nuclear factor kappa-B kinase subunit beta OS=Homo sapiens GN=IKBKB PE=1 SV=1
Q9H2U2 Inorganic pyrophosphatase 2, mitochondrial OS=Homo sapiens GN=PPA2 PE=1 SV=2
Q15181 Inorganic pyrophosphatase OS=Homo sapiens GN=PPA1 PE=1 SV=2
P12268 Inosine-5'-monophosphate dehydrogenase 2 OS=Homo sapiens GN=IMPDH2 PE=1 SV=2
Q6PFW1 Inositol hexakisphosphate and diphosphoinositol-pentakisphosphate kinase 1 OS=Homo sapiens GN=PPIP5K1 PE=1 SV=1
P29218 Inositol monophosphatase 1 OS=Homo sapiens GN=IMPA1 PE=1 SV=1
P49441 Inositol polyphosphate 1-phosphatase OS=Homo sapiens GN=INPP1 PE=1 SV=1
Q9NPH2 Inositol-3-phosphate synthase 1 OS=Homo sapiens GN=ISYNA1 PE=1 SV=1
P14735 Insulin-degrading enzyme OS=Homo sapiens GN=IDE PE=1 SV=4
P18065 Insulin-like growth factor-binding protein 2 OS=Homo sapiens GN=IGFBP2 PE=1 SV=2
P17936 Insulin-like growth factor-binding protein 3 OS=Homo sapiens GN=IGFBP3 PE=1 SV=2
P24592 Insulin-like growth factor-binding protein 6 OS=Homo sapiens GN=IGFBP6 PE=1 SV=1
P35858 Insulin-like growth factor-binding protein complex acid labile subunit OS=Homo sapiens GN=IGFALS PE=1 SV=1
P19827 Inter-alpha-trypsin inhibitor heavy chain H1 OS=Homo sapiens GN=ITIH1 PE=1 SV=3
P19823 Inter-alpha-trypsin inhibitor heavy chain H2 OS=Homo sapiens GN=ITIH2 PE=1 SV=2
Q06033 Inter-alpha-trypsin inhibitor heavy chain H3 OS=Homo sapiens GN=ITIH3 PE=1 SV=2
Q14624 Inter-alpha-trypsin inhibitor heavy chain H4 OS=Homo sapiens GN=ITIH4 PE=1 SV=4
O14896 Interferon regulatory factor 6 OS=Homo sapiens GN=IRF6 PE=1 SV=1
P20591 Interferon-induced GTP-binding protein Mx1 OS=Homo sapiens GN=MX1 PE=1 SV=4
O14879 Interferon-induced protein with tetratricopeptide repeats 3 OS=Homo sapiens GN=IFIT3 PE=1 SV=1
Q96AZ6 Interferon-stimulated gene 20 kDa protein OS=Homo sapiens GN=ISG20 PE=1 SV=2
P18510 Interleukin-1 receptor antagonist protein OS=Homo sapiens GN=IL1RN PE=1 SV=1
Q9NWZ3 Interleukin-1 receptor-associated kinase 4 OS=Homo sapiens GN=IRAK4 PE=1 SV=1
Q14116 Interleukin-18 OS=Homo sapiens GN=IL18 PE=1 SV=1
P07476 Involucrin OS=Homo sapiens GN=IVL PE=1 SV=2
Q96CN7 Isochorismatase domain-containing protein 1 OS=Homo sapiens GN=ISOC1 PE=1 SV=3
O75874 Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2
Q13907 Isopentenyl-diphosphate Delta-isomerase 1 OS=Homo sapiens GN=IDI1 PE=1 SV=2
P0C870 JmjC domain-containing protein 7 OS=Homo sapiens GN=JMJD7 PE=1 SV=1
P14923 Junction plakoglobin OS=Homo sapiens GN=JUP PE=1 SV=3
Q9H910 Jupiter microtubule associated homolog 2 OS=Homo sapiens GN=JPT2 PE=1 SV=1
P29622 Kallistatin OS=Homo sapiens GN=SERPINA4 PE=1 SV=3
Q5T749 Keratinocyte proline-rich protein OS=Homo sapiens GN=KPRP PE=1 SV=1
Q14894 Ketimine reductase mu-crystallin OS=Homo sapiens GN=CRYM PE=1 SV=1
Q9NSK0 Kinesin light chain 4 OS=Homo sapiens GN=KLC4 PE=1 SV=3
P33176 Kinesin-1 heavy chain OS=Homo sapiens GN=KIF5B PE=1 SV=1
Q9NQT8 Kinesin-like protein KIF13B OS=Homo sapiens GN=KIF13B PE=1 SV=2
Q7Z4S6 Kinesin-like protein KIF21A OS=Homo sapiens GN=KIF21A PE=1 SV=2
P01042 Kininogen-1 OS=Homo sapiens GN=KNG1 PE=1 SV=2
O43278 Kunitz-type protease inhibitor 1 OS=Homo sapiens GN=SPINT1 PE=1 SV=2
Q16719 Kynureninase OS=Homo sapiens GN=KYNU PE=1 SV=1
Q08431 Lactadherin OS=Homo sapiens GN=MFGE8 PE=1 SV=2
P22079 Lactoperoxidase OS=Homo sapiens GN=LPO PE=1 SV=2
P02788 Lactotransferrin OS=Homo sapiens GN=LTF PE=1 SV=6
Q04760 Lactoylglutathione lyase OS=Homo sapiens GN=GLO1 PE=1 SV=4
Q9Y2S2 Lambda-crystallin homolog OS=Homo sapiens GN=CRYL1 PE=1 SV=3
O43813 LanC-like protein 1 OS=Homo sapiens GN=LANCL1 PE=1 SV=1
Q6PKG0 La-related protein 1 OS=Homo sapiens GN=LARP1 PE=1 SV=2
Q14766 Latent-transforming growth factor beta-binding protein 1 OS=Homo sapiens GN=LTBP1 PE=1 SV=4
Q9BS40 Latexin OS=Homo sapiens GN=LXN PE=1 SV=2
Q99538 Legumain OS=Homo sapiens GN=LGMN PE=1 SV=1
Q9UIC8 Leucine carboxyl methyltransferase 1 OS=Homo sapiens GN=LCMT1 PE=1 SV=2
P02750 Leucine-rich alpha-2-glycoprotein OS=Homo sapiens GN=LRG1 PE=1 SV=2
Q32MZ4 Leucine-rich repeat flightless-interacting protein 1 OS=Homo sapiens GN=LRRFIP1 PE=1 SV=2
Q8N1G4 Leucine-rich repeat-containing protein 47 OS=Homo sapiens GN=LRRC47 PE=1 SV=1
P30740 Leukocyte elastase inhibitor OS=Homo sapiens GN=SERPINB1 PE=1 SV=1
P09960 Leukotriene A-4 hydrolase OS=Homo sapiens GN=LTA4H PE=1 SV=2
Q8N0W3 L-fucose kinase OS=Homo sapiens GN=FUK PE=2 SV=2
Q14847 LIM and SH3 domain protein 1 OS=Homo sapiens GN=LASP1 PE=1 SV=2
Q9UHB6 LIM domain and actin-binding protein 1 OS=Homo sapiens GN=LIMA1 PE=1 SV=1
Q8WWI1 LIM domain only protein 7 OS=Homo sapiens GN=LMO7 PE=1 SV=3
Q13449 Limbic system-associated membrane protein OS=Homo sapiens GN=LSAMP PE=1 SV=2
P31025 Lipocalin-1 OS=Homo sapiens GN=LCN1 PE=1 SV=1
Q86X29 Lipolysis-stimulated lipoprotein receptor OS=Homo sapiens GN=LSR PE=1 SV=4
Q93052 Lipoma-preferred partner OS=Homo sapiens GN=LPP PE=1 SV=1
P50851 Lipopolysaccharide-responsive and beige-like anchor protein OS=Homo sapiens GN=LRBA PE=1 SV=4
Q9P260 LisH domain and HEAT repeat-containing protein KIAA1468 OS=Homo sapiens GN=KIAA1468 PE=1 SV=2
P00338 L-lactate dehydrogenase A chain OS=Homo sapiens GN=LDHA PE=1 SV=2
P07195 L-lactate dehydrogenase B chain OS=Homo sapiens GN=LDHB PE=1 SV=2
P24666 Low molecular weight phosphotyrosine protein phosphatase OS=Homo sapiens GN=ACP1 PE=1 SV=3
P51884 Lumican OS=Homo sapiens GN=LUM PE=1 SV=2
Q7Z4W1 L-xylulose reductase OS=Homo sapiens GN=DCXR PE=1 SV=2
P33241 Lymphocyte-specific protein 1 OS=Homo sapiens GN=LSP1 PE=1 SV=1
Q15046 Lysine--tRNA ligase OS=Homo sapiens GN=KARS PE=1 SV=3
Q5VWZ2 Lysophospholipase-like protein 1 OS=Homo sapiens GN=LYPLAL1 PE=1 SV=3
P38571 Lysosomal acid lipase/cholesteryl ester hydrolase OS=Homo sapiens GN=LIPA PE=1 SV=2
P10253 Lysosomal alpha-glucosidase OS=Homo sapiens GN=GAA PE=1 SV=4
P61626 Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1
P40121 Macrophage-capping protein OS=Homo sapiens GN=CAPG PE=1 SV=2
Q14764 Major vault protein OS=Homo sapiens GN=MVP PE=1 SV=4
P40925 Malate dehydrogenase, cytoplasmic OS=Homo sapiens GN=MDH1 PE=1 SV=4
O43708 Maleylacetoacetate isomerase OS=Homo sapiens GN=GSTZ1 PE=1 SV=3
Q9ULC4 Malignant T-cell-amplified sequence 1 OS=Homo sapiens GN=MCTS1 PE=1 SV=1
O75556 Mammaglobin-B OS=Homo sapiens GN=SCGB2A1 PE=1 SV=1
Q96IJ6 Mannose-1-phosphate guanyltransferase alpha OS=Homo sapiens GN=GMPPA PE=1 SV=1
Q9Y5P6 Mannose-1-phosphate guanyltransferase beta OS=Homo sapiens GN=GMPPB PE=1 SV=2
P34949 Mannose-6-phosphate isomerase OS=Homo sapiens GN=MPI PE=1 SV=2
P33908 Mannosyl-oligosaccharide 1,2-alpha-mannosidase IA OS=Homo sapiens GN=MAN1A1 PE=1 SV=3
Q9H8J5 MANSC domain-containing protein 1 OS=Homo sapiens GN=MANSC1 PE=2 SV=1
P09237 Matrilysin OS=Homo sapiens GN=MMP7 PE=1 SV=1
P08582 Melanotransferrin OS=Homo sapiens GN=MELTF PE=1 SV=2
Q13421 Mesothelin OS=Homo sapiens GN=MSLN PE=1 SV=2
P01033 Metalloproteinase inhibitor 1 OS=Homo sapiens GN=TIMP1 PE=1 SV=1



Q9NZL9 Methionine adenosyltransferase 2 subunit beta OS=Homo sapiens GN=MAT2B PE=1 SV=1
P53582 Methionine aminopeptidase 1 OS=Homo sapiens GN=METAP1 PE=1 SV=2
Q9BQA1 Methylosome protein 50 OS=Homo sapiens GN=WDR77 PE=1 SV=1
Q9BV20 Methylthioribose-1-phosphate isomerase OS=Homo sapiens GN=MRI1 PE=1 SV=1
Q03426 Mevalonate kinase OS=Homo sapiens GN=MVK PE=1 SV=1
Q15691 Microtubule-associated protein RP/EB family member 1 OS=Homo sapiens GN=MAPRE1 PE=1 SV=3
Q9UJ68 Mitochondrial peptide methionine sulfoxide reductase OS=Homo sapiens GN=MSRA PE=1 SV=1
P28482 Mitogen-activated protein kinase 1 OS=Homo sapiens GN=MAPK1 PE=1 SV=3
O15264 Mitogen-activated protein kinase 13 OS=Homo sapiens GN=MAPK13 PE=1 SV=1
Q16539 Mitogen-activated protein kinase 14 OS=Homo sapiens GN=MAPK14 PE=1 SV=3
P27361 Mitogen-activated protein kinase 3 OS=Homo sapiens GN=MAPK3 PE=1 SV=4
Q96T76 MMS19 nucleotide excision repair protein homolog OS=Homo sapiens GN=MMS19 PE=1 SV=2
P08571 Monocyte differentiation antigen CD14 OS=Homo sapiens GN=CD14 PE=1 SV=2
Q15796 Mothers against decapentaplegic homolog 2 OS=Homo sapiens GN=SMAD2 PE=1 SV=1
P15941 Mucin-1 OS=Homo sapiens GN=MUC1 PE=1 SV=3
Q8WXI7 Mucin-16 OS=Homo sapiens GN=MUC16 PE=1 SV=3
Q99102 Mucin-4 OS=Homo sapiens GN=MUC4 PE=1 SV=4
P98088 Mucin-5AC OS=Homo sapiens GN=MUC5AC PE=1 SV=4
Q96DR8 Mucin-like protein 1 OS=Homo sapiens GN=MUCL1 PE=1 SV=1
P22234 Multifunctional protein ADE2 OS=Homo sapiens GN=PAICS PE=1 SV=3
P02144 Myoglobin OS=Homo sapiens GN=MB PE=1 SV=2
P60660 Myosin light polypeptide 6 OS=Homo sapiens GN=MYL6 PE=1 SV=2
O14950 Myosin regulatory light chain 12B OS=Homo sapiens GN=MYL12B PE=1 SV=2
Q7Z406 Myosin-14 OS=Homo sapiens GN=MYH14 PE=1 SV=2
P35579 Myosin-9 OS=Homo sapiens GN=MYH9 PE=1 SV=4
P58546 Myotrophin OS=Homo sapiens GN=MTPN PE=1 SV=2
O94760 N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 OS=Homo sapiens GN=DDAH1 PE=1 SV=3
O95865 N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 OS=Homo sapiens GN=DDAH2 PE=1 SV=1
O14745 Na(+)/H(+) exchange regulatory cofactor NHE-RF1 OS=Homo sapiens GN=SLC9A3R1 PE=1 SV=4
Q9UJ70 N-acetyl-D-glucosamine kinase OS=Homo sapiens GN=NAGK PE=1 SV=4
Q86SF2 N-acetylgalactosaminyltransferase 7 OS=Homo sapiens GN=GALNT7 PE=1 SV=1
Q9Y2A9 N-acetyllactosaminide beta-1,3-N-acetylglucosaminyltransferase 3 OS=Homo sapiens GN=B3GNT3 PE=1 SV=2
Q96PD5 N-acetylmuramoyl-L-alanine amidase OS=Homo sapiens GN=PGLYRP2 PE=1 SV=1
O95671 N-acetylserotonin O-methyltransferase-like protein OS=Homo sapiens GN=ASMTL PE=1 SV=3
P15559 NAD(P)H dehydrogenase [quinone] 1 OS=Homo sapiens GN=NQO1 PE=1 SV=1
Q8NCW5 NAD(P)H-hydrate epimerase OS=Homo sapiens GN=NAXE PE=1 SV=2
Q6BCY4 NADH-cytochrome b5 reductase 2 OS=Homo sapiens GN=CYB5R2 PE=1 SV=1
P00387 NADH-cytochrome b5 reductase 3 OS=Homo sapiens GN=CYB5R3 PE=1 SV=3
P48163 NADP-dependent malic enzyme OS=Homo sapiens GN=ME1 PE=1 SV=1
Q9BXJ9 N-alpha-acetyltransferase 15, NatA auxiliary subunit OS=Homo sapiens GN=NAA15 PE=1 SV=1
O43847 Nardilysin OS=Homo sapiens GN=NRDC PE=1 SV=2
E9PAV3 Nascent polypeptide-associated complex subunit alpha, muscle-specific form OS=Homo sapiens GN=NACA PE=1 SV=1
Q9Y2A7 Nck-associated protein 1 OS=Homo sapiens GN=NCKAP1 PE=1 SV=1
Q9Y5A7 NEDD8 ultimate buster 1 OS=Homo sapiens GN=NUB1 PE=1 SV=2
Q8TBC4 NEDD8-activating enzyme E1 catalytic subunit OS=Homo sapiens GN=UBA3 PE=1 SV=2
Q13564 NEDD8-activating enzyme E1 regulatory subunit OS=Homo sapiens GN=NAE1 PE=1 SV=1
P61081 NEDD8-conjugating enzyme Ubc12 OS=Homo sapiens GN=UBE2M PE=1 SV=1
O00533 Neural cell adhesion molecule L1-like protein OS=Homo sapiens GN=CHL1 PE=1 SV=4
Q6ZNJ1 Neurobeachin-like protein 2 OS=Homo sapiens GN=NBEAL2 PE=1 SV=2
Q09666 Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2
Q99574 Neuroserpin OS=Homo sapiens GN=SERPINI1 PE=1 SV=1
Q14697 Neutral alpha-glucosidase AB OS=Homo sapiens GN=GANAB PE=1 SV=3
P59665 Neutrophil defensin 1 OS=Homo sapiens GN=DEFA1 PE=1 SV=1
P80188 Neutrophil gelatinase-associated lipocalin OS=Homo sapiens GN=LCN2 PE=1 SV=2
Q8NBF2 NHL repeat-containing protein 2 OS=Homo sapiens GN=NHLRC2 PE=1 SV=1
Q96TA1 Niban-like protein 1 OS=Homo sapiens GN=FAM129B PE=1 SV=3
P43490 Nicotinamide phosphoribosyltransferase OS=Homo sapiens GN=NAMPT PE=1 SV=1
Q9NWW6 Nicotinamide riboside kinase 1 OS=Homo sapiens GN=NMRK1 PE=1 SV=1
Q6XQN6 Nicotinate phosphoribosyltransferase OS=Homo sapiens GN=NAPRT PE=1 SV=2
Q9GZT8 NIF3-like protein 1 OS=Homo sapiens GN=NIF3L1 PE=1 SV=2
Q9UNZ2 NSFL1 cofactor p47 OS=Homo sapiens GN=NSFL1C PE=1 SV=2
Q00653 Nuclear factor NF-kappa-B p100 subunit OS=Homo sapiens GN=NFKB2 PE=1 SV=4
P19838 Nuclear factor NF-kappa-B p105 subunit OS=Homo sapiens GN=NFKB1 PE=1 SV=2
Q8TAT6 Nuclear protein localization protein 4 homolog OS=Homo sapiens GN=NPLOC4 PE=1 SV=3
P61970 Nuclear transport factor 2 OS=Homo sapiens GN=NUTF2 PE=1 SV=1
P67809 Nuclease-sensitive element-binding protein 1 OS=Homo sapiens GN=YBX1 PE=1 SV=3
Q02818 Nucleobindin-1 OS=Homo sapiens GN=NUCB1 PE=1 SV=4
P80303 Nucleobindin-2 OS=Homo sapiens GN=NUCB2 PE=1 SV=2
O60936 Nucleolar protein 3 OS=Homo sapiens GN=NOL3 PE=1 SV=2
P19338 Nucleolin OS=Homo sapiens GN=NCL PE=1 SV=3
Q6DKJ4 Nucleoredoxin OS=Homo sapiens GN=NXN PE=1 SV=2
Q13232 Nucleoside diphosphate kinase 3 OS=Homo sapiens GN=NME3 PE=1 SV=2
P22392 Nucleoside diphosphate kinase B OS=Homo sapiens GN=NME2 PE=1 SV=1
P55209 Nucleosome assembly protein 1-like 1 OS=Homo sapiens GN=NAP1L1 PE=1 SV=1
Q99733 Nucleosome assembly protein 1-like 4 OS=Homo sapiens GN=NAP1L4 PE=1 SV=1
Q9H173 Nucleotide exchange factor SIL1 OS=Homo sapiens GN=SIL1 PE=1 SV=1
Q9NTK5 Obg-like ATPase 1 OS=Homo sapiens GN=OLA1 PE=1 SV=2
Q9Y3B8 Oligoribonuclease, mitochondrial OS=Homo sapiens GN=REXO2 PE=1 SV=3
Q9NQR4 Omega-amidase NIT2 OS=Homo sapiens GN=NIT2 PE=1 SV=1
Q99935 Opiorphin prepropeptide OS=Homo sapiens GN=OPRPN PE=1 SV=2
Q92882 Osteoclast-stimulating factor 1 OS=Homo sapiens GN=OSTF1 PE=1 SV=2
Q86UD1 Out at first protein homolog OS=Homo sapiens GN=OAF PE=2 SV=1
Q8N573 Oxidation resistance protein 1 OS=Homo sapiens GN=OXR1 PE=1 SV=2
P22059 Oxysterol-binding protein 1 OS=Homo sapiens GN=OSBP PE=1 SV=1
Q9BXW6 Oxysterol-binding protein-related protein 1 OS=Homo sapiens GN=OSBPL1A PE=1 SV=2
P50897 Palmitoyl-protein thioesterase 1 OS=Homo sapiens GN=PPT1 PE=1 SV=1
Q9NVE7 Pantothenate kinase 4 OS=Homo sapiens GN=PANK4 PE=1 SV=1
O00151 PDZ and LIM domain protein 1 OS=Homo sapiens GN=PDLIM1 PE=1 SV=4
Q96HC4 PDZ and LIM domain protein 5 OS=Homo sapiens GN=PDLIM5 PE=1 SV=5
O14908 PDZ domain-containing protein GIPC1 OS=Homo sapiens GN=GIPC1 PE=1 SV=2
P19021 Peptidyl-glycine alpha-amidating monooxygenase OS=Homo sapiens GN=PAM PE=1 SV=2
P62937 Peptidyl-prolyl cis-trans isomerase A OS=Homo sapiens GN=PPIA PE=1 SV=2
P23284 Peptidyl-prolyl cis-trans isomerase B OS=Homo sapiens GN=PPIB PE=1 SV=2
P62942 Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Homo sapiens GN=FKBP1A PE=1 SV=2
Q00688 Peptidyl-prolyl cis-trans isomerase FKBP3 OS=Homo sapiens GN=FKBP3 PE=1 SV=1
Q02790 Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Homo sapiens GN=FKBP4 PE=1 SV=3
Q9Y3C6 Peptidyl-prolyl cis-trans isomerase-like 1 OS=Homo sapiens GN=PPIL1 PE=1 SV=1
O60664 Perilipin-3 OS=Homo sapiens GN=PLIN3 PE=1 SV=3
O60437 Periplakin OS=Homo sapiens GN=PPL PE=1 SV=4
Q06830 Peroxiredoxin-1 OS=Homo sapiens GN=PRDX1 PE=1 SV=1
P32119 Peroxiredoxin-2 OS=Homo sapiens GN=PRDX2 PE=1 SV=5
Q13162 Peroxiredoxin-4 OS=Homo sapiens GN=PRDX4 PE=1 SV=1
P30044 Peroxiredoxin-5, mitochondrial OS=Homo sapiens GN=PRDX5 PE=1 SV=4
P30041 Peroxiredoxin-6 OS=Homo sapiens GN=PRDX6 PE=1 SV=3
Q9NSD9 Phenylalanine--tRNA ligase beta subunit OS=Homo sapiens GN=FARSB PE=1 SV=3
P30086 Phosphatidylethanolamine-binding protein 1 OS=Homo sapiens GN=PEBP1 PE=1 SV=3
Q96S96 Phosphatidylethanolamine-binding protein 4 OS=Homo sapiens GN=PEBP4 PE=1 SV=3
Q8TBX8 Phosphatidylinositol 5-phosphate 4-kinase type-2 gamma OS=Homo sapiens GN=PIP4K2C PE=1 SV=3
Q00169 Phosphatidylinositol transfer protein alpha isoform OS=Homo sapiens GN=PITPNA PE=1 SV=2
P48739 Phosphatidylinositol transfer protein beta isoform OS=Homo sapiens GN=PITPNB PE=1 SV=2
P80108 Phosphatidylinositol-glycan-specific phospholipase D OS=Homo sapiens GN=GPLD1 PE=1 SV=3
O95394 Phosphoacetylglucosamine mutase OS=Homo sapiens GN=PGM3 PE=1 SV=1
Q6VY07 Phosphofurin acidic cluster sorting protein 1 OS=Homo sapiens GN=PACS1 PE=1 SV=2



P36871 Phosphoglucomutase-1 OS=Homo sapiens GN=PGM1 PE=1 SV=3
Q96G03 Phosphoglucomutase-2 OS=Homo sapiens GN=PGM2 PE=1 SV=4
P00558 Phosphoglycerate kinase 1 OS=Homo sapiens GN=PGK1 PE=1 SV=3
P18669 Phosphoglycerate mutase 1 OS=Homo sapiens GN=PGAM1 PE=1 SV=2
P14555 Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2
Q9Y263 Phospholipase A-2-activating protein OS=Homo sapiens GN=PLAA PE=1 SV=2
P36969 Phospholipid hydroperoxide glutathione peroxidase, mitochondrial OS=Homo sapiens GN=GPX4 PE=1 SV=3
P55058 Phospholipid transfer protein OS=Homo sapiens GN=PLTP PE=1 SV=1
Q9H008 Phospholysine phosphohistidine inorganic pyrophosphate phosphatase OS=Homo sapiens GN=LHPP PE=1 SV=2
O15305 Phosphomannomutase 2 OS=Homo sapiens GN=PMM2 PE=1 SV=1
Q9HAB8 Phosphopantothenate--cysteine ligase OS=Homo sapiens GN=PPCS PE=1 SV=2
Q14558 Phosphoribosyl pyrophosphate synthase-associated protein 1 OS=Homo sapiens GN=PRPSAP1 PE=1 SV=2
Q9Y617 Phosphoserine aminotransferase OS=Homo sapiens GN=PSAT1 PE=1 SV=2
Q96BW5 Phosphotriesterase-related protein OS=Homo sapiens GN=PTER PE=1 SV=1
Q5SRE7 Phytanoyl-CoA dioxygenase domain-containing protein 1 OS=Homo sapiens GN=PHYHD1 PE=1 SV=2
P36955 Pigment epithelium-derived factor OS=Homo sapiens GN=SERPINF1 PE=1 SV=4
Q9GZP4 PITH domain-containing protein 1 OS=Homo sapiens GN=PITHD1 PE=1 SV=1
P03952 Plasma kallikrein OS=Homo sapiens GN=KLKB1 PE=1 SV=1
P05155 Plasma protease C1 inhibitor OS=Homo sapiens GN=SERPING1 PE=1 SV=2
P05154 Plasma serine protease inhibitor OS=Homo sapiens GN=SERPINA5 PE=1 SV=3
Q8NC51 Plasminogen activator inhibitor 1 RNA-binding protein OS=Homo sapiens GN=SERBP1 PE=1 SV=2
P05120 Plasminogen activator inhibitor 2 OS=Homo sapiens GN=SERPINB2 PE=1 SV=2
P00747 Plasminogen OS=Homo sapiens GN=PLG PE=1 SV=2
Q14651 Plastin-1 OS=Homo sapiens GN=PLS1 PE=1 SV=2
P13796 Plastin-2 OS=Homo sapiens GN=LCP1 PE=1 SV=6
P13797 Plastin-3 OS=Homo sapiens GN=PLS3 PE=1 SV=4
P43034 Platelet-activating factor acetylhydrolase IB subunit alpha OS=Homo sapiens GN=PAFAH1B1 PE=1 SV=2
Q9NRA1 Platelet-derived growth factor C OS=Homo sapiens GN=PDGFC PE=1 SV=2
Q9NX46 Poly(ADP-ribose) glycohydrolase ARH3 OS=Homo sapiens GN=ADPRHL2 PE=1 SV=1
Q15365 Poly(rC)-binding protein 1 OS=Homo sapiens GN=PCBP1 PE=1 SV=2
Q15366 Poly(rC)-binding protein 2 OS=Homo sapiens GN=PCBP2 PE=1 SV=1
P11940 Polyadenylate-binding protein 1 OS=Homo sapiens GN=PABPC1 PE=1 SV=2
Q9H074 Polyadenylate-binding protein-interacting protein 1 OS=Homo sapiens GN=PAIP1 PE=1 SV=1
P01833 Polymeric immunoglobulin receptor OS=Homo sapiens GN=PIGR PE=1 SV=4
Q8NCL4 Polypeptide N-acetylgalactosaminyltransferase 6 OS=Homo sapiens GN=GALNT6 PE=2 SV=2
P26599 Polypyrimidine tract-binding protein 1 OS=Homo sapiens GN=PTBP1 PE=1 SV=1
O60925 Prefoldin subunit 1 OS=Homo sapiens GN=PFDN1 PE=1 SV=2
Q9UHV9 Prefoldin subunit 2 OS=Homo sapiens GN=PFDN2 PE=1 SV=1
P61758 Prefoldin subunit 3 OS=Homo sapiens GN=VBP1 PE=1 SV=3
Q9NQP4 Prefoldin subunit 4 OS=Homo sapiens GN=PFDN4 PE=1 SV=1
Q99471 Prefoldin subunit 5 OS=Homo sapiens GN=PFDN5 PE=1 SV=2
Q8NDH3 Probable aminopeptidase NPEPL1 OS=Homo sapiens GN=NPEPL1 PE=1 SV=3
O95786 Probable ATP-dependent RNA helicase DDX58 OS=Homo sapiens GN=DDX58 PE=1 SV=2
P26196 Probable ATP-dependent RNA helicase DDX6 OS=Homo sapiens GN=DDX6 PE=1 SV=2
O76071 Probable cytosolic iron-sulfur protein assembly protein CIAO1 OS=Homo sapiens GN=CIAO1 PE=1 SV=1
Q5GLZ8 Probable E3 ubiquitin-protein ligase HERC4 OS=Homo sapiens GN=HERC4 PE=1 SV=1
Q93008 Probable ubiquitin carboxyl-terminal hydrolase FAF-X OS=Homo sapiens GN=USP9X PE=1 SV=3
P09668 Pro-cathepsin H OS=Homo sapiens GN=CTSH PE=1 SV=4
Q15113 Procollagen C-endopeptidase enhancer 1 OS=Homo sapiens GN=PCOLCE PE=1 SV=2
Q02809 Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 OS=Homo sapiens GN=PLOD1 PE=1 SV=2
P01133 Pro-epidermal growth factor OS=Homo sapiens GN=EGF PE=1 SV=2
P07737 Profilin-1 OS=Homo sapiens GN=PFN1 PE=1 SV=2
Q8WUM4 Programmed cell death 6-interacting protein OS=Homo sapiens GN=PDCD6IP PE=1 SV=1
Q9BUL8 Programmed cell death protein 10 OS=Homo sapiens GN=PDCD10 PE=1 SV=1
Q53EL6 Programmed cell death protein 4 OS=Homo sapiens GN=PDCD4 PE=1 SV=2
O14737 Programmed cell death protein 5 OS=Homo sapiens GN=PDCD5 PE=1 SV=3
O75340 Programmed cell death protein 6 OS=Homo sapiens GN=PDCD6 PE=1 SV=1
P12273 Prolactin-inducible protein OS=Homo sapiens GN=PIP PE=1 SV=1
Q9UQ80 Proliferation-associated protein 2G4 OS=Homo sapiens GN=PA2G4 PE=1 SV=3
Q6MZM9 Proline-rich protein 27 OS=Homo sapiens GN=PRR27 PE=2 SV=1
Q16378 Proline-rich protein 4 OS=Homo sapiens GN=PRR4 PE=1 SV=3
P48147 Prolyl endopeptidase OS=Homo sapiens GN=PREP PE=1 SV=2
O43490 Prominin-1 OS=Homo sapiens GN=PROM1 PE=1 SV=1
P07602 Prosaposin OS=Homo sapiens GN=PSAP PE=1 SV=2
Q15185 Prostaglandin E synthase 3 OS=Homo sapiens GN=PTGES3 PE=1 SV=1
Q14914 Prostaglandin reductase 1 OS=Homo sapiens GN=PTGR1 PE=1 SV=2
P41222 Prostaglandin-H2 D-isomerase OS=Homo sapiens GN=PTGDS PE=1 SV=1
Q16651 Prostasin OS=Homo sapiens GN=PRSS8 PE=1 SV=1
O43653 Prostate stem cell antigen OS=Homo sapiens GN=PSCA PE=1 SV=1
P15309 Prostatic acid phosphatase OS=Homo sapiens GN=ACPP PE=1 SV=3
Q16186 Proteasomal ubiquitin receptor ADRM1 OS=Homo sapiens GN=ADRM1 PE=1 SV=2
Q06323 Proteasome activator complex subunit 1 OS=Homo sapiens GN=PSME1 PE=1 SV=1
Q9UL46 Proteasome activator complex subunit 2 OS=Homo sapiens GN=PSME2 PE=1 SV=4
P25786 Proteasome subunit alpha type-1 OS=Homo sapiens GN=PSMA1 PE=1 SV=1
P25787 Proteasome subunit alpha type-2 OS=Homo sapiens GN=PSMA2 PE=1 SV=2
P25788 Proteasome subunit alpha type-3 OS=Homo sapiens GN=PSMA3 PE=1 SV=2
P25789 Proteasome subunit alpha type-4 OS=Homo sapiens GN=PSMA4 PE=1 SV=1
P28066 Proteasome subunit alpha type-5 OS=Homo sapiens GN=PSMA5 PE=1 SV=3
P60900 Proteasome subunit alpha type-6 OS=Homo sapiens GN=PSMA6 PE=1 SV=1
O14818 Proteasome subunit alpha type-7 OS=Homo sapiens GN=PSMA7 PE=1 SV=1
P20618 Proteasome subunit beta type-1 OS=Homo sapiens GN=PSMB1 PE=1 SV=2
P49721 Proteasome subunit beta type-2 OS=Homo sapiens GN=PSMB2 PE=1 SV=1
P49720 Proteasome subunit beta type-3 OS=Homo sapiens GN=PSMB3 PE=1 SV=2
P28070 Proteasome subunit beta type-4 OS=Homo sapiens GN=PSMB4 PE=1 SV=4
P28072 Proteasome subunit beta type-6 OS=Homo sapiens GN=PSMB6 PE=1 SV=4
P28062 Proteasome subunit beta type-8 OS=Homo sapiens GN=PSMB8 PE=1 SV=3
P28065 Proteasome subunit beta type-9 OS=Homo sapiens GN=PSMB9 PE=1 SV=2
Q96IU4 Protein ABHD14B OS=Homo sapiens GN=ABHD14B PE=1 SV=1
Q8IVF2 Protein AHNAK2 OS=Homo sapiens GN=AHNAK2 PE=1 SV=2
P02760 Protein AMBP OS=Homo sapiens GN=AMBP PE=1 SV=1
Q9UKY7 Protein CDV3 homolog OS=Homo sapiens GN=CDV3 PE=1 SV=1
O60888 Protein CutA OS=Homo sapiens GN=CUTA PE=1 SV=2
Q5TDH0 Protein DDI1 homolog 2 OS=Homo sapiens GN=DDI2 PE=1 SV=1
O60610 Protein diaphanous homolog 1 OS=Homo sapiens GN=DIAPH1 PE=1 SV=2
O60879 Protein diaphanous homolog 2 OS=Homo sapiens GN=DIAPH2 PE=1 SV=1
P30101 Protein disulfide-isomerase A3 OS=Homo sapiens GN=PDIA3 PE=1 SV=4
P13667 Protein disulfide-isomerase A4 OS=Homo sapiens GN=PDIA4 PE=1 SV=2
P07237 Protein disulfide-isomerase OS=Homo sapiens GN=P4HB PE=1 SV=3
P49257 Protein ERGIC-53 OS=Homo sapiens GN=LMAN1 PE=1 SV=2
P58499 Protein FAM3B OS=Homo sapiens GN=FAM3B PE=1 SV=2
Q96BQ1 Protein FAM3D OS=Homo sapiens GN=FAM3D PE=1 SV=1
Q9NUQ9 Protein FAM49B OS=Homo sapiens GN=FAM49B PE=1 SV=1
P49356 Protein farnesyltransferase subunit beta OS=Homo sapiens GN=FNTB PE=1 SV=1
P49354 Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alpha OS=Homo sapiens GN=FNTA PE=1 SV=1
Q13045 Protein flightless-1 homolog OS=Homo sapiens GN=FLII PE=1 SV=2
Q9UNF0 Protein kinase C and casein kinase substrate in neurons protein 2 OS=Homo sapiens GN=PACSIN2 PE=1 SV=2
Q05655 Protein kinase C delta type OS=Homo sapiens GN=PRKCD PE=1 SV=2
Q8WZA0 Protein LZIC OS=Homo sapiens GN=LZIC PE=1 SV=1
Q92597 Protein NDRG1 OS=Homo sapiens GN=NDRG1 PE=1 SV=1
Q9UN36 Protein NDRG2 OS=Homo sapiens GN=NDRG2 PE=1 SV=2
Q9BZQ8 Protein Niban OS=Homo sapiens GN=FAM129A PE=1 SV=1
Q8IWE2 Protein NOXP20 OS=Homo sapiens GN=FAM114A1 PE=1 SV=2
O60502 Protein O-GlcNAcase OS=Homo sapiens GN=MGEA5 PE=1 SV=2



Q9BVG4 Protein PBDC1 OS=Homo sapiens GN=PBDC1 PE=1 SV=1
O60927 Protein phosphatase 1 regulatory subunit 11 OS=Homo sapiens GN=PPP1R11 PE=1 SV=1
Q15435 Protein phosphatase 1 regulatory subunit 7 OS=Homo sapiens GN=PPP1R7 PE=1 SV=1
P35813 Protein phosphatase 1A OS=Homo sapiens GN=PPM1A PE=1 SV=1
Q5SGD2 Protein phosphatase 1L OS=Homo sapiens GN=PPM1L PE=1 SV=1
Q9Y570 Protein phosphatase methylesterase 1 OS=Homo sapiens GN=PPME1 PE=1 SV=3
Q8TE77 Protein phosphatase Slingshot homolog 3 OS=Homo sapiens GN=SSH3 PE=1 SV=2
P31949 Protein S100-A11 OS=Homo sapiens GN=S100A11 PE=1 SV=2
Q99584 Protein S100-A13 OS=Homo sapiens GN=S100A13 PE=1 SV=1
Q96FQ6 Protein S100-A16 OS=Homo sapiens GN=S100A16 PE=1 SV=1
P26447 Protein S100-A4 OS=Homo sapiens GN=S100A4 PE=1 SV=1
P06703 Protein S100-A6 OS=Homo sapiens GN=S100A6 PE=1 SV=1
P31151 Protein S100-A7 OS=Homo sapiens GN=S100A7 PE=1 SV=4
P05109 Protein S100-A8 OS=Homo sapiens GN=S100A8 PE=1 SV=1
P06702 Protein S100-A9 OS=Homo sapiens GN=S100A9 PE=1 SV=1
P25815 Protein S100-P OS=Homo sapiens GN=S100P PE=1 SV=2
P0DME0 Protein SETSIP OS=Homo sapiens GN=SETSIP PE=1 SV=1
Q92734 Protein TFG OS=Homo sapiens GN=TFG PE=1 SV=2
Q15437 Protein transport protein Sec23B OS=Homo sapiens GN=SEC23B PE=1 SV=2
P53992 Protein transport protein Sec24C OS=Homo sapiens GN=SEC24C PE=1 SV=3
O94979 Protein transport protein Sec31A OS=Homo sapiens GN=SEC31A PE=1 SV=3
Q99497 Protein/nucleic acid deglycase DJ-1 OS=Homo sapiens GN=PARK7 PE=1 SV=2
P21980 Protein-glutamine gamma-glutamyltransferase 2 OS=Homo sapiens GN=TGM2 PE=1 SV=2
P22061 Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Homo sapiens GN=PCMT1 PE=1 SV=4
Q13882 Protein-tyrosine kinase 6 OS=Homo sapiens GN=PTK6 PE=1 SV=1
P00734 Prothrombin OS=Homo sapiens GN=F2 PE=1 SV=2
P15498 Proto-oncogene vav OS=Homo sapiens GN=VAV1 PE=1 SV=4
Q08623 Pseudouridine-5'-phosphatase OS=Homo sapiens GN=PUDP PE=1 SV=3
P61457 Pterin-4-alpha-carbinolamine dehydratase OS=Homo sapiens GN=PCBD1 PE=1 SV=2
P00491 Purine nucleoside phosphorylase OS=Homo sapiens GN=PNP PE=1 SV=2
P55786 Puromycin-sensitive aminopeptidase OS=Homo sapiens GN=NPEPPS PE=1 SV=2
O75884 Putative hydrolase RBBP9 OS=Homo sapiens GN=RBBP9 PE=1 SV=2
Q6GMV3 Putative peptidyl-tRNA hydrolase PTRHD1 OS=Homo sapiens GN=PTRHD1 PE=1 SV=1
Q9HBR0 Putative sodium-coupled neutral amino acid transporter 10 OS=Homo sapiens GN=SLC38A10 PE=1 SV=2
O00764 Pyridoxal kinase OS=Homo sapiens GN=PDXK PE=1 SV=1
O94903 Pyridoxal phosphate homeostasis protein OS=Homo sapiens GN=PROSC PE=1 SV=1
Q6P996 Pyridoxal-dependent decarboxylase domain-containing protein 1 OS=Homo sapiens GN=PDXDC1 PE=1 SV=2
Q9NVS9 Pyridoxine-5'-phosphate oxidase OS=Homo sapiens GN=PNPO PE=1 SV=1
P14618 Pyruvate kinase PKM OS=Homo sapiens GN=PKM PE=1 SV=4
Q5T6V5 Queuosine salvage protein OS=Homo sapiens GN=C9orf64 PE=1 SV=1
Q08257 Quinone oxidoreductase OS=Homo sapiens GN=CRYZ PE=1 SV=1
Q53FA7 Quinone oxidoreductase PIG3 OS=Homo sapiens GN=TP53I3 PE=1 SV=2
P31150 Rab GDP dissociation inhibitor alpha OS=Homo sapiens GN=GDI1 PE=1 SV=2
P50395 Rab GDP dissociation inhibitor beta OS=Homo sapiens GN=GDI2 PE=1 SV=2
Q9Y3P9 Rab GTPase-activating protein 1 OS=Homo sapiens GN=RABGAP1 PE=1 SV=3
Q9P2R3 Rabankyrin-5 OS=Homo sapiens GN=ANKFY1 PE=1 SV=2
P31749 RAC-alpha serine/threonine-protein kinase OS=Homo sapiens GN=AKT1 PE=1 SV=2
P52306 Rap1 GTPase-GDP dissociation stimulator 1 OS=Homo sapiens GN=RAP1GDS1 PE=1 SV=3
P46940 Ras GTPase-activating-like protein IQGAP1 OS=Homo sapiens GN=IQGAP1 PE=1 SV=1
O95294 RasGAP-activating-like protein 1 OS=Homo sapiens GN=RASAL1 PE=1 SV=3
P63000 Ras-related C3 botulinum toxin substrate 1 OS=Homo sapiens GN=RAC1 PE=1 SV=1
P60763 Ras-related C3 botulinum toxin substrate 3 OS=Homo sapiens GN=RAC3 PE=1 SV=1
P61026 Ras-related protein Rab-10 OS=Homo sapiens GN=RAB10 PE=1 SV=1
Q15907 Ras-related protein Rab-11B OS=Homo sapiens GN=RAB11B PE=1 SV=4
P61106 Ras-related protein Rab-14 OS=Homo sapiens GN=RAB14 PE=1 SV=4
Q9NP72 Ras-related protein Rab-18 OS=Homo sapiens GN=RAB18 PE=1 SV=1
P61019 Ras-related protein Rab-2A OS=Homo sapiens GN=RAB2A PE=1 SV=1
P61020 Ras-related protein Rab-5B OS=Homo sapiens GN=RAB5B PE=1 SV=1
P20340 Ras-related protein Rab-6A OS=Homo sapiens GN=RAB6A PE=1 SV=3
P51149 Ras-related protein Rab-7a OS=Homo sapiens GN=RAB7A PE=1 SV=1
P62834 Ras-related protein Rap-1A OS=Homo sapiens GN=RAP1A PE=1 SV=1
P63244 Receptor of activated protein C kinase 1 OS=Homo sapiens GN=RACK1 PE=1 SV=3
P10586 Receptor-type tyrosine-protein phosphatase F OS=Homo sapiens GN=PTPRF PE=1 SV=2
Q92900 Regulator of nonsense transcripts 1 OS=Homo sapiens GN=UPF1 PE=1 SV=2
Q8WUF5 RelA-associated inhibitor OS=Homo sapiens GN=PPP1R13L PE=1 SV=4
Q15293 Reticulocalbin-1 OS=Homo sapiens GN=RCN1 PE=1 SV=1
P00352 Retinal dehydrogenase 1 OS=Homo sapiens GN=ALDH1A1 PE=1 SV=2
P49788 Retinoic acid receptor responder protein 1 OS=Homo sapiens GN=RARRES1 PE=1 SV=2
Q9HB40 Retinoid-inducible serine carboxypeptidase OS=Homo sapiens GN=SCPEP1 PE=1 SV=1
P09455 Retinol-binding protein 1 OS=Homo sapiens GN=RBP1 PE=1 SV=2
P02753 Retinol-binding protein 4 OS=Homo sapiens GN=RBP4 PE=1 SV=3
P52565 Rho GDP-dissociation inhibitor 1 OS=Homo sapiens GN=ARHGDIA PE=1 SV=3
P52566 Rho GDP-dissociation inhibitor 2 OS=Homo sapiens GN=ARHGDIB PE=1 SV=3
Q07960 Rho GTPase-activating protein 1 OS=Homo sapiens GN=ARHGAP1 PE=1 SV=1
P34096 Ribonuclease 4 OS=Homo sapiens GN=RNASE4 PE=1 SV=3
P13489 Ribonuclease inhibitor OS=Homo sapiens GN=RNH1 PE=1 SV=2
O00584 Ribonuclease T2 OS=Homo sapiens GN=RNASET2 PE=1 SV=2
P49247 Ribose-5-phosphate isomerase OS=Homo sapiens GN=RPIA PE=1 SV=3
P11908 Ribose-phosphate pyrophosphokinase 2 OS=Homo sapiens GN=PRPS2 PE=1 SV=2
Q15418 Ribosomal protein S6 kinase alpha-1 OS=Homo sapiens GN=RPS6KA1 PE=1 SV=2
P51812 Ribosomal protein S6 kinase alpha-3 OS=Homo sapiens GN=RPS6KA3 PE=1 SV=1
P16083 Ribosyldihydronicotinamide dehydrogenase [quinone] OS=Homo sapiens GN=NQO2 PE=1 SV=5
Q9Y265 RuvB-like 1 OS=Homo sapiens GN=RUVBL1 PE=1 SV=1
O43865 S-adenosylhomocysteine hydrolase-like protein 1 OS=Homo sapiens GN=AHCYL1 PE=1 SV=2
P31153 S-adenosylmethionine synthase isoform type-2 OS=Homo sapiens GN=MAT2A PE=1 SV=1
O95171 Sciellin OS=Homo sapiens GN=SCEL PE=1 SV=2
Q12765 Secernin-1 OS=Homo sapiens GN=SCRN1 PE=1 SV=2
Q96FV2 Secernin-2 OS=Homo sapiens GN=SCRN2 PE=1 SV=3
Q8N474 Secreted frizzled-related protein 1 OS=Homo sapiens GN=SFRP1 PE=1 SV=1
O95968 Secretoglobin family 1D member 1 OS=Homo sapiens GN=SCGB1D1 PE=1 SV=1
O95969 Secretoglobin family 1D member 2 OS=Homo sapiens GN=SCGB1D2 PE=2 SV=1
Q13228 Selenium-binding protein 1 OS=Homo sapiens GN=SELENBP1 PE=1 SV=2
P35270 Sepiapterin reductase OS=Homo sapiens GN=SPR PE=1 SV=1
Q15019 Septin-2 OS=Homo sapiens GN=SEPT2 PE=1 SV=1
Q14141 Septin-6 OS=Homo sapiens GN=SEPT6 PE=1 SV=4
Q16181 Septin-7 OS=Homo sapiens GN=SEPT7 PE=1 SV=2
Q9UHD8 Septin-9 OS=Homo sapiens GN=SEPT9 PE=1 SV=2
Q13501 Sequestosome-1 OS=Homo sapiens GN=SQSTM1 PE=1 SV=1
P34896 Serine hydroxymethyltransferase, cytosolic OS=Homo sapiens GN=SHMT1 PE=1 SV=1
Q92743 Serine protease HTRA1 OS=Homo sapiens GN=HTRA1 PE=1 SV=1
Q9Y6E0 Serine/threonine-protein kinase 24 OS=Homo sapiens GN=STK24 PE=1 SV=1
Q9P289 Serine/threonine-protein kinase 26 OS=Homo sapiens GN=STK26 PE=1 SV=2
Q15208 Serine/threonine-protein kinase 38 OS=Homo sapiens GN=STK38 PE=1 SV=1
Q7KZI7 Serine/threonine-protein kinase MARK2 OS=Homo sapiens GN=MARK2 PE=1 SV=2
Q8TD19 Serine/threonine-protein kinase Nek9 OS=Homo sapiens GN=NEK9 PE=1 SV=2
O95747 Serine/threonine-protein kinase OSR1 OS=Homo sapiens GN=OXSR1 PE=1 SV=1
Q13177 Serine/threonine-protein kinase PAK 2 OS=Homo sapiens GN=PAK2 PE=1 SV=3
Q9H2K8 Serine/threonine-protein kinase TAO3 OS=Homo sapiens GN=TAOK3 PE=1 SV=2
Q9Y3S1 Serine/threonine-protein kinase WNK2 OS=Homo sapiens GN=WNK2 PE=1 SV=4
P63151 Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Homo sapiens GN=PPP2R2A PE=1 SV=1
Q14738 Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit delta isoform OS=Homo sapiens GN=PPP2R5D PE=1 SV=1
P30153 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Homo sapiens GN=PPP2R1A PE=1 SV=4
Q15257 Serine/threonine-protein phosphatase 2A activator OS=Homo sapiens GN=PTPA PE=1 SV=3



P67775 Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform OS=Homo sapiens GN=PPP2CA PE=1 SV=1
P62714 Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform OS=Homo sapiens GN=PPP2CB PE=1 SV=1
P53041 Serine/threonine-protein phosphatase 5 OS=Homo sapiens GN=PPP5C PE=1 SV=1
O00743 Serine/threonine-protein phosphatase 6 catalytic subunit OS=Homo sapiens GN=PPP6C PE=1 SV=1
Q9UPN7 Serine/threonine-protein phosphatase 6 regulatory subunit 1 OS=Homo sapiens GN=PPP6R1 PE=1 SV=5
Q5H9R7 Serine/threonine-protein phosphatase 6 regulatory subunit 3 OS=Homo sapiens GN=PPP6R3 PE=1 SV=2
Q9BRF8 Serine/threonine-protein phosphatase CPPED1 OS=Homo sapiens GN=CPPED1 PE=1 SV=3
P62140 Serine/threonine-protein phosphatase PP1-beta catalytic subunit OS=Homo sapiens GN=PPP1CB PE=1 SV=3
Q9Y3F4 Serine-threonine kinase receptor-associated protein OS=Homo sapiens GN=STRAP PE=1 SV=1
P49591 Serine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=SARS PE=1 SV=3
P02787 Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=3
P29508 Serpin B3 OS=Homo sapiens GN=SERPINB3 PE=1 SV=2
P36952 Serpin B5 OS=Homo sapiens GN=SERPINB5 PE=1 SV=2
P35237 Serpin B6 OS=Homo sapiens GN=SERPINB6 PE=1 SV=3
P02768 Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2
P02743 Serum amyloid P-component OS=Homo sapiens GN=APCS PE=1 SV=2
P27169 Serum paraoxonase/arylesterase 1 OS=Homo sapiens GN=PON1 PE=1 SV=3
P10768 S-formylglutathione hydrolase OS=Homo sapiens GN=ESD PE=1 SV=2
Q9H788 SH2 domain-containing protein 4A OS=Homo sapiens GN=SH2D4A PE=1 SV=1
O75368 SH3 domain-binding glutamic acid-rich-like protein OS=Homo sapiens GN=SH3BGRL PE=1 SV=1
A0MZ66 Shootin-1 OS=Homo sapiens GN=SHTN1 PE=1 SV=4
Q9NR45 Sialic acid synthase OS=Homo sapiens GN=NANS PE=1 SV=2
P42224 Signal transducer and activator of transcription 1-alpha/beta OS=Homo sapiens GN=STAT1 PE=1 SV=2
P52630 Signal transducer and activator of transcription 2 OS=Homo sapiens GN=STAT2 PE=1 SV=1
P40763 Signal transducer and activator of transcription 3 OS=Homo sapiens GN=STAT3 PE=1 SV=2
P42226 Signal transducer and activator of transcription 6 OS=Homo sapiens GN=STAT6 PE=1 SV=1
O43765 Small glutamine-rich tetratricopeptide repeat-containing protein alpha OS=Homo sapiens GN=SGTA PE=1 SV=1
P62318 Small nuclear ribonucleoprotein Sm D3 OS=Homo sapiens GN=SNRPD3 PE=1 SV=1
P35326 Small proline-rich protein 2A OS=Homo sapiens GN=SPRR2A PE=1 SV=1
Q9UBC9 Small proline-rich protein 3 OS=Homo sapiens GN=SPRR3 PE=1 SV=2
Q13126 S-methyl-5'-thioadenosine phosphorylase OS=Homo sapiens GN=MTAP PE=1 SV=2
Q8WVQ1 Soluble calcium-activated nucleotidase 1 OS=Homo sapiens GN=CANT1 PE=1 SV=1
Q00796 Sorbitol dehydrogenase OS=Homo sapiens GN=SORD PE=1 SV=4
Q13596 Sorting nexin-1 OS=Homo sapiens GN=SNX1 PE=1 SV=3
O60749 Sorting nexin-2 OS=Homo sapiens GN=SNX2 PE=1 SV=2
Q9Y5X3 Sorting nexin-5 OS=Homo sapiens GN=SNX5 PE=1 SV=1
Q9UNH7 Sorting nexin-6 OS=Homo sapiens GN=SNX6 PE=1 SV=1
Q14515 SPARC-like protein 1 OS=Homo sapiens GN=SPARCL1 PE=1 SV=2
Q9BW04 Specifically androgen-regulated gene protein OS=Homo sapiens GN=SARG PE=1 SV=2
Q13813 Spectrin alpha chain, non-erythrocytic 1 OS=Homo sapiens GN=SPTAN1 PE=1 SV=3
P63208 S-phase kinase-associated protein 1 OS=Homo sapiens GN=SKP1 PE=1 SV=2
Q13838 Spliceosome RNA helicase DDX39B OS=Homo sapiens GN=DDX39B PE=1 SV=1
Q14247 Src substrate cortactin OS=Homo sapiens GN=CTTN PE=1 SV=2
Q7KZF4 Staphylococcal nuclease domain-containing protein 1 OS=Homo sapiens GN=SND1 PE=1 SV=1
Q9Y365 START domain-containing protein 10 OS=Homo sapiens GN=STARD10 PE=1 SV=2
Q9UEW8 STE20/SPS1-related proline-alanine-rich protein kinase OS=Homo sapiens GN=STK39 PE=1 SV=3
Q9H2G2 STE20-like serine/threonine-protein kinase OS=Homo sapiens GN=SLK PE=1 SV=1
P31948 Stress-induced-phosphoprotein 1 OS=Homo sapiens GN=STIP1 PE=1 SV=1
Q99954 Submaxillary gland androgen-regulated protein 3A OS=Homo sapiens GN=SMR3A PE=1 SV=2
P02814 Submaxillary gland androgen-regulated protein 3B OS=Homo sapiens GN=SMR3B PE=1 SV=2
Q8NBJ7 Sulfatase-modifying factor 2 OS=Homo sapiens GN=SUMF2 PE=1 SV=2
O00391 Sulfhydryl oxidase 1 OS=Homo sapiens GN=QSOX1 PE=1 SV=3
P0DMM9 Sulfotransferase 1A3 OS=Homo sapiens GN=SULT1A3 PE=1 SV=1
O00204 Sulfotransferase family cytosolic 2B member 1 OS=Homo sapiens GN=SULT2B1 PE=1 SV=2
P63279 SUMO-conjugating enzyme UBC9 OS=Homo sapiens GN=UBE2I PE=1 SV=1
P00441 Superoxide dismutase [Cu-Zn] OS=Homo sapiens GN=SOD1 PE=1 SV=2
Q9UH65 Switch-associated protein 70 OS=Homo sapiens GN=SWAP70 PE=1 SV=1
Q9NPQ8 Synembryn-A OS=Homo sapiens GN=RIC8A PE=1 SV=3
Q15833 Syntaxin-binding protein 2 OS=Homo sapiens GN=STXBP2 PE=1 SV=2
Q9Y490 Talin-1 OS=Homo sapiens GN=TLN1 PE=1 SV=3
O60784 Target of Myb protein 1 OS=Homo sapiens GN=TOM1 PE=1 SV=2
P17987 T-complex protein 1 subunit alpha OS=Homo sapiens GN=TCP1 PE=1 SV=1
P78371 T-complex protein 1 subunit beta OS=Homo sapiens GN=CCT2 PE=1 SV=4
P50991 T-complex protein 1 subunit delta OS=Homo sapiens GN=CCT4 PE=1 SV=4
P48643 T-complex protein 1 subunit epsilon OS=Homo sapiens GN=CCT5 PE=1 SV=1
Q99832 T-complex protein 1 subunit eta OS=Homo sapiens GN=CCT7 PE=1 SV=2
P49368 T-complex protein 1 subunit gamma OS=Homo sapiens GN=CCT3 PE=1 SV=4
P50990 T-complex protein 1 subunit theta OS=Homo sapiens GN=CCT8 PE=1 SV=4
P40227 T-complex protein 1 subunit zeta OS=Homo sapiens GN=CCT6A PE=1 SV=3
Q9UGI8 Testin OS=Homo sapiens GN=TES PE=1 SV=1
P05452 Tetranectin OS=Homo sapiens GN=CLEC3B PE=1 SV=3
Q6PGP7 Tetratricopeptide repeat protein 37 OS=Homo sapiens GN=TTC37 PE=1 SV=1
Q5R3I4 Tetratricopeptide repeat protein 38 OS=Homo sapiens GN=TTC38 PE=1 SV=1
P52888 Thimet oligopeptidase OS=Homo sapiens GN=THOP1 PE=1 SV=2
P51580 Thiopurine S-methyltransferase OS=Homo sapiens GN=TPMT PE=1 SV=1
Q9BRA2 Thioredoxin domain-containing protein 17 OS=Homo sapiens GN=TXNDC17 PE=1 SV=1
Q8NBS9 Thioredoxin domain-containing protein 5 OS=Homo sapiens GN=TXNDC5 PE=1 SV=2
P10599 Thioredoxin OS=Homo sapiens GN=TXN PE=1 SV=3
Q16881 Thioredoxin reductase 1, cytoplasmic OS=Homo sapiens GN=TXNRD1 PE=1 SV=3
O43396 Thioredoxin-like protein 1 OS=Homo sapiens GN=TXNL1 PE=1 SV=3
Q8NFU3 Thiosulfate:glutathione sulfurtransferase OS=Homo sapiens GN=TSTD1 PE=1 SV=3
P26639 Threonine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=TARS PE=1 SV=3
P07996 Thrombospondin-1 OS=Homo sapiens GN=THBS1 PE=1 SV=2
Q9NXG2 THUMP domain-containing protein 1 OS=Homo sapiens GN=THUMPD1 PE=1 SV=2
Q9BV44 THUMP domain-containing protein 3 OS=Homo sapiens GN=THUMPD3 PE=1 SV=1
P19971 Thymidine phosphorylase OS=Homo sapiens GN=TYMP PE=1 SV=2
P05543 Thyroxine-binding globulin OS=Homo sapiens GN=SERPINA7 PE=1 SV=2
Q9UDY2 Tight junction protein ZO-2 OS=Homo sapiens GN=TJP2 PE=1 SV=2
O75663 TIP41-like protein OS=Homo sapiens GN=TIPRL PE=1 SV=2
P04066 Tissue alpha-L-fucosidase OS=Homo sapiens GN=FUCA1 PE=1 SV=4
Q9H0E2 Toll-interacting protein OS=Homo sapiens GN=TOLLIP PE=1 SV=1
P37837 Transaldolase OS=Homo sapiens GN=TALDO1 PE=1 SV=2
P20061 Transcobalamin-1 OS=Homo sapiens GN=TCN1 PE=1 SV=2
Q00577 Transcriptional activator protein Pur-alpha OS=Homo sapiens GN=PURA PE=1 SV=2
P46937 Transcriptional coactivator YAP1 OS=Homo sapiens GN=YAP1 PE=1 SV=2
O95359 Transforming acidic coiled-coil-containing protein 2 OS=Homo sapiens GN=TACC2 PE=1 SV=3
Q15582 Transforming growth factor-beta-induced protein ig-h3 OS=Homo sapiens GN=TGFBI PE=1 SV=1
P61586 Transforming protein RhoA OS=Homo sapiens GN=RHOA PE=1 SV=1
P37802 Transgelin-2 OS=Homo sapiens GN=TAGLN2 PE=1 SV=3
P55072 Transitional endoplasmic reticulum ATPase OS=Homo sapiens GN=VCP PE=1 SV=4
P29401 Transketolase OS=Homo sapiens GN=TKT PE=1 SV=3
P13693 Translationally-controlled tumor protein OS=Homo sapiens GN=TPT1 PE=1 SV=1
Q15631 Translin OS=Homo sapiens GN=TSN PE=1 SV=1
Q99598 Translin-associated protein X OS=Homo sapiens GN=TSNAX PE=1 SV=1
Q5TGY1 Transmembrane and coiled-coil domain-containing protein 4 OS=Homo sapiens GN=TMCO4 PE=2 SV=1
Q92973 Transportin-1 OS=Homo sapiens GN=TNPO1 PE=1 SV=2
P02766 Transthyretin OS=Homo sapiens GN=TTR PE=1 SV=1
P04155 Trefoil factor 1 OS=Homo sapiens GN=TFF1 PE=1 SV=1
P22102 Trifunctional purine biosynthetic protein adenosine-3 OS=Homo sapiens GN=GART PE=1 SV=1
Q3LXA3 Triokinase/FMN cyclase OS=Homo sapiens GN=TKFC PE=1 SV=2
P60174 Triosephosphate isomerase OS=Homo sapiens GN=TPI1 PE=1 SV=3
O95361 Tripartite motif-containing protein 16 OS=Homo sapiens GN=TRIM16 PE=1 SV=3
Q14134 Tripartite motif-containing protein 29 OS=Homo sapiens GN=TRIM29 PE=1 SV=2



O14773 Tripeptidyl-peptidase 1 OS=Homo sapiens GN=TPP1 PE=1 SV=2
P29144 Tripeptidyl-peptidase 2 OS=Homo sapiens GN=TPP2 PE=1 SV=4
Q9Y3I0 tRNA-splicing ligase RtcB homolog OS=Homo sapiens GN=RTCB PE=1 SV=1
Q9NYL9 Tropomodulin-3 OS=Homo sapiens GN=TMOD3 PE=1 SV=1
P06753 Tropomyosin alpha-3 chain OS=Homo sapiens GN=TPM3 PE=1 SV=2
P67936 Tropomyosin alpha-4 chain OS=Homo sapiens GN=TPM4 PE=1 SV=3
P23381 Tryptophan--tRNA ligase, cytoplasmic OS=Homo sapiens GN=WARS PE=1 SV=2
Q9BQE3 Tubulin alpha-1C chain OS=Homo sapiens GN=TUBA1C PE=1 SV=1
P68366 Tubulin alpha-4A chain OS=Homo sapiens GN=TUBA4A PE=1 SV=1
P07437 Tubulin beta chain OS=Homo sapiens GN=TUBB PE=1 SV=2
Q9BVA1 Tubulin beta-2B chain OS=Homo sapiens GN=TUBB2B PE=1 SV=1
P68371 Tubulin beta-4B chain OS=Homo sapiens GN=TUBB4B PE=1 SV=1
Q9BUF5 Tubulin beta-6 chain OS=Homo sapiens GN=TUBB6 PE=1 SV=1
O94811 Tubulin polymerization-promoting protein OS=Homo sapiens GN=TPPP PE=1 SV=1
Q99426 Tubulin-folding cofactor B OS=Homo sapiens GN=TBCB PE=1 SV=2
O75347 Tubulin-specific chaperone A OS=Homo sapiens GN=TBCA PE=1 SV=3
Q9BTW9 Tubulin-specific chaperone D OS=Homo sapiens GN=TBCD PE=1 SV=2
Q14166 Tubulin--tyrosine ligase-like protein 12 OS=Homo sapiens GN=TTLL12 PE=1 SV=2
Q9GZM7 Tubulointerstitial nephritis antigen-like OS=Homo sapiens GN=TINAGL1 PE=1 SV=1
Q9NS68 Tumor necrosis factor receptor superfamily member 19 OS=Homo sapiens GN=TNFRSF19 PE=1 SV=1
P55327 Tumor protein D52 OS=Homo sapiens GN=TPD52 PE=1 SV=2
P09758 Tumor-associated calcium signal transducer 2 OS=Homo sapiens GN=TACSTD2 PE=1 SV=3
Q12792 Twinfilin-1 OS=Homo sapiens GN=TWF1 PE=1 SV=3
Q6IBS0 Twinfilin-2 OS=Homo sapiens GN=TWF2 PE=1 SV=2
O15327 Type II inositol 3,4-bisphosphate 4-phosphatase OS=Homo sapiens GN=INPP4B PE=2 SV=4
P41240 Tyrosine-protein kinase CSK OS=Homo sapiens GN=CSK PE=1 SV=1
Q06124 Tyrosine-protein phosphatase non-receptor type 11 OS=Homo sapiens GN=PTPN11 PE=1 SV=2
Q12923 Tyrosine-protein phosphatase non-receptor type 13 OS=Homo sapiens GN=PTPN13 PE=1 SV=2
Q9H3S7 Tyrosine-protein phosphatase non-receptor type 23 OS=Homo sapiens GN=PTPN23 PE=1 SV=1
P54577 Tyrosine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=YARS PE=1 SV=4
P54578 Ubiquitin carboxyl-terminal hydrolase 14 OS=Homo sapiens GN=USP14 PE=1 SV=3
Q9Y4E8 Ubiquitin carboxyl-terminal hydrolase 15 OS=Homo sapiens GN=USP15 PE=1 SV=3
Q9UPU5 Ubiquitin carboxyl-terminal hydrolase 24 OS=Homo sapiens GN=USP24 PE=1 SV=3
Q96K76 Ubiquitin carboxyl-terminal hydrolase 47 OS=Homo sapiens GN=USP47 PE=1 SV=3
P45974 Ubiquitin carboxyl-terminal hydrolase 5 OS=Homo sapiens GN=USP5 PE=1 SV=2
P15374 Ubiquitin carboxyl-terminal hydrolase isozyme L3 OS=Homo sapiens GN=UCHL3 PE=1 SV=1
Q9Y5K5 Ubiquitin carboxyl-terminal hydrolase isozyme L5 OS=Homo sapiens GN=UCHL5 PE=1 SV=3
Q96FW1 Ubiquitin thioesterase OTUB1 OS=Homo sapiens GN=OTUB1 PE=1 SV=2
O14933 Ubiquitin/ISG15-conjugating enzyme E2 L6 OS=Homo sapiens GN=UBE2L6 PE=1 SV=4
P62979 Ubiquitin-40S ribosomal protein S27a OS=Homo sapiens GN=RPS27A PE=1 SV=2
P61086 Ubiquitin-conjugating enzyme E2 K OS=Homo sapiens GN=UBE2K PE=1 SV=3
P68036 Ubiquitin-conjugating enzyme E2 L3 OS=Homo sapiens GN=UBE2L3 PE=1 SV=1
P61088 Ubiquitin-conjugating enzyme E2 N OS=Homo sapiens GN=UBE2N PE=1 SV=1
Q13404 Ubiquitin-conjugating enzyme E2 variant 1 OS=Homo sapiens GN=UBE2V1 PE=1 SV=2
Q15819 Ubiquitin-conjugating enzyme E2 variant 2 OS=Homo sapiens GN=UBE2V2 PE=1 SV=4
Q9Y3C8 Ubiquitin-fold modifier-conjugating enzyme 1 OS=Homo sapiens GN=UFC1 PE=1 SV=3
P22314 Ubiquitin-like modifier-activating enzyme 1 OS=Homo sapiens GN=UBA1 PE=1 SV=3
A0AVT1 Ubiquitin-like modifier-activating enzyme 6 OS=Homo sapiens GN=UBA6 PE=1 SV=1
P41226 Ubiquitin-like modifier-activating enzyme 7 OS=Homo sapiens GN=UBA7 PE=1 SV=2
O95352 Ubiquitin-like modifier-activating enzyme ATG7 OS=Homo sapiens GN=ATG7 PE=1 SV=1
Q9NT62 Ubiquitin-like-conjugating enzyme ATG3 OS=Homo sapiens GN=ATG3 PE=1 SV=1
Q04323 UBX domain-containing protein 1 OS=Homo sapiens GN=UBXN1 PE=1 SV=2
Q14376 UDP-glucose 4-epimerase OS=Homo sapiens GN=GALE PE=1 SV=2
O60701 UDP-glucose 6-dehydrogenase OS=Homo sapiens GN=UGDH PE=1 SV=1
Q16222 UDP-N-acetylhexosamine pyrophosphorylase OS=Homo sapiens GN=UAP1 PE=1 SV=3
P30085 UMP-CMP kinase OS=Homo sapiens GN=CMPK1 PE=1 SV=3
Q6NV74 Uncharacterized protein KIAA1211-like OS=Homo sapiens GN=KIAA1211L PE=1 SV=3
Q9ULV0 Unconventional myosin-Vb OS=Homo sapiens GN=MYO5B PE=1 SV=3
Q9UM54 Unconventional myosin-VI OS=Homo sapiens GN=MYO6 PE=1 SV=4
Q9HB07 UPF0160 protein MYG1, mitochondrial OS=Homo sapiens GN=C12orf10 PE=1 SV=2
Q9NWV4 UPF0587 protein C1orf123 OS=Homo sapiens GN=C1orf123 PE=1 SV=1
P11172 Uridine 5'-monophosphate synthase OS=Homo sapiens GN=UMPS PE=1 SV=1
Q16851 UTP--glucose-1-phosphate uridylyltransferase OS=Homo sapiens GN=UGP2 PE=1 SV=5
P54727 UV excision repair protein RAD23 homolog B OS=Homo sapiens GN=RAD23B PE=1 SV=1
O75436 Vacuolar protein sorting-associated protein 26A OS=Homo sapiens GN=VPS26A PE=1 SV=2
Q9UBQ0 Vacuolar protein sorting-associated protein 29 OS=Homo sapiens GN=VPS29 PE=1 SV=1
Q96QK1 Vacuolar protein sorting-associated protein 35 OS=Homo sapiens GN=VPS35 PE=1 SV=2
O75351 Vacuolar protein sorting-associated protein 4B OS=Homo sapiens GN=VPS4B PE=1 SV=2
Q9BRG1 Vacuolar protein-sorting-associated protein 25 OS=Homo sapiens GN=VPS25 PE=1 SV=1
Q86VN1 Vacuolar protein-sorting-associated protein 36 OS=Homo sapiens GN=VPS36 PE=1 SV=1
Q96H20 Vacuolar-sorting protein SNF8 OS=Homo sapiens GN=SNF8 PE=1 SV=1
P26640 Valine--tRNA ligase OS=Homo sapiens GN=VARS PE=1 SV=4
P50552 Vasodilator-stimulated phosphoprotein OS=Homo sapiens GN=VASP PE=1 SV=3
P46459 Vesicle-fusing ATPase OS=Homo sapiens GN=NSF PE=1 SV=3
P08670 Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4
P18206 Vinculin OS=Homo sapiens GN=VCL PE=1 SV=4
P02774 Vitamin D-binding protein OS=Homo sapiens GN=GC PE=1 SV=1
P07225 Vitamin K-dependent protein S OS=Homo sapiens GN=PROS1 PE=1 SV=1
P04004 Vitronectin OS=Homo sapiens GN=VTN PE=1 SV=1
Q6PCB0 von Willebrand factor A domain-containing protein 1 OS=Homo sapiens GN=VWA1 PE=1 SV=1
O00534 von Willebrand factor A domain-containing protein 5A OS=Homo sapiens GN=VWA5A PE=2 SV=2
P38606 V-type proton ATPase catalytic subunit A OS=Homo sapiens GN=ATP6V1A PE=1 SV=2
P21281 V-type proton ATPase subunit B, brain isoform OS=Homo sapiens GN=ATP6V1B2 PE=1 SV=3
Q9Y5K8 V-type proton ATPase subunit D OS=Homo sapiens GN=ATP6V1D PE=1 SV=1
P36543 V-type proton ATPase subunit E 1 OS=Homo sapiens GN=ATP6V1E1 PE=1 SV=1
O75348 V-type proton ATPase subunit G 1 OS=Homo sapiens GN=ATP6V1G1 PE=1 SV=3
Q9UI12 V-type proton ATPase subunit H OS=Homo sapiens GN=ATP6V1H PE=1 SV=1
Q15904 V-type proton ATPase subunit S1 OS=Homo sapiens GN=ATP6AP1 PE=1 SV=2
Q14508 WAP four-disulfide core domain protein 2 OS=Homo sapiens GN=WFDC2 PE=1 SV=2
Q8IWB7 WD repeat and FYVE domain-containing protein 1 OS=Homo sapiens GN=WDFY1 PE=1 SV=1
O75083 WD repeat-containing protein 1 OS=Homo sapiens GN=WDR1 PE=1 SV=4
Q9H1Z4 WD repeat-containing protein 13 OS=Homo sapiens GN=WDR13 PE=1 SV=2
Q9NQW7 Xaa-Pro aminopeptidase 1 OS=Homo sapiens GN=XPNPEP1 PE=1 SV=3
P12955 Xaa-Pro dipeptidase OS=Homo sapiens GN=PEPD PE=1 SV=3
P47989 Xanthine dehydrogenase/oxidase OS=Homo sapiens GN=XDH PE=1 SV=4
P13010 X-ray repair cross-complementing protein 5 OS=Homo sapiens GN=XRCC5 PE=1 SV=3
O15231 Zinc finger protein 185 OS=Homo sapiens GN=ZNF185 PE=1 SV=3
P25311 Zinc-alpha-2-glycoprotein OS=Homo sapiens GN=AZGP1 PE=1 SV=2
Q96DA0 Zymogen granule protein 16 homolog B OS=Homo sapiens GN=ZG16B PE=1 SV=3



Investigation of the global protein content from healthy human tears
Authors: Marianne Dor, Simone Eperon, Yan Guex-Crosier, Mehrad Hamedani, Cindy Salvisberg, Natacha Turck.

S1 dataset: Proteins identified in experiment 1 (2 peptides, no keratins)
AC_numbe Protein names Coverage [%] # Peptides # PSMs # Unique P # Protein G# AAs MW [kDa] calc. pI Score Mascot: M# Peptides (by Search Engine): Mascot
P02788 Lactotransferrin OS=Homo sapiens GN=LTF PE=1 SV=6 79 60 3074 60 1 710 78.1 8.12 74476 60
P31025 Lipocalin-1 OS=Homo sapiens GN=LCN1 PE=1 SV=1 72 14 1252 14 1 176 19.2 5.58 15903 14
P61626 Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1 63 12 1109 12 1 148 16.5 9.16 21289 12
P02768 Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 79 54 1021 54 1 609 69.3 6.28 13928 54
P01876 Immunoglobulin heavy constant alpha 1 OS=Homo sapiens GN=IGHA1  80 21 857 13 1 353 37.6 6.51 13503 21
P0DOX2 Immunoglobulin alpha-2 heavy chain OS=Homo sapiens PE=1 SV=1 52 19 546 8 1 455 48.9 6.81 6321 19
P01833 Polymeric immunoglobulin receptor OS=Homo sapiens GN=PIGR PE=1 47 28 541 28 1 764 83.2 5.74 11198 28
P01877 Immunoglobulin heavy constant alpha 2 OS=Homo sapiens GN=IGHA2  56 14 521 2 1 340 36.6 6.27 5997 14
P12273 Prolactin-inducible protein OS=Homo sapiens GN=PIP PE=1 SV=1 70 9 505 9 1 146 16.6 8.05 10449 9
P01834 Immunoglobulin kappa constant OS=Homo sapiens GN=IGKC PE=1 SV= 86 9 389 2 1 107 11.8 6.52 7640 9
Q9GZZ8 Extracellular glycoprotein lacritin OS=Homo sapiens GN=LACRT PE=1 S 32 6 322 6 1 138 14.2 5.5 4150 6
P0DOX7 Immunoglobulin kappa light chain OS=Homo sapiens PE=1 SV=1 57 10 301 3 1 214 23.4 7.17 6958 10
P01024 Complement C3 OS=Homo sapiens GN=C3 PE=1 SV=2 49 61 262 61 1 1663 187 6.4 6131 61
P01036 Cystatin-S OS=Homo sapiens GN=CST4 PE=1 SV=3 69 10 253 7 1 141 16.2 5.02 3591 10
O75556 Mammaglobin-B OS=Homo sapiens GN=SCGB2A1 PE=1 SV=1 68 6 251 6 1 95 10.9 5.78 5129 6
P25311 Zinc-alpha-2-glycoprotein OS=Homo sapiens GN=AZGP1 PE=1 SV=2 56 19 248 19 1 298 34.2 6.05 3850 19
P01037 Cystatin-SN OS=Homo sapiens GN=CST1 PE=1 SV=3 60 9 233 6 1 141 16.4 7.21 3496 9
P98160 Basement membrane-specific heparan sulfate proteoglycan core prote      34 80 188 80 1 4391 468.5 6.51 4195 80
Q99935 Opiorphin prepropeptide OS=Homo sapiens GN=OPRPN PE=1 SV=2 16 4 175 4 1 248 27.2 10.42 2678 4
P02787 Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=3 63 40 138 40 1 698 77 7.12 3005 40
P06733 Alpha-enolase OS=Homo sapiens GN=ENO1 PE=1 SV=2 58 22 135 18 1 434 47.1 7.39 3576 22
P60709 Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 56 17 120 9 1 375 41.7 5.48 2042 17
P14618 Pyruvate kinase PKM OS=Homo sapiens GN=PKM PE=1 SV=4 58 26 106 26 1 531 57.9 7.84 2854 26
P04083 Annexin A1 OS=Homo sapiens GN=ANXA1 PE=1 SV=2 70 24 105 24 1 346 38.7 7.02 2103 24
Q7Z406 Myosin-14 OS=Homo sapiens GN=MYH14 PE=1 SV=2 33 51 102 48 1 1995 227.7 5.6 2795 51
P0DOX5 Immunoglobulin gamma-1 heavy chain OS=Homo sapiens PE=1 SV=1 39 13 95 7 1 449 49.3 8.72 1467 13
P00450 Ceruloplasmin OS=Homo sapiens GN=CP PE=1 SV=1 30 21 89 21 1 1065 122.1 5.72 1715 21
P30740 Leukocyte elastase inhibitor OS=Homo sapiens GN=SERPINB1 PE=1 SV 47 17 73 16 1 379 42.7 6.28 1572 17
P01591 Immunoglobulin J chain OS=Homo sapiens GN=JCHAIN PE=1 SV=4 59 7 72 7 1 159 18.1 5.24 1065 7
P0DMV8 Heat shock 70 kDa protein 1A OS=Homo sapiens GN=HSPA1A PE=1 SV 44 24 69 22 1 641 70 5.66 1501 24
Q06830 Peroxiredoxin-1 OS=Homo sapiens GN=PRDX1 PE=1 SV=1 66 13 67 11 1 199 22.1 8.13 979 13
Q13228 Selenium-binding protein 1 OS=Homo sapiens GN=SELENBP1 PE=1 SV= 72 24 67 24 1 472 52.4 6.37 1378 24
O43707 Alpha-actinin-4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2 43 28 65 18 1 911 104.8 5.44 1453 28
P10909 Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 32 13 61 13 1 449 52.5 6.27 977 13
Q08380 Galectin-3-binding protein OS=Homo sapiens GN=LGALS3BP PE=1 SV= 32 14 61 14 1 585 65.3 5.27 1246 14
P00352 Retinal dehydrogenase 1 OS=Homo sapiens GN=ALDH1A1 PE=1 SV=2 53 17 61 17 1 501 54.8 6.73 1137 17
P00558 Phosphoglycerate kinase 1 OS=Homo sapiens GN=PGK1 PE=1 SV=3 54 16 60 16 1 417 44.6 8.1 1255 16
P22314 Ubiquitin-like modifier-activating enzyme 1 OS=Homo sapiens GN=UBA   28 20 60 20 1 1058 117.8 5.76 1614 20
P02774 Vitamin D-binding protein OS=Homo sapiens GN=GC PE=1 SV=1 45 14 60 14 1 474 52.9 5.54 1480 14
P68104 Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1 48 14 58 8 1 462 50.1 9.01 677 14
P63104 14-3-3 protein zeta/delta OS=Homo sapiens GN=YWHAZ PE=1 SV=1 59 12 57 9 1 245 27.7 4.79 1073 12
P28838 Cytosol aminopeptidase OS=Homo sapiens GN=LAP3 PE=1 SV=3 46 16 54 16 1 519 56.1 7.93 817 16
P13639 Elongation factor 2 OS=Homo sapiens GN=EEF2 PE=1 SV=4 32 20 54 20 1 858 95.3 6.83 1151 20
P06396 Gelsolin OS=Homo sapiens GN=GSN PE=1 SV=1 33 17 54 17 1 782 85.6 6.28 1224 17
P01009 Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA1 PE=1 SV=3 48 17 53 17 1 418 46.7 5.59 905 17
P21980 Protein-glutamine gamma-glutamyltransferase 2 OS=Homo sapiens GN   42 20 53 20 1 687 77.3 5.22 1146 20
P07355 Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2 57 16 51 16 1 339 38.6 7.75 1177 16
P68032 Actin, alpha cardiac muscle 1 OS=Homo sapiens GN=ACTC1 PE=1 SV=1 30 10 50 2 1 377 42 5.39 649 10
P00738 Haptoglobin OS=Homo sapiens GN=HP PE=1 SV=1 42 11 50 11 1 406 45.2 6.58 1073 11
P07900 Heat shock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA1 PE  26 16 49 8 1 732 84.6 5.02 1219 16
Q13421 Mesothelin OS=Homo sapiens GN=MSLN PE=1 SV=2 34 14 49 14 1 630 68.9 6.38 1099 14
P07384 Calpain-1 catalytic subunit OS=Homo sapiens GN=CAPN1 PE=1 SV=1 30 20 48 20 1 714 81.8 5.67 847 20
P01871 Immunoglobulin heavy constant mu OS=Homo sapiens GN=IGHM PE=  47 13 48 3 1 453 49.4 6.77 891 13
O95968 Secretoglobin family 1D member 1 OS=Homo sapiens GN=SCGB1D1 PE  24 5 48 5 1 90 9.9 9.25 528 5
P02790 Hemopexin OS=Homo sapiens GN=HPX PE=1 SV=2 47 15 47 15 1 462 51.6 7.02 571 15
P68371 Tubulin beta-4B chain OS=Homo sapiens GN=TUBB4B PE=1 SV=1 60 20 47 3 1 445 49.8 4.89 692 20
P22079 Lactoperoxidase OS=Homo sapiens GN=LPO PE=1 SV=2 34 17 46 17 1 712 80.2 8.62 872 17
P50395 Rab GDP dissociation inhibitor beta OS=Homo sapiens GN=GDI2 PE=1 44 17 46 10 1 445 50.6 6.47 1019 17
P07437 Tubulin beta chain OS=Homo sapiens GN=TUBB PE=1 SV=2 54 19 46 2 1 444 49.6 4.89 655 19
P31947 14-3-3 protein sigma OS=Homo sapiens GN=SFN PE=1 SV=1 60 12 45 9 1 248 27.8 4.74 563 12
P07737 Profilin-1 OS=Homo sapiens GN=PFN1 PE=1 SV=2 49 7 45 7 1 140 15 8.27 793 7
P13489 Ribonuclease inhibitor OS=Homo sapiens GN=RNH1 PE=1 SV=2 67 18 45 18 1 461 49.9 4.82 1359 18
Q9UGM3 Deleted in malignant brain tumors 1 protein OS=Homo sapiens GN=DM   31 15 44 15 1 2413 260.6 5.44 1376 15
Q01469 Fatty acid-binding protein, epidermal OS=Homo sapiens GN=FABP5 PE  65 9 44 9 1 135 15.2 7.01 969 9
P04075 Fructose-bisphosphate aldolase A OS=Homo sapiens GN=ALDOA PE=1 34 10 44 10 1 364 39.4 8.09 807 10
P09211 Glutathione S-transferase P OS=Homo sapiens GN=GSTP1 PE=1 SV=2 61 12 43 12 1 210 23.3 5.64 1045 12
P60174 Triosephosphate isomerase OS=Homo sapiens GN=TPI1 PE=1 SV=3 61 13 43 13 1 286 30.8 5.92 1066 13
P04406 Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens GN=G   43 9 42 9 1 335 36 8.46 976 9
P55072 Transitional endoplasmic reticulum ATPase OS=Homo sapiens GN=VCP  31 17 42 17 1 806 89.3 5.26 896 17
P0C0L4 Complement C4-A OS=Homo sapiens GN=C4A PE=1 SV=2 19 19 41 19 1 1744 192.7 7.08 887 19
P55786 Puromycin-sensitive aminopeptidase OS=Homo sapiens GN=NPEPPS P  26 18 41 18 1 919 103.2 5.72 1122 18
P31946 14-3-3 protein beta/alpha OS=Homo sapiens GN=YWHAB PE=1 SV=3 54 11 40 6 1 246 28.1 4.83 675 11
P47895 Aldehyde dehydrogenase family 1 member A3 OS=Homo sapiens GN=   44 16 40 16 1 512 56.1 7.25 834 16
P11216 Glycogen phosphorylase, brain form OS=Homo sapiens GN=PYGB PE=  35 22 40 17 1 843 96.6 6.86 731 22
P00338 L-lactate dehydrogenase A chain OS=Homo sapiens GN=LDHA PE=1 SV 39 13 40 12 1 332 36.7 8.27 923 13
P30044 Peroxiredoxin-5, mitochondrial OS=Homo sapiens GN=PRDX5 PE=1 SV 49 10 40 10 1 214 22.1 8.7 617 10
P68366 Tubulin alpha-4A chain OS=Homo sapiens GN=TUBA4A PE=1 SV=1 45 13 40 6 1 448 49.9 5.06 827 13
P04792 Heat shock protein beta-1 OS=Homo sapiens GN=HSPB1 PE=1 SV=2 73 9 39 9 1 205 22.8 6.4 793 9
P80188 Neutrophil gelatinase-associated lipocalin OS=Homo sapiens GN=LCN2  59 9 39 9 1 198 22.6 8.91 716 9
Q16378 Proline-rich protein 4 OS=Homo sapiens GN=PRR4 PE=1 SV=3 21 3 39 3 1 134 15.1 7.06 199 3
P01023 Alpha-2-macroglobulin OS=Homo sapiens GN=A2M PE=1 SV=3 17 16 38 16 1 1474 163.2 6.46 895 16
P08238 Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSP90AB1 PE=  26 15 38 6 1 724 83.2 5.03 718 15
P01859 Immunoglobulin heavy constant gamma 2 OS=Homo sapiens GN=IGHG   33 7 38 2 1 326 35.9 7.59 491 7
P35579 Myosin-9 OS=Homo sapiens GN=MYH9 PE=1 SV=4 16 23 38 20 1 1960 226.4 5.6 814 23
P26447 Protein S100-A4 OS=Homo sapiens GN=S100A4 PE=1 SV=1 44 6 38 6 1 101 11.7 6.11 288 6
Q9BVA1 Tubulin beta-2B chain OS=Homo sapiens GN=TUBB2B PE=1 SV=1 40 15 38 2 1 445 49.9 4.89 449 15
P17655 Calpain-2 catalytic subunit OS=Homo sapiens GN=CAPN2 PE=1 SV=6 23 11 37 11 1 700 79.9 4.98 689 11
P15311 Ezrin OS=Homo sapiens GN=EZR PE=1 SV=4 23 13 37 13 1 586 69.4 6.27 646 13
Q9BQE3 Tubulin alpha-1C chain OS=Homo sapiens GN=TUBA1C PE=1 SV=1 44 14 37 7 1 449 49.9 5.1 646 14
Q14515 SPARC-like protein 1 OS=Homo sapiens GN=SPARCL1 PE=1 SV=2 25 11 36 11 1 664 75.2 4.81 448 11
P30838 Aldehyde dehydrogenase, dimeric NADP-preferring OS=Homo sapiens   29 11 35 11 1 453 50.4 6.54 606 11
Q00610 Clathrin heavy chain 1 OS=Homo sapiens GN=CLTC PE=1 SV=5 20 24 35 24 1 1675 191.5 5.69 703 24
P11142 Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 28 14 35 12 1 646 70.9 5.52 858 14
Q6XQN6 Nicotinate phosphoribosyltransferase OS=Homo sapiens GN=NAPRT P  43 15 35 15 1 538 57.5 5.68 951 15
P27348 14-3-3 protein theta OS=Homo sapiens GN=YWHAQ PE=1 SV=1 43 9 34 5 1 245 27.7 4.78 524 9
Q8WUM4 Programmed cell death 6-interacting protein OS=Homo sapiens GN=P   32 20 34 20 1 868 96 6.52 921 20
P37802 Transgelin-2 OS=Homo sapiens GN=TAGLN2 PE=1 SV=3 57 9 34 9 1 199 22.4 8.25 755 9
P06737 Glycogen phosphorylase, liver form OS=Homo sapiens GN=PYGL PE=1 28 19 33 14 1 847 97.1 7.17 555 19
P01861 Immunoglobulin heavy constant gamma 4 OS=Homo sapiens GN=IGHG   34 7 33 3 1 327 35.9 7.36 533 7
P01764 Immunoglobulin heavy variable 3-23 OS=Homo sapiens GN=IGHV3-23  38 4 33 3 1 117 12.6 8.28 618 4
P46940 Ras GTPase-activating-like protein IQGAP1 OS=Homo sapiens GN=IQG   20 23 33 23 1 1657 189.1 6.48 667 23
P02765 Alpha-2-HS-glycoprotein OS=Homo sapiens GN=AHSG PE=1 SV=1 24 5 32 5 1 367 39.3 5.72 867 5
P02647 Apolipoprotein A-I OS=Homo sapiens GN=APOA1 PE=1 SV=1 49 14 32 14 1 267 30.8 5.76 442 14
Q86VP6 Cullin-associated NEDD8-dissociated protein 1 OS=Homo sapiens GN=   17 15 32 15 1 1230 136.3 5.78 651 15
P01860 Immunoglobulin heavy constant gamma 3 OS=Homo sapiens GN=IGHG   38 11 32 5 1 377 41.3 7.9 450 11
P07858 Cathepsin B OS=Homo sapiens GN=CTSB PE=1 SV=3 44 10 31 10 1 339 37.8 6.3 625 10
P52209 6-phosphogluconate dehydrogenase, decarboxylating OS=Homo sapie    40 14 30 14 1 483 53.1 7.23 710 14
P62937 Peptidyl-prolyl cis-trans isomerase A OS=Homo sapiens GN=PPIA PE=1 50 9 30 9 1 165 18 7.81 597 9
P14550 Alcohol dehydrogenase [NADP(+)] OS=Homo sapiens GN=AKR1A1 PE=  52 11 29 11 1 325 36.6 6.79 524 11
O95834 Echinoderm microtubule-associated protein-like 2 OS=Homo sapiens G   29 13 29 13 1 649 70.6 6.32 640 13
O75874 Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=I   25 9 29 9 1 414 46.6 7.01 497 9
P31150 Rab GDP dissociation inhibitor alpha OS=Homo sapiens GN=GDI1 PE=1 28 10 29 3 1 447 50.6 5.14 595 10



P20061 Transcobalamin-1 OS=Homo sapiens GN=TCN1 PE=1 SV=2 24 7 29 7 1 433 48.2 5.03 990 7
P30085 UMP-CMP kinase OS=Homo sapiens GN=CMPK1 PE=1 SV=3 44 9 29 9 1 196 22.2 5.57 441 9
P61981 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 33 6 28 2 1 247 28.3 4.89 322 6
P17931 Galectin-3 OS=Homo sapiens GN=LGALS3 PE=1 SV=5 22 5 28 5 1 250 26.1 8.56 437 5
P80303 Nucleobindin-2 OS=Homo sapiens GN=NUCB2 PE=1 SV=2 38 13 28 13 1 420 50.2 5.12 600 13
P29401 Transketolase OS=Homo sapiens GN=TKT PE=1 SV=3 27 10 28 10 1 623 67.8 7.66 599 10
Q04917 14-3-3 protein eta OS=Homo sapiens GN=YWHAH PE=1 SV=4 22 5 27 2 1 246 28.2 4.84 378 5
P31939 Bifunctional purine biosynthesis protein PURH OS=Homo sapiens GN=   32 13 27 13 1 592 64.6 6.71 387 13
Q96KP4 Cytosolic non-specific dipeptidase OS=Homo sapiens GN=CNDP2 PE=1 42 14 27 14 1 475 52.8 5.97 686 14
P30041 Peroxiredoxin-6 OS=Homo sapiens GN=PRDX6 PE=1 SV=3 70 12 27 12 1 224 25 6.38 528 12
Q14204 Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 P  7 21 26 21 1 4646 532.1 6.4 533 21
P09467 Fructose-1,6-bisphosphatase 1 OS=Homo sapiens GN=FBP1 PE=1 SV=5 40 10 26 9 1 338 36.8 6.99 720 10
P14555 Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2   34 4 26 4 1 144 16.1 9.23 709 4
P55058 Phospholipid transfer protein OS=Homo sapiens GN=PLTP PE=1 SV=1 18 7 26 7 1 493 54.7 7.01 624 7
P31949 Protein S100-A11 OS=Homo sapiens GN=S100A11 PE=1 SV=2 47 5 26 5 1 105 11.7 7.12 397 5
O75083 WD repeat-containing protein 1 OS=Homo sapiens GN=WDR1 PE=1 SV 38 13 26 13 1 606 66.2 6.65 556 13
P62258 14-3-3 protein epsilon OS=Homo sapiens GN=YWHAE PE=1 SV=1 23 5 25 3 1 255 29.2 4.74 350 5
Q05639 Elongation factor 1-alpha 2 OS=Homo sapiens GN=EEF1A2 PE=1 SV=1 26 8 25 2 1 463 50.4 9.03 323 8
Q9Y5Z4 Heme-binding protein 2 OS=Homo sapiens GN=HEBP2 PE=1 SV=1 28 5 25 5 1 205 22.9 4.63 610 5
P32119 Peroxiredoxin-2 OS=Homo sapiens GN=PRDX2 PE=1 SV=5 38 7 25 6 1 198 21.9 5.97 536 7
P07741 Adenine phosphoribosyltransferase OS=Homo sapiens GN=APRT PE=1 58 9 24 9 1 180 19.6 6.02 492 9
Q01518 Adenylyl cyclase-associated protein 1 OS=Homo sapiens GN=CAP1 PE=  30 9 24 9 1 475 51.9 8.06 520 9
P52895 Aldo-keto reductase family 1 member C2 OS=Homo sapiens GN=AKR1   39 8 24 7 1 323 36.7 7.49 367 8
P08603 Complement factor H OS=Homo sapiens GN=CFH PE=1 SV=4 16 12 24 11 1 1231 139 6.61 516 12
P78371 T-complex protein 1 subunit beta OS=Homo sapiens GN=CCT2 PE=1 SV 33 11 24 11 1 535 57.5 6.46 444 11
P21281 V-type proton ATPase subunit B, brain isoform OS=Homo sapiens GN=   18 7 24 7 1 511 56.5 5.81 508 7
Q9H4A4 Aminopeptidase B OS=Homo sapiens GN=RNPEP PE=1 SV=2 29 14 23 14 1 650 72.5 5.74 446 14
P21964 Catechol O-methyltransferase OS=Homo sapiens GN=COMT PE=1 SV= 50 9 23 9 1 271 30 5.47 409 9
P23528 Cofilin-1 OS=Homo sapiens GN=CFL1 PE=1 SV=3 57 7 23 7 1 166 18.5 8.09 545 7
P01034 Cystatin-C OS=Homo sapiens GN=CST3 PE=1 SV=1 57 7 23 7 1 146 15.8 8.75 510 7
P06744 Glucose-6-phosphate isomerase OS=Homo sapiens GN=GPI PE=1 SV=4 18 7 23 7 1 558 63.1 8.32 700 7
P43490 Nicotinamide phosphoribosyltransferase OS=Homo sapiens GN=NAMP   36 12 23 12 1 491 55.5 7.15 400 12
Q06323 Proteasome activator complex subunit 1 OS=Homo sapiens GN=PSME   46 10 23 10 1 249 28.7 6.02 484 10
O95361 Tripartite motif-containing protein 16 OS=Homo sapiens GN=TRIM16 P  25 11 23 11 1 564 63.9 5.49 461 11
P11413 Glucose-6-phosphate 1-dehydrogenase OS=Homo sapiens GN=G6PD P  29 11 22 11 1 515 59.2 6.84 347 11
P06331 Immunoglobulin heavy variable 4-34 OS=Homo sapiens GN=IGHV4-34  37 3 22 3 1 123 13.8 9.33 540 3
P80748 Immunoglobulin lambda variable 3-21 OS=Homo sapiens GN=IGLV3-21  39 2 22 2 1 117 12.4 5.29 786 2
P06703 Protein S100-A6 OS=Homo sapiens GN=S100A6 PE=1 SV=1 30 4 22 4 1 90 10.2 5.48 268 4
P17858 ATP-dependent 6-phosphofructokinase, liver type OS=Homo sapiens G   23 11 21 10 1 780 85 7.5 461 11
P07339 Cathepsin D OS=Homo sapiens GN=CTSD PE=1 SV=1 33 9 21 9 1 412 44.5 6.54 339 9
P02675 Fibrinogen beta chain OS=Homo sapiens GN=FGB PE=1 SV=2 36 12 21 12 1 491 55.9 8.27 546 12
P48637 Glutathione synthetase OS=Homo sapiens GN=GSS PE=1 SV=1 23 8 21 8 1 474 52.4 5.92 580 8
P30153 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A       26 11 21 11 1 589 65.3 5.11 478 11
P40394 Alcohol dehydrogenase class 4 mu/sigma chain OS=Homo sapiens GN=   28 7 20 7 1 386 41.5 7.85 540 7
P12429 Annexin A3 OS=Homo sapiens GN=ANXA3 PE=1 SV=3 33 10 20 10 1 323 36.4 5.92 409 10
Q06210 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1 OS     24 13 20 13 1 699 78.8 7.11 477 13
Q02818 Nucleobindin-1 OS=Homo sapiens GN=NUCB1 PE=1 SV=4 19 7 20 7 1 461 53.8 5.25 312 7
O60664 Perilipin-3 OS=Homo sapiens GN=PLIN3 PE=1 SV=3 46 12 20 12 1 434 47 5.44 464 12
P18669 Phosphoglycerate mutase 1 OS=Homo sapiens GN=PGAM1 PE=1 SV=2 42 8 20 8 1 254 28.8 7.18 332 8
P02763 Alpha-1-acid glycoprotein 1 OS=Homo sapiens GN=ORM1 PE=1 SV=1 28 5 19 3 1 201 23.5 5.02 442 5
P30043 Flavin reductase (NADPH) OS=Homo sapiens GN=BLVRB PE=1 SV=3 56 8 19 8 1 206 22.1 7.65 448 8
A0A0C4DH Immunoglobulin kappa variable 3D-20 OS=Homo sapiens GN=IGKV3D-   28 3 19 3 1 116 12.5 4.59 622 3
P09960 Leukotriene A-4 hydrolase OS=Homo sapiens GN=LTA4H PE=1 SV=2 30 12 19 12 1 611 69.2 6.18 486 12
O00151 PDZ and LIM domain protein 1 OS=Homo sapiens GN=PDLIM1 PE=1 SV 47 10 19 10 1 329 36 7.02 349 10
P36871 Phosphoglucomutase-1 OS=Homo sapiens GN=PGM1 PE=1 SV=3 28 12 19 12 1 562 61.4 6.76 328 12
P07602 Prosaposin OS=Homo sapiens GN=PSAP PE=1 SV=2 27 9 19 9 1 524 58.1 5.17 419 9
Q9UL46 Proteasome activator complex subunit 2 OS=Homo sapiens GN=PSME   48 8 19 8 1 239 27.4 5.73 608 8
P00441 Superoxide dismutase [Cu-Zn] OS=Homo sapiens GN=SOD1 PE=1 SV=2 64 4 19 4 1 154 15.9 6.13 260 4
P01011 Alpha-1-antichymotrypsin OS=Homo sapiens GN=SERPINA3 PE=1 SV=2 21 8 18 8 1 423 47.6 5.52 437 8
P00966 Argininosuccinate synthase OS=Homo sapiens GN=ASS1 PE=1 SV=2 37 9 18 9 1 412 46.5 8.02 319 9
Q01813 ATP-dependent 6-phosphofructokinase, platelet type OS=Homo sapien    18 11 18 10 1 784 85.5 7.55 408 11
Q562R1 Beta-actin-like protein 2 OS=Homo sapiens GN=ACTBL2 PE=1 SV=2 16 5 18 2 1 376 42 5.59 286 5
Q15782 Chitinase-3-like protein 2 OS=Homo sapiens GN=CHI3L2 PE=1 SV=1 27 8 18 8 1 390 43.5 7.53 349 8
Q9NY33 Dipeptidyl peptidase 3 OS=Homo sapiens GN=DPP3 PE=1 SV=2 23 10 18 10 1 737 82.5 5.1 691 10
P30086 Phosphatidylethanolamine-binding protein 1 OS=Homo sapiens GN=P   64 7 18 7 1 187 21 7.53 586 7
P25815 Protein S100-P OS=Homo sapiens GN=S100P PE=1 SV=2 42 3 18 3 1 95 10.4 4.88 339 3
P36952 Serpin B5 OS=Homo sapiens GN=SERPINB5 PE=1 SV=2 48 12 18 12 1 375 42.1 6.05 519 12
P02749 Beta-2-glycoprotein 1 OS=Homo sapiens GN=APOH PE=1 SV=3 37 7 17 7 1 345 38.3 7.97 353 7
P53621 Coatomer subunit alpha OS=Homo sapiens GN=COPA PE=1 SV=2 11 9 17 9 1 1224 138.3 7.66 425 9
Q9UBG3 Cornulin OS=Homo sapiens GN=CRNN PE=1 SV=1 20 6 17 6 1 495 53.5 6.1 374 6
O43175 D-3-phosphoglycerate dehydrogenase OS=Homo sapiens GN=PHGDH  20 8 17 8 1 533 56.6 6.71 468 8
P13797 Plastin-3 OS=Homo sapiens GN=PLS3 PE=1 SV=4 26 12 17 7 1 630 70.8 5.6 313 12
P61158 Actin-related protein 3 OS=Homo sapiens GN=ACTR3 PE=1 SV=3 30 10 16 10 1 418 47.3 5.88 290 10
P08758 Annexin A5 OS=Homo sapiens GN=ANXA5 PE=1 SV=2 21 7 16 7 1 320 35.9 5.05 228 7
P01008 Antithrombin-III OS=Homo sapiens GN=SERPINC1 PE=1 SV=1 19 7 16 7 1 464 52.6 6.71 253 7
P02671 Fibrinogen alpha chain OS=Homo sapiens GN=FGA PE=1 SV=2 13 8 16 8 1 866 94.9 6.01 225 8
Q15181 Inorganic pyrophosphatase OS=Homo sapiens GN=PPA1 PE=1 SV=2 40 7 16 7 1 289 32.6 5.86 297 7
P48147 Prolyl endopeptidase OS=Homo sapiens GN=PREP PE=1 SV=2 20 10 16 10 1 710 80.6 5.86 371 10
P62140 Serine/threonine-protein phosphatase PP1-beta catalytic subunit OS=     29 7 16 2 1 327 37.2 6.19 261 7
P07108 Acyl-CoA-binding protein OS=Homo sapiens GN=DBI PE=1 SV=2 57 5 15 5 1 87 10 6.57 301 5
P42330 Aldo-keto reductase family 1 member C3 OS=Homo sapiens GN=AKR1   20 5 15 4 1 323 36.8 7.94 433 5
P19652 Alpha-1-acid glycoprotein 2 OS=Homo sapiens GN=ORM2 PE=1 SV=2 29 6 15 4 1 201 23.6 5.11 308 6
P04217 Alpha-1B-glycoprotein OS=Homo sapiens GN=A1BG PE=1 SV=4 21 6 15 6 1 495 54.2 5.86 389 6
P00751 Complement factor B OS=Homo sapiens GN=CFB PE=1 SV=2 13 6 15 6 1 764 85.5 7.06 164 6
P07203 Glutathione peroxidase 1 OS=Homo sapiens GN=GPX1 PE=1 SV=4 47 7 15 7 1 203 22.1 6.55 213 7
Q86YZ3 Hornerin OS=Homo sapiens GN=HRNR PE=1 SV=2 14 5 15 5 1 2850 282.2 10.04 146 5
P40121 Macrophage-capping protein OS=Homo sapiens GN=CAPG PE=1 SV=2 22 4 15 4 1 348 38.5 6.19 250 4
P08571 Monocyte differentiation antigen CD14 OS=Homo sapiens GN=CD14 P  29 5 15 5 1 375 40.1 6.23 263 5
P60660 Myosin light polypeptide 6 OS=Homo sapiens GN=MYL6 PE=1 SV=2 34 5 15 5 1 151 16.9 4.65 397 5
P07237 Protein disulfide-isomerase OS=Homo sapiens GN=P4HB PE=1 SV=3 23 8 15 8 1 508 57.1 4.87 274 8
P10599 Thioredoxin OS=Homo sapiens GN=TXN PE=1 SV=3 51 6 15 6 1 105 11.7 4.92 155 6
Q15631 Translin OS=Homo sapiens GN=TSN PE=1 SV=1 38 6 15 6 1 228 26.2 6.44 201 6
Q14376 UDP-glucose 4-epimerase OS=Homo sapiens GN=GALE PE=1 SV=2 35 8 15 8 1 348 38.3 6.73 370 8
Q16851 UTP--glucose-1-phosphate uridylyltransferase OS=Homo sapiens GN=U   17 6 15 6 1 508 56.9 8.15 476 6
Q96DA0 Zymogen granule protein 16 homolog B OS=Homo sapiens GN=ZG16B  26 5 15 5 1 208 22.7 7.39 464 5
O43242 26S proteasome non-ATPase regulatory subunit 3 OS=Homo sapiens G   13 5 14 5 1 534 60.9 8.44 178 5
P55263 Adenosine kinase OS=Homo sapiens GN=ADK PE=1 SV=2 25 6 14 6 1 362 40.5 6.7 258 6
P04080 Cystatin-B OS=Homo sapiens GN=CSTB PE=1 SV=2 46 3 14 3 1 98 11.1 7.56 344 3
P49902 Cytosolic purine 5'-nucleotidase OS=Homo sapiens GN=NT5C2 PE=1 SV 16 5 14 5 1 561 64.9 6.14 159 5
P60842 Eukaryotic initiation factor 4A-I OS=Homo sapiens GN=EIF4A1 PE=1 SV 24 7 14 7 1 406 46.1 5.48 202 7
P49327 Fatty acid synthase OS=Homo sapiens GN=FASN PE=1 SV=3 8 12 14 12 1 2511 273.3 6.44 141 12
P46926 Glucosamine-6-phosphate isomerase 1 OS=Homo sapiens GN=GNPDA   31 6 14 6 1 289 32.6 6.92 224 6
P34932 Heat shock 70 kDa protein 4 OS=Homo sapiens GN=HSPA4 PE=1 SV=4 14 8 14 8 1 840 94.3 5.19 560 8
P01042 Kininogen-1 OS=Homo sapiens GN=KNG1 PE=1 SV=2 10 5 14 5 1 644 71.9 6.81 326 5
P22392 Nucleoside diphosphate kinase B OS=Homo sapiens GN=NME2 PE=1 S 48 5 14 5 1 152 17.3 8.41 200 5
Q96G03 Phosphoglucomutase-2 OS=Homo sapiens GN=PGM2 PE=1 SV=4 17 8 14 8 1 612 68.2 6.73 245 8
P43034 Platelet-activating factor acetylhydrolase IB subunit alpha OS=Homo sa    26 8 14 8 1 410 46.6 7.37 354 8
P25789 Proteasome subunit alpha type-4 OS=Homo sapiens GN=PSMA4 PE=1 39 6 14 6 1 261 29.5 7.72 395 6
P06702 Protein S100-A9 OS=Homo sapiens GN=S100A9 PE=1 SV=1 47 5 14 5 1 114 13.2 6.13 192 5
P49591 Serine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=SARS PE=1 SV= 15 7 14 7 1 514 58.7 6.43 251 7
P61586 Transforming protein RhoA OS=Homo sapiens GN=RHOA PE=1 SV=1 39 5 14 2 1 193 21.8 6.1 358 5
O75351 Vacuolar protein sorting-associated protein 4B OS=Homo sapiens GN=   19 6 14 6 1 444 49.3 7.23 151 6
O15231 Zinc finger protein 185 OS=Homo sapiens GN=ZNF185 PE=1 SV=3 16 6 14 6 1 689 73.5 7.01 207 6
O15144 Actin-related protein 2/3 complex subunit 2 OS=Homo sapiens GN=AR   27 7 13 7 1 300 34.3 7.36 122 7
P00326 Alcohol dehydrogenase 1C OS=Homo sapiens GN=ADH1C PE=1 SV=2 32 8 13 8 1 375 39.8 8.29 310 8
O00299 Chloride intracellular channel protein 1 OS=Homo sapiens GN=CLIC1 P  33 6 13 6 1 241 26.9 5.17 172 6
Q9HC38 Glyoxalase domain-containing protein 4 OS=Homo sapiens GN=GLOD4  29 6 13 6 1 313 34.8 5.6 468 6



P49773 Histidine triad nucleotide-binding protein 1 OS=Homo sapiens GN=HIN   71 4 13 4 1 126 13.8 6.95 103 4
Q14974 Importin subunit beta-1 OS=Homo sapiens GN=KPNB1 PE=1 SV=2 12 8 13 8 1 876 97.1 4.78 228 8
Q14764 Major vault protein OS=Homo sapiens GN=MVP PE=1 SV=4 13 7 13 7 1 893 99.3 5.48 156 7
P00747 Plasminogen OS=Homo sapiens GN=PLG PE=1 SV=2 13 6 13 6 1 810 90.5 7.24 175 6
P25787 Proteasome subunit alpha type-2 OS=Homo sapiens GN=PSMA2 PE=1 38 6 13 6 1 234 25.9 7.43 254 6
Q8TE77 Protein phosphatase Slingshot homolog 3 OS=Homo sapiens GN=SSH3  20 8 13 8 1 659 73 5.3 301 8
P05109 Protein S100-A8 OS=Homo sapiens GN=S100A8 PE=1 SV=1 32 4 13 4 1 93 10.8 7.03 155 4
Q99497 Protein/nucleic acid deglycase DJ-1 OS=Homo sapiens GN=PARK7 PE=  51 6 13 6 1 189 19.9 6.79 405 6
Q8N474 Secreted frizzled-related protein 1 OS=Homo sapiens GN=SFRP1 PE=1 23 5 13 5 1 314 35.4 8.85 119 5
Q9UBC9 Small proline-rich protein 3 OS=Homo sapiens GN=SPRR3 PE=1 SV=2 80 8 13 8 1 169 18.1 8.57 160 8
O00391 Sulfhydryl oxidase 1 OS=Homo sapiens GN=QSOX1 PE=1 SV=3 20 10 13 10 1 747 82.5 8.92 214 10
Q9Y490 Talin-1 OS=Homo sapiens GN=TLN1 PE=1 SV=3 6 9 13 9 1 2541 269.6 6.07 328 9
P49368 T-complex protein 1 subunit gamma OS=Homo sapiens GN=CCT3 PE=1 21 9 13 9 1 545 60.5 6.49 425 9
P40227 T-complex protein 1 subunit zeta OS=Homo sapiens GN=CCT6A PE=1 S 19 7 13 7 1 531 58 6.68 312 7
Q16881 Thioredoxin reductase 1, cytoplasmic OS=Homo sapiens GN=TXNRD1  21 9 13 9 1 649 70.9 7.39 288 9
Q3LXA3 Triokinase/FMN cyclase OS=Homo sapiens GN=TKFC PE=1 SV=2 11 5 13 5 1 575 58.9 7.49 243 5
P13798 Acylamino-acid-releasing enzyme OS=Homo sapiens GN=APEH PE=1 S 11 6 12 6 1 732 81.2 5.48 283 6
P00568 Adenylate kinase isoenzyme 1 OS=Homo sapiens GN=AK1 PE=1 SV=3 37 5 12 5 1 194 21.6 8.63 170 5
P30520 Adenylosuccinate synthetase isozyme 2 OS=Homo sapiens GN=ADSS P  23 9 12 9 1 456 50.1 6.55 161 9
P61204 ADP-ribosylation factor 3 OS=Homo sapiens GN=ARF3 PE=1 SV=2 35 5 12 3 1 181 20.6 7.43 251 5
P54920 Alpha-soluble NSF attachment protein OS=Homo sapiens GN=NAPA PE  33 6 12 6 1 295 33.2 5.36 211 6
P03973 Antileukoproteinase OS=Homo sapiens GN=SLPI PE=1 SV=2 47 4 12 4 1 132 14.3 8.75 147 4
P04632 Calpain small subunit 1 OS=Homo sapiens GN=CAPNS1 PE=1 SV=1 34 6 12 5 1 268 28.3 5.2 280 6
Q9Y678 Coatomer subunit gamma-1 OS=Homo sapiens GN=COPG1 PE=1 SV=1 10 7 12 7 1 874 97.7 5.47 313 7
P58107 Epiplakin OS=Homo sapiens GN=EPPK1 PE=1 SV=2 9 7 12 7 1 5090 555.3 5.6 204 7
Q9UBQ7 Glyoxylate reductase/hydroxypyruvate reductase OS=Homo sapiens G   25 5 12 5 1 328 35.6 7.39 398 5
P28799 Granulins OS=Homo sapiens GN=GRN PE=1 SV=2 19 7 12 7 1 593 63.5 6.83 179 7
P0DOX3 Immunoglobulin delta heavy chain OS=Homo sapiens PE=1 SV=1 20 6 12 6 1 512 56.2 8.02 119 6
P07476 Involucrin OS=Homo sapiens GN=IVL PE=1 SV=2 20 8 12 8 1 585 68.4 4.61 179 8
Q13162 Peroxiredoxin-4 OS=Homo sapiens GN=PRDX4 PE=1 SV=1 40 7 12 6 1 271 30.5 6.29 179 7
P36955 Pigment epithelium-derived factor OS=Homo sapiens GN=SERPINF1 PE  25 7 12 7 1 418 46.3 6.38 332 7
P05120 Plasminogen activator inhibitor 2 OS=Homo sapiens GN=SERPINB2 PE=  20 6 12 6 1 415 46.6 5.63 395 6
Q14651 Plastin-1 OS=Homo sapiens GN=PLS1 PE=1 SV=2 17 8 12 3 1 629 70.2 5.41 272 8
P25786 Proteasome subunit alpha type-1 OS=Homo sapiens GN=PSMA1 PE=1 22 4 12 4 1 263 29.5 6.61 134 4
P00734 Prothrombin OS=Homo sapiens GN=F2 PE=1 SV=2 23 8 12 8 1 622 70 5.9 226 8
Q08257 Quinone oxidoreductase OS=Homo sapiens GN=CRYZ PE=1 SV=1 31 6 12 6 1 329 35.2 8.44 171 6
P46459 Vesicle-fusing ATPase OS=Homo sapiens GN=NSF PE=1 SV=3 12 7 12 7 1 744 82.5 6.95 269 7
P18206 Vinculin OS=Homo sapiens GN=VCL PE=1 SV=4 10 8 12 8 1 1134 123.7 5.66 203 8
P61313 60S ribosomal protein L15 OS=Homo sapiens GN=RPL15 PE=1 SV=2 9 2 11 2 1 204 24.1 11.62 144 2
Q9Y6U3 Adseverin OS=Homo sapiens GN=SCIN PE=1 SV=4 22 8 11 8 1 715 80.4 5.71 196 8
P11586 C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens GN=MT   14 9 11 9 1 935 101.5 7.3 217 9
P17812 CTP synthase 1 OS=Homo sapiens GN=CTPS1 PE=1 SV=2 18 8 11 7 1 591 66.6 6.46 302 8
P21399 Cytoplasmic aconitate hydratase OS=Homo sapiens GN=ACO1 PE=1 SV 11 6 11 6 1 889 98.3 6.68 238 6
Q7Z6Z7 E3 ubiquitin-protein ligase HUWE1 OS=Homo sapiens GN=HUWE1 PE=  3 9 11 9 1 4374 481.6 5.22 250 9
Q8TE68 Epidermal growth factor receptor kinase substrate 8-like protein 1 OS=     11 7 11 7 1 723 80.2 6.04 155 7
O14980 Exportin-1 OS=Homo sapiens GN=XPO1 PE=1 SV=1 10 8 11 8 1 1071 123.3 6.06 223 8
P15104 Glutamine synthetase OS=Homo sapiens GN=GLUL PE=1 SV=4 17 5 11 5 1 373 42 6.89 250 5
P22352 Glutathione peroxidase 3 OS=Homo sapiens GN=GPX3 PE=1 SV=2 29 5 11 5 1 226 25.5 8.13 295 5
Q8NBJ4 Golgi membrane protein 1 OS=Homo sapiens GN=GOLM1 PE=1 SV=1 27 7 11 7 1 401 45.3 4.97 274 7
P62826 GTP-binding nuclear protein Ran OS=Homo sapiens GN=RAN PE=1 SV= 15 3 11 3 1 216 24.4 7.49 184 3
P04196 Histidine-rich glycoprotein OS=Homo sapiens GN=HRG PE=1 SV=1 14 6 11 6 1 525 59.5 7.5 215 6
P18510 Interleukin-1 receptor antagonist protein OS=Homo sapiens GN=IL1RN  25 3 11 3 1 177 20 6.19 288 3
P02750 Leucine-rich alpha-2-glycoprotein OS=Homo sapiens GN=LRG1 PE=1 SV 25 5 11 5 1 347 38.2 6.95 239 5
P34949 Mannose-6-phosphate isomerase OS=Homo sapiens GN=MPI PE=1 SV 23 5 11 5 1 423 46.6 5.95 153 5
P01033 Metalloproteinase inhibitor 1 OS=Homo sapiens GN=TIMP1 PE=1 SV=1 32 4 11 4 1 207 23.2 8.1 303 4
P98088 Mucin-5AC OS=Homo sapiens GN=MUC5AC PE=1 SV=4 4 9 11 9 1 5654 585.2 7.02 249 9
Q96TA1 Niban-like protein 1 OS=Homo sapiens GN=FAM129B PE=1 SV=3 18 8 11 8 1 746 84.1 6.19 88 8
P05155 Plasma protease C1 inhibitor OS=Homo sapiens GN=SERPING1 PE=1 SV 15 7 11 7 1 500 55.1 6.55 105 7
P34896 Serine hydroxymethyltransferase, cytosolic OS=Homo sapiens GN=SHM   23 9 11 9 1 483 53 7.71 314 9
P17987 T-complex protein 1 subunit alpha OS=Homo sapiens GN=TCP1 PE=1 S 15 7 11 7 1 556 60.3 6.11 163 7
P48643 T-complex protein 1 subunit epsilon OS=Homo sapiens GN=CCT5 PE=1 21 7 11 6 1 541 59.6 5.66 327 7
Q9BRA2 Thioredoxin domain-containing protein 17 OS=Homo sapiens GN=TXN   47 4 11 4 1 123 13.9 5.52 93 4
P45974 Ubiquitin carboxyl-terminal hydrolase 5 OS=Homo sapiens GN=USP5 P  14 8 11 8 1 858 95.7 5.03 208 8
P47989 Xanthine dehydrogenase/oxidase OS=Homo sapiens GN=XDH PE=1 SV 7 7 11 7 1 1333 146.3 7.66 226 7
P11021 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 S 15 7 10 6 1 654 72.3 5.16 168 7
P23526 Adenosylhomocysteinase OS=Homo sapiens GN=AHCY PE=1 SV=4 16 5 10 5 1 432 47.7 6.34 287 5
Q10567 AP-1 complex subunit beta-1 OS=Homo sapiens GN=AP1B1 PE=1 SV=2 9 7 10 2 1 949 104.6 5.06 206 7
O43776 Asparagine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=NARS PE=  12 5 10 5 1 548 62.9 6.25 135 5
P0DP23 Calmodulin-1 OS=Homo sapiens GN=CALM1 PE=1 SV=1 34 4 10 3 1 149 16.8 4.22 201 4
P22528 Cornifin-B OS=Homo sapiens GN=SPRR1B PE=1 SV=2 52 3 10 2 1 89 9.9 8.48 270 3
P02679 Fibrinogen gamma chain OS=Homo sapiens GN=FGG PE=1 SV=3 26 8 10 8 1 453 51.5 5.62 337 8
P00390 Glutathione reductase, mitochondrial OS=Homo sapiens GN=GSR PE=1 20 6 10 6 1 522 56.2 8.5 224 6
A0A0J9YX3 Immunoglobulin heavy variable 3-64D OS=Homo sapiens GN=IGHV3-6   19 2 10 2 1 117 12.8 7.85 148 2
Q04760 Lactoylglutathione lyase OS=Homo sapiens GN=GLO1 PE=1 SV=4 39 5 10 5 1 184 20.8 5.31 174 5
P27361 Mitogen-activated protein kinase 3 OS=Homo sapiens GN=MAPK3 PE=  25 6 10 4 1 379 43.1 6.74 131 6
Q9UJ70 N-acetyl-D-glucosamine kinase OS=Homo sapiens GN=NAGK PE=1 SV= 24 7 10 7 1 344 37.4 6.24 233 7
Q14697 Neutral alpha-glucosidase AB OS=Homo sapiens GN=GANAB PE=1 SV= 13 9 10 9 1 944 106.8 6.14 216 9
O14818 Proteasome subunit alpha type-7 OS=Homo sapiens GN=PSMA7 PE=1 34 6 10 6 1 248 27.9 8.46 300 6
P51812 Ribosomal protein S6 kinase alpha-3 OS=Homo sapiens GN=RPS6KA3 P  8 5 10 2 1 740 83.7 6.89 136 5
Q9H788 SH2 domain-containing protein 4A OS=Homo sapiens GN=SH2D4A PE=  17 5 10 5 1 454 52.7 8.06 96 5
P42224 Signal transducer and activator of transcription 1-alpha/beta OS=Hom     14 7 10 7 1 750 87.3 6.05 199 7
Q14508 WAP four-disulfide core domain protein 2 OS=Homo sapiens GN=WFD   45 5 10 5 1 124 13 4.84 184 5
P23396 40S ribosomal protein S3 OS=Homo sapiens GN=RPS3 PE=1 SV=2 24 5 9 5 1 243 26.7 9.66 295 5
P61160 Actin-related protein 2 OS=Homo sapiens GN=ACTR2 PE=1 SV=1 22 6 9 6 1 394 44.7 6.74 190 6
P11766 Alcohol dehydrogenase class-3 OS=Homo sapiens GN=ADH5 PE=1 SV= 24 6 9 6 1 374 39.7 7.49 243 6
P04745 Alpha-amylase 1 OS=Homo sapiens GN=AMY1A PE=1 SV=2 23 8 9 8 1 511 57.7 6.93 143 8
O95994 Anterior gradient protein 2 homolog OS=Homo sapiens GN=AGR2 PE=  35 4 9 4 1 175 20 9 95 4
P61769 Beta-2-microglobulin OS=Homo sapiens GN=B2M PE=1 SV=1 29 2 9 2 1 119 13.7 6.52 161 2
P20810 Calpastatin OS=Homo sapiens GN=CAST PE=1 SV=4 13 5 9 5 1 708 76.5 5.07 175 5
P60953 Cell division control protein 42 homolog OS=Homo sapiens GN=CDC42  21 3 9 3 1 191 21.2 6.55 140 3
P00748 Coagulation factor XII OS=Homo sapiens GN=F12 PE=1 SV=3 9 3 9 3 1 615 67.7 7.74 233 3
Q9H6S3 Epidermal growth factor receptor kinase substrate 8-like protein 2 OS=     14 6 9 6 1 715 80.6 6.84 136 6
P63241 Eukaryotic translation initiation factor 5A-1 OS=Homo sapiens GN=EIF5   31 4 9 4 1 154 16.8 5.24 80 4
Q92696 Geranylgeranyl transferase type-2 subunit alpha OS=Homo sapiens GN   12 6 9 6 1 567 65 5.67 121 6
A0A0B4J1VImmunoglobulin heavy variable 3-15 OS=Homo sapiens GN=IGHV3-15  31 3 9 2 1 119 12.9 8.62 105 3
P29218 Inositol monophosphatase 1 OS=Homo sapiens GN=IMPA1 PE=1 SV=1 22 4 9 4 1 277 30.2 5.26 213 4
Q7Z4S6 Kinesin-like protein KIF21A OS=Homo sapiens GN=KIF21A PE=1 SV=2 8 7 9 7 1 1674 187.1 6.42 258 7
P40925 Malate dehydrogenase, cytoplasmic OS=Homo sapiens GN=MDH1 PE=  30 7 9 7 1 334 36.4 7.36 113 7
Q9BV20 Methylthioribose-1-phosphate isomerase OS=Homo sapiens GN=MRI1  22 5 9 5 1 369 39.1 6.3 115 5
Q96S96 Phosphatidylethanolamine-binding protein 4 OS=Homo sapiens GN=P   18 3 9 3 1 227 25.7 6.54 143 3
Q02809 Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 OS=Homo sapiens G   13 6 9 6 1 727 83.5 6.95 201 6
P20618 Proteasome subunit beta type-1 OS=Homo sapiens GN=PSMB1 PE=1 S 20 3 9 3 1 241 26.5 8.13 191 3
P49720 Proteasome subunit beta type-3 OS=Homo sapiens GN=PSMB3 PE=1 S 16 2 9 2 1 205 22.9 6.55 314 2
P28070 Proteasome subunit beta type-4 OS=Homo sapiens GN=PSMB4 PE=1 S 13 3 9 3 1 264 29.2 5.97 226 3
P28062 Proteasome subunit beta type-8 OS=Homo sapiens GN=PSMB8 PE=1 S 22 5 9 5 1 276 30.3 7.43 232 5
O60888 Protein CutA OS=Homo sapiens GN=CUTA PE=1 SV=2 33 3 9 3 1 179 19.1 5.5 109 3
O60610 Protein diaphanous homolog 1 OS=Homo sapiens GN=DIAPH1 PE=1 SV 7 7 9 7 1 1272 141.3 5.41 133 7
Q9UN36 Protein NDRG2 OS=Homo sapiens GN=NDRG2 PE=1 SV=2 23 4 9 4 1 371 40.8 5.21 235 4
Q15435 Protein phosphatase 1 regulatory subunit 7 OS=Homo sapiens GN=PPP   18 5 9 5 1 360 41.5 4.91 236 5
O00584 Ribonuclease T2 OS=Homo sapiens GN=RNASET2 PE=1 SV=2 18 4 9 4 1 256 29.5 7.08 131 4
Q13126 S-methyl-5'-thioadenosine phosphorylase OS=Homo sapiens GN=MTA   40 8 9 8 1 283 31.2 7.18 221 8
P31948 Stress-induced-phosphoprotein 1 OS=Homo sapiens GN=STIP1 PE=1 SV 10 4 9 4 1 543 62.6 6.8 213 4
P50991 T-complex protein 1 subunit delta OS=Homo sapiens GN=CCT4 PE=1 SV 15 6 9 5 1 539 57.9 7.83 304 6
Q99832 T-complex protein 1 subunit eta OS=Homo sapiens GN=CCT7 PE=1 SV= 15 5 9 5 1 543 59.3 7.65 126 5
O00534 von Willebrand factor A domain-containing protein 5A OS=Homo sapie    11 6 9 6 1 786 86.4 6.58 73 6
P38606 V-type proton ATPase catalytic subunit A OS=Homo sapiens GN=ATP6V   10 4 9 4 1 617 68.3 5.52 189 4
O00231 26S proteasome non-ATPase regulatory subunit 11 OS=Homo sapiens   17 5 8 5 1 422 47.4 6.48 134 5



O95861 3'(2'),5'-bisphosphate nucleotidase 1 OS=Homo sapiens GN=BPNT1 PE  18 5 8 5 1 308 33.4 5.69 167 5
P36405 ADP-ribosylation factor-like protein 3 OS=Homo sapiens GN=ARL3 PE=  29 4 8 4 1 182 20.4 7.24 170 4
O43488 Aflatoxin B1 aldehyde reductase member 2 OS=Homo sapiens GN=AKR   23 5 8 5 1 359 39.6 7.17 251 5
P61163 Alpha-centractin OS=Homo sapiens GN=ACTR1A PE=1 SV=1 11 3 8 2 1 376 42.6 6.64 261 3
P63010 AP-2 complex subunit beta OS=Homo sapiens GN=AP2B1 PE=1 SV=1 8 7 8 2 1 937 104.5 5.38 165 7
P06727 Apolipoprotein A-IV OS=Homo sapiens GN=APOA4 PE=1 SV=3 21 6 8 6 1 396 45.4 5.38 165 6
P17174 Aspartate aminotransferase, cytoplasmic OS=Homo sapiens GN=GOT1  24 6 8 6 1 413 46.2 7.01 162 6
Q9ULA0 Aspartyl aminopeptidase OS=Homo sapiens GN=DNPEP PE=1 SV=1 25 7 8 7 1 475 52.4 7.42 181 7
Q5VW32 BRO1 domain-containing protein BROX OS=Homo sapiens GN=BROX P  18 4 8 4 1 411 46.4 7.65 141 4
P00736 Complement C1r subcomponent OS=Homo sapiens GN=C1R PE=1 SV= 5 4 8 3 1 705 80.1 6.21 58 4
Q13217 DnaJ homolog subfamily C member 3 OS=Homo sapiens GN=DNAJC3 P  21 6 8 6 1 504 57.5 6.15 276 6
Q14258 E3 ubiquitin/ISG15 ligase TRIM25 OS=Homo sapiens GN=TRIM25 PE=1 10 5 8 5 1 630 70.9 8.09 158 5
Q5T4S7 E3 ubiquitin-protein ligase UBR4 OS=Homo sapiens GN=UBR4 PE=1 SV 2 6 8 6 1 5183 573.5 6.04 109 6
P29692 Elongation factor 1-delta OS=Homo sapiens GN=EEF1D PE=1 SV=5 22 4 8 4 1 281 31.1 5.01 304 4
Q9NZ08 Endoplasmic reticulum aminopeptidase 1 OS=Homo sapiens GN=ERAP   9 6 8 6 1 941 107.2 6.46 76 6
P14625 Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 7 5 8 4 1 803 92.4 4.84 150 5
P47756 F-actin-capping protein subunit beta OS=Homo sapiens GN=CAPZB PE=  28 5 8 5 1 277 31.3 5.59 199 5
Q06828 Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 11 3 8 3 1 376 43.2 6.04 149 3
P09972 Fructose-bisphosphate aldolase C OS=Homo sapiens GN=ALDOC PE=1 7 2 8 2 1 364 39.4 6.87 361 2
Q13630 GDP-L-fucose synthase OS=Homo sapiens GN=TSTA3 PE=1 SV=1 17 4 8 4 1 321 35.9 6.6 191 4
Q8N335 Glycerol-3-phosphate dehydrogenase 1-like protein OS=Homo sapiens   18 5 8 5 1 351 38.4 7.02 231 5
A0A075B6QImmunoglobulin heavy variable 3-64 OS=Homo sapiens GN=IGHV3-64  25 2 8 2 1 118 12.9 7.85 156 2
A0A0C4DH Immunoglobulin kappa variable 2-24 OS=Homo sapiens GN=IGKV2-24  33 2 8 2 1 120 13.1 8.53 117 2
Q14624 Inter-alpha-trypsin inhibitor heavy chain H4 OS=Homo sapiens GN=ITI   8 6 8 6 1 930 103.3 6.98 80 6
O43813 LanC-like protein 1 OS=Homo sapiens GN=LANCL1 PE=1 SV=1 22 6 8 6 1 399 45.3 7.75 93 6
P07195 L-lactate dehydrogenase B chain OS=Homo sapiens GN=LDHB PE=1 SV 17 4 8 3 1 334 36.6 6.05 232 4
Q9Y5P6 Mannose-1-phosphate guanyltransferase beta OS=Homo sapiens GN=   15 4 8 4 1 360 39.8 6.61 178 4
P28482 Mitogen-activated protein kinase 1 OS=Homo sapiens GN=MAPK1 PE=  20 5 8 3 1 360 41.4 6.98 114 5
Q16539 Mitogen-activated protein kinase 14 OS=Homo sapiens GN=MAPK14 P  6 2 8 2 1 360 41.3 5.78 119 2
P23284 Peptidyl-prolyl cis-trans isomerase B OS=Homo sapiens GN=PPIB PE=1 35 6 8 6 1 216 23.7 9.41 163 6
P13796 Plastin-2 OS=Homo sapiens GN=LCP1 PE=1 SV=6 12 6 8 2 1 627 70.2 5.43 122 6
Q92597 Protein NDRG1 OS=Homo sapiens GN=NDRG1 PE=1 SV=1 19 4 8 4 1 394 42.8 5.82 198 4
O00764 Pyridoxal kinase OS=Homo sapiens GN=PDXK PE=1 SV=1 18 5 8 5 1 312 35.1 6.13 116 5
P34096 Ribonuclease 4 OS=Homo sapiens GN=RNASE4 PE=1 SV=3 22 4 8 4 1 147 16.8 9.03 175 4
P10768 S-formylglutathione hydrolase OS=Homo sapiens GN=ESD PE=1 SV=2 33 5 8 5 1 282 31.4 7.02 103 5
Q00796 Sorbitol dehydrogenase OS=Homo sapiens GN=SORD PE=1 SV=4 17 4 8 4 1 357 38.3 7.97 223 4
Q9BW04 Specifically androgen-regulated gene protein OS=Homo sapiens GN=SA   13 4 8 4 1 601 63.9 8.62 113 4
P50990 T-complex protein 1 subunit theta OS=Homo sapiens GN=CCT8 PE=1 S 15 7 8 7 1 548 59.6 5.6 204 7
P19971 Thymidine phosphorylase OS=Homo sapiens GN=TYMP PE=1 SV=2 15 5 8 5 1 482 49.9 5.53 275 5
Q14166 Tubulin--tyrosine ligase-like protein 12 OS=Homo sapiens GN=TTLL12  16 6 8 6 1 644 74.4 5.53 142 6
Q9NQW7 Xaa-Pro aminopeptidase 1 OS=Homo sapiens GN=XPNPEP1 PE=1 SV=3 11 6 8 6 1 623 69.9 5.67 184 6
Q99460 26S proteasome non-ATPase regulatory subunit 1 OS=Homo sapiens G   9 6 7 6 1 953 105.8 5.39 86 6
Q15008 26S proteasome non-ATPase regulatory subunit 6 OS=Homo sapiens G   20 6 7 6 1 389 45.5 5.62 111 6
P62333 26S proteasome regulatory subunit 10B OS=Homo sapiens GN=PSMC6  17 5 7 5 1 389 44.1 7.49 206 5
P49189 4-trimethylaminobutyraldehyde dehydrogenase OS=Homo sapiens GN   14 5 7 5 1 494 53.8 5.87 169 5
O95336 6-phosphogluconolactonase OS=Homo sapiens GN=PGLS PE=1 SV=2 36 6 7 6 1 258 27.5 6.05 91 6
Q8IZ83 Aldehyde dehydrogenase family 16 member A1 OS=Homo sapiens GN   6 3 7 3 1 802 85.1 6.79 159 3
P49419 Alpha-aminoadipic semialdehyde dehydrogenase OS=Homo sapiens G   16 6 7 6 1 539 58.5 7.99 158 6
O95782 AP-2 complex subunit alpha-1 OS=Homo sapiens GN=AP2A1 PE=1 SV= 8 6 7 6 1 977 107.5 7.03 75 6
Q96CW1 AP-2 complex subunit mu OS=Homo sapiens GN=AP2M1 PE=1 SV=2 13 4 7 4 1 435 49.6 9.54 34 4
O00571 ATP-dependent RNA helicase DDX3X OS=Homo sapiens GN=DDX3X PE  10 4 7 4 1 662 73.2 7.18 227 4
P06865 Beta-hexosaminidase subunit alpha OS=Homo sapiens GN=HEXA PE=1 11 4 7 4 1 529 60.7 5.16 51 4
P34913 Bifunctional epoxide hydrolase 2 OS=Homo sapiens GN=EPHX2 PE=1 S 11 4 7 4 1 555 62.6 6.28 73 4
Q13938 Calcyphosin OS=Homo sapiens GN=CAPS PE=1 SV=1 33 5 7 5 1 189 21 4.89 141 5
Q96L46 Calpain small subunit 2 OS=Homo sapiens GN=CAPNS2 PE=2 SV=2 20 4 7 3 1 248 27.6 5.73 171 4
P16152 Carbonyl reductase [NADPH] 1 OS=Homo sapiens GN=CBR1 PE=1 SV=3 22 4 7 2 1 277 30.4 8.32 163 4
Q9Y259 Choline/ethanolamine kinase OS=Homo sapiens GN=CHKB PE=1 SV=3 14 4 7 4 1 395 45.2 5.49 138 4
P53618 Coatomer subunit beta OS=Homo sapiens GN=COPB1 PE=1 SV=3 6 5 7 5 1 953 107.1 6.05 180 5
Q13618 Cullin-3 OS=Homo sapiens GN=CUL3 PE=1 SV=2 5 4 7 4 1 768 88.9 8.48 93 4
O75891 Cytosolic 10-formyltetrahydrofolate dehydrogenase OS=Homo sapiens   8 5 7 5 1 902 98.8 5.94 88 5
P31941 DNA dC->dU-editing enzyme APOBEC-3A OS=Homo sapiens GN=APOB   21 4 7 4 1 199 23 6.84 126 4
Q14203 Dynactin subunit 1 OS=Homo sapiens GN=DCTN1 PE=1 SV=3 8 7 7 7 1 1278 141.6 5.81 78 7
P26641 Elongation factor 1-gamma OS=Homo sapiens GN=EEF1G PE=1 SV=3 14 5 7 5 1 437 50.1 6.67 135 5
Q14152 Eukaryotic translation initiation factor 3 subunit A OS=Homo sapiens G   4 5 7 5 1 1382 166.5 6.79 211 5
Q04637 Eukaryotic translation initiation factor 4 gamma 1 OS=Homo sapiens G   5 4 7 4 1 1599 175.4 5.33 126 4
O60547 GDP-mannose 4,6 dehydratase OS=Homo sapiens GN=GMDS PE=1 SV= 22 6 7 6 1 372 41.9 7.31 168 6
Q16719 Kynureninase OS=Homo sapiens GN=KYNU PE=1 SV=1 10 3 7 3 1 465 52.3 7.03 132 3
O14950 Myosin regulatory light chain 12B OS=Homo sapiens GN=MYL12B PE=  23 4 7 4 1 172 19.8 4.84 206 4
Q9GZT8 NIF3-like protein 1 OS=Homo sapiens GN=NIF3L1 PE=1 SV=2 12 3 7 3 1 377 41.9 6.65 160 3
Q9HAB8 Phosphopantothenate--cysteine ligase OS=Homo sapiens GN=PPCS PE  12 3 7 3 1 311 34 6.71 132 3
Q96IU4 Protein ABHD14B OS=Homo sapiens GN=ABHD14B PE=1 SV=1 35 5 7 5 1 210 22.3 6.4 161 5
P15498 Proto-oncogene vav OS=Homo sapiens GN=VAV1 PE=1 SV=4 6 4 7 4 1 845 98.3 6.62 127 4
Q15907 Ras-related protein Rab-11B OS=Homo sapiens GN=RAB11B PE=1 SV=4 21 4 7 4 1 218 24.5 5.94 135 4
Q12765 Secernin-1 OS=Homo sapiens GN=SCRN1 PE=1 SV=2 9 3 7 3 1 414 46.4 4.75 167 3
O75368 SH3 domain-binding glutamic acid-rich-like protein OS=Homo sapiens   36 3 7 3 1 114 12.8 5.25 112 3
P40763 Signal transducer and activator of transcription 3 OS=Homo sapiens GN   13 5 7 5 1 770 88 6.3 139 5
Q9UEW8 STE20/SPS1-related proline-alanine-rich protein kinase OS=Homo sapi    14 4 7 4 1 545 59.4 6.29 112 4
Q9UGI8 Testin OS=Homo sapiens GN=TES PE=1 SV=1 13 3 7 3 1 421 48 7.68 107 3
P67936 Tropomyosin alpha-4 chain OS=Homo sapiens GN=TPM4 PE=1 SV=3 16 4 7 3 1 248 28.5 4.69 225 4
Q96FW1 Ubiquitin thioesterase OTUB1 OS=Homo sapiens GN=OTUB1 PE=1 SV= 22 5 7 5 1 271 31.3 4.94 140 5
O60701 UDP-glucose 6-dehydrogenase OS=Homo sapiens GN=UGDH PE=1 SV= 17 5 7 5 1 494 55 7.12 180 5
Q96QK1 Vacuolar protein sorting-associated protein 35 OS=Homo sapiens GN=   7 4 7 4 1 796 91.6 5.49 111 4
P04004 Vitronectin OS=Homo sapiens GN=VTN PE=1 SV=1 12 4 7 4 1 478 54.3 5.8 151 4
Q9UI12 V-type proton ATPase subunit H OS=Homo sapiens GN=ATP6V1H PE=1 15 6 7 6 1 483 55.8 6.48 87 6
Q13200 26S proteasome non-ATPase regulatory subunit 2 OS=Homo sapiens G   6 4 6 4 1 908 100.1 5.2 44 4
P17980 26S proteasome regulatory subunit 6A OS=Homo sapiens GN=PSMC3  18 5 6 5 1 439 49.2 5.24 168 5
Q9BUT1 3-hydroxybutyrate dehydrogenase type 2 OS=Homo sapiens GN=BDH2  25 4 6 4 1 245 26.7 7.65 203 4
Q9BWD1 Acetyl-CoA acetyltransferase, cytosolic OS=Homo sapiens GN=ACAT2 P  17 3 6 3 1 397 41.3 6.92 95 3
O15143 Actin-related protein 2/3 complex subunit 1B OS=Homo sapiens GN=A   10 3 6 3 1 372 40.9 8.35 117 3
O95396 Adenylyltransferase and sulfurtransferase MOCS3 OS=Homo sapiens G   12 3 6 3 1 460 49.6 6.21 241 3
P01019 Angiotensinogen OS=Homo sapiens GN=AGT PE=1 SV=1 7 2 6 2 1 485 53.1 6.32 178 2
P02652 Apolipoprotein A-II OS=Homo sapiens GN=APOA2 PE=1 SV=1 51 3 6 3 1 100 11.2 6.62 136 3
Q7L1Q6 Basic leucine zipper and W2 domain-containing protein 1 OS=Homo sa    10 3 6 2 1 419 48 5.92 80 3
P55957 BH3-interacting domain death agonist OS=Homo sapiens GN=BID PE=1 22 3 6 3 1 195 22 5.44 215 3
Q13057 Bifunctional coenzyme A synthase OS=Homo sapiens GN=COASY PE=1 15 4 6 4 1 564 62.3 6.99 107 4
P29466 Caspase-1 OS=Homo sapiens GN=CASP1 PE=1 SV=1 8 3 6 3 1 404 45.1 5.91 156 3
Q96NY7 Chloride intracellular channel protein 6 OS=Homo sapiens GN=CLIC6 P  10 5 6 5 1 704 73 4.37 206 5
Q9P1F3 Costars family protein ABRACL OS=Homo sapiens GN=ABRACL PE=1 SV 20 2 6 2 1 81 9.1 6.29 213 2
P52943 Cysteine-rich protein 2 OS=Homo sapiens GN=CRIP2 PE=1 SV=1 46 4 6 4 1 208 22.5 8.72 152 4
P13716 Delta-aminolevulinic acid dehydratase OS=Homo sapiens GN=ALAD PE  15 4 6 4 1 330 36.3 6.79 155 4
P09417 Dihydropteridine reductase OS=Homo sapiens GN=QDPR PE=1 SV=2 11 2 6 2 1 244 25.8 7.37 82 2
P56537 Eukaryotic translation initiation factor 6 OS=Homo sapiens GN=EIF6 PE  30 4 6 4 1 245 26.6 4.68 123 4
P14324 Farnesyl pyrophosphate synthase OS=Homo sapiens GN=FDPS PE=1 SV 11 4 6 4 1 419 48.2 6.15 40 4
Q6ZVX7 F-box only protein 50 OS=Homo sapiens GN=NCCRP1 PE=1 SV=1 24 3 6 3 1 275 30.8 6.62 223 3
P32456 Guanylate-binding protein 2 OS=Homo sapiens GN=GBP2 PE=1 SV=3 6 3 6 2 1 591 67.2 5.71 75 3
Q9H0R4 Haloacid dehalogenase-like hydrolase domain-containing protein 2 OS     8 2 6 2 1 259 28.5 6.24 69 2
A0A0C4DH Immunoglobulin heavy variable 5-51 OS=Homo sapiens GN=IGHV5-51  38 3 6 2 1 117 12.7 8.27 99 3
P01703 Immunoglobulin lambda variable 1-40 OS=Homo sapiens GN=IGLV1-40  39 2 6 2 1 118 12.3 5.74 118 2
P01706 Immunoglobulin lambda variable 2-11 OS=Homo sapiens GN=IGLV2-11  37 2 6 2 1 119 12.6 7.24 116 2
P19823 Inter-alpha-trypsin inhibitor heavy chain H2 OS=Homo sapiens GN=ITI   7 4 6 4 1 946 106.4 6.86 176 4
Q9BS40 Latexin OS=Homo sapiens GN=LXN PE=1 SV=2 12 2 6 2 1 222 25.7 5.78 174 2
Q99538 Legumain OS=Homo sapiens GN=LGMN PE=1 SV=1 12 3 6 3 1 433 49.4 6.55 45 3
Q8N1G4 Leucine-rich repeat-containing protein 47 OS=Homo sapiens GN=LRRC   12 5 6 5 1 583 63.4 8.28 85 5
P08582 Melanotransferrin OS=Homo sapiens GN=MELTF PE=1 SV=2 7 3 6 3 1 738 80.2 5.94 92 3
P55209 Nucleosome assembly protein 1-like 1 OS=Homo sapiens GN=NAP1L1  13 5 6 3 1 391 45.3 4.46 100 5
Q92882 Osteoclast-stimulating factor 1 OS=Homo sapiens GN=OSTF1 PE=1 SV= 9 2 6 2 1 214 23.8 5.68 180 2
P19021 Peptidyl-glycine alpha-amidating monooxygenase OS=Homo sapiens G   5 3 6 3 1 973 108.3 6.42 56 3



Q96BW5 Phosphotriesterase-related protein OS=Homo sapiens GN=PTER PE=1 11 2 6 2 1 349 39 6.52 109 2
Q15365 Poly(rC)-binding protein 1 OS=Homo sapiens GN=PCBP1 PE=1 SV=2 23 5 6 5 1 356 37.5 7.09 149 5
Q15185 Prostaglandin E synthase 3 OS=Homo sapiens GN=PTGES3 PE=1 SV=1 9 2 6 2 1 160 18.7 4.54 148 2
Q96BQ1 Protein FAM3D OS=Homo sapiens GN=FAM3D PE=1 SV=1 8 2 6 2 1 224 24.9 9.33 36 2
Q13045 Protein flightless-1 homolog OS=Homo sapiens GN=FLII PE=1 SV=2 4 4 6 4 1 1269 144.7 6.05 90 4
Q05655 Protein kinase C delta type OS=Homo sapiens GN=PRKCD PE=1 SV=2 6 3 6 3 1 676 77.5 7.75 33 3
P35813 Protein phosphatase 1A OS=Homo sapiens GN=PPM1A PE=1 SV=1 14 4 6 3 1 382 42.4 5.36 116 4
P49788 Retinoic acid receptor responder protein 1 OS=Homo sapiens GN=RAR   15 4 6 4 1 294 33.3 8.51 77 4
P52566 Rho GDP-dissociation inhibitor 2 OS=Homo sapiens GN=ARHGDIB PE=  26 4 6 4 1 201 23 5.21 180 4
Q15418 Ribosomal protein S6 kinase alpha-1 OS=Homo sapiens GN=RPS6KA1 P  8 5 6 2 1 735 82.7 7.83 82 5
P31153 S-adenosylmethionine synthase isoform type-2 OS=Homo sapiens GN=   14 4 6 4 1 395 43.6 6.48 192 4
Q9P289 Serine/threonine-protein kinase 26 OS=Homo sapiens GN=STK26 PE=1 13 4 6 4 1 416 46.5 5.29 63 4
P35237 Serpin B6 OS=Homo sapiens GN=SERPINB6 PE=1 SV=3 18 5 6 5 1 376 42.6 5.27 153 5
P05452 Tetranectin OS=Homo sapiens GN=CLEC3B PE=1 SV=3 25 4 6 4 1 202 22.5 5.67 78 4
O43396 Thioredoxin-like protein 1 OS=Homo sapiens GN=TXNL1 PE=1 SV=3 33 5 6 5 1 289 32.2 4.96 128 5
Q9UDY2 Tight junction protein ZO-2 OS=Homo sapiens GN=TJP2 PE=1 SV=2 3 2 6 2 1 1190 133.9 7.4 53 2
P23381 Tryptophan--tRNA ligase, cytoplasmic OS=Homo sapiens GN=WARS PE  12 4 6 4 1 471 53.1 6.23 129 4
Q12792 Twinfilin-1 OS=Homo sapiens GN=TWF1 PE=1 SV=3 16 4 6 4 1 350 40.3 6.96 169 4
P62979 Ubiquitin-40S ribosomal protein S27a OS=Homo sapiens GN=RPS27A P  24 4 6 4 1 156 18 9.64 54 4
Q9BV57 1,2-dihydroxy-3-keto-5-methylthiopentene dioxygenase OS=Homo sap    30 4 5 4 1 179 21.5 5.68 71 4
P51665 26S proteasome non-ATPase regulatory subunit 7 OS=Homo sapiens G   17 4 5 4 1 324 37 6.77 100 4
P43686 26S proteasome regulatory subunit 6B OS=Homo sapiens GN=PSMC4  12 2 5 2 1 418 47.3 5.21 94 2
P08865 40S ribosomal protein SA OS=Homo sapiens GN=RPSA PE=1 SV=4 13 3 5 3 1 295 32.8 4.87 232 3
P05387 60S acidic ribosomal protein P2 OS=Homo sapiens GN=RPLP2 PE=1 SV 41 3 5 3 1 115 11.7 4.54 109 3
P36578 60S ribosomal protein L4 OS=Homo sapiens GN=RPL4 PE=1 SV=5 12 3 5 3 1 427 47.7 11.06 164 3
P59998 Actin-related protein 2/3 complex subunit 4 OS=Homo sapiens GN=AR   18 3 5 3 1 168 19.7 8.43 78 3
Q15847 Adipogenesis regulatory factor OS=Homo sapiens GN=ADIRF PE=1 SV= 70 2 5 2 1 76 7.9 5.31 131 2
Q9UKK9 ADP-sugar pyrophosphatase OS=Homo sapiens GN=NUDT5 PE=1 SV=1 11 2 5 2 1 219 24.3 4.94 55 2
P43652 Afamin OS=Homo sapiens GN=AFM PE=1 SV=1 8 3 5 3 1 599 69 5.9 72 3
P49588 Alanine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=AARS PE=1 SV 6 4 5 4 1 968 106.7 5.53 114 4
P05186 Alkaline phosphatase, tissue-nonspecific isozyme OS=Homo sapiens G   7 3 5 3 1 524 57.3 6.67 91 3
P54802 Alpha-N-acetylglucosaminidase OS=Homo sapiens GN=NAGLU PE=1 SV 7 3 5 3 1 743 82.2 6.65 102 3
Q8IZ07 Ankyrin repeat domain-containing protein 13A OS=Homo sapiens GN=   4 2 5 2 1 590 67.6 5.02 62 2
P20073 Annexin A7 OS=Homo sapiens GN=ANXA7 PE=1 SV=3 11 3 5 3 1 488 52.7 5.68 34 3
P04424 Argininosuccinate lyase OS=Homo sapiens GN=ASL PE=1 SV=4 7 3 5 3 1 464 51.6 6.48 121 3
Q9H4G0 Band 4.1-like protein 1 OS=Homo sapiens GN=EPB41L1 PE=1 SV=2 4 3 5 3 1 881 98.4 5.62 76 3
P53004 Biliverdin reductase A OS=Homo sapiens GN=BLVRA PE=1 SV=2 13 3 5 3 1 296 33.4 6.44 75 3
P12830 Cadherin-1 OS=Homo sapiens GN=CDH1 PE=1 SV=3 2 2 5 2 1 882 97.4 4.73 183 2
P27482 Calmodulin-like protein 3 OS=Homo sapiens GN=CALML3 PE=1 SV=2 35 4 5 3 1 149 16.9 4.42 118 4
Q9NZT1 Calmodulin-like protein 5 OS=Homo sapiens GN=CALML5 PE=1 SV=2 25 4 5 4 1 146 15.9 4.44 141 4
P31944 Caspase-14 OS=Homo sapiens GN=CASP14 PE=1 SV=2 12 2 5 2 1 242 27.7 5.58 183 2
P29373 Cellular retinoic acid-binding protein 2 OS=Homo sapiens GN=CRABP2  18 2 5 2 1 138 15.7 5.4 147 2
P48444 Coatomer subunit delta OS=Homo sapiens GN=ARCN1 PE=1 SV=1 9 4 5 4 1 511 57.2 6.21 108 4
P12109 Collagen alpha-1(VI) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=3 4 3 5 3 1 1028 108.5 5.43 67 3
P08174 Complement decay-accelerating factor OS=Homo sapiens GN=CD55 PE  9 3 5 3 1 381 41.4 7.59 72 3
Q9BR76 Coronin-1B OS=Homo sapiens GN=CORO1B PE=1 SV=1 12 4 5 4 1 489 54.2 5.88 124 4
P21291 Cysteine and glycine-rich protein 1 OS=Homo sapiens GN=CSRP1 PE=1 25 3 5 3 1 193 20.6 8.57 179 3
Q12882 Dihydropyrimidine dehydrogenase [NADP(+)] OS=Homo sapiens GN=D   6 4 5 4 1 1025 111.3 7.05 129 4
P53634 Dipeptidyl peptidase 1 OS=Homo sapiens GN=CTSC PE=1 SV=2 5 2 5 2 1 463 51.8 6.99 19 2
Q16531 DNA damage-binding protein 1 OS=Homo sapiens GN=DDB1 PE=1 SV= 7 4 5 4 1 1140 126.9 5.26 48 4
Q9BVJ7 Dual specificity protein phosphatase 23 OS=Homo sapiens GN=DUSP2   16 2 5 2 1 150 16.6 8.21 37 2
P50570 Dynamin-2 OS=Homo sapiens GN=DNM2 PE=1 SV=2 7 4 5 4 1 870 98 7.44 66 4
Q12805 EGF-containing fibulin-like extracellular matrix protein 1 OS=Homo sap    14 4 5 4 1 493 54.6 5.07 112 4
P61916 Epididymal secretory protein E1 OS=Homo sapiens GN=NPC2 PE=1 SV= 26 2 5 2 1 151 16.6 7.65 125 2
Q9H0W9 Ester hydrolase C11orf54 OS=Homo sapiens GN=C11orf54 PE=1 SV=1 9 2 5 2 1 315 35.1 6.7 67 2
Q5VZK9 F-actin-uncapping protein LRRC16A OS=Homo sapiens GN=CARMIL1 P  4 4 5 4 1 1371 151.5 7.85 76 4
P98095 Fibulin-2 OS=Homo sapiens GN=FBLN2 PE=1 SV=2 3 2 5 2 1 1184 126.5 4.82 34 2
O75936 Gamma-butyrobetaine dioxygenase OS=Homo sapiens GN=BBOX1 PE=  9 3 5 3 1 387 44.7 6.74 87 3
P41250 Glycine--tRNA ligase OS=Homo sapiens GN=GARS PE=1 SV=3 5 2 5 2 1 739 83.1 7.03 126 2
P35573 Glycogen debranching enzyme OS=Homo sapiens GN=AGL PE=1 SV=3 3 3 5 3 1 1532 174.7 6.76 64 3
Q14C86 GTPase-activating protein and VPS9 domain-containing protein 1 OS=H     4 4 5 4 1 1478 164.9 5.22 38 4
P68871 Hemoglobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2 22 3 5 3 1 147 16 7.28 85 3
Q93099 Homogentisate 1,2-dioxygenase OS=Homo sapiens GN=HGD PE=1 SV= 15 4 5 4 1 445 49.9 6.96 90 4
A0A0C4DH Immunoglobulin heavy variable 1-18 OS=Homo sapiens GN=IGHV1-18  27 2 5 2 1 117 12.8 8.84 218 2
A0A0B4J1Y Immunoglobulin heavy variable 3-72 OS=Homo sapiens GN=IGHV3-72  31 3 5 2 1 119 13.2 7.85 87 3
O43278 Kunitz-type protease inhibitor 1 OS=Homo sapiens GN=SPINT1 PE=1 SV 8 4 5 4 1 529 58.4 6.29 42 4
Q9Y2S2 Lambda-crystallin homolog OS=Homo sapiens GN=CRYL1 PE=1 SV=3 11 3 5 3 1 319 35.4 6.18 191 3
Q9P260 LisH domain and HEAT repeat-containing protein KIAA1468 OS=Homo    3 3 5 3 1 1216 134.5 5.45 51 3
P22234 Multifunctional protein ADE2 OS=Homo sapiens GN=PAICS PE=1 SV=3 13 3 5 3 1 425 47 7.23 134 3
P58546 Myotrophin OS=Homo sapiens GN=MTPN PE=1 SV=2 32 2 5 2 1 118 12.9 5.52 239 2
P15559 NAD(P)H dehydrogenase [quinone] 1 OS=Homo sapiens GN=NQO1 PE  18 3 5 3 1 274 30.8 8.88 131 3
P61970 Nuclear transport factor 2 OS=Homo sapiens GN=NUTF2 PE=1 SV=1 28 2 5 2 1 127 14.5 5.38 91 2
Q9NQR4 Omega-amidase NIT2 OS=Homo sapiens GN=NIT2 PE=1 SV=1 23 4 5 4 1 276 30.6 7.21 72 4
Q86UD1 Out at first protein homolog OS=Homo sapiens GN=OAF PE=2 SV=1 19 3 5 3 1 273 30.7 6.84 109 3
Q96HC4 PDZ and LIM domain protein 5 OS=Homo sapiens GN=PDLIM5 PE=1 SV 6 3 5 3 1 596 63.9 8.21 24 3
Q5SRE7 Phytanoyl-CoA dioxygenase domain-containing protein 1 OS=Homo sa    21 3 5 3 1 291 32.4 6.32 78 3
P11940 Polyadenylate-binding protein 1 OS=Homo sapiens GN=PABPC1 PE=1 S 8 4 5 4 1 636 70.6 9.5 198 4
Q53EL6 Programmed cell death protein 4 OS=Homo sapiens GN=PDCD4 PE=1 11 3 5 3 1 469 51.7 5.21 49 3
Q9UQ80 Proliferation-associated protein 2G4 OS=Homo sapiens GN=PA2G4 PE  6 2 5 2 1 394 43.8 6.55 29 2
P15309 Prostatic acid phosphatase OS=Homo sapiens GN=ACPP PE=1 SV=3 12 3 5 3 1 386 44.5 6.24 47 3
P28066 Proteasome subunit alpha type-5 OS=Homo sapiens GN=PSMA5 PE=1 13 2 5 2 1 241 26.4 4.79 221 2
P28065 Proteasome subunit beta type-9 OS=Homo sapiens GN=PSMB9 PE=1 S 15 2 5 2 1 219 23.3 5.03 180 2
P49257 Protein ERGIC-53 OS=Homo sapiens GN=LMAN1 PE=1 SV=2 8 2 5 2 1 510 57.5 6.77 70 2
P22061 Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Homo sa    12 2 5 2 1 227 24.6 7.21 186 2
Q53FA7 Quinone oxidoreductase PIG3 OS=Homo sapiens GN=TP53I3 PE=1 SV= 14 3 5 3 1 332 35.5 7.17 113 3
P52565 Rho GDP-dissociation inhibitor 1 OS=Homo sapiens GN=ARHGDIA PE=  22 3 5 3 1 204 23.2 5.11 128 3
O95171 Sciellin OS=Homo sapiens GN=SCEL PE=1 SV=2 5 3 5 3 1 688 77.5 9.38 44 3
Q15257 Serine/threonine-protein phosphatase 2A activator OS=Homo sapiens   16 4 5 4 1 358 40.6 5.94 74 4
Q9NR45 Sialic acid synthase OS=Homo sapiens GN=NANS PE=1 SV=2 25 4 5 4 1 359 40.3 6.74 92 4
O60749 Sorting nexin-2 OS=Homo sapiens GN=SNX2 PE=1 SV=2 7 3 5 3 1 519 58.4 5.12 51 3
P07996 Thrombospondin-1 OS=Homo sapiens GN=THBS1 PE=1 SV=2 5 5 5 5 1 1170 129.3 4.94 107 5
P37837 Transaldolase OS=Homo sapiens GN=TALDO1 PE=1 SV=2 17 5 5 5 1 337 37.5 6.81 131 5
P06753 Tropomyosin alpha-3 chain OS=Homo sapiens GN=TPM3 PE=1 SV=2 12 3 5 2 1 285 32.9 4.72 176 3
Q6IBS0 Twinfilin-2 OS=Homo sapiens GN=TWF2 PE=1 SV=2 10 2 5 2 1 349 39.5 6.84 110 2
P41240 Tyrosine-protein kinase CSK OS=Homo sapiens GN=CSK PE=1 SV=1 6 2 5 2 1 450 50.7 7.06 98 2
Q9Y5K5 Ubiquitin carboxyl-terminal hydrolase isozyme L5 OS=Homo sapiens G   6 3 5 3 1 329 37.6 5.33 70 3
P41226 Ubiquitin-like modifier-activating enzyme 7 OS=Homo sapiens GN=UBA   6 4 5 4 1 1012 111.6 6.04 69 4
P12955 Xaa-Pro dipeptidase OS=Homo sapiens GN=PEPD PE=1 SV=3 10 2 5 2 1 493 54.5 6 78 2
Q9NRX4 14 kDa phosphohistidine phosphatase OS=Homo sapiens GN=PHPT1 P  26 2 4 2 1 125 13.8 6.07 94 2
Q9UNM6 26S proteasome non-ATPase regulatory subunit 13 OS=Homo sapiens   9 3 4 3 1 376 42.9 5.81 81 3
P46782 40S ribosomal protein S5 OS=Homo sapiens GN=RPS5 PE=1 SV=4 14 2 4 2 1 204 22.9 9.72 213 2
Q9BRK5 45 kDa calcium-binding protein OS=Homo sapiens GN=SDF4 PE=1 SV= 8 2 4 2 1 362 41.8 4.86 151 2
P54619 5'-AMP-activated protein kinase subunit gamma-1 OS=Homo sapiens G   15 3 4 3 1 331 37.6 6.92 88 3
P05388 60S acidic ribosomal protein P0 OS=Homo sapiens GN=RPLP0 PE=1 SV 11 3 4 3 1 317 34.3 5.97 117 3
P18124 60S ribosomal protein L7 OS=Homo sapiens GN=RPL7 PE=1 SV=1 17 4 4 4 1 248 29.2 10.65 66 4
Q96HN2 Adenosylhomocysteinase 3 OS=Homo sapiens GN=AHCYL2 PE=1 SV=1 6 3 4 3 1 611 66.7 7.36 73 3
Q16706 Alpha-mannosidase 2 OS=Homo sapiens GN=MAN2A1 PE=1 SV=2 3 2 4 2 1 1144 131.1 7.58 19 2
Q01432 AMP deaminase 3 OS=Homo sapiens GN=AMPD3 PE=1 SV=1 5 3 4 3 1 767 88.8 6.98 56 3
O95841 Angiopoietin-related protein 1 OS=Homo sapiens GN=ANGPTL1 PE=2 S 5 2 4 2 1 491 56.7 8.21 75 2
Q9Y6Q5 AP-1 complex subunit mu-2 OS=Homo sapiens GN=AP1M2 PE=1 SV=4 6 2 4 2 1 423 48.1 8.22 64 2
Q15121 Astrocytic phosphoprotein PEA-15 OS=Homo sapiens GN=PEA15 PE=1 22 2 4 2 1 130 15 5.02 58 2
Q9NUU7 ATP-dependent RNA helicase DDX19A OS=Homo sapiens GN=DDX19A  7 3 4 3 1 478 53.9 6.58 175 3
O75363 Breast carcinoma-amplified sequence 1 OS=Homo sapiens GN=BCAS1  3 2 4 2 1 584 61.7 5.1 51 2
Q9Y376 Calcium-binding protein 39 OS=Homo sapiens GN=CAB39 PE=1 SV=1 6 2 4 2 1 341 39.8 6.89 91 2
Q9H9S4 Calcium-binding protein 39-like OS=Homo sapiens GN=CAB39L PE=1 SV 15 4 4 4 1 337 39.1 8.4 41 4
O75828 Carbonyl reductase [NADPH] 3 OS=Homo sapiens GN=CBR3 PE=1 SV=3 21 4 4 2 1 277 30.8 6.18 196 4
P67870 Casein kinase II subunit beta OS=Homo sapiens GN=CSNK2B PE=1 SV= 13 2 4 2 1 215 24.9 5.55 93 2



P13987 CD59 glycoprotein OS=Homo sapiens GN=CD59 PE=1 SV=1 19 2 4 2 1 128 14.2 6.48 104 2
Q15642 Cdc42-interacting protein 4 OS=Homo sapiens GN=TRIP10 PE=1 SV=3 8 3 4 3 1 601 68.3 5.73 48 3
O60271 C-Jun-amino-terminal kinase-interacting protein 4 OS=Homo sapiens G   3 3 4 3 1 1321 146.1 5.15 59 3
Q16204 Coiled-coil domain-containing protein 6 OS=Homo sapiens GN=CCDC6  6 3 4 3 1 474 53.3 7.34 98 3
P01031 Complement C5 OS=Homo sapiens GN=C5 PE=1 SV=4 2 3 4 3 1 1676 188.2 6.52 135 3
Q7L5N1 COP9 signalosome complex subunit 6 OS=Homo sapiens GN=COPS6 PE  7 2 4 2 1 327 36.1 5.73 66 2
P08185 Corticosteroid-binding globulin OS=Homo sapiens GN=SERPINA6 PE=1 14 4 4 4 1 405 45.1 6.04 104 4
Q7L576 Cytoplasmic FMR1-interacting protein 1 OS=Homo sapiens GN=CYFIP1  4 4 4 4 1 1253 145.1 6.9 85 4
P30046 D-dopachrome decarboxylase OS=Homo sapiens GN=DDT PE=1 SV=3 19 2 4 2 1 118 12.7 7.3 23 2
P81605 Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 23 2 4 2 1 110 11.3 6.54 62 2
P23743 Diacylglycerol kinase alpha OS=Homo sapiens GN=DGKA PE=1 SV=3 5 3 4 3 1 735 82.6 6.73 99 3
Q9UBT3 Dickkopf-related protein 4 OS=Homo sapiens GN=DKK4 PE=1 SV=1 12 2 4 2 1 224 24.9 8.38 81 2
P25685 DnaJ homolog subfamily B member 1 OS=Homo sapiens GN=DNAJB1 P  6 2 4 2 1 340 38 8.63 99 2
Q13561 Dynactin subunit 2 OS=Homo sapiens GN=DCTN2 PE=1 SV=4 9 3 4 3 1 401 44.2 5.21 53 3
Q96C19 EF-hand domain-containing protein D2 OS=Homo sapiens GN=EFHD2  8 2 4 2 1 240 26.7 5.2 54 2
Q92616 eIF-2-alpha kinase activator GCN1 OS=Homo sapiens GN=GCN1 PE=1 S 2 2 4 2 1 2671 292.6 7.47 49 2
Q9NR46 Endophilin-B2 OS=Homo sapiens GN=SH3GLB2 PE=1 SV=1 9 3 4 3 1 395 43.9 5.99 44 3
P15170 Eukaryotic peptide chain release factor GTP-binding subunit ERF3A OS     8 3 4 3 1 499 55.7 5.62 40 3
O15371 Eukaryotic translation initiation factor 3 subunit D OS=Homo sapiens G   5 2 4 2 1 548 63.9 6.05 111 2
P08294 Extracellular superoxide dismutase [Cu-Zn] OS=Homo sapiens GN=SOD   24 2 4 2 1 240 25.8 6.61 97 2
P52907 F-actin-capping protein subunit alpha-1 OS=Homo sapiens GN=CAPZA1  17 3 4 3 1 286 32.9 5.69 83 3
P02751 Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 3 4 4 4 1 2386 262.5 5.71 102 4
O75369 Filamin-B OS=Homo sapiens GN=FLNB PE=1 SV=2 2 3 4 3 1 2602 278 5.73 89 3
P21217 Galactoside 3(4)-L-fucosyltransferase OS=Homo sapiens GN=FUT3 PE=  7 2 4 2 1 361 42.1 9.01 99 2
P14314 Glucosidase 2 subunit beta OS=Homo sapiens GN=PRKCSH PE=1 SV=2 10 4 4 4 1 528 59.4 4.41 96 4
Q92896 Golgi apparatus protein 1 OS=Homo sapiens GN=GLG1 PE=1 SV=2 3 3 4 3 1 1179 134.5 6.9 118 3
P04899 Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Homo sap    10 3 4 3 1 355 40.4 5.54 75 3
P05546 Heparin cofactor 2 OS=Homo sapiens GN=SERPIND1 PE=1 SV=3 4 2 4 2 1 499 57 6.9 64 2
P00492 Hypoxanthine-guanine phosphoribosyltransferase OS=Homo sapiens G   16 3 4 3 1 218 24.6 6.68 113 3
A0A0A0MSImmunoglobulin heavy variable 3-49 OS=Homo sapiens GN=IGHV3-49  25 2 4 2 1 119 13 8.62 96 2
O43708 Maleylacetoacetate isomerase OS=Homo sapiens GN=GSTZ1 PE=1 SV= 16 2 4 2 1 216 24.2 8.54 227 2
Q15691 Microtubule-associated protein RP/EB family member 1 OS=Homo sap    10 2 4 2 1 268 30 5.14 49 2
Q99102 Mucin-4 OS=Homo sapiens GN=MUC4 PE=1 SV=4 3 3 4 3 1 2169 231.4 6.27 44 3
Q9UNZ2 NSFL1 cofactor p47 OS=Homo sapiens GN=NSFL1C PE=1 SV=2 12 4 4 4 1 370 40.5 5.1 107 4
Q9NVE7 Pantothenate kinase 4 OS=Homo sapiens GN=PANK4 PE=1 SV=1 5 3 4 3 1 773 85.9 6.28 65 3
O14908 PDZ domain-containing protein GIPC1 OS=Homo sapiens GN=GIPC1 PE  13 3 4 3 1 333 36 6.28 74 3
O60437 Periplakin OS=Homo sapiens GN=PPL PE=1 SV=4 2 2 4 2 1 1756 204.6 5.6 46 2
Q9H008 Phospholysine phosphohistidine inorganic pyrophosphate phosphatas      23 3 4 3 1 270 29.1 6.15 47 3
Q9GZP4 PITH domain-containing protein 1 OS=Homo sapiens GN=PITHD1 PE=1 12 2 4 2 1 211 24.2 5.74 91 2
Q16651 Prostasin OS=Homo sapiens GN=PRSS8 PE=1 SV=1 13 2 4 2 1 343 36.4 5.85 93 2
P25788 Proteasome subunit alpha type-3 OS=Homo sapiens GN=PSMA3 PE=1 13 3 4 3 1 255 28.4 5.33 78 3
Q9UNF0 Protein kinase C and casein kinase substrate in neurons protein 2 OS=     7 3 4 3 1 486 55.7 5.2 49 3
Q9BZQ8 Protein Niban OS=Homo sapiens GN=FAM129A PE=1 SV=1 4 3 4 3 1 928 103.1 4.78 78 3
Q15437 Protein transport protein Sec23B OS=Homo sapiens GN=SEC23B PE=1 5 3 4 2 1 767 86.4 6.89 89 3
P61026 Ras-related protein Rab-10 OS=Homo sapiens GN=RAB10 PE=1 SV=1 16 3 4 2 1 200 22.5 8.38 33 3
P51149 Ras-related protein Rab-7a OS=Homo sapiens GN=RAB7A PE=1 SV=1 20 4 4 4 1 207 23.5 6.7 69 4
P63244 Receptor of activated protein C kinase 1 OS=Homo sapiens GN=RACK1  13 3 4 3 1 317 35.1 7.69 99 3
Q15293 Reticulocalbin-1 OS=Homo sapiens GN=RCN1 PE=1 SV=1 11 2 4 2 1 331 38.9 5 70 2
Q96FV2 Secernin-2 OS=Homo sapiens GN=SCRN2 PE=1 SV=3 14 3 4 3 1 425 46.6 5.67 71 3
P35270 Sepiapterin reductase OS=Homo sapiens GN=SPR PE=1 SV=1 13 2 4 2 1 261 28 8.05 264 2
P62714 Serine/threonine-protein phosphatase 2A catalytic subunit beta isofor      13 3 4 3 1 309 35.6 5.43 90 3
Q9Y3F4 Serine-threonine kinase receptor-associated protein OS=Homo sapien    15 4 4 4 1 350 38.4 5.12 84 4
Q8WVQ1 Soluble calcium-activated nucleotidase 1 OS=Homo sapiens GN=CANT   18 3 4 3 1 401 44.8 6.09 40 3
Q13813 Spectrin alpha chain, non-erythrocytic 1 OS=Homo sapiens GN=SPTAN   2 4 4 4 1 2472 284.4 5.35 60 4
Q9H2G2 STE20-like serine/threonine-protein kinase OS=Homo sapiens GN=SLK  2 2 4 2 1 1235 142.6 5.15 31 2
Q9UH65 Switch-associated protein 70 OS=Homo sapiens GN=SWAP70 PE=1 SV= 8 4 4 4 1 585 69 5.87 36 4
Q8NBS9 Thioredoxin domain-containing protein 5 OS=Homo sapiens GN=TXND   8 3 4 3 1 432 47.6 5.97 39 3
P26639 Threonine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=TARS PE=1 3 2 4 2 1 723 83.4 6.67 70 2
Q9GZM7 Tubulointerstitial nephritis antigen-like OS=Homo sapiens GN=TINAGL   5 2 4 2 1 467 52.4 6.99 99 2
P55327 Tumor protein D52 OS=Homo sapiens GN=TPD52 PE=1 SV=2 19 3 4 3 1 224 24.3 4.83 94 3
O14933 Ubiquitin/ISG15-conjugating enzyme E2 L6 OS=Homo sapiens GN=UBE   39 3 4 3 1 153 17.8 7.88 90 3
P68036 Ubiquitin-conjugating enzyme E2 L3 OS=Homo sapiens GN=UBE2L3 PE  24 2 4 2 1 154 17.9 8.51 35 2
A0AVT1 Ubiquitin-like modifier-activating enzyme 6 OS=Homo sapiens GN=UBA   3 3 4 3 1 1052 117.9 6.14 53 3
O95352 Ubiquitin-like modifier-activating enzyme ATG7 OS=Homo sapiens GN   7 3 4 3 1 703 77.9 6.24 75 3
P11172 Uridine 5'-monophosphate synthase OS=Homo sapiens GN=UMPS PE=  6 2 4 2 1 480 52.2 7.24 42 2
P50552 Vasodilator-stimulated phosphoprotein OS=Homo sapiens GN=VASP P  10 3 4 3 1 380 39.8 8.94 61 3
O75348 V-type proton ATPase subunit G 1 OS=Homo sapiens GN=ATP6V1G1 P  19 3 4 3 1 118 13.7 8.79 79 3
Q9C0C2 182 kDa tankyrase-1-binding protein OS=Homo sapiens GN=TNKS1BP1  2 2 3 2 1 1729 181.7 4.86 32 2
O00232 26S proteasome non-ATPase regulatory subunit 12 OS=Homo sapiens   7 3 3 3 1 456 52.9 7.65 84 3
P46781 40S ribosomal protein S9 OS=Homo sapiens GN=RPS9 PE=1 SV=3 12 3 3 3 1 194 22.6 10.65 36 3
Q8TCD5 5'(3')-deoxyribonucleotidase, cytosolic type OS=Homo sapiens GN=NT   17 3 3 3 1 201 23.4 6.64 62 3
P10155 60 kDa SS-A/Ro ribonucleoprotein OS=Homo sapiens GN=TROVE2 PE=  5 2 3 2 1 538 60.6 8.03 57 2
P30050 60S ribosomal protein L12 OS=Homo sapiens GN=RPL12 PE=1 SV=1 28 3 3 3 1 165 17.8 9.42 78 3
P62829 60S ribosomal protein L23 OS=Homo sapiens GN=RPL23 PE=1 SV=1 20 2 3 2 1 140 14.9 10.51 83 2
P83731 60S ribosomal protein L24 OS=Homo sapiens GN=RPL24 PE=1 SV=1 22 3 3 3 1 157 17.8 11.25 82 3
O15145 Actin-related protein 2/3 complex subunit 3 OS=Homo sapiens GN=AR   13 2 3 2 1 178 20.5 8.59 53 2
P30566 Adenylosuccinate lyase OS=Homo sapiens GN=ADSL PE=1 SV=2 4 2 3 2 1 484 54.9 7.11 56 2
Q96C23 Aldose 1-epimerase OS=Homo sapiens GN=GALM PE=1 SV=1 7 2 3 2 1 342 37.7 6.65 115 2
P08697 Alpha-2-antiplasmin OS=Homo sapiens GN=SERPINF2 PE=1 SV=3 6 2 3 2 1 491 54.5 6.29 46 2
P50995 Annexin A11 OS=Homo sapiens GN=ANXA11 PE=1 SV=1 7 3 3 3 1 505 54.4 7.65 81 3
Q9ULZ3 Apoptosis-associated speck-like protein containing a CARD OS=Homo s    20 3 3 3 1 195 21.6 6.34 58 3
P54136 Arginine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=RARS PE=1 S 4 2 3 2 1 660 75.3 6.68 68 2
Q8NE71 ATP-binding cassette sub-family F member 1 OS=Homo sapiens GN=A   3 2 3 2 1 845 95.9 6.8 102 2
O75882 Attractin OS=Homo sapiens GN=ATRN PE=1 SV=2 3 2 3 2 1 1429 158.4 7.31 62 2
P49407 Beta-arrestin-1 OS=Homo sapiens GN=ARRB1 PE=1 SV=2 5 2 3 2 1 418 47 6.2 57 2
O00462 Beta-mannosidase OS=Homo sapiens GN=MANBA PE=2 SV=3 4 3 3 3 1 879 100.8 5.52 80 3
P11274 Breakpoint cluster region protein OS=Homo sapiens GN=BCR PE=1 SV= 3 2 3 2 1 1271 142.7 7.03 43 2
P56945 Breast cancer anti-estrogen resistance protein 1 OS=Homo sapiens GN   4 2 3 2 1 870 93.3 5.67 16 2
P13861 cAMP-dependent protein kinase type II-alpha regulatory subunit OS=H     10 3 3 3 1 404 45.5 5.07 60 3
P35221 Catenin alpha-1 OS=Homo sapiens GN=CTNNA1 PE=1 SV=1 5 2 3 2 1 906 100 6.29 42 2
Q9UBR2 Cathepsin Z OS=Homo sapiens GN=CTSZ PE=1 SV=1 10 2 3 2 1 303 33.8 7.11 56 2
P16070 CD44 antigen OS=Homo sapiens GN=CD44 PE=1 SV=3 3 2 3 2 1 742 81.5 5.33 66 2
Q14677 Clathrin interactor 1 OS=Homo sapiens GN=CLINT1 PE=1 SV=1 4 2 3 2 1 625 68.2 6.42 95 2
Q11201 CMP-N-acetylneuraminate-beta-galactosamide-alpha-2,3-sialyltransfe       11 2 3 2 1 340 39.1 9.09 46 2
O75534 Cold shock domain-containing protein E1 OS=Homo sapiens GN=CSDE   2 2 3 2 1 798 88.8 6.25 63 2
P57737 Coronin-7 OS=Homo sapiens GN=CORO7 PE=1 SV=2 6 3 3 3 1 925 100.5 5.8 58 3
Q86X76 Deaminated glutathione amidase OS=Homo sapiens GN=NIT1 PE=1 SV 9 2 3 2 1 327 35.9 7.74 31 2
Q02413 Desmoglein-1 OS=Homo sapiens GN=DSG1 PE=1 SV=2 3 2 3 2 1 1049 113.7 5.03 62 2
Q01459 Di-N-acetylchitobiase OS=Homo sapiens GN=CTBS PE=1 SV=1 8 2 3 2 1 385 43.7 6.64 124 2
Q9Y371 Endophilin-B1 OS=Homo sapiens GN=SH3GLB1 PE=1 SV=1 9 2 3 2 1 365 40.8 6.04 58 2
Q99447 Ethanolamine-phosphate cytidylyltransferase OS=Homo sapiens GN=P   9 2 3 2 1 389 43.8 6.92 67 2
P55884 Eukaryotic translation initiation factor 3 subunit B OS=Homo sapiens G   3 2 3 2 1 814 92.4 5 76 2
O00303 Eukaryotic translation initiation factor 3 subunit F OS=Homo sapiens G   11 3 3 3 1 357 37.5 5.45 81 3
P06730 Eukaryotic translation initiation factor 4E OS=Homo sapiens GN=EIF4E  6 2 3 2 1 217 25.1 6.15 0 2
P55060 Exportin-2 OS=Homo sapiens GN=CSE1L PE=1 SV=3 3 3 3 3 1 971 110.3 5.77 49 3
P47755 F-actin-capping protein subunit alpha-2 OS=Homo sapiens GN=CAPZA2  12 2 3 2 1 286 32.9 5.85 74 2
Q9UK22 F-box only protein 2 OS=Homo sapiens GN=FBXO2 PE=1 SV=2 14 3 3 3 1 296 33.3 4.37 41 3
P23142 Fibulin-1 OS=Homo sapiens GN=FBLN1 PE=1 SV=4 5 2 3 2 1 703 77.2 5.22 98 2
Q5D862 Filaggrin-2 OS=Homo sapiens GN=FLG2 PE=1 SV=1 4 3 3 3 1 2391 247.9 8.31 18 3
P09958 Furin OS=Homo sapiens GN=FURIN PE=1 SV=2 4 3 3 3 1 794 86.6 6.47 167 3
Q8TAX9 Gasdermin-B OS=Homo sapiens GN=GSDMB PE=1 SV=2 8 3 3 3 1 411 46.8 5.26 58 3
Q6PCE3 Glucose 1,6-bisphosphate synthase OS=Homo sapiens GN=PGM2L1 PE  5 3 3 3 1 622 70.4 7.15 77 3
P35754 Glutaredoxin-1 OS=Homo sapiens GN=GLRX PE=1 SV=2 11 2 3 2 1 106 11.8 8.09 86 2
Q9NRV9 Heme-binding protein 1 OS=Homo sapiens GN=HEBP1 PE=1 SV=1 17 2 3 2 1 189 21.1 5.8 111 2
Q01581 Hydroxymethylglutaryl-CoA synthase, cytoplasmic OS=Homo sapiens G   6 2 3 2 1 520 57.3 5.41 146 2
P01594 Immunoglobulin kappa variable 1-33 OS=Homo sapiens GN=IGKV1-33  34 2 3 2 1 117 12.8 4.78 107 2
A0A0B4J1UImmunoglobulin lambda variable 1-36 OS=Homo sapiens GN=IGLV1-36  36 2 3 2 1 117 12.5 4.78 42 2



Q8TEX9 Importin-4 OS=Homo sapiens GN=IPO4 PE=1 SV=2 5 3 3 3 1 1081 118.6 4.96 55 3
Q96P70 Importin-9 OS=Homo sapiens GN=IPO9 PE=1 SV=3 4 2 3 2 1 1041 115.9 4.81 77 2
P12268 Inosine-5'-monophosphate dehydrogenase 2 OS=Homo sapiens GN=IM   7 2 3 2 1 514 55.8 6.9 42 2
Q6PFW1 Inositol hexakisphosphate and diphosphoinositol-pentakisphosphate k       2 2 3 2 1 1433 159.4 5.4 0 2
O14896 Interferon regulatory factor 6 OS=Homo sapiens GN=IRF6 PE=1 SV=1 7 2 3 2 1 467 53.1 5.33 67 2
P20591 Interferon-induced GTP-binding protein Mx1 OS=Homo sapiens GN=M   5 3 3 3 1 662 75.5 5.83 33 3
P14923 Junction plakoglobin OS=Homo sapiens GN=JUP PE=1 SV=3 5 2 3 2 1 745 81.7 6.14 50 2
Q08431 Lactadherin OS=Homo sapiens GN=MFGE8 PE=1 SV=2 7 2 3 2 1 387 43.1 8.15 41 2
Q14847 LIM and SH3 domain protein 1 OS=Homo sapiens GN=LASP1 PE=1 SV= 27 3 3 3 1 261 29.7 7.05 61 3
Q93052 Lipoma-preferred partner OS=Homo sapiens GN=LPP PE=1 SV=1 10 3 3 3 1 612 65.7 7.37 45 3
P24666 Low molecular weight phosphotyrosine protein phosphatase OS=Hom     15 2 3 2 1 158 18 6.74 92 2
Q96IJ6 Mannose-1-phosphate guanyltransferase alpha OS=Homo sapiens GN   8 2 3 2 1 420 46.3 7.21 99 2
P09237 Matrilysin OS=Homo sapiens GN=MMP7 PE=1 SV=1 8 2 3 2 1 267 29.7 7.91 46 2
Q9BQA1 Methylosome protein 50 OS=Homo sapiens GN=WDR77 PE=1 SV=1 6 2 3 2 1 342 36.7 5.17 68 2
P02144 Myoglobin OS=Homo sapiens GN=MB PE=1 SV=2 19 2 3 2 1 154 17.2 7.68 68 2
O94760 N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 OS=Homo sapi    8 2 3 2 1 285 31.1 5.81 38 2
O14745 Na(+)/H(+) exchange regulatory cofactor NHE-RF1 OS=Homo sapiens G   11 2 3 2 1 358 38.8 5.77 43 2
Q9Y2A9 N-acetyllactosaminide beta-1,3-N-acetylglucosaminyltransferase 3 OS=     11 3 3 3 1 372 42.5 8.68 80 3
Q96PD5 N-acetylmuramoyl-L-alanine amidase OS=Homo sapiens GN=PGLYRP2  9 3 3 3 1 576 62.2 7.55 103 3
P48163 NADP-dependent malic enzyme OS=Homo sapiens GN=ME1 PE=1 SV= 9 2 3 2 1 572 64.1 6.13 19 2
O00533 Neural cell adhesion molecule L1-like protein OS=Homo sapiens GN=C   3 2 3 2 1 1208 135 5.76 21 2
Q09666 Neuroblast differentiation-associated protein AHNAK OS=Homo sapien    2 2 3 2 1 5890 628.7 6.15 44 2
Q9Y3B8 Oligoribonuclease, mitochondrial OS=Homo sapiens GN=REXO2 PE=1 S 13 2 3 2 1 237 26.8 6.87 128 2
Q02790 Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Homo sapiens GN=FKBP   11 3 3 3 1 459 51.8 5.43 111 3
Q8NC51 Plasminogen activator inhibitor 1 RNA-binding protein OS=Homo sapie    4 2 3 2 1 408 44.9 8.65 55 2
Q15366 Poly(rC)-binding protein 2 OS=Homo sapiens GN=PCBP2 PE=1 SV=1 17 3 3 3 1 365 38.6 6.79 52 3
P26599 Polypyrimidine tract-binding protein 1 OS=Homo sapiens GN=PTBP1 P  8 2 3 2 1 531 57.2 9.17 86 2
Q8NDH3 Probable aminopeptidase NPEPL1 OS=Homo sapiens GN=NPEPL1 PE=  7 3 3 3 1 523 55.8 6.87 57 3
Q93008 Probable ubiquitin carboxyl-terminal hydrolase FAF-X OS=Homo sapie    1 3 3 3 1 2570 292.1 5.8 42 3
O14737 Programmed cell death protein 5 OS=Homo sapiens GN=PDCD5 PE=1 29 3 3 3 1 125 14.3 6.04 103 3
O43490 Prominin-1 OS=Homo sapiens GN=PROM1 PE=1 SV=1 5 3 3 3 1 865 97.1 7.27 142 3
P60900 Proteasome subunit alpha type-6 OS=Homo sapiens GN=PSMA6 PE=1 13 3 3 3 1 246 27.4 6.76 60 3
P02760 Protein AMBP OS=Homo sapiens GN=AMBP PE=1 SV=1 5 2 3 2 1 352 39 6.25 75 2
O60879 Protein diaphanous homolog 2 OS=Homo sapiens GN=DIAPH2 PE=1 SV 2 2 3 2 1 1101 125.5 6.58 59 2
P30101 Protein disulfide-isomerase A3 OS=Homo sapiens GN=PDIA3 PE=1 SV= 5 2 3 2 1 505 56.7 6.35 50 2
P58499 Protein FAM3B OS=Homo sapiens GN=FAM3B PE=1 SV=2 14 3 3 3 1 235 26 8.75 22 3
Q9NUQ9 Protein FAM49B OS=Homo sapiens GN=FAM49B PE=1 SV=1 15 3 3 3 1 324 36.7 6.06 37 3
O94979 Protein transport protein Sec31A OS=Homo sapiens GN=SEC31A PE=1 2 2 3 2 1 1220 132.9 6.89 25 2
Q9HBR0 Putative sodium-coupled neutral amino acid transporter 10 OS=Homo    3 2 3 2 1 1119 119.7 5.73 56 2
Q9Y3P9 Rab GTPase-activating protein 1 OS=Homo sapiens GN=RABGAP1 PE=1 2 2 3 2 1 1069 121.7 5.25 82 2
P61019 Ras-related protein Rab-2A OS=Homo sapiens GN=RAB2A PE=1 SV=1 18 3 3 3 1 212 23.5 6.54 121 3
Q07960 Rho GTPase-activating protein 1 OS=Homo sapiens GN=ARHGAP1 PE=  10 3 3 3 1 439 50.4 6.29 70 3
P11908 Ribose-phosphate pyrophosphokinase 2 OS=Homo sapiens GN=PRPS2  9 2 3 2 1 318 34.7 6.61 107 2
Q15019 Septin-2 OS=Homo sapiens GN=SEPT2 PE=1 SV=1 15 3 3 3 1 361 41.5 6.6 85 3
Q15208 Serine/threonine-protein kinase 38 OS=Homo sapiens GN=STK38 PE=1 7 2 3 2 1 465 54.2 7.15 32 2
P63151 Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B       9 3 3 3 1 447 51.7 6.2 141 3
Q9Y5X3 Sorting nexin-5 OS=Homo sapiens GN=SNX5 PE=1 SV=1 9 3 3 3 1 404 46.8 6.76 79 3
Q9UNH7 Sorting nexin-6 OS=Homo sapiens GN=SNX6 PE=1 SV=1 7 2 3 2 1 406 46.6 6.16 125 2
Q13838 Spliceosome RNA helicase DDX39B OS=Homo sapiens GN=DDX39B PE  7 2 3 2 1 428 49 5.67 30 2
Q14247 Src substrate cortactin OS=Homo sapiens GN=CTTN PE=1 SV=2 11 3 3 3 1 550 61.5 5.4 91 3
Q7KZF4 Staphylococcal nuclease domain-containing protein 1 OS=Homo sapie    3 2 3 2 1 910 101.9 7.17 39 2
O00204 Sulfotransferase family cytosolic 2B member 1 OS=Homo sapiens GN=   7 2 3 2 1 365 41.3 5.4 25 2
Q15833 Syntaxin-binding protein 2 OS=Homo sapiens GN=STXBP2 PE=1 SV=2 6 2 3 2 1 593 66.4 6.55 44 2
Q6PGP7 Tetratricopeptide repeat protein 37 OS=Homo sapiens GN=TTC37 PE=  2 2 3 2 1 1564 175.4 7.53 62 2
Q5R3I4 Tetratricopeptide repeat protein 38 OS=Homo sapiens GN=TTC38 PE=  5 2 3 2 1 469 52.8 5.99 64 2
Q8NFU3 Thiosulfate:glutathione sulfurtransferase OS=Homo sapiens GN=TSTD   49 2 3 2 1 115 12.5 6.07 48 2
P02766 Transthyretin OS=Homo sapiens GN=TTR PE=1 SV=1 31 2 3 2 1 147 15.9 5.76 103 2
P22102 Trifunctional purine biosynthetic protein adenosine-3 OS=Homo sapie    5 3 3 3 1 1010 107.7 6.7 48 3
Q06124 Tyrosine-protein phosphatase non-receptor type 11 OS=Homo sapiens   5 2 3 2 1 597 68.4 7.3 41 2
P54577 Tyrosine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=YARS PE=1 S 5 2 3 2 1 528 59.1 7.05 81 2
Q9UPU5 Ubiquitin carboxyl-terminal hydrolase 24 OS=Homo sapiens GN=USP24  2 2 3 2 1 2620 294.2 6.14 55 2
Q9UM54 Unconventional myosin-VI OS=Homo sapiens GN=MYO6 PE=1 SV=4 3 3 3 3 1 1294 149.6 8.53 28 3
Q15904 V-type proton ATPase subunit S1 OS=Homo sapiens GN=ATP6AP1 PE=  5 2 3 2 1 470 52 6.14 41 2
P35998 26S proteasome regulatory subunit 7 OS=Homo sapiens GN=PSMC2 P  5 2 2 2 1 433 48.6 5.95 74 2
P62195 26S proteasome regulatory subunit 8 OS=Homo sapiens GN=PSMC5 P  8 2 2 2 1 406 45.6 7.55 29 2
P46783 40S ribosomal protein S10 OS=Homo sapiens GN=RPS10 PE=1 SV=1 15 2 2 2 1 165 18.9 10.15 103 2
P62244 40S ribosomal protein S15a OS=Homo sapiens GN=RPS15A PE=1 SV=2 14 2 2 2 1 130 14.8 10.13 41 2
P15880 40S ribosomal protein S2 OS=Homo sapiens GN=RPS2 PE=1 SV=2 9 2 2 2 1 293 31.3 10.24 71 2
P62241 40S ribosomal protein S8 OS=Homo sapiens GN=RPS8 PE=1 SV=2 12 2 2 2 1 208 24.2 10.32 73 2
Q9Y478 5'-AMP-activated protein kinase subunit beta-1 OS=Homo sapiens GN=   8 2 2 2 1 270 30.4 6.4 27 2
P62906 60S ribosomal protein L10a OS=Homo sapiens GN=RPL10A PE=1 SV=2 13 2 2 2 1 217 24.8 9.94 54 2
P35268 60S ribosomal protein L22 OS=Homo sapiens GN=RPL22 PE=1 SV=2 19 2 2 2 1 128 14.8 9.19 75 2
P61254 60S ribosomal protein L26 OS=Homo sapiens GN=RPL26 PE=1 SV=1 11 2 2 2 1 145 17.2 10.55 16 2
P46777 60S ribosomal protein L5 OS=Homo sapiens GN=RPL5 PE=1 SV=3 9 2 2 2 1 297 34.3 9.72 125 2
P62424 60S ribosomal protein L7a OS=Homo sapiens GN=RPL7A PE=1 SV=2 11 2 2 2 1 266 30 10.61 68 2
Q9NR19 Acetyl-coenzyme A synthetase, cytoplasmic OS=Homo sapiens GN=AC   4 2 2 2 1 701 78.5 6.46 21 2
P26572 Alpha-1,3-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransfer      7 2 2 2 1 445 50.8 9.16 31 2
P02511 Alpha-crystallin B chain OS=Homo sapiens GN=CRYAB PE=1 SV=2 12 2 2 2 1 175 20.1 7.33 92 2
Q03154 Aminoacylase-1 OS=Homo sapiens GN=ACY1 PE=1 SV=1 10 2 2 2 1 408 45.9 6.18 64 2
P02649 Apolipoprotein E OS=Homo sapiens GN=APOE PE=1 SV=1 7 2 2 2 1 317 36.1 5.73 32 2
P14868 Aspartate--tRNA ligase, cytoplasmic OS=Homo sapiens GN=DARS PE=1 6 2 2 2 1 501 57.1 6.55 22 2
Q9UBB4 Ataxin-10 OS=Homo sapiens GN=ATXN10 PE=1 SV=1 9 2 2 2 1 475 53.5 5.25 72 2
Q9NUQ8 ATP-binding cassette sub-family F member 3 OS=Homo sapiens GN=A   5 2 2 2 1 709 79.7 6.34 24 2
Q92499 ATP-dependent RNA helicase DDX1 OS=Homo sapiens GN=DDX1 PE=1 5 2 2 2 1 740 82.4 7.23 24 2
Q8NES3 Beta-1,3-N-acetylglucosaminyltransferase lunatic fringe OS=Homo sap    12 2 2 2 1 379 41.7 9.17 52 2
P07686 Beta-hexosaminidase subunit beta OS=Homo sapiens GN=HEXB PE=1 4 2 2 2 1 556 63.1 6.76 27 2
P04003 C4b-binding protein alpha chain OS=Homo sapiens GN=C4BPA PE=1 SV 4 2 2 2 1 597 67 7.3 33 2
Q9HB71 Calcyclin-binding protein OS=Homo sapiens GN=CACYBP PE=1 SV=2 10 2 2 2 1 228 26.2 8.25 51 2
O43852 Calumenin OS=Homo sapiens GN=CALU PE=1 SV=2 5 2 2 2 1 315 37.1 4.64 35 2
Q8N1Q1 Carbonic anhydrase 13 OS=Homo sapiens GN=CA13 PE=1 SV=1 14 2 2 2 1 262 29.4 6.96 45 2
P55212 Caspase-6 OS=Homo sapiens GN=CASP6 PE=1 SV=2 7 2 2 2 1 293 33.3 6.93 67 2
Q14790 Caspase-8 OS=Homo sapiens GN=CASP8 PE=1 SV=1 6 2 2 2 1 479 55.4 5.1 49 2
P04040 Catalase OS=Homo sapiens GN=CAT PE=1 SV=3 6 2 2 2 1 527 59.7 7.39 14 2
P62633 Cellular nucleic acid-binding protein OS=Homo sapiens GN=CNBP PE=1 15 2 2 2 1 177 19.5 7.71 50 2
P12259 Coagulation factor V OS=Homo sapiens GN=F5 PE=1 SV=4 1 2 2 2 1 2224 251.5 6.05 29 2
P35606 Coatomer subunit beta' OS=Homo sapiens GN=COPB2 PE=1 SV=2 2 2 2 2 1 906 102.4 5.27 81 2
O14579 Coatomer subunit epsilon OS=Homo sapiens GN=COPE PE=1 SV=3 10 2 2 2 1 308 34.5 5.12 39 2
P02748 Complement component C9 OS=Homo sapiens GN=C9 PE=1 SV=2 4 2 2 2 1 559 63.1 5.59 40 2
P05156 Complement factor I OS=Homo sapiens GN=CFI PE=1 SV=2 4 2 2 2 1 583 65.7 7.5 63 2
Q9UNS2 COP9 signalosome complex subunit 3 OS=Homo sapiens GN=COPS3 PE  8 2 2 2 1 423 47.8 6.65 54 2
Q92905 COP9 signalosome complex subunit 5 OS=Homo sapiens GN=COPS5 PE  6 2 2 2 1 334 37.6 6.54 39 2
Q6UXB2 C-X-C motif chemokine 17 OS=Homo sapiens GN=CXCL17 PE=1 SV=1 22 2 2 2 1 119 13.8 10.96 30 2
Q6UWP2 Dehydrogenase/reductase SDR family member 11 OS=Homo sapiens G   10 2 2 2 1 260 28.3 6.64 61 2
Q14126 Desmoglein-2 OS=Homo sapiens GN=DSG2 PE=1 SV=2 3 2 2 2 1 1118 122.2 5.24 50 2
Q9P265 Disco-interacting protein 2 homolog B OS=Homo sapiens GN=DIP2B PE  2 2 2 2 1 1576 171.4 8.09 38 2
P63172 Dynein light chain Tctex-type 1 OS=Homo sapiens GN=DYNLT1 PE=1 SV 25 2 2 2 1 113 12.4 5.08 32 2
Q9UNE7 E3 ubiquitin-protein ligase CHIP OS=Homo sapiens GN=STUB1 PE=1 SV 8 2 2 2 1 303 34.8 5.87 41 2
Q63HN8 E3 ubiquitin-protein ligase RNF213 OS=Homo sapiens GN=RNF213 PE=  0 2 2 2 1 5207 591 6.48 44 2
Q9NTX5 Ethylmalonyl-CoA decarboxylase OS=Homo sapiens GN=ECHDC1 PE=1 7 2 2 2 1 307 33.7 8.21 45 2
Q9Y262 Eukaryotic translation initiation factor 3 subunit L OS=Homo sapiens G   3 2 2 2 1 564 66.7 6.34 29 2
Q7L2H7 Eukaryotic translation initiation factor 3 subunit M OS=Homo sapiens G   7 2 2 2 1 374 42.5 5.63 41 2
P78344 Eukaryotic translation initiation factor 4 gamma 2 OS=Homo sapiens G   3 2 2 2 1 907 102.3 7.14 29 2
P15328 Folate receptor alpha OS=Homo sapiens GN=FOLR1 PE=1 SV=3 12 2 2 2 1 257 29.8 7.97 42 2
P07954 Fumarate hydratase, mitochondrial OS=Homo sapiens GN=FH PE=1 SV 8 2 2 2 1 510 54.6 8.76 75 2
Q9NQX3 Gephyrin OS=Homo sapiens GN=GPHN PE=1 SV=1 4 2 2 2 1 736 79.7 5.43 25 2
O95749 Geranylgeranyl pyrophosphate synthase OS=Homo sapiens GN=GGPS1  6 2 2 2 1 300 34.8 6.14 56 2
O76003 Glutaredoxin-3 OS=Homo sapiens GN=GLRX3 PE=1 SV=2 8 2 2 2 1 335 37.4 5.39 31 2



P30711 Glutathione S-transferase theta-1 OS=Homo sapiens GN=GSTT1 PE=1 S 12 2 2 2 1 240 27.3 7.49 31 2
Q14393 Growth arrest-specific protein 6 OS=Homo sapiens GN=GAS6 PE=1 SV= 4 2 2 2 1 721 79.6 6.21 16 2
P62993 Growth factor receptor-bound protein 2 OS=Homo sapiens GN=GRB2  9 2 2 2 1 217 25.2 6.32 46 2
P69905 Hemoglobin subunit alpha OS=Homo sapiens GN=HBA1 PE=1 SV=2 17 2 2 2 1 142 15.2 8.68 64 2
P51858 Hepatoma-derived growth factor OS=Homo sapiens GN=HDGF PE=1 SV 14 2 2 2 1 240 26.8 4.73 52 2
P09429 High mobility group protein B1 OS=Homo sapiens GN=HMGB1 PE=1 SV 13 2 2 2 1 215 24.9 5.74 71 2
Q9Y4L1 Hypoxia up-regulated protein 1 OS=Homo sapiens GN=HYOU1 PE=1 SV 3 2 2 2 1 999 111.3 5.22 108 2
P01743 Immunoglobulin heavy variable 1-46 OS=Homo sapiens GN=IGHV1-46  22 2 2 2 1 117 12.9 8.92 70 2
P01624 Immunoglobulin kappa variable 3-15 OS=Homo sapiens GN=IGKV3-15  26 2 2 2 1 115 12.5 5.19 42 2
O00629 Importin subunit alpha-3 OS=Homo sapiens GN=KPNA4 PE=1 SV=1 9 2 2 2 1 521 57.9 4.96 0 2
O00410 Importin-5 OS=Homo sapiens GN=IPO5 PE=1 SV=4 3 2 2 2 1 1097 123.6 4.94 51 2
O95373 Importin-7 OS=Homo sapiens GN=IPO7 PE=1 SV=1 2 2 2 2 1 1038 119.4 4.82 66 2
Q14116 Interleukin-18 OS=Homo sapiens GN=IL18 PE=1 SV=1 9 2 2 2 1 193 22.3 4.67 46 2
P0C870 JmjC domain-containing protein 7 OS=Homo sapiens GN=JMJD7 PE=1 7 2 2 2 1 316 35.9 5.38 64 2
Q32MZ4 Leucine-rich repeat flightless-interacting protein 1 OS=Homo sapiens G   3 2 2 2 1 808 89.2 4.65 58 2
Q8WWI1 LIM domain only protein 7 OS=Homo sapiens GN=LMO7 PE=1 SV=3 1 2 2 2 1 1683 192.6 8.09 21 2
Q86X29 Lipolysis-stimulated lipoprotein receptor OS=Homo sapiens GN=LSR P  4 2 2 2 1 649 71.4 7.97 94 2
P33241 Lymphocyte-specific protein 1 OS=Homo sapiens GN=LSP1 PE=1 SV=1 13 2 2 2 1 339 37.2 4.74 50 2
Q15046 Lysine--tRNA ligase OS=Homo sapiens GN=KARS PE=1 SV=3 4 2 2 2 1 597 68 6.35 0 2
P10253 Lysosomal alpha-glucosidase OS=Homo sapiens GN=GAA PE=1 SV=4 2 2 2 2 1 952 105.3 6 34 2
Q9ULC4 Malignant T-cell-amplified sequence 1 OS=Homo sapiens GN=MCTS1 P  17 2 2 2 1 181 20.5 8.82 58 2
Q86SF2 N-acetylgalactosaminyltransferase 7 OS=Homo sapiens GN=GALNT7 P  4 2 2 2 1 657 75.3 7.11 49 2
Q8NCW5 NAD(P)H-hydrate epimerase OS=Homo sapiens GN=NAXE PE=1 SV=2 10 2 2 2 1 288 31.7 7.66 49 2
O43847 Nardilysin OS=Homo sapiens GN=NRDC PE=1 SV=2 3 2 2 2 1 1150 131.5 5 35 2
Q8TBC4 NEDD8-activating enzyme E1 catalytic subunit OS=Homo sapiens GN=U   8 2 2 2 1 463 51.8 5.45 43 2
P61081 NEDD8-conjugating enzyme Ubc12 OS=Homo sapiens GN=UBE2M PE=  12 2 2 2 1 183 20.9 7.69 23 2
Q6ZNJ1 Neurobeachin-like protein 2 OS=Homo sapiens GN=NBEAL2 PE=1 SV=2 1 2 2 2 1 2754 302.3 6.38 24 2
Q8NBF2 NHL repeat-containing protein 2 OS=Homo sapiens GN=NHLRC2 PE=1 3 2 2 2 1 726 79.4 5.55 32 2
P19838 Nuclear factor NF-kappa-B p105 subunit OS=Homo sapiens GN=NFKB1  3 2 2 2 1 968 105.3 5.4 15 2
Q9BXW6 Oxysterol-binding protein-related protein 1 OS=Homo sapiens GN=OSB   3 2 2 2 1 950 108.4 6.38 67 2
Q00688 Peptidyl-prolyl cis-trans isomerase FKBP3 OS=Homo sapiens GN=FKBP   10 2 2 2 1 224 25.2 9.28 25 2
O95394 Phosphoacetylglucosamine mutase OS=Homo sapiens GN=PGM3 PE=1 4 2 2 2 1 542 59.8 6.25 28 2
P03952 Plasma kallikrein OS=Homo sapiens GN=KLKB1 PE=1 SV=1 4 2 2 2 1 638 71.3 8.22 110 2
Q9NRA1 Platelet-derived growth factor C OS=Homo sapiens GN=PDGFC PE=1 SV 10 2 2 2 1 345 39 6.14 0 2
Q8NCL4 Polypeptide N-acetylgalactosaminyltransferase 6 OS=Homo sapiens G   5 2 2 2 1 622 71.1 8.18 100 2
Q9UHV9 Prefoldin subunit 2 OS=Homo sapiens GN=PFDN2 PE=1 SV=1 17 2 2 2 1 154 16.6 6.58 85 2
Q5GLZ8 Probable E3 ubiquitin-protein ligase HERC4 OS=Homo sapiens GN=HER   4 2 2 2 1 1057 118.5 6.19 17 2
O75340 Programmed cell death protein 6 OS=Homo sapiens GN=PDCD6 PE=1 13 2 2 2 1 191 21.9 5.4 71 2
Q14914 Prostaglandin reductase 1 OS=Homo sapiens GN=PTGR1 PE=1 SV=2 8 2 2 2 1 329 35.8 8.29 91 2
Q16186 Proteasomal ubiquitin receptor ADRM1 OS=Homo sapiens GN=ADRM   4 2 2 2 1 407 42.1 5.07 46 2
P49354 Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit      8 2 2 2 1 379 44.4 5.08 64 2
Q96FQ6 Protein S100-A16 OS=Homo sapiens GN=S100A16 PE=1 SV=1 26 2 2 2 1 103 11.8 6.79 0 2
P61106 Ras-related protein Rab-14 OS=Homo sapiens GN=RAB14 PE=1 SV=4 21 2 2 2 1 215 23.9 6.21 46 2
P10586 Receptor-type tyrosine-protein phosphatase F OS=Homo sapiens GN=   1 2 2 2 1 1907 212.7 6.3 18 2
P09455 Retinol-binding protein 1 OS=Homo sapiens GN=RBP1 PE=1 SV=2 13 2 2 2 1 135 15.8 5.11 43 2
Q92743 Serine protease HTRA1 OS=Homo sapiens GN=HTRA1 PE=1 SV=1 5 2 2 2 1 480 51.3 7.83 57 2
Q13177 Serine/threonine-protein kinase PAK 2 OS=Homo sapiens GN=PAK2 PE  5 2 2 2 1 524 58 5.96 25 2
O00743 Serine/threonine-protein phosphatase 6 catalytic subunit OS=Homo sa    9 2 2 2 1 305 35.1 5.69 33 2
P29508 Serpin B3 OS=Homo sapiens GN=SERPINB3 PE=1 SV=2 6 2 2 2 1 390 44.5 6.81 61 2
P63279 SUMO-conjugating enzyme UBC9 OS=Homo sapiens GN=UBE2I PE=1 S 16 2 2 2 1 158 18 8.66 31 2
Q9NPQ8 Synembryn-A OS=Homo sapiens GN=RIC8A PE=1 SV=3 5 2 2 2 1 531 59.7 5.33 17 2
Q92973 Transportin-1 OS=Homo sapiens GN=TNPO1 PE=1 SV=2 2 2 2 2 1 898 102.3 4.98 60 2
O14773 Tripeptidyl-peptidase 1 OS=Homo sapiens GN=TPP1 PE=1 SV=2 7 2 2 2 1 563 61.2 6.48 68 2
P29144 Tripeptidyl-peptidase 2 OS=Homo sapiens GN=TPP2 PE=1 SV=4 3 2 2 2 1 1249 138.3 6.32 19 2
Q9Y3I0 tRNA-splicing ligase RtcB homolog OS=Homo sapiens GN=RTCB PE=1 S 6 2 2 2 1 505 55.2 7.23 104 2
Q9Y3C8 Ubiquitin-fold modifier-conjugating enzyme 1 OS=Homo sapiens GN=U   11 2 2 2 1 167 19.4 7.4 26 2
Q9ULV0 Unconventional myosin-Vb OS=Homo sapiens GN=MYO5B PE=1 SV=3 1 2 2 2 1 1848 213.5 7.2 21 2
P54727 UV excision repair protein RAD23 homolog B OS=Homo sapiens GN=RA   7 2 2 2 1 409 43.1 4.84 51 2
O75436 Vacuolar protein sorting-associated protein 26A OS=Homo sapiens GN   6 2 2 2 1 327 38.1 6.57 47 2
Q9Y5K8 V-type proton ATPase subunit D OS=Homo sapiens GN=ATP6V1D PE=1 11 2 2 2 1 247 28.2 9.36 69 2
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S1 dataset: Proteins identified in experiment 2 (2 peptides, no keratins)
AC_numbe Protein names Coverage [%] # Peptides # PSMs # Unique P # Protein G # AAs MW [kDa] calc. pI Score Masc  # Peptides (by Search Engine): Mascot
P55210 Caspase-7 OS=Homo sapiens GN=CASP7 PE=1 SV=1 8 2 2 2 1 303 34.3 6.07 0 2
Q92817 Envoplakin OS=Homo sapiens GN=EVPL PE=1 SV=3 1 2 2 2 1 2033 231.5 6.96 0 2
Q9BY44 Eukaryotic translation initiation factor 2A OS=Homo sapiens GN=EIF2A PE=1 SV=3 7 2 3 2 1 585 64.9 8.87 0 2
P35573 Glycogen debranching enzyme OS=Homo sapiens GN=AGL PE=1 SV=3 3 3 4 3 1 1532 174.7 6.76 0 3
Q15208 Serine/threonine-protein kinase 38 OS=Homo sapiens GN=STK38 PE=1 SV=1 8 2 2 2 1 465 54.2 7.15 0 2
Q9Y376 Calcium-binding protein 39 OS=Homo sapiens GN=CAB39 PE=1 SV=1 9 2 4 2 1 341 39.8 6.89 15 2
Q9NRX4 14 kDa phosphohistidine phosphatase OS=Homo sapiens GN=PHPT1 PE=1 SV=1 31 2 4 2 1 125 13.8 6.07 17 2
Q15008 26S proteasome non-ATPase regulatory subunit 6 OS=Homo sapiens GN=PSMD6 PE=1 SV=1 7 2 4 2 1 389 45.5 5.62 17 2
Q6UXB2 C-X-C motif chemokine 17 OS=Homo sapiens GN=CXCL17 PE=1 SV=1 22 2 2 2 1 119 13.8 10.96 17 2
Q16706 Alpha-mannosidase 2 OS=Homo sapiens GN=MAN2A1 PE=1 SV=2 4 3 4 3 1 1144 131.1 7.58 18 3
Q9H6S3 Epidermal growth factor receptor kinase substrate 8-like protein 2 OS=Homo sapiens GN=EPS8L2 P  3 2 2 2 1 715 80.6 6.84 18 2
A0A0B4J1YImmunoglobulin lambda variable 9-49 OS=Homo sapiens GN=IGLV9-49 PE=1 SV=1 22 2 2 2 1 123 13 7.28 19 2
P53582 Methionine aminopeptidase 1 OS=Homo sapiens GN=METAP1 PE=1 SV=2 5 2 3 2 1 386 43.2 7.17 19 2
Q9UBW8 COP9 signalosome complex subunit 7a OS=Homo sapiens GN=COPS7A PE=1 SV=1 15 2 2 2 1 275 30.3 8.22 20 2
Q9Y2E5 Epididymis-specific alpha-mannosidase OS=Homo sapiens GN=MAN2B2 PE=1 SV=4 3 2 3 2 1 1009 113.9 7.24 20 2
Q8WWI1 LIM domain only protein 7 OS=Homo sapiens GN=LMO7 PE=1 SV=3 1 2 3 2 1 1683 192.6 8.09 20 2
P15170 Eukaryotic peptide chain release factor GTP-binding subunit ERF3A OS=Homo sapiens GN=GSPT1 PE  6 2 3 2 1 499 55.7 5.62 21 2
Q5VWZ2 Lysophospholipase-like protein 1 OS=Homo sapiens GN=LYPLAL1 PE=1 SV=3 19 3 3 3 1 237 26.3 7.84 21 3
P29144 Tripeptidyl-peptidase 2 OS=Homo sapiens GN=TPP2 PE=1 SV=4 2 2 2 2 1 1249 138.3 6.32 21 2
P50914 60S ribosomal protein L14 OS=Homo sapiens GN=RPL14 PE=1 SV=4 10 2 2 2 1 215 23.4 10.93 22 2
O14672 Disintegrin and metalloproteinase domain-containing protein 10 OS=Homo sapiens GN=ADAM10 P  3 2 2 2 1 748 84.1 7.77 22 2
P57764 Gasdermin-D OS=Homo sapiens GN=GSDMD PE=1 SV=1 8 2 4 2 1 484 52.8 5.08 22 2
Q9H0W9 Ester hydrolase C11orf54 OS=Homo sapiens GN=C11orf54 PE=1 SV=1 12 2 2 2 1 315 35.1 6.7 23 2
Q16543 Hsp90 co-chaperone Cdc37 OS=Homo sapiens GN=CDC37 PE=1 SV=1 13 4 5 4 1 378 44.4 5.25 23 4
P36969 Phospholipid hydroperoxide glutathione peroxidase, mitochondrial OS=Homo sapiens GN=GPX4 PE  19 3 3 3 1 197 22.2 8.37 23 3
P62829 60S ribosomal protein L23 OS=Homo sapiens GN=RPL23 PE=1 SV=1 20 2 3 2 1 140 14.9 10.51 24 2
Q13510 Acid ceramidase OS=Homo sapiens GN=ASAH1 PE=1 SV=5 5 2 2 2 1 395 44.6 7.62 24 2
Q9UQN3 Charged multivesicular body protein 2b OS=Homo sapiens GN=CHMP2B PE=1 SV=1 8 2 2 2 1 213 23.9 8.76 24 2
P02748 Complement component C9 OS=Homo sapiens GN=C9 PE=1 SV=2 6 3 5 3 1 559 63.1 5.59 24 3
P50238 Cysteine-rich protein 1 OS=Homo sapiens GN=CRIP1 PE=1 SV=3 45 2 5 2 1 77 8.5 8.75 24 2
Q9Y265 RuvB-like 1 OS=Homo sapiens GN=RUVBL1 PE=1 SV=1 7 2 2 2 1 456 50.2 6.42 24 2
Q9UM54 Unconventional myosin-VI OS=Homo sapiens GN=MYO6 PE=1 SV=4 1 2 2 2 1 1294 149.6 8.53 24 2
O43852 Calumenin OS=Homo sapiens GN=CALU PE=1 SV=2 7 2 3 2 1 315 37.1 4.64 25 2
O00533 Neural cell adhesion molecule L1-like protein OS=Homo sapiens GN=CHL1 PE=1 SV=4 3 2 2 2 1 1208 135 5.76 25 2
P61247 40S ribosomal protein S3a OS=Homo sapiens GN=RPS3A PE=1 SV=2 8 2 2 2 1 264 29.9 9.73 26 2
P06280 Alpha-galactosidase A OS=Homo sapiens GN=GLA PE=1 SV=1 5 2 2 2 1 429 48.7 5.6 26 2
P49407 Beta-arrestin-1 OS=Homo sapiens GN=ARRB1 PE=1 SV=2 7 2 4 2 1 418 47 6.2 26 2
P55060 Exportin-2 OS=Homo sapiens GN=CSE1L PE=1 SV=3 2 2 3 2 1 971 110.3 5.77 26 2
Q92820 Gamma-glutamyl hydrolase OS=Homo sapiens GN=GGH PE=1 SV=2 7 2 2 2 1 318 35.9 7.11 26 2
Q04760 Lactoylglutathione lyase OS=Homo sapiens GN=GLO1 PE=1 SV=4 22 4 7 4 1 184 20.8 5.31 26 4
P00387 NADH-cytochrome b5 reductase 3 OS=Homo sapiens GN=CYB5R3 PE=1 SV=3 10 2 2 2 1 301 34.2 7.59 26 2
Q5R3I4 Tetratricopeptide repeat protein 38 OS=Homo sapiens GN=TTC38 PE=1 SV=1 7 2 2 2 1 469 52.8 5.99 26 2
P51580 Thiopurine S-methyltransferase OS=Homo sapiens GN=TPMT PE=1 SV=1 6 2 2 2 1 245 28.2 6.23 26 2
P43652 Afamin OS=Homo sapiens GN=AFM PE=1 SV=1 4 2 3 2 1 599 69 5.9 27 2
Q9NZP8 Complement C1r subcomponent-like protein OS=Homo sapiens GN=C1RL PE=1 SV=2 5 2 3 2 1 487 53.5 7.2 27 2
Q14393 Growth arrest-specific protein 6 OS=Homo sapiens GN=GAS6 PE=1 SV=2 4 2 2 2 1 721 79.6 6.21 27 2
P27361 Mitogen-activated protein kinase 3 OS=Homo sapiens GN=MAPK3 PE=1 SV=4 12 4 5 2 1 379 43.1 6.74 27 4
P58499 Protein FAM3B OS=Homo sapiens GN=FAM3B PE=1 SV=2 8 2 2 2 1 235 26 8.75 27 2
Q9BVJ7 Dual specificity protein phosphatase 23 OS=Homo sapiens GN=DUSP23 PE=1 SV=1 13 2 2 2 1 150 16.6 8.21 28 2
Q04637 Eukaryotic translation initiation factor 4 gamma 1 OS=Homo sapiens GN=EIF4G1 PE=1 SV=4 4 3 6 3 1 1599 175.4 5.33 28 3
P78417 Glutathione S-transferase omega-1 OS=Homo sapiens GN=GSTO1 PE=1 SV=2 8 2 2 2 1 241 27.5 6.6 28 2
Q8N1G4 Leucine-rich repeat-containing protein 47 OS=Homo sapiens GN=LRRC47 PE=1 SV=1 5 2 2 2 1 583 63.4 8.28 28 2
Q00169 Phosphatidylinositol transfer protein alpha isoform OS=Homo sapiens GN=PITPNA PE=1 SV=2 9 2 3 2 1 270 31.8 6.55 28 2
Q15437 Protein transport protein Sec23B OS=Homo sapiens GN=SEC23B PE=1 SV=2 3 2 2 2 1 767 86.4 6.89 28 2
O94903 Pyridoxal phosphate homeostasis protein OS=Homo sapiens GN=PROSC PE=1 SV=1 11 2 3 2 1 275 30.3 7.5 28 2
Q9P2R3 Rabankyrin-5 OS=Homo sapiens GN=ANKFY1 PE=1 SV=2 2 2 2 2 1 1169 128.3 6.1 28 2
Q9BV57 1,2-dihydroxy-3-keto-5-methylthiopentene dioxygenase OS=Homo sapiens GN=ADI1 PE=1 SV=1 11 2 2 2 1 179 21.5 5.68 29 2
P60228 Eukaryotic translation initiation factor 3 subunit E OS=Homo sapiens GN=EIF3E PE=1 SV=1 7 2 4 2 1 445 52.2 6.04 29 2
Q14C86 GTPase-activating protein and VPS9 domain-containing protein 1 OS=Homo sapiens GN=GAPVD1 P  2 2 2 2 1 1478 164.9 5.22 29 2
Q5T749 Keratinocyte proline-rich protein OS=Homo sapiens GN=KPRP PE=1 SV=1 6 2 3 2 1 579 64.1 8.27 29 2
Q8WVQ1 Soluble calcium-activated nucleotidase 1 OS=Homo sapiens GN=CANT1 PE=1 SV=1 8 2 2 2 1 401 44.8 6.09 29 2
O75976 Carboxypeptidase D OS=Homo sapiens GN=CPD PE=1 SV=2 2 3 4 3 1 1380 152.8 6.05 30 3
O60271 C-Jun-amino-terminal kinase-interacting protein 4 OS=Homo sapiens GN=SPAG9 PE=1 SV=4 3 3 4 3 1 1321 146.1 5.15 31 3
P23743 Diacylglycerol kinase alpha OS=Homo sapiens GN=DGKA PE=1 SV=3 4 2 2 2 1 735 82.6 6.73 31 2
P55884 Eukaryotic translation initiation factor 3 subunit B OS=Homo sapiens GN=EIF3B PE=1 SV=3 3 2 2 2 1 814 92.4 5 31 2
Q9Y4L1 Hypoxia up-regulated protein 1 OS=Homo sapiens GN=HYOU1 PE=1 SV=1 3 2 4 2 1 999 111.3 5.22 31 2
A0A0B4J1VImmunoglobulin heavy variable 2-26 OS=Homo sapiens GN=IGHV2-26 PE=3 SV=1 18 2 2 2 1 119 13.2 8.29 31 2
P46937 Transcriptional coactivator YAP1 OS=Homo sapiens GN=YAP1 PE=1 SV=2 7 2 4 2 1 504 54.4 5.17 31 2
O94811 Tubulin polymerization-promoting protein OS=Homo sapiens GN=TPPP PE=1 SV=1 15 2 2 2 1 219 23.7 9.44 31 2
Q04446 1,4-alpha-glucan-branching enzyme OS=Homo sapiens GN=GBE1 PE=1 SV=3 6 3 3 3 1 702 80.4 6.32 32 3
P46783 40S ribosomal protein S10 OS=Homo sapiens GN=RPS10 PE=1 SV=1 15 2 2 2 1 165 18.9 10.15 32 2
P06865 Beta-hexosaminidase subunit alpha OS=Homo sapiens GN=HEXA PE=1 SV=2 4 2 3 2 1 529 60.7 5.16 32 2
Q13057 Bifunctional coenzyme A synthase OS=Homo sapiens GN=COASY PE=1 SV=4 5 2 6 2 1 564 62.3 6.99 32 2
O95372 Acyl-protein thioesterase 2 OS=Homo sapiens GN=LYPLA2 PE=1 SV=1 19 2 4 2 1 231 24.7 7.23 33 2
P61221 ATP-binding cassette sub-family E member 1 OS=Homo sapiens GN=ABCE1 PE=1 SV=1 6 3 3 3 1 599 67.3 8.34 33 3
Q9UMR2 ATP-dependent RNA helicase DDX19B OS=Homo sapiens GN=DDX19B PE=1 SV=1 7 2 2 2 1 479 53.9 6.3 33 2
Q9UHL4 Dipeptidyl peptidase 2 OS=Homo sapiens GN=DPP7 PE=1 SV=3 9 3 6 3 1 492 54.3 6.32 33 3
O15305 Phosphomannomutase 2 OS=Homo sapiens GN=PMM2 PE=1 SV=1 9 2 5 2 1 246 28.1 6.77 33 2
Q9NVS9 Pyridoxine-5'-phosphate oxidase OS=Homo sapiens GN=PNPO PE=1 SV=1 17 3 3 3 1 261 30 7.06 33 3
Q9UPN7 Serine/threonine-protein phosphatase 6 regulatory subunit 1 OS=Homo sapiens GN=PPP6R1 PE=1 S 4 2 2 2 1 881 96.7 4.55 33 2
Q6PCB0 von Willebrand factor A domain-containing protein 1 OS=Homo sapiens GN=VWA1 PE=1 SV=1 15 3 4 3 1 445 46.8 7.68 33 3
Q7L5N1 COP9 signalosome complex subunit 6 OS=Homo sapiens GN=COPS6 PE=1 SV=1 17 3 4 3 1 327 36.1 5.73 34 3
Q6IBS0 Twinfilin-2 OS=Homo sapiens GN=TWF2 PE=1 SV=2 9 3 4 2 1 349 39.5 6.84 34 3
P61086 Ubiquitin-conjugating enzyme E2 K OS=Homo sapiens GN=UBE2K PE=1 SV=3 11 2 2 2 1 200 22.4 5.44 34 2
Q13200 26S proteasome non-ATPase regulatory subunit 2 OS=Homo sapiens GN=PSMD2 PE=1 SV=3 4 3 4 3 1 908 100.1 5.2 35 3
P62906 60S ribosomal protein L10a OS=Homo sapiens GN=RPL10A PE=1 SV=2 13 2 3 2 1 217 24.8 9.94 35 2
Q99829 Copine-1 OS=Homo sapiens GN=CPNE1 PE=1 SV=1 5 2 3 2 1 537 59 5.83 35 2
P45985 Dual specificity mitogen-activated protein kinase kinase 4 OS=Homo sapiens GN=MAP2K4 PE=1 SV= 7 2 2 2 1 399 44.3 8.07 35 2
Q9NTK5 Obg-like ATPase 1 OS=Homo sapiens GN=OLA1 PE=1 SV=2 7 2 3 2 1 396 44.7 7.81 35 2
Q92882 Osteoclast-stimulating factor 1 OS=Homo sapiens GN=OSTF1 PE=1 SV=2 9 2 3 2 1 214 23.8 5.68 35 2
Q9NR45 Sialic acid synthase OS=Homo sapiens GN=NANS PE=1 SV=2 21 4 7 4 1 359 40.3 6.74 35 4
Q9UDY2 Tight junction protein ZO-2 OS=Homo sapiens GN=TJP2 PE=1 SV=2 3 2 4 2 1 1190 133.9 7.4 35 2
Q9NR46 Endophilin-B2 OS=Homo sapiens GN=SH3GLB2 PE=1 SV=1 6 2 2 2 1 395 43.9 5.99 36 2
P32456 Guanylate-binding protein 2 OS=Homo sapiens GN=GBP2 PE=1 SV=3 4 2 2 2 1 591 67.2 5.71 36 2
O14879 Interferon-induced protein with tetratricopeptide repeats 3 OS=Homo sapiens GN=IFIT3 PE=1 SV=1 7 3 4 3 1 490 56 5.2 36 3
P55327 Tumor protein D52 OS=Homo sapiens GN=TPD52 PE=1 SV=2 10 2 2 2 1 224 24.3 4.83 36 2
P13928 Annexin A8 OS=Homo sapiens GN=ANXA8 PE=1 SV=3 9 3 4 3 1 327 36.9 5.78 37 3
P04003 C4b-binding protein alpha chain OS=Homo sapiens GN=C4BPA PE=1 SV=2 6 2 3 2 1 597 67 7.3 37 2
Q9BWS9 Chitinase domain-containing protein 1 OS=Homo sapiens GN=CHID1 PE=1 SV=1 9 2 4 2 1 393 44.9 8.63 37 2
Q9UIA9 Exportin-7 OS=Homo sapiens GN=XPO7 PE=1 SV=3 6 5 6 5 1 1087 123.8 6.32 37 5
P48723 Heat shock 70 kDa protein 13 OS=Homo sapiens GN=HSPA13 PE=1 SV=1 6 2 2 2 1 471 51.9 5.76 37 2
P01601 Immunoglobulin kappa variable 1D-16 (Fragment) OS=Homo sapiens GN=IGKV1D-16 PE=3 SV=2 29 2 5 2 1 117 12.7 7.74 37 2
Q96CN7 Isochorismatase domain-containing protein 1 OS=Homo sapiens GN=ISOC1 PE=1 SV=3 8 2 2 2 1 298 32.2 7.39 37 2
Q9Y3C6 Peptidyl-prolyl cis-trans isomerase-like 1 OS=Homo sapiens GN=PPIL1 PE=1 SV=1 20 2 4 2 1 166 18.2 7.99 37 2
P62277 40S ribosomal protein S13 OS=Homo sapiens GN=RPS13 PE=1 SV=2 11 2 2 2 1 151 17.2 10.54 38 2
Q15056 Eukaryotic translation initiation factor 4H OS=Homo sapiens GN=EIF4H PE=1 SV=5 10 2 2 2 1 248 27.4 7.23 38 2
O75369 Filamin-B OS=Homo sapiens GN=FLNB PE=1 SV=2 1 2 2 2 1 2602 278 5.73 38 2
P09958 Furin OS=Homo sapiens GN=FURIN PE=1 SV=2 4 2 2 2 1 794 86.6 6.47 38 2
Q5TDH0 Protein DDI1 homolog 2 OS=Homo sapiens GN=DDI2 PE=1 SV=1 10 2 3 2 1 399 44.5 5.05 38 2
Q13813 Spectrin alpha chain, non-erythrocytic 1 OS=Homo sapiens GN=SPTAN1 PE=1 SV=3 2 3 4 3 1 2472 284.4 5.35 38 3
P05090 Apolipoprotein D OS=Homo sapiens GN=APOD PE=1 SV=1 22 3 3 3 1 189 21.3 5.15 39 3
O75534 Cold shock domain-containing protein E1 OS=Homo sapiens GN=CSDE1 PE=1 SV=2 3 2 2 2 1 798 88.8 6.25 39 2
P05156 Complement factor I OS=Homo sapiens GN=CFI PE=1 SV=2 3 2 3 2 1 583 65.7 7.5 39 2
P04899 Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Homo sapiens GN=GNAI2 PE=1 SV=3 7 2 3 2 1 355 40.4 5.54 39 2
O75368 SH3 domain-binding glutamic acid-rich-like protein OS=Homo sapiens GN=SH3BGRL PE=1 SV=1 27 2 3 2 1 114 12.8 5.25 39 2
P62851 40S ribosomal protein S25 OS=Homo sapiens GN=RPS25 PE=1 SV=1 15 2 2 2 1 125 13.7 10.11 40 2
O15145 Actin-related protein 2/3 complex subunit 3 OS=Homo sapiens GN=ARPC3 PE=1 SV=3 16 2 6 2 1 178 20.5 8.59 40 2
Q92851 Caspase-10 OS=Homo sapiens GN=CASP10 PE=1 SV=3 5 2 2 2 1 521 58.9 7.33 40 2
P10643 Complement component C7 OS=Homo sapiens GN=C7 PE=1 SV=2 4 2 2 2 1 843 93.5 6.48 40 2
P24592 Insulin-like growth factor-binding protein 6 OS=Homo sapiens GN=IGFBP6 PE=1 SV=1 16 2 2 2 1 240 25.3 7.81 40 2
P08670 Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 6 2 2 2 1 466 53.6 5.12 40 2
P15880 40S ribosomal protein S2 OS=Homo sapiens GN=RPS2 PE=1 SV=2 13 3 6 3 1 293 31.3 10.24 41 3



P34913 Bifunctional epoxide hydrolase 2 OS=Homo sapiens GN=EPHX2 PE=1 SV=2 5 2 2 2 1 555 62.6 6.28 41 2
P29622 Kallistatin OS=Homo sapiens GN=SERPINA4 PE=1 SV=3 5 2 2 2 1 427 48.5 7.75 41 2
Q9Y2A7 Nck-associated protein 1 OS=Homo sapiens GN=NCKAP1 PE=1 SV=1 4 3 4 3 1 1128 128.7 6.62 41 3
O75884 Putative hydrolase RBBP9 OS=Homo sapiens GN=RBBP9 PE=1 SV=2 19 2 2 2 1 186 21 6.2 41 2
P01701 Immunoglobulin lambda variable 1-51 OS=Homo sapiens GN=IGLV1-51 PE=1 SV=2 38 2 5 2 1 117 12.2 7.03 42 2
Q07960 Rho GTPase-activating protein 1 OS=Homo sapiens GN=ARHGAP1 PE=1 SV=1 5 2 3 2 1 439 50.4 6.29 42 2
B5ME19 Eukaryotic translation initiation factor 3 subunit C-like protein OS=Homo sapiens GN=EIF3CL PE=3 S 3 2 2 2 1 914 105.4 5.64 43 2
Q9GZT8 NIF3-like protein 1 OS=Homo sapiens GN=NIF3L1 PE=1 SV=2 10 2 2 2 1 377 41.9 6.65 43 2
Q86UD1 Out at first protein homolog OS=Homo sapiens GN=OAF PE=2 SV=1 13 2 3 2 1 273 30.7 6.84 43 2
O60925 Prefoldin subunit 1 OS=Homo sapiens GN=PFDN1 PE=1 SV=2 15 2 3 2 1 122 14.2 6.81 43 2
Q92743 Serine protease HTRA1 OS=Homo sapiens GN=HTRA1 PE=1 SV=1 5 2 2 2 1 480 51.3 7.83 43 2
Q06124 Tyrosine-protein phosphatase non-receptor type 11 OS=Homo sapiens GN=PTPN11 PE=1 SV=2 4 2 2 2 1 597 68.4 7.3 43 2
P62244 40S ribosomal protein S15a OS=Homo sapiens GN=RPS15A PE=1 SV=2 15 2 4 2 1 130 14.8 10.13 44 2
P60866 40S ribosomal protein S20 OS=Homo sapiens GN=RPS20 PE=1 SV=1 13 2 2 2 1 119 13.4 9.94 44 2
P54802 Alpha-N-acetylglucosaminidase OS=Homo sapiens GN=NAGLU PE=1 SV=2 6 3 5 3 1 743 82.2 6.65 44 3
P14625 Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 6 4 4 3 1 803 92.4 4.84 44 4
Q6DKJ4 Nucleoredoxin OS=Homo sapiens GN=NXN PE=1 SV=2 9 2 3 2 1 435 48.4 4.97 44 2
Q9NRA1 Platelet-derived growth factor C OS=Homo sapiens GN=PDGFC PE=1 SV=2 8 2 6 2 1 345 39 6.14 44 2
Q12792 Twinfilin-1 OS=Homo sapiens GN=TWF1 PE=1 SV=3 13 4 6 3 1 350 40.3 6.96 44 4
P55036 26S proteasome non-ATPase regulatory subunit 4 OS=Homo sapiens GN=PSMD4 PE=1 SV=1 6 2 4 2 1 377 40.7 4.79 45 2
P61163 Alpha-centractin OS=Homo sapiens GN=ACTR1A PE=1 SV=1 18 5 7 5 1 376 42.6 6.64 45 5
P58107 Epiplakin OS=Homo sapiens GN=EPPK1 PE=1 SV=2 2 2 3 2 1 5090 555.3 5.6 45 2
P26599 Polypyrimidine tract-binding protein 1 OS=Homo sapiens GN=PTBP1 PE=1 SV=1 5 2 3 2 1 531 57.2 9.17 45 2
P09668 Pro-cathepsin H OS=Homo sapiens GN=CTSH PE=1 SV=4 10 2 3 2 1 335 37.4 8.07 45 2
Q15257 Serine/threonine-protein phosphatase 2A activator OS=Homo sapiens GN=PTPA PE=1 SV=3 18 4 8 4 1 358 40.6 5.94 45 4
P07996 Thrombospondin-1 OS=Homo sapiens GN=THBS1 PE=1 SV=2 4 3 6 3 1 1170 129.3 4.94 45 3
P62241 40S ribosomal protein S8 OS=Homo sapiens GN=RPS8 PE=1 SV=2 12 2 2 2 1 208 24.2 10.32 46 2
P30101 Protein disulfide-isomerase A3 OS=Homo sapiens GN=PDIA3 PE=1 SV=4 8 3 3 3 1 505 56.7 6.35 46 3
Q16401 26S proteasome non-ATPase regulatory subunit 5 OS=Homo sapiens GN=PSMD5 PE=1 SV=3 9 4 4 4 1 504 56.2 5.48 47 4
P18440 Arylamine N-acetyltransferase 1 OS=Homo sapiens GN=NAT1 PE=1 SV=2 8 2 2 2 1 290 33.9 6.54 47 2
P29466 Caspase-1 OS=Homo sapiens GN=CASP1 PE=1 SV=1 6 2 4 2 1 404 45.1 5.91 47 2
P50570 Dynamin-2 OS=Homo sapiens GN=DNM2 PE=1 SV=2 4 2 2 2 1 870 98 7.44 47 2
P41091 Eukaryotic translation initiation factor 2 subunit 3 OS=Homo sapiens GN=EIF2S3 PE=1 SV=3 7 2 2 2 1 472 51.1 8.4 47 2
P55010 Eukaryotic translation initiation factor 5 OS=Homo sapiens GN=EIF5 PE=1 SV=2 6 2 2 2 1 431 49.2 5.58 47 2
Q92598 Heat shock protein 105 kDa OS=Homo sapiens GN=HSPH1 PE=1 SV=1 4 2 2 2 1 858 96.8 5.39 47 2
P01709 Immunoglobulin lambda variable 2-8 OS=Homo sapiens GN=IGLV2-8 PE=1 SV=2 14 2 4 2 1 118 12.4 5.91 47 2
P31749 RAC-alpha serine/threonine-protein kinase OS=Homo sapiens GN=AKT1 PE=1 SV=2 5 2 3 2 1 480 55.7 6.07 47 2
Q8TD19 Serine/threonine-protein kinase Nek9 OS=Homo sapiens GN=NEK9 PE=1 SV=2 4 3 4 3 1 979 107.1 5.74 47 3
P54577 Tyrosine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=YARS PE=1 SV=4 9 4 6 4 1 528 59.1 7.05 47 4
P30047 GTP cyclohydrolase 1 feedback regulatory protein OS=Homo sapiens GN=GCHFR PE=1 SV=3 51 2 3 2 1 84 9.7 6.54 48 2
P31943 Heterogeneous nuclear ribonucleoprotein H OS=Homo sapiens GN=HNRNPH1 PE=1 SV=4 6 2 3 2 1 449 49.2 6.3 48 2
P61758 Prefoldin subunit 3 OS=Homo sapiens GN=VBP1 PE=1 SV=3 10 2 2 2 1 197 22.6 7.11 49 2
Q9UQ80 Proliferation-associated protein 2G4 OS=Homo sapiens GN=PA2G4 PE=1 SV=3 6 2 4 2 1 394 43.8 6.55 49 2
P31153 S-adenosylmethionine synthase isoform type-2 OS=Homo sapiens GN=MAT2A PE=1 SV=1 7 2 2 2 1 395 43.6 6.48 49 2
Q9H788 SH2 domain-containing protein 4A OS=Homo sapiens GN=SH2D4A PE=1 SV=1 10 3 4 3 1 454 52.7 8.06 49 3
P05543 Thyroxine-binding globulin OS=Homo sapiens GN=SERPINA7 PE=1 SV=2 5 2 2 2 1 415 46.3 6.3 49 2
Q12923 Tyrosine-protein phosphatase non-receptor type 13 OS=Homo sapiens GN=PTPN13 PE=1 SV=2 1 2 3 2 1 2485 276.7 6.42 49 2
A0AVT1 Ubiquitin-like modifier-activating enzyme 6 OS=Homo sapiens GN=UBA6 PE=1 SV=1 3 3 5 3 1 1052 117.9 6.14 49 3
Q16204 Coiled-coil domain-containing protein 6 OS=Homo sapiens GN=CCDC6 PE=1 SV=2 8 3 6 3 1 474 53.3 7.34 50 3
P02747 Complement C1q subcomponent subunit C OS=Homo sapiens GN=C1QC PE=1 SV=3 9 2 2 2 1 245 25.8 8.41 50 2
Q9UBQ7 Glyoxylate reductase/hydroxypyruvate reductase OS=Homo sapiens GN=GRHPR PE=1 SV=1 9 2 2 2 1 328 35.6 7.39 50 2
O15264 Mitogen-activated protein kinase 13 OS=Homo sapiens GN=MAPK13 PE=1 SV=1 12 3 4 2 1 365 42.1 8.38 50 3
O00231 26S proteasome non-ATPase regulatory subunit 11 OS=Homo sapiens GN=PSMD11 PE=1 SV=3 6 2 2 2 1 422 47.4 6.48 51 2
P02750 Leucine-rich alpha-2-glycoprotein OS=Homo sapiens GN=LRG1 PE=1 SV=2 16 4 5 4 1 347 38.2 6.95 51 4
Q8IZ07 Ankyrin repeat domain-containing protein 13A OS=Homo sapiens GN=ANKRD13A PE=1 SV=3 4 2 2 2 1 590 67.6 5.02 52 2
Q8NCL4 Polypeptide N-acetylgalactosaminyltransferase 6 OS=Homo sapiens GN=GALNT6 PE=2 SV=2 4 2 3 2 1 622 71.1 8.18 52 2
P49721 Proteasome subunit beta type-2 OS=Homo sapiens GN=PSMB2 PE=1 SV=1 17 3 4 3 1 201 22.8 7.02 52 3
P43686 26S proteasome regulatory subunit 6B OS=Homo sapiens GN=PSMC4 PE=1 SV=2 7 3 3 3 1 418 47.3 5.21 53 3
Q9NTJ4 Alpha-mannosidase 2C1 OS=Homo sapiens GN=MAN2C1 PE=1 SV=1 4 2 3 2 1 1040 115.8 6.57 53 2
O75891 Cytosolic 10-formyltetrahydrofolate dehydrogenase OS=Homo sapiens GN=ALDH1L1 PE=1 SV=2 5 3 3 3 1 902 98.8 5.94 53 3
P63167 Dynein light chain 1, cytoplasmic OS=Homo sapiens GN=DYNLL1 PE=1 SV=1 25 2 3 2 1 89 10.4 7.4 53 2
Q14103 Heterogeneous nuclear ribonucleoprotein D0 OS=Homo sapiens GN=HNRNPD PE=1 SV=1 7 2 2 2 1 355 38.4 7.81 53 2
P04066 Tissue alpha-L-fucosidase OS=Homo sapiens GN=FUCA1 PE=1 SV=4 10 3 4 3 1 466 53.7 6.84 53 3
Q9UBR2 Cathepsin Z OS=Homo sapiens GN=CTSZ PE=1 SV=1 12 2 3 2 1 303 33.8 7.11 54 2
P60981 Destrin OS=Homo sapiens GN=DSTN PE=1 SV=3 31 4 5 4 1 165 18.5 7.85 54 4
Q9BRG1 Vacuolar protein-sorting-associated protein 25 OS=Homo sapiens GN=VPS25 PE=1 SV=1 18 3 4 3 1 176 20.7 6.34 54 3
Q9NQW7 Xaa-Pro aminopeptidase 1 OS=Homo sapiens GN=XPNPEP1 PE=1 SV=3 10 4 9 4 1 623 69.9 5.67 54 4
Q10567 AP-1 complex subunit beta-1 OS=Homo sapiens GN=AP1B1 PE=1 SV=2 8 6 6 2 1 949 104.6 5.06 55 6
O95782 AP-2 complex subunit alpha-1 OS=Homo sapiens GN=AP2A1 PE=1 SV=3 4 4 6 4 1 977 107.5 7.03 55 4
O60437 Periplakin OS=Homo sapiens GN=PPL PE=1 SV=4 4 5 7 5 1 1756 204.6 5.6 55 5
P47897 Glutamine--tRNA ligase OS=Homo sapiens GN=QARS PE=1 SV=1 4 3 4 3 1 775 87.7 7.15 56 3
P30711 Glutathione S-transferase theta-1 OS=Homo sapiens GN=GSTT1 PE=1 SV=4 19 5 5 5 1 240 27.3 7.49 56 5
A0A0C4DH Immunoglobulin kappa variable 1-8 OS=Homo sapiens GN=IGKV1-8 PE=3 SV=1 32 3 4 3 1 115 12.5 9.01 56 3
Q13618 Cullin-3 OS=Homo sapiens GN=CUL3 PE=1 SV=2 3 2 4 2 1 768 88.9 8.48 57 2
Q9H0R4 Haloacid dehalogenase-like hydrolase domain-containing protein 2 OS=Homo sapiens GN=HDHD2 P  8 2 5 2 1 259 28.5 6.24 57 2
P48739 Phosphatidylinositol transfer protein beta isoform OS=Homo sapiens GN=PITPNB PE=1 SV=2 13 2 4 2 1 271 31.5 6.87 57 2
Q8NDH3 Probable aminopeptidase NPEPL1 OS=Homo sapiens GN=NPEPL1 PE=1 SV=3 12 4 4 4 1 523 55.8 6.87 57 4
O14737 Programmed cell death protein 5 OS=Homo sapiens GN=PDCD5 PE=1 SV=3 28 3 3 3 1 125 14.3 6.04 57 3
Q9BZQ8 Protein Niban OS=Homo sapiens GN=FAM129A PE=1 SV=1 7 5 8 5 1 928 103.1 4.78 57 5
Q16222 UDP-N-acetylhexosamine pyrophosphorylase OS=Homo sapiens GN=UAP1 PE=1 SV=3 7 3 3 3 1 522 58.7 6.33 57 3
Q9UNH7 Sorting nexin-6 OS=Homo sapiens GN=SNX6 PE=1 SV=1 11 3 6 3 1 406 46.6 6.16 58 3
P26640 Valine--tRNA ligase OS=Homo sapiens GN=VARS PE=1 SV=4 2 2 2 2 1 1264 140.4 7.59 58 2
Q9UI12 V-type proton ATPase subunit H OS=Homo sapiens GN=ATP6V1H PE=1 SV=1 10 4 6 4 1 483 55.8 6.48 58 4
O95336 6-phosphogluconolactonase OS=Homo sapiens GN=PGLS PE=1 SV=2 19 3 3 3 1 258 27.5 6.05 59 3
O95994 Anterior gradient protein 2 homolog OS=Homo sapiens GN=AGR2 PE=1 SV=1 22 2 4 2 1 175 20 9 59 2
P12259 Coagulation factor V OS=Homo sapiens GN=F5 PE=1 SV=4 2 3 6 3 1 2224 251.5 6.05 59 3
Q16651 Prostasin OS=Homo sapiens GN=PRSS8 PE=1 SV=1 14 2 3 2 1 343 36.4 5.85 59 2
Q9Y5X3 Sorting nexin-5 OS=Homo sapiens GN=SNX5 PE=1 SV=1 7 2 3 2 1 404 46.8 6.76 59 2
Q9GZM7 Tubulointerstitial nephritis antigen-like OS=Homo sapiens GN=TINAGL1 PE=1 SV=1 7 2 4 2 1 467 52.4 6.99 59 2
O00232 26S proteasome non-ATPase regulatory subunit 12 OS=Homo sapiens GN=PSMD12 PE=1 SV=3 4 2 6 2 1 456 52.9 7.65 61 2
O60763 General vesicular transport factor p115 OS=Homo sapiens GN=USO1 PE=1 SV=2 3 2 2 2 1 962 107.8 4.91 61 2
Q9UKY7 Protein CDV3 homolog OS=Homo sapiens GN=CDV3 PE=1 SV=1 40 3 5 3 1 258 27.3 6.4 61 3
O94979 Protein transport protein Sec31A OS=Homo sapiens GN=SEC31A PE=1 SV=3 2 2 2 2 1 1220 132.9 6.89 61 2
O00743 Serine/threonine-protein phosphatase 6 catalytic subunit OS=Homo sapiens GN=PPP6C PE=1 SV=1 9 2 3 2 1 305 35.1 5.69 61 2
Q9BWD1 Acetyl-CoA acetyltransferase, cytosolic OS=Homo sapiens GN=ACAT2 PE=1 SV=2 12 2 4 2 1 397 41.3 6.92 62 2
P35221 Catenin alpha-1 OS=Homo sapiens GN=CTNNA1 PE=1 SV=1 3 2 3 2 1 906 100 6.29 62 2
A0A0A0MSImmunoglobulin heavy variable 3-49 OS=Homo sapiens GN=IGHV3-49 PE=3 SV=1 17 2 5 2 1 119 13 8.62 62 2
P62942 Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Homo sapiens GN=FKBP1A PE=1 SV=2 25 2 3 2 1 108 11.9 8.16 62 2
Q9NUQ9 Protein FAM49B OS=Homo sapiens GN=FAM49B PE=1 SV=1 10 2 2 2 1 324 36.7 6.06 62 2
P49788 Retinoic acid receptor responder protein 1 OS=Homo sapiens GN=RARRES1 PE=1 SV=2 12 4 7 4 1 294 33.3 8.51 62 4
P62195 26S proteasome regulatory subunit 8 OS=Homo sapiens GN=PSMC5 PE=1 SV=1 9 3 3 3 1 406 45.6 7.55 63 3
Q9NR19 Acetyl-coenzyme A synthetase, cytoplasmic OS=Homo sapiens GN=ACSS2 PE=1 SV=1 5 3 3 3 1 701 78.5 6.46 63 3
A0A075B6JImmunoglobulin lambda variable 2-18 OS=Homo sapiens GN=IGLV2-18 PE=3 SV=2 25 2 3 2 1 118 12.4 4.82 63 2
Q99538 Legumain OS=Homo sapiens GN=LGMN PE=1 SV=1 13 3 7 3 1 433 49.4 6.55 63 3
Q8WXI7 Mucin-16 OS=Homo sapiens GN=MUC16 PE=1 SV=3 1 3 4 3 1 14507 1518.2 5.26 63 3
P49720 Proteasome subunit beta type-3 OS=Homo sapiens GN=PSMB3 PE=1 SV=2 20 3 3 3 1 205 22.9 6.55 63 3
P49257 Protein ERGIC-53 OS=Homo sapiens GN=LMAN1 PE=1 SV=2 5 3 5 3 1 510 57.5 6.77 63 3
P00491 Purine nucleoside phosphorylase OS=Homo sapiens GN=PNP PE=1 SV=2 7 2 3 2 1 289 32.1 6.95 63 2
P05452 Tetranectin OS=Homo sapiens GN=CLEC3B PE=1 SV=3 11 2 2 2 1 202 22.5 5.67 63 2
P35998 26S proteasome regulatory subunit 7 OS=Homo sapiens GN=PSMC2 PE=1 SV=3 8 3 5 3 1 433 48.6 5.95 64 3
P27797 Calreticulin OS=Homo sapiens GN=CALR PE=1 SV=1 7 2 6 2 1 417 48.1 4.44 64 2
P46976 Glycogenin-1 OS=Homo sapiens GN=GYG1 PE=1 SV=4 7 2 2 2 1 350 39.4 5.53 64 2
P00492 Hypoxanthine-guanine phosphoribosyltransferase OS=Homo sapiens GN=HPRT1 PE=1 SV=2 20 4 5 4 1 218 24.6 6.68 64 4
Q9UH65 Switch-associated protein 70 OS=Homo sapiens GN=SWAP70 PE=1 SV=1 4 2 8 2 1 585 69 5.87 64 2
Q13404 Ubiquitin-conjugating enzyme E2 variant 1 OS=Homo sapiens GN=UBE2V1 PE=1 SV=2 17 2 6 2 1 147 16.5 7.93 64 2
Q9BRK5 45 kDa calcium-binding protein OS=Homo sapiens GN=SDF4 PE=1 SV=1 10 2 4 2 1 362 41.8 4.86 65 2
P05198 Eukaryotic translation initiation factor 2 subunit 1 OS=Homo sapiens GN=EIF2S1 PE=1 SV=3 8 2 2 2 1 315 36.1 5.08 65 2
A0A075B6 Immunoglobulin lambda variable 8-61 OS=Homo sapiens GN=IGLV8-61 PE=3 SV=7 13 2 3 2 1 122 12.8 4.55 65 2
P0C870 JmjC domain-containing protein 7 OS=Homo sapiens GN=JMJD7 PE=1 SV=1 7 2 3 2 1 316 35.9 5.38 65 2
Q9Y617 Phosphoserine aminotransferase OS=Homo sapiens GN=PSAT1 PE=1 SV=2 5 2 3 2 1 370 40.4 7.66 65 2
O75436 Vacuolar protein sorting-associated protein 26A OS=Homo sapiens GN=VPS26A PE=1 SV=2 6 2 3 2 1 327 38.1 6.57 65 2
P12955 Xaa-Pro dipeptidase OS=Homo sapiens GN=PEPD PE=1 SV=3 10 3 3 3 1 493 54.5 6 65 3
P21291 Cysteine and glycine-rich protein 1 OS=Homo sapiens GN=CSRP1 PE=1 SV=3 29 3 5 3 1 193 20.6 8.57 66 3
Q93099 Homogentisate 1,2-dioxygenase OS=Homo sapiens GN=HGD PE=1 SV=2 13 4 4 4 1 445 49.9 6.96 66 4
O75348 V-type proton ATPase subunit G 1 OS=Homo sapiens GN=ATP6V1G1 PE=1 SV=3 19 2 5 2 1 118 13.7 8.79 66 2
P54136 Arginine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=RARS PE=1 SV=2 6 3 3 3 1 660 75.3 6.68 67 3
Q14697 Neutral alpha-glucosidase AB OS=Homo sapiens GN=GANAB PE=1 SV=3 9 5 6 5 1 944 106.8 6.14 67 5



O60888 Protein CutA OS=Homo sapiens GN=CUTA PE=1 SV=2 16 2 4 2 1 179 19.1 5.5 67 2
O00571 ATP-dependent RNA helicase DDX3X OS=Homo sapiens GN=DDX3X PE=1 SV=3 4 2 4 2 1 662 73.2 7.18 68 2
Q96L46 Calpain small subunit 2 OS=Homo sapiens GN=CAPNS2 PE=2 SV=2 15 3 6 2 1 248 27.6 5.73 68 3
P28482 Mitogen-activated protein kinase 1 OS=Homo sapiens GN=MAPK1 PE=1 SV=3 24 7 11 5 1 360 41.4 6.98 68 7
P59665 Neutrophil defensin 1 OS=Homo sapiens GN=DEFA1 PE=1 SV=1 16 2 5 2 1 94 10.2 6.99 68 2
Q9Y6E0 Serine/threonine-protein kinase 24 OS=Homo sapiens GN=STK24 PE=1 SV=1 9 3 3 2 1 443 49.3 5.69 68 3
P51665 26S proteasome non-ATPase regulatory subunit 7 OS=Homo sapiens GN=PSMD7 PE=1 SV=2 11 3 3 3 1 324 37 6.77 69 3
Q9NZT1 Calmodulin-like protein 5 OS=Homo sapiens GN=CALML5 PE=1 SV=2 32 3 4 3 1 146 15.9 4.44 69 3
Q03426 Mevalonate kinase OS=Homo sapiens GN=MVK PE=1 SV=1 10 2 3 2 1 396 42.4 6.46 69 2
P14868 Aspartate--tRNA ligase, cytoplasmic OS=Homo sapiens GN=DARS PE=1 SV=2 8 3 3 3 1 501 57.1 6.55 70 3
Q15642 Cdc42-interacting protein 4 OS=Homo sapiens GN=TRIP10 PE=1 SV=3 7 4 4 4 1 601 68.3 5.73 70 4
O14980 Exportin-1 OS=Homo sapiens GN=XPO1 PE=1 SV=1 3 3 3 3 1 1071 123.3 6.06 70 3
P14923 Junction plakoglobin OS=Homo sapiens GN=JUP PE=1 SV=3 5 3 7 3 1 745 81.7 6.14 70 3
Q13564 NEDD8-activating enzyme E1 regulatory subunit OS=Homo sapiens GN=NAE1 PE=1 SV=1 10 3 3 3 1 534 60.2 5.4 70 3
P61970 Nuclear transport factor 2 OS=Homo sapiens GN=NUTF2 PE=1 SV=1 32 2 3 2 1 127 14.5 5.38 70 2
Q9P289 Serine/threonine-protein kinase 26 OS=Homo sapiens GN=STK26 PE=1 SV=2 9 3 4 2 1 416 46.5 5.29 70 3
P08185 Corticosteroid-binding globulin OS=Homo sapiens GN=SERPINA6 PE=1 SV=1 6 2 2 2 1 405 45.1 6.04 71 2
P49902 Cytosolic purine 5'-nucleotidase OS=Homo sapiens GN=NT5C2 PE=1 SV=1 14 5 8 5 1 561 64.9 6.14 71 5
Q12805 EGF-containing fibulin-like extracellular matrix protein 1 OS=Homo sapiens GN=EFEMP1 PE=1 SV=2 12 4 6 4 1 493 54.6 5.07 71 4
O95394 Phosphoacetylglucosamine mutase OS=Homo sapiens GN=PGM3 PE=1 SV=1 5 3 6 3 1 542 59.8 6.25 71 3
Q00796 Sorbitol dehydrogenase OS=Homo sapiens GN=SORD PE=1 SV=4 19 4 10 4 1 357 38.3 7.97 71 4
Q04323 UBX domain-containing protein 1 OS=Homo sapiens GN=UBXN1 PE=1 SV=2 14 2 4 2 1 297 33.3 5.25 71 2
P15559 NAD(P)H dehydrogenase [quinone] 1 OS=Homo sapiens GN=NQO1 PE=1 SV=1 11 2 6 2 1 274 30.8 8.88 72 2
Q9BRA2 Thioredoxin domain-containing protein 17 OS=Homo sapiens GN=TXNDC17 PE=1 SV=1 20 2 6 2 1 123 13.9 5.52 72 2
P53621 Coatomer subunit alpha OS=Homo sapiens GN=COPA PE=1 SV=2 6 5 6 5 1 1224 138.3 7.66 73 5
Q9HB07 UPF0160 protein MYG1, mitochondrial OS=Homo sapiens GN=C12orf10 PE=1 SV=2 5 2 2 2 1 376 42.4 6.67 73 2
Q9H910 Jupiter microtubule associated homolog 2 OS=Homo sapiens GN=JPT2 PE=1 SV=1 29 3 7 3 1 190 20.1 9.26 74 3
P35813 Protein phosphatase 1A OS=Homo sapiens GN=PPM1A PE=1 SV=1 9 2 6 2 1 382 42.4 5.36 75 2
P59998 Actin-related protein 2/3 complex subunit 4 OS=Homo sapiens GN=ARPC4 PE=1 SV=3 20 4 7 4 1 168 19.7 8.43 76 4
Q9NZ08 Endoplasmic reticulum aminopeptidase 1 OS=Homo sapiens GN=ERAP1 PE=1 SV=3 5 4 6 4 1 941 107.2 6.46 76 4
Q9BV20 Methylthioribose-1-phosphate isomerase OS=Homo sapiens GN=MRI1 PE=1 SV=1 18 4 4 4 1 369 39.1 6.3 76 4
Q16181 Septin-7 OS=Homo sapiens GN=SEPT7 PE=1 SV=2 8 2 3 2 1 437 50.6 8.63 76 2
Q9UBX1 Cathepsin F OS=Homo sapiens GN=CTSF PE=1 SV=1 10 3 3 3 1 484 53.3 8.22 78 3
Q9Y259 Choline/ethanolamine kinase OS=Homo sapiens GN=CHKB PE=1 SV=3 8 2 3 2 1 395 45.2 5.49 78 2
O75223 Gamma-glutamylcyclotransferase OS=Homo sapiens GN=GGCT PE=1 SV=1 31 4 5 4 1 188 21 5.14 78 4
P49441 Inositol polyphosphate 1-phosphatase OS=Homo sapiens GN=INPP1 PE=1 SV=1 7 2 4 2 1 399 44 5.26 78 2
Q9UNZ2 NSFL1 cofactor p47 OS=Homo sapiens GN=NSFL1C PE=1 SV=2 12 3 4 3 1 370 40.5 5.1 78 3
O75340 Programmed cell death protein 6 OS=Homo sapiens GN=PDCD6 PE=1 SV=1 18 3 3 3 1 191 21.9 5.4 78 3
P61026 Ras-related protein Rab-10 OS=Homo sapiens GN=RAB10 PE=1 SV=1 23 5 9 2 1 200 22.5 8.38 78 5
O60784 Target of Myb protein 1 OS=Homo sapiens GN=TOM1 PE=1 SV=2 11 3 3 3 1 492 53.8 4.7 78 3
O14933 Ubiquitin/ISG15-conjugating enzyme E2 L6 OS=Homo sapiens GN=UBE2L6 PE=1 SV=4 12 2 6 2 1 153 17.8 7.88 78 2
Q8TCD5 5'(3')-deoxyribonucleotidase, cytosolic type OS=Homo sapiens GN=NT5C PE=1 SV=2 11 2 4 2 1 201 23.4 6.64 79 2
O43681 ATPase ASNA1 OS=Homo sapiens GN=ASNA1 PE=1 SV=2 7 2 3 2 1 348 38.8 4.91 79 2
P14324 Farnesyl pyrophosphate synthase OS=Homo sapiens GN=FDPS PE=1 SV=4 15 5 6 5 1 419 48.2 6.15 79 5
P50502 Hsc70-interacting protein OS=Homo sapiens GN=ST13 PE=1 SV=2 8 2 6 2 1 369 41.3 5.27 79 2
O00410 Importin-5 OS=Homo sapiens GN=IPO5 PE=1 SV=4 3 2 3 2 1 1097 123.6 4.94 79 2
Q14847 LIM and SH3 domain protein 1 OS=Homo sapiens GN=LASP1 PE=1 SV=2 11 3 3 3 1 261 29.7 7.05 79 3
P60763 Ras-related C3 botulinum toxin substrate 3 OS=Homo sapiens GN=RAC3 PE=1 SV=1 9 2 2 2 1 192 21.4 8.15 79 2
Q9Y365 START domain-containing protein 10 OS=Homo sapiens GN=STARD10 PE=1 SV=2 10 2 2 2 1 291 33 7.12 79 2
P20073 Annexin A7 OS=Homo sapiens GN=ANXA7 PE=1 SV=3 13 4 6 4 1 488 52.7 5.68 81 4
Q86SF2 N-acetylgalactosaminyltransferase 7 OS=Homo sapiens GN=GALNT7 PE=1 SV=1 7 3 7 3 1 657 75.3 7.11 81 3
P11940 Polyadenylate-binding protein 1 OS=Homo sapiens GN=PABPC1 PE=1 SV=2 8 5 6 5 1 636 70.6 9.5 81 5
Q15907 Ras-related protein Rab-11B OS=Homo sapiens GN=RAB11B PE=1 SV=4 11 2 3 2 1 218 24.5 5.94 81 2
P51149 Ras-related protein Rab-7a OS=Homo sapiens GN=RAB7A PE=1 SV=1 16 3 5 3 1 207 23.5 6.7 81 3
P04155 Trefoil factor 1 OS=Homo sapiens GN=TFF1 PE=1 SV=1 21 2 5 2 1 84 9.1 4.35 81 2
O75832 26S proteasome non-ATPase regulatory subunit 10 OS=Homo sapiens GN=PSMD10 PE=1 SV=1 21 3 5 3 1 226 24.4 6.1 82 3
P36405 ADP-ribosylation factor-like protein 3 OS=Homo sapiens GN=ARL3 PE=1 SV=2 22 3 4 3 1 182 20.4 7.24 82 3
Q13045 Protein flightless-1 homolog OS=Homo sapiens GN=FLII PE=1 SV=2 3 4 7 4 1 1269 144.7 6.05 82 4
P61019 Ras-related protein Rab-2A OS=Homo sapiens GN=RAB2A PE=1 SV=1 12 2 2 2 1 212 23.5 6.54 82 2
Q8IZ83 Aldehyde dehydrogenase family 16 member A1 OS=Homo sapiens GN=ALDH16A1 PE=1 SV=2 4 2 3 2 1 802 85.1 6.79 83 2
Q92896 Golgi apparatus protein 1 OS=Homo sapiens GN=GLG1 PE=1 SV=2 7 6 7 6 1 1179 134.5 6.9 83 6
P40763 Signal transducer and activator of transcription 3 OS=Homo sapiens GN=STAT3 PE=1 SV=2 5 2 3 2 1 770 88 6.3 83 2
Q15293 Reticulocalbin-1 OS=Homo sapiens GN=RCN1 PE=1 SV=1 16 3 7 3 1 331 38.9 5 84 3
Q86X76 Deaminated glutathione amidase OS=Homo sapiens GN=NIT1 PE=1 SV=2 14 3 3 3 1 327 35.9 7.74 85 3
Q92597 Protein NDRG1 OS=Homo sapiens GN=NDRG1 PE=1 SV=1 14 3 6 3 1 394 42.8 5.82 85 3
P63220 40S ribosomal protein S21 OS=Homo sapiens GN=RPS21 PE=1 SV=1 33 2 4 2 1 83 9.1 8.5 86 2
Q02487 Desmocollin-2 OS=Homo sapiens GN=DSC2 PE=1 SV=1 3 2 7 2 1 901 99.9 5.34 86 2
Q14152 Eukaryotic translation initiation factor 3 subunit A OS=Homo sapiens GN=EIF3A PE=1 SV=1 2 2 3 2 1 1382 166.5 6.79 86 2
P51812 Ribosomal protein S6 kinase alpha-3 OS=Homo sapiens GN=RPS6KA3 PE=1 SV=1 7 4 5 4 1 740 83.7 6.89 86 4
P12109 Collagen alpha-1(VI) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=3 7 5 6 5 1 1028 108.5 5.43 87 5
Q9H173 Nucleotide exchange factor SIL1 OS=Homo sapiens GN=SIL1 PE=1 SV=1 8 3 3 3 1 461 52.1 5.36 87 3
Q53EL6 Programmed cell death protein 4 OS=Homo sapiens GN=PDCD4 PE=1 SV=2 13 3 4 3 1 469 51.7 5.21 87 3
P22102 Trifunctional purine biosynthetic protein adenosine-3 OS=Homo sapiens GN=GART PE=1 SV=1 8 5 8 5 1 1010 107.7 6.7 87 5
O43505 Beta-1,4-glucuronyltransferase 1 OS=Homo sapiens GN=B4GAT1 PE=1 SV=1 7 2 2 2 1 415 47.1 7.2 88 2
P43251 Biotinidase OS=Homo sapiens GN=BTD PE=1 SV=2 6 2 5 2 1 543 61.1 6.25 88 2
P35606 Coatomer subunit beta' OS=Homo sapiens GN=COPB2 PE=1 SV=2 11 7 10 7 1 906 102.4 5.27 88 7
P04196 Histidine-rich glycoprotein OS=Homo sapiens GN=HRG PE=1 SV=1 7 3 6 3 1 525 59.5 7.5 88 3
P01706 Immunoglobulin lambda variable 2-11 OS=Homo sapiens GN=IGLV2-11 PE=1 SV=2 46 4 9 4 1 119 12.6 7.24 88 4
Q96QK1 Vacuolar protein sorting-associated protein 35 OS=Homo sapiens GN=VPS35 PE=1 SV=2 4 3 5 3 1 796 91.6 5.49 88 3
Q06828 Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 8 2 4 2 1 376 43.2 6.04 89 2
P07203 Glutathione peroxidase 1 OS=Homo sapiens GN=GPX1 PE=1 SV=4 27 4 8 4 1 203 22.1 6.55 89 4
P49354 Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alpha OS=Homo sapiens GN=   9 3 3 3 1 379 44.4 5.08 89 3
P50552 Vasodilator-stimulated phosphoprotein OS=Homo sapiens GN=VASP PE=1 SV=3 14 4 5 4 1 380 39.8 8.94 89 4
P61106 Ras-related protein Rab-14 OS=Homo sapiens GN=RAB14 PE=1 SV=4 26 5 8 3 1 215 23.9 6.21 90 5
P12830 Cadherin-1 OS=Homo sapiens GN=CDH1 PE=1 SV=3 2 2 3 2 1 882 97.4 4.73 91 2
P13987 CD59 glycoprotein OS=Homo sapiens GN=CD59 PE=1 SV=1 19 2 5 2 1 128 14.2 6.48 91 2
P15328 Folate receptor alpha OS=Homo sapiens GN=FOLR1 PE=1 SV=3 18 4 6 4 1 257 29.8 7.97 91 4
P14735 Insulin-degrading enzyme OS=Homo sapiens GN=IDE PE=1 SV=4 3 2 6 2 1 1019 117.9 6.61 91 2
P22061 Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Homo sapiens GN=PCMT1 PE=1 SV=4 13 2 5 2 1 227 24.6 7.21 91 2
O95171 Sciellin OS=Homo sapiens GN=SCEL PE=1 SV=2 7 4 5 4 1 688 77.5 9.38 91 4
Q8NBJ7 Sulfatase-modifying factor 2 OS=Homo sapiens GN=SUMF2 PE=1 SV=2 8 2 2 2 1 301 33.8 8 91 2
O75351 Vacuolar protein sorting-associated protein 4B OS=Homo sapiens GN=VPS4B PE=1 SV=2 14 4 6 4 1 444 49.3 7.23 91 4
P05388 60S acidic ribosomal protein P0 OS=Homo sapiens GN=RPLP0 PE=1 SV=1 8 2 4 2 1 317 34.3 5.97 92 2
A0A0B4J1UImmunoglobulin heavy variable 6-1 OS=Homo sapiens GN=IGHV6-1 PE=3 SV=1 16 2 7 2 1 121 13.5 9.2 92 2
Q14651 Plastin-1 OS=Homo sapiens GN=PLS1 PE=1 SV=2 10 5 7 2 1 629 70.2 5.41 92 5
A0A0B4J1VImmunoglobulin heavy variable 3-15 OS=Homo sapiens GN=IGHV3-15 PE=3 SV=1 18 3 11 2 1 119 12.9 8.62 93 3
Q3LXA3 Triokinase/FMN cyclase OS=Homo sapiens GN=TKFC PE=1 SV=2 10 4 7 4 1 575 58.9 7.49 93 4
P20810 Calpastatin OS=Homo sapiens GN=CAST PE=1 SV=4 11 4 6 4 1 708 76.5 5.07 94 4
Q01432 AMP deaminase 3 OS=Homo sapiens GN=AMPD3 PE=1 SV=1 4 3 4 3 1 767 88.8 6.98 95 3
P08174 Complement decay-accelerating factor OS=Homo sapiens GN=CD55 PE=1 SV=4 23 6 12 6 1 381 41.4 7.59 96 6
P09488 Glutathione S-transferase Mu 1 OS=Homo sapiens GN=GSTM1 PE=1 SV=3 18 3 5 3 1 218 25.7 6.7 96 3
P07195 L-lactate dehydrogenase B chain OS=Homo sapiens GN=LDHB PE=1 SV=2 11 3 5 2 1 334 36.6 6.05 96 3
P30046 D-dopachrome decarboxylase OS=Homo sapiens GN=DDT PE=1 SV=3 22 2 5 2 1 118 12.7 7.3 97 2
Q14894 Ketimine reductase mu-crystallin OS=Homo sapiens GN=CRYM PE=1 SV=1 11 3 5 3 1 314 33.8 5.14 97 3
O14818 Proteasome subunit alpha type-7 OS=Homo sapiens GN=PSMA7 PE=1 SV=1 23 5 7 5 1 248 27.9 8.46 97 5
P49588 Alanine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=AARS PE=1 SV=2 3 2 2 2 1 968 106.7 5.53 98 2
P36980 Complement factor H-related protein 2 OS=Homo sapiens GN=CFHR2 PE=1 SV=1 13 3 4 3 1 270 30.6 6.38 98 3
Q14764 Major vault protein OS=Homo sapiens GN=MVP PE=1 SV=4 7 4 5 4 1 893 99.3 5.48 98 4
Q8WZA0 Protein LZIC OS=Homo sapiens GN=LZIC PE=1 SV=1 10 2 4 2 1 190 21.5 4.94 98 2
Q13126 S-methyl-5'-thioadenosine phosphorylase OS=Homo sapiens GN=MTAP PE=1 SV=2 20 5 6 5 1 283 31.2 7.18 98 5
P15941 Mucin-1 OS=Homo sapiens GN=MUC1 PE=1 SV=3 2 2 3 2 1 1255 122 7.47 99 2
P0DMM9 Sulfotransferase 1A3 OS=Homo sapiens GN=SULT1A3 PE=1 SV=1 26 4 6 3 1 295 34.2 6.01 99 4
P02511 Alpha-crystallin B chain OS=Homo sapiens GN=CRYAB PE=1 SV=2 18 3 4 3 1 175 20.1 7.33 101 3
Q16531 DNA damage-binding protein 1 OS=Homo sapiens GN=DDB1 PE=1 SV=1 4 2 3 2 1 1140 126.9 5.26 101 2
O00764 Pyridoxal kinase OS=Homo sapiens GN=PDXK PE=1 SV=1 17 4 14 4 1 312 35.1 6.13 101 4
P11908 Ribose-phosphate pyrophosphokinase 2 OS=Homo sapiens GN=PRPS2 PE=1 SV=2 19 4 7 4 1 318 34.7 6.61 101 4
P49773 Histidine triad nucleotide-binding protein 1 OS=Homo sapiens GN=HINT1 PE=1 SV=2 52 4 11 4 1 126 13.8 6.95 102 4
P19823 Inter-alpha-trypsin inhibitor heavy chain H2 OS=Homo sapiens GN=ITIH2 PE=1 SV=2 6 4 9 4 1 946 106.4 6.86 102 4
P42224 Signal transducer and activator of transcription 1-alpha/beta OS=Homo sapiens GN=STAT1 PE=1 SV 10 5 5 5 1 750 87.3 6.05 103 5
O60749 Sorting nexin-2 OS=Homo sapiens GN=SNX2 PE=1 SV=2 6 3 5 3 1 519 58.4 5.12 103 3
P15374 Ubiquitin carboxyl-terminal hydrolase isozyme L3 OS=Homo sapiens GN=UCHL3 PE=1 SV=1 15 3 6 3 1 230 26.2 4.92 103 3
P07741 Adenine phosphoribosyltransferase OS=Homo sapiens GN=APRT PE=1 SV=2 23 3 4 3 1 180 19.6 6.02 104 3
Q9NQR4 Omega-amidase NIT2 OS=Homo sapiens GN=NIT2 PE=1 SV=1 11 2 3 2 1 276 30.6 7.21 104 2
O43490 Prominin-1 OS=Homo sapiens GN=PROM1 PE=1 SV=1 6 3 5 3 1 865 97.1 7.27 104 3
O95969 Secretoglobin family 1D member 2 OS=Homo sapiens GN=SCGB1D2 PE=2 SV=1 22 2 8 2 1 90 9.9 8.25 105 2
P62318 Small nuclear ribonucleoprotein Sm D3 OS=Homo sapiens GN=SNRPD3 PE=1 SV=1 25 2 3 2 1 126 13.9 10.32 105 2
Q14508 WAP four-disulfide core domain protein 2 OS=Homo sapiens GN=WFDC2 PE=1 SV=2 27 3 4 3 1 124 13 4.84 105 3



Q8NBF2 NHL repeat-containing protein 2 OS=Homo sapiens GN=NHLRC2 PE=1 SV=1 4 2 4 2 1 726 79.4 5.55 106 2
P10253 Lysosomal alpha-glucosidase OS=Homo sapiens GN=GAA PE=1 SV=4 3 2 3 2 1 952 105.3 6 107 2
P54578 Ubiquitin carboxyl-terminal hydrolase 14 OS=Homo sapiens GN=USP14 PE=1 SV=3 11 4 5 4 1 494 56 5.3 107 4
P49419 Alpha-aminoadipic semialdehyde dehydrogenase OS=Homo sapiens GN=ALDH7A1 PE=1 SV=5 19 8 9 8 1 539 58.5 7.99 108 8
Q9Y646 Carboxypeptidase Q OS=Homo sapiens GN=CPQ PE=1 SV=1 12 4 5 4 1 472 51.9 6.18 108 4
Q93052 Lipoma-preferred partner OS=Homo sapiens GN=LPP PE=1 SV=1 18 6 10 6 1 612 65.7 7.37 108 6
Q13561 Dynactin subunit 2 OS=Homo sapiens GN=DCTN2 PE=1 SV=4 16 6 11 6 1 401 44.2 5.21 109 6
Q96NY7 Chloride intracellular channel protein 6 OS=Homo sapiens GN=CLIC6 PE=2 SV=3 13 5 9 5 1 704 73 4.37 110 5
Q9HAB8 Phosphopantothenate--cysteine ligase OS=Homo sapiens GN=PPCS PE=1 SV=2 7 2 4 2 1 311 34 6.71 110 2
Q5SRE7 Phytanoyl-CoA dioxygenase domain-containing protein 1 OS=Homo sapiens GN=PHYHD1 PE=1 SV= 15 2 5 2 1 291 32.4 6.32 110 2
P13796 Plastin-2 OS=Homo sapiens GN=LCP1 PE=1 SV=6 13 6 8 4 1 627 70.2 5.43 110 6
P20591 Interferon-induced GTP-binding protein Mx1 OS=Homo sapiens GN=MX1 PE=1 SV=4 6 3 6 3 1 662 75.5 5.83 111 3
Q9NZL9 Methionine adenosyltransferase 2 subunit beta OS=Homo sapiens GN=MAT2B PE=1 SV=1 11 2 2 2 1 334 37.5 7.36 111 2
P02144 Myoglobin OS=Homo sapiens GN=MB PE=1 SV=2 29 3 7 3 1 154 17.2 7.68 111 3
Q7L576 Cytoplasmic FMR1-interacting protein 1 OS=Homo sapiens GN=CYFIP1 PE=1 SV=1 4 4 6 4 1 1253 145.1 6.9 112 4
P18510 Interleukin-1 receptor antagonist protein OS=Homo sapiens GN=IL1RN PE=1 SV=1 31 4 5 4 1 177 20 6.19 112 4
P53004 Biliverdin reductase A OS=Homo sapiens GN=BLVRA PE=1 SV=2 19 5 6 5 1 296 33.4 6.44 113 5
Q8NES3 Beta-1,3-N-acetylglucosaminyltransferase lunatic fringe OS=Homo sapiens GN=LFNG PE=1 SV=2 15 3 5 3 1 379 41.7 9.17 114 3
P15924 Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 2 4 8 4 1 2871 331.6 6.81 114 4
Q8TE68 Epidermal growth factor receptor kinase substrate 8-like protein 1 OS=Homo sapiens GN=EPS8L1 P  8 4 8 4 1 723 80.2 6.04 114 4
Q99460 26S proteasome non-ATPase regulatory subunit 1 OS=Homo sapiens GN=PSMD1 PE=1 SV=2 8 5 8 5 1 953 105.8 5.39 116 5
P52907 F-actin-capping protein subunit alpha-1 OS=Homo sapiens GN=CAPZA1 PE=1 SV=3 27 5 8 3 1 286 32.9 5.69 116 5
Q12765 Secernin-1 OS=Homo sapiens GN=SCRN1 PE=1 SV=2 8 3 13 3 1 414 46.4 4.75 116 3
P62714 Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform OS=Homo sapiens GN=PPP   21 4 6 3 1 309 35.6 5.43 116 4
Q96C23 Aldose 1-epimerase OS=Homo sapiens GN=GALM PE=1 SV=1 13 3 5 3 1 342 37.7 6.65 117 3
Q5VW32 BRO1 domain-containing protein BROX OS=Homo sapiens GN=BROX PE=1 SV=1 11 3 4 3 1 411 46.4 7.65 117 3
Q02413 Desmoglein-1 OS=Homo sapiens GN=DSG1 PE=1 SV=2 7 4 13 4 1 1049 113.7 5.03 117 4
P61916 Epididymal secretory protein E1 OS=Homo sapiens GN=NPC2 PE=1 SV=1 40 4 10 4 1 151 16.6 7.65 117 4
Q99733 Nucleosome assembly protein 1-like 4 OS=Homo sapiens GN=NAP1L4 PE=1 SV=1 19 6 12 4 1 375 42.8 4.69 117 6
P19021 Peptidyl-glycine alpha-amidating monooxygenase OS=Homo sapiens GN=PAM PE=1 SV=2 8 5 11 5 1 973 108.3 6.42 117 5
Q9BRF8 Serine/threonine-protein phosphatase CPPED1 OS=Homo sapiens GN=CPPED1 PE=1 SV=3 12 2 4 2 1 314 35.5 6.2 117 2
P62140 Serine/threonine-protein phosphatase PP1-beta catalytic subunit OS=Homo sapiens GN=PPP1CB PE  31 9 14 2 1 327 37.2 6.19 117 9
Q14166 Tubulin--tyrosine ligase-like protein 12 OS=Homo sapiens GN=TTLL12 PE=1 SV=2 13 5 7 5 1 644 74.4 5.53 117 5
A0A0J9YX3 Immunoglobulin heavy variable 3-64D OS=Homo sapiens GN=IGHV3-64D PE=3 SV=1 22 3 7 3 1 117 12.8 7.85 118 3
Q86X29 Lipolysis-stimulated lipoprotein receptor OS=Homo sapiens GN=LSR PE=1 SV=4 7 3 5 3 1 649 71.4 7.97 118 3
Q14247 Src substrate cortactin OS=Homo sapiens GN=CTTN PE=1 SV=2 11 4 6 4 1 550 61.5 5.4 118 4
P26641 Elongation factor 1-gamma OS=Homo sapiens GN=EEF1G PE=1 SV=3 16 5 8 5 1 437 50.1 6.67 119 5
Q6BCY4 NADH-cytochrome b5 reductase 2 OS=Homo sapiens GN=CYB5R2 PE=1 SV=1 11 2 4 2 1 276 31.4 8.5 119 2
P07237 Protein disulfide-isomerase OS=Homo sapiens GN=P4HB PE=1 SV=3 9 5 9 5 1 508 57.1 4.87 119 5
O43242 26S proteasome non-ATPase regulatory subunit 3 OS=Homo sapiens GN=PSMD3 PE=1 SV=2 13 5 10 5 1 534 60.9 8.44 120 5
Q15121 Astrocytic phosphoprotein PEA-15 OS=Homo sapiens GN=PEA15 PE=1 SV=2 19 2 9 2 1 130 15 5.02 120 2
Q15185 Prostaglandin E synthase 3 OS=Homo sapiens GN=PTGES3 PE=1 SV=1 9 2 5 2 1 160 18.7 4.54 120 2
P26639 Threonine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=TARS PE=1 SV=3 9 5 7 5 1 723 83.4 6.67 120 5
Q8IWU5 Extracellular sulfatase Sulf-2 OS=Homo sapiens GN=SULF2 PE=1 SV=1 3 2 5 2 1 870 100.4 9.17 121 2
P07476 Involucrin OS=Homo sapiens GN=IVL PE=1 SV=2 16 6 10 6 1 585 68.4 4.61 121 6
P24666 Low molecular weight phosphotyrosine protein phosphatase OS=Homo sapiens GN=ACP1 PE=1 SV= 14 3 4 3 1 158 18 6.74 121 3
Q9BW04 Specifically androgen-regulated gene protein OS=Homo sapiens GN=SARG PE=1 SV=2 23 7 10 7 1 601 63.9 8.62 121 7
P09429 High mobility group protein B1 OS=Homo sapiens GN=HMGB1 PE=1 SV=3 19 3 6 2 1 215 24.9 5.74 122 3
Q9UBT3 Dickkopf-related protein 4 OS=Homo sapiens GN=DKK4 PE=1 SV=1 12 2 5 2 1 224 24.9 8.38 123 2
P02766 Transthyretin OS=Homo sapiens GN=TTR PE=1 SV=1 26 3 11 3 1 147 15.9 5.76 123 3
P67936 Tropomyosin alpha-4 chain OS=Homo sapiens GN=TPM4 PE=1 SV=3 13 3 5 3 1 248 28.5 4.69 123 3
O00244 Copper transport protein ATOX1 OS=Homo sapiens GN=ATOX1 PE=1 SV=1 56 3 8 3 1 68 7.4 7.24 124 3
P29373 Cellular retinoic acid-binding protein 2 OS=Homo sapiens GN=CRABP2 PE=1 SV=2 18 2 6 2 1 138 15.7 5.4 125 2
Q13630 GDP-L-fucose synthase OS=Homo sapiens GN=TSTA3 PE=1 SV=1 21 5 7 5 1 321 35.9 6.6 125 5
P62826 GTP-binding nuclear protein Ran OS=Homo sapiens GN=RAN PE=1 SV=3 33 5 10 5 1 216 24.4 7.49 125 5
Q9Y5P6 Mannose-1-phosphate guanyltransferase beta OS=Homo sapiens GN=GMPPB PE=1 SV=2 18 4 6 4 1 360 39.8 6.61 125 4
Q7Z4S6 Kinesin-like protein KIF21A OS=Homo sapiens GN=KIF21A PE=1 SV=2 3 3 5 3 1 1674 187.1 6.42 126 3
P21399 Cytoplasmic aconitate hydratase OS=Homo sapiens GN=ACO1 PE=1 SV=3 15 9 15 9 1 889 98.3 6.68 127 9
P10599 Thioredoxin OS=Homo sapiens GN=TXN PE=1 SV=3 43 4 14 4 1 105 11.7 4.92 127 4
P30520 Adenylosuccinate synthetase isozyme 2 OS=Homo sapiens GN=ADSS PE=1 SV=3 10 3 7 3 1 456 50.1 6.55 128 3
P62495 Eukaryotic peptide chain release factor subunit 1 OS=Homo sapiens GN=ETF1 PE=1 SV=3 8 2 5 2 1 437 49 5.71 128 2
P63241 Eukaryotic translation initiation factor 5A-1 OS=Homo sapiens GN=EIF5A PE=1 SV=2 19 2 5 2 1 154 16.8 5.24 129 2
O60610 Protein diaphanous homolog 1 OS=Homo sapiens GN=DIAPH1 PE=1 SV=2 4 5 7 5 1 1272 141.3 5.41 129 5
P50995 Annexin A11 OS=Homo sapiens GN=ANXA11 PE=1 SV=1 9 4 5 4 1 505 54.4 7.65 130 4
P04080 Cystatin-B OS=Homo sapiens GN=CSTB PE=1 SV=2 46 3 10 3 1 98 11.1 7.56 130 3
P12081 Histidine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=HARS PE=1 SV=2 11 5 13 5 1 509 57.4 5.88 130 5
Q14624 Inter-alpha-trypsin inhibitor heavy chain H4 OS=Homo sapiens GN=ITIH4 PE=1 SV=4 7 5 10 5 1 930 103.3 6.98 130 5
P33908 Mannosyl-oligosaccharide 1,2-alpha-mannosidase IA OS=Homo sapiens GN=MAN1A1 PE=1 SV=3 4 2 4 2 1 653 72.9 6.47 130 2
P34096 Ribonuclease 4 OS=Homo sapiens GN=RNASE4 PE=1 SV=3 27 4 6 4 1 147 16.8 9.03 130 4
O00534 von Willebrand factor A domain-containing protein 5A OS=Homo sapiens GN=VWA5A PE=2 SV=2 10 6 6 6 1 786 86.4 6.58 130 6
P00568 Adenylate kinase isoenzyme 1 OS=Homo sapiens GN=AK1 PE=1 SV=3 36 5 8 5 1 194 21.6 8.63 131 5
P11586 C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens GN=MTHFD1 PE=1 SV=3 8 6 6 6 1 935 101.5 7.3 132 6
Q96BQ1 Protein FAM3D OS=Homo sapiens GN=FAM3D PE=1 SV=1 27 5 6 5 1 224 24.9 9.33 132 5
P41226 Ubiquitin-like modifier-activating enzyme 7 OS=Homo sapiens GN=UBA7 PE=1 SV=2 7 6 8 6 1 1012 111.6 6.04 132 6
Q14376 UDP-glucose 4-epimerase OS=Homo sapiens GN=GALE PE=1 SV=2 11 4 8 4 1 348 38.3 6.73 132 4
P13693 Translationally-controlled tumor protein OS=Homo sapiens GN=TPT1 PE=1 SV=1 16 2 6 2 1 172 19.6 4.93 133 2
Q9UNM6 26S proteasome non-ATPase regulatory subunit 13 OS=Homo sapiens GN=PSMD13 PE=1 SV=2 18 6 8 6 1 376 42.9 5.81 134 6
A0A0C4DH Immunoglobulin heavy variable 2-70D OS=Homo sapiens GN=IGHV2-70D PE=3 SV=1 39 3 7 3 1 119 13.3 8.29 134 3
P36955 Pigment epithelium-derived factor OS=Homo sapiens GN=SERPINF1 PE=1 SV=4 9 3 5 3 1 418 46.3 6.38 136 3
P47989 Xanthine dehydrogenase/oxidase OS=Homo sapiens GN=XDH PE=1 SV=4 4 4 4 4 1 1333 146.3 7.66 136 4
P05089 Arginase-1 OS=Homo sapiens GN=ARG1 PE=1 SV=2 13 3 8 3 1 322 34.7 7.21 137 3
Q08257 Quinone oxidoreductase OS=Homo sapiens GN=CRYZ PE=1 SV=1 20 4 7 4 1 329 35.2 8.44 137 4
Q99832 T-complex protein 1 subunit eta OS=Homo sapiens GN=CCT7 PE=1 SV=2 18 7 11 7 1 543 59.3 7.65 138 7
P11021 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=2 17 7 11 7 1 654 72.3 5.16 139 7
P19652 Alpha-1-acid glycoprotein 2 OS=Homo sapiens GN=ORM2 PE=1 SV=2 18 5 12 3 1 201 23.6 5.11 139 5
Q8N335 Glycerol-3-phosphate dehydrogenase 1-like protein OS=Homo sapiens GN=GPD1L PE=1 SV=1 25 7 10 7 1 351 38.4 7.02 140 7
Q86YZ3 Hornerin OS=Homo sapiens GN=HRNR PE=1 SV=2 6 2 3 2 1 2850 282.2 10.04 140 2
P16070 CD44 antigen OS=Homo sapiens GN=CD44 PE=1 SV=3 3 2 5 2 1 742 81.5 5.33 142 2
P17980 26S proteasome regulatory subunit 6A OS=Homo sapiens GN=PSMC3 PE=1 SV=3 21 6 10 6 1 439 49.2 5.24 143 6
P23083 Immunoglobulin heavy variable 1-2 OS=Homo sapiens GN=IGHV1-2 PE=1 SV=2 22 2 7 2 1 117 13.1 9.13 143 2
P25786 Proteasome subunit alpha type-1 OS=Homo sapiens GN=PSMA1 PE=1 SV=1 24 5 11 5 1 263 29.5 6.61 143 5
P05120 Plasminogen activator inhibitor 2 OS=Homo sapiens GN=SERPINB2 PE=1 SV=2 16 5 7 5 1 415 46.6 5.63 147 5
P28065 Proteasome subunit beta type-9 OS=Homo sapiens GN=PSMB9 PE=1 SV=2 36 5 9 5 1 219 23.3 5.03 147 5
P35326 Small proline-rich protein 2A OS=Homo sapiens GN=SPRR2A PE=1 SV=1 43 2 5 2 1 72 8 8.43 147 2
O75882 Attractin OS=Homo sapiens GN=ATRN PE=1 SV=2 5 4 4 4 1 1429 158.4 7.31 148 4
Q9UBC9 Small proline-rich protein 3 OS=Homo sapiens GN=SPRR3 PE=1 SV=2 53 5 13 5 1 169 18.1 8.57 148 5
P02760 Protein AMBP OS=Homo sapiens GN=AMBP PE=1 SV=1 12 3 9 3 1 352 39 6.25 149 3
Q9UJU6 Drebrin-like protein OS=Homo sapiens GN=DBNL PE=1 SV=1 15 5 7 5 1 430 48.2 5.05 150 5
A0A075B6QImmunoglobulin heavy variable 3-64 OS=Homo sapiens GN=IGHV3-64 PE=3 SV=1 19 2 7 2 1 118 12.9 7.85 150 2
O00462 Beta-mannosidase OS=Homo sapiens GN=MANBA PE=2 SV=3 10 6 8 6 1 879 100.8 5.52 151 6
P07711 Cathepsin L1 OS=Homo sapiens GN=CTSL PE=1 SV=2 10 3 4 3 1 333 37.5 5.45 152 3
P35754 Glutaredoxin-1 OS=Homo sapiens GN=GLRX PE=1 SV=2 11 2 4 2 1 106 11.8 8.09 152 2
P20618 Proteasome subunit beta type-1 OS=Homo sapiens GN=PSMB1 PE=1 SV=2 33 5 10 5 1 241 26.5 8.13 152 5
P78371 T-complex protein 1 subunit beta OS=Homo sapiens GN=CCT2 PE=1 SV=4 14 5 9 5 1 535 57.5 6.46 152 5
Q9NYL9 Tropomodulin-3 OS=Homo sapiens GN=TMOD3 PE=1 SV=1 18 5 8 5 1 352 39.6 5.19 152 5
Q9Y6Q5 AP-1 complex subunit mu-2 OS=Homo sapiens GN=AP1M2 PE=1 SV=4 15 5 9 5 1 423 48.1 8.22 153 5
Q96TA1 Niban-like protein 1 OS=Homo sapiens GN=FAM129B PE=1 SV=3 15 6 21 6 1 746 84.1 6.19 154 6
Q9Y6U3 Adseverin OS=Homo sapiens GN=SCIN PE=1 SV=4 15 7 7 7 1 715 80.4 5.71 155 7
P08571 Monocyte differentiation antigen CD14 OS=Homo sapiens GN=CD14 PE=1 SV=2 17 4 8 4 1 375 40.1 6.23 155 4
Q96FV2 Secernin-2 OS=Homo sapiens GN=SCRN2 PE=1 SV=3 18 4 7 4 1 425 46.6 5.67 155 4
O95861 3'(2'),5'-bisphosphate nucleotidase 1 OS=Homo sapiens GN=BPNT1 PE=1 SV=1 27 6 9 6 1 308 33.4 5.69 156 6
Q16719 Kynureninase OS=Homo sapiens GN=KYNU PE=1 SV=1 17 5 6 5 1 465 52.3 7.03 157 5
P50897 Palmitoyl-protein thioesterase 1 OS=Homo sapiens GN=PPT1 PE=1 SV=1 10 2 3 2 1 306 34.2 6.52 158 2
Q01459 Di-N-acetylchitobiase OS=Homo sapiens GN=CTBS PE=1 SV=1 20 4 6 4 1 385 43.7 6.64 159 4
P21964 Catechol O-methyltransferase OS=Homo sapiens GN=COMT PE=1 SV=2 19 4 7 4 1 271 30 5.47 160 4
P01008 Antithrombin-III OS=Homo sapiens GN=SERPINC1 PE=1 SV=1 20 7 13 7 1 464 52.6 6.71 161 7
P43034 Platelet-activating factor acetylhydrolase IB subunit alpha OS=Homo sapiens GN=PAFAH1B1 PE=1 S 26 7 13 7 1 410 46.6 7.37 162 7
P63244 Receptor of activated protein C kinase 1 OS=Homo sapiens GN=RACK1 PE=1 SV=3 37 8 15 8 1 317 35.1 7.69 162 8
P46926 Glucosamine-6-phosphate isomerase 1 OS=Homo sapiens GN=GNPDA1 PE=1 SV=1 21 4 7 4 1 289 32.6 6.92 163 4
P46459 Vesicle-fusing ATPase OS=Homo sapiens GN=NSF PE=1 SV=3 9 5 10 5 1 744 82.5 6.95 163 5
A0A0B4J1YImmunoglobulin heavy variable 3-72 OS=Homo sapiens GN=IGHV3-72 PE=3 SV=1 53 6 11 5 1 119 13.2 7.85 164 6
P48643 T-complex protein 1 subunit epsilon OS=Homo sapiens GN=CCT5 PE=1 SV=1 17 7 11 6 1 541 59.6 5.66 165 7
P62333 26S proteasome regulatory subunit 10B OS=Homo sapiens GN=PSMC6 PE=1 SV=1 20 6 10 6 1 389 44.1 7.49 166 6
P46782 40S ribosomal protein S5 OS=Homo sapiens GN=RPS5 PE=1 SV=4 14 2 6 2 1 204 22.9 9.72 167 2
O15143 Actin-related protein 2/3 complex subunit 1B OS=Homo sapiens GN=ARPC1B PE=1 SV=3 22 6 9 6 1 372 40.9 8.35 168 6
P81605 Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 25 2 7 2 1 110 11.3 6.54 169 2
P61586 Transforming protein RhoA OS=Homo sapiens GN=RHOA PE=1 SV=1 23 4 8 2 1 193 21.8 6.1 169 4



O14773 Tripeptidyl-peptidase 1 OS=Homo sapiens GN=TPP1 PE=1 SV=2 14 5 8 5 1 563 61.2 6.48 172 5
Q9Y678 Coatomer subunit gamma-1 OS=Homo sapiens GN=COPG1 PE=1 SV=1 8 5 9 5 1 874 97.7 5.47 174 5
P25788 Proteasome subunit alpha type-3 OS=Homo sapiens GN=PSMA3 PE=1 SV=2 18 4 5 4 1 255 28.4 5.33 174 4
Q8IWE2 Protein NOXP20 OS=Homo sapiens GN=FAM114A1 PE=1 SV=2 8 3 5 3 1 563 60.7 4.68 174 3
P25325 3-mercaptopyruvate sulfurtransferase OS=Homo sapiens GN=MPST PE=1 SV=3 14 3 9 3 1 297 33.2 6.6 175 3
O43776 Asparagine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=NARS PE=1 SV=1 11 6 13 6 1 548 62.9 6.25 175 6
P30043 Flavin reductase (NADPH) OS=Homo sapiens GN=BLVRB PE=1 SV=3 19 2 4 2 1 206 22.1 7.65 175 2
P01703 Immunoglobulin lambda variable 1-40 OS=Homo sapiens GN=IGLV1-40 PE=1 SV=2 39 2 7 2 1 118 12.3 5.74 176 2
Q02809 Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 OS=Homo sapiens GN=PLOD1 PE=1 SV=2 13 7 12 7 1 727 83.5 6.95 176 7
P68036 Ubiquitin-conjugating enzyme E2 L3 OS=Homo sapiens GN=UBE2L3 PE=1 SV=1 24 2 7 2 1 154 17.9 8.51 176 2
P09417 Dihydropteridine reductase OS=Homo sapiens GN=QDPR PE=1 SV=2 18 3 7 3 1 244 25.8 7.37 177 3
P63151 Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Homo sap    9 4 6 4 1 447 51.7 6.2 177 4
P21281 V-type proton ATPase subunit B, brain isoform OS=Homo sapiens GN=ATP6V1B2 PE=1 SV=3 18 6 16 6 1 511 56.5 5.81 178 6
P49189 4-trimethylaminobutyraldehyde dehydrogenase OS=Homo sapiens GN=ALDH9A1 PE=1 SV=3 17 6 8 6 1 494 53.8 5.87 179 6
Q96HC4 PDZ and LIM domain protein 5 OS=Homo sapiens GN=PDLIM5 PE=1 SV=5 26 11 17 11 1 596 63.9 8.21 179 11
Q53FA7 Quinone oxidoreductase PIG3 OS=Homo sapiens GN=TP53I3 PE=1 SV=2 21 5 8 5 1 332 35.5 7.17 179 5
P01700 Immunoglobulin lambda variable 1-47 OS=Homo sapiens GN=IGLV1-47 PE=1 SV=2 25 2 13 2 1 117 12.3 5.91 180 2
P13798 Acylamino-acid-releasing enzyme OS=Homo sapiens GN=APEH PE=1 SV=4 13 8 10 8 1 732 81.2 5.48 181 8
P69905 Hemoglobin subunit alpha OS=Homo sapiens GN=HBA1 PE=1 SV=2 17 2 13 2 1 142 15.2 8.68 181 2
P35237 Serpin B6 OS=Homo sapiens GN=SERPINB6 PE=1 SV=3 19 5 8 5 1 376 42.6 5.27 182 5
Q9UHV9 Prefoldin subunit 2 OS=Homo sapiens GN=PFDN2 PE=1 SV=1 17 2 4 2 1 154 16.6 6.58 183 2
P52565 Rho GDP-dissociation inhibitor 1 OS=Homo sapiens GN=ARHGDIA PE=1 SV=3 7 2 8 2 1 204 23.2 5.11 183 2
A0A0C4DH Immunoglobulin kappa variable 2-24 OS=Homo sapiens GN=IGKV2-24 PE=3 SV=1 38 3 10 3 1 120 13.1 8.53 184 3
Q9BR76 Coronin-1B OS=Homo sapiens GN=CORO1B PE=1 SV=1 21 6 10 6 1 489 54.2 5.88 185 6
P55058 Phospholipid transfer protein OS=Homo sapiens GN=PLTP PE=1 SV=1 10 4 11 4 1 493 54.7 7.01 186 4
P11413 Glucose-6-phosphate 1-dehydrogenase OS=Homo sapiens GN=G6PD PE=1 SV=4 18 8 16 8 1 515 59.2 6.84 189 8
P02671 Fibrinogen alpha chain OS=Homo sapiens GN=FGA PE=1 SV=2 16 8 17 8 1 866 94.9 6.01 190 8
Q99497 Protein/nucleic acid deglycase DJ-1 OS=Homo sapiens GN=PARK7 PE=1 SV=2 44 6 12 6 1 189 19.9 6.79 190 6
P02751 Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 4 6 9 6 1 2386 262.5 5.71 191 6
Q96G03 Phosphoglucomutase-2 OS=Homo sapiens GN=PGM2 PE=1 SV=4 14 7 10 7 1 612 68.2 6.73 191 7
P00748 Coagulation factor XII OS=Homo sapiens GN=F12 PE=1 SV=3 12 4 9 4 1 615 67.7 7.74 192 4
P49327 Fatty acid synthase OS=Homo sapiens GN=FASN PE=1 SV=3 5 9 11 9 1 2511 273.3 6.44 192 9
P23528 Cofilin-1 OS=Homo sapiens GN=CFL1 PE=1 SV=3 47 6 9 6 1 166 18.5 8.09 193 6
P52943 Cysteine-rich protein 2 OS=Homo sapiens GN=CRIP2 PE=1 SV=1 32 3 4 3 1 208 22.5 8.72 193 3
P28070 Proteasome subunit beta type-4 OS=Homo sapiens GN=PSMB4 PE=1 SV=4 22 4 9 4 1 264 29.2 5.97 193 4
O43865 S-adenosylhomocysteine hydrolase-like protein 1 OS=Homo sapiens GN=AHCYL1 PE=1 SV=2 20 8 14 2 1 530 58.9 6.89 193 8
Q9UGI8 Testin OS=Homo sapiens GN=TES PE=1 SV=1 21 6 13 6 1 421 48 7.68 193 6
Q15631 Translin OS=Homo sapiens GN=TSN PE=1 SV=1 25 4 11 4 1 228 26.2 6.44 194 4
P06703 Protein S100-A6 OS=Homo sapiens GN=S100A6 PE=1 SV=1 22 3 7 3 1 90 10.2 5.48 195 3
P11766 Alcohol dehydrogenase class-3 OS=Homo sapiens GN=ADH5 PE=1 SV=4 13 4 6 4 1 374 39.7 7.49 196 4
P22528 Cornifin-B OS=Homo sapiens GN=SPRR1B PE=1 SV=2 79 5 16 3 1 89 9.9 8.48 196 5
P28799 Granulins OS=Homo sapiens GN=GRN PE=1 SV=2 13 4 10 4 1 593 63.5 6.83 196 4
Q15435 Protein phosphatase 1 regulatory subunit 7 OS=Homo sapiens GN=PPP1R7 PE=1 SV=1 14 5 8 5 1 360 41.5 4.91 196 5
Q16851 UTP--glucose-1-phosphate uridylyltransferase OS=Homo sapiens GN=UGP2 PE=1 SV=5 18 6 9 6 1 508 56.9 8.15 196 6
P08865 40S ribosomal protein SA OS=Homo sapiens GN=RPSA PE=1 SV=4 21 4 7 4 1 295 32.8 4.87 197 4
P47755 F-actin-capping protein subunit alpha-2 OS=Homo sapiens GN=CAPZA2 PE=1 SV=3 28 5 9 3 1 286 32.9 5.85 197 5
O14950 Myosin regulatory light chain 12B OS=Homo sapiens GN=MYL12B PE=1 SV=2 28 4 7 4 1 172 19.8 4.84 197 4
P13716 Delta-aminolevulinic acid dehydratase OS=Homo sapiens GN=ALAD PE=1 SV=1 16 4 8 4 1 330 36.3 6.79 199 4
P28062 Proteasome subunit beta type-8 OS=Homo sapiens GN=PSMB8 PE=1 SV=3 28 6 9 6 1 276 30.3 7.43 199 6
P28066 Proteasome subunit alpha type-5 OS=Homo sapiens GN=PSMA5 PE=1 SV=3 32 5 10 5 1 241 26.4 4.79 200 5
A0A0C4DH Immunoglobulin kappa variable 1-6 OS=Homo sapiens GN=IGKV1-6 PE=3 SV=1 24 2 9 2 1 117 12.7 8.29 201 2
P05155 Plasma protease C1 inhibitor OS=Homo sapiens GN=SERPING1 PE=1 SV=2 18 7 13 7 1 500 55.1 6.55 201 7
Q14914 Prostaglandin reductase 1 OS=Homo sapiens GN=PTGR1 PE=1 SV=2 26 6 13 6 1 329 35.8 8.29 201 6
P03950 Angiogenin OS=Homo sapiens GN=ANG PE=1 SV=1 40 5 16 5 1 147 16.5 9.64 202 5
Q96HN2 Adenosylhomocysteinase 3 OS=Homo sapiens GN=AHCYL2 PE=1 SV=1 19 8 15 2 1 611 66.7 7.36 203 8
P14314 Glucosidase 2 subunit beta OS=Homo sapiens GN=PRKCSH PE=1 SV=2 8 5 10 5 1 528 59.4 4.41 203 5
P34932 Heat shock 70 kDa protein 4 OS=Homo sapiens GN=HSPA4 PE=1 SV=4 14 10 16 10 1 840 94.3 5.19 203 10
Q8NBJ4 Golgi membrane protein 1 OS=Homo sapiens GN=GOLM1 PE=1 SV=1 16 4 9 4 1 401 45.3 4.97 204 4
P43490 Nicotinamide phosphoribosyltransferase OS=Homo sapiens GN=NAMPT PE=1 SV=1 20 7 13 7 1 491 55.5 7.15 204 7
P25789 Proteasome subunit alpha type-4 OS=Homo sapiens GN=PSMA4 PE=1 SV=1 24 6 11 6 1 261 29.5 7.72 204 6
Q15019 Septin-2 OS=Homo sapiens GN=SEPT2 PE=1 SV=1 26 5 9 5 1 361 41.5 6.6 204 5
O43175 D-3-phosphoglycerate dehydrogenase OS=Homo sapiens GN=PHGDH PE=1 SV=4 16 6 16 6 1 533 56.6 6.71 206 6
P31948 Stress-induced-phosphoprotein 1 OS=Homo sapiens GN=STIP1 PE=1 SV=1 10 4 10 4 1 543 62.6 6.8 206 4
P54920 Alpha-soluble NSF attachment protein OS=Homo sapiens GN=NAPA PE=1 SV=3 31 6 10 6 1 295 33.2 5.36 207 6
P01019 Angiotensinogen OS=Homo sapiens GN=AGT PE=1 SV=1 11 4 7 4 1 485 53.1 6.32 207 4
Q13938 Calcyphosin OS=Homo sapiens GN=CAPS PE=1 SV=1 20 3 7 3 1 189 21 4.89 207 3
P31151 Protein S100-A7 OS=Homo sapiens GN=S100A7 PE=1 SV=4 25 3 11 3 1 101 11.5 6.77 207 3
P31150 Rab GDP dissociation inhibitor alpha OS=Homo sapiens GN=GDI1 PE=1 SV=2 22 8 20 4 1 447 50.6 5.14 207 8
P07686 Beta-hexosaminidase subunit beta OS=Homo sapiens GN=HEXB PE=1 SV=3 17 7 12 7 1 556 63.1 6.76 209 7
P02763 Alpha-1-acid glycoprotein 1 OS=Homo sapiens GN=ORM1 PE=1 SV=1 21 4 12 2 1 201 23.5 5.02 213 4
Q9UN36 Protein NDRG2 OS=Homo sapiens GN=NDRG2 PE=1 SV=2 14 3 8 3 1 371 40.8 5.21 213 3
Q9UJ70 N-acetyl-D-glucosamine kinase OS=Homo sapiens GN=NAGK PE=1 SV=4 42 11 15 11 1 344 37.4 6.24 215 11
P52566 Rho GDP-dissociation inhibitor 2 OS=Homo sapiens GN=ARHGDIB PE=1 SV=3 29 4 11 4 1 201 23 5.21 216 4
P06727 Apolipoprotein A-IV OS=Homo sapiens GN=APOA4 PE=1 SV=3 29 10 13 10 1 396 45.4 5.38 217 10
P25815 Protein S100-P OS=Homo sapiens GN=S100P PE=1 SV=2 34 2 8 2 1 95 10.4 4.88 217 2
P17987 T-complex protein 1 subunit alpha OS=Homo sapiens GN=TCP1 PE=1 SV=1 18 9 13 9 1 556 60.3 6.11 217 9
P31941 DNA dC->dU-editing enzyme APOBEC-3A OS=Homo sapiens GN=APOBEC3A PE=1 SV=3 41 8 20 8 1 199 23 6.84 219 8
P19827 Inter-alpha-trypsin inhibitor heavy chain H1 OS=Homo sapiens GN=ITIH1 PE=1 SV=3 10 7 8 7 1 911 101.3 6.79 219 7
O15231 Zinc finger protein 185 OS=Homo sapiens GN=ZNF185 PE=1 SV=3 15 6 13 6 1 689 73.5 7.01 220 6
P17931 Galectin-3 OS=Homo sapiens GN=LGALS3 PE=1 SV=5 22 5 11 5 1 250 26.1 8.56 224 5
P01042 Kininogen-1 OS=Homo sapiens GN=KNG1 PE=1 SV=2 21 10 16 10 1 644 71.9 6.81 224 10
P25787 Proteasome subunit alpha type-2 OS=Homo sapiens GN=PSMA2 PE=1 SV=2 29 5 13 5 1 234 25.9 7.43 224 5
Q8N474 Secreted frizzled-related protein 1 OS=Homo sapiens GN=SFRP1 PE=1 SV=1 19 5 14 5 1 314 35.4 8.85 224 5
P30085 UMP-CMP kinase OS=Homo sapiens GN=CMPK1 PE=1 SV=3 30 5 13 5 1 196 22.2 5.57 224 5
O60547 GDP-mannose 4,6 dehydratase OS=Homo sapiens GN=GMDS PE=1 SV=1 31 8 17 8 1 372 41.9 7.31 227 8
Q13217 DnaJ homolog subfamily C member 3 OS=Homo sapiens GN=DNAJC3 PE=1 SV=1 14 5 9 5 1 504 57.5 6.15 228 5
P00734 Prothrombin OS=Homo sapiens GN=F2 PE=1 SV=2 28 10 12 10 1 622 70 5.9 228 10
Q02818 Nucleobindin-1 OS=Homo sapiens GN=NUCB1 PE=1 SV=4 25 10 19 10 1 461 53.8 5.25 229 10
O43396 Thioredoxin-like protein 1 OS=Homo sapiens GN=TXNL1 PE=1 SV=3 18 3 8 3 1 289 32.2 4.96 229 3
P00966 Argininosuccinate synthase OS=Homo sapiens GN=ASS1 PE=1 SV=2 27 9 18 9 1 412 46.5 8.02 231 9
Q9BS40 Latexin OS=Homo sapiens GN=LXN PE=1 SV=2 18 4 11 4 1 222 25.7 5.78 232 4
P60660 Myosin light polypeptide 6 OS=Homo sapiens GN=MYL6 PE=1 SV=2 58 7 15 7 1 151 16.9 4.65 232 7
P31944 Caspase-14 OS=Homo sapiens GN=CASP14 PE=1 SV=2 32 6 12 6 1 242 27.7 5.58 234 6
O60664 Perilipin-3 OS=Homo sapiens GN=PLIN3 PE=1 SV=3 26 7 15 7 1 434 47 5.44 234 7
P02679 Fibrinogen gamma chain OS=Homo sapiens GN=FGG PE=1 SV=3 26 7 15 7 1 453 51.5 5.62 236 7
P68871 Hemoglobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2 48 7 10 6 1 147 16 7.28 236 7
P58546 Myotrophin OS=Homo sapiens GN=MTPN PE=1 SV=2 41 2 8 2 1 118 12.9 5.52 236 2
P49368 T-complex protein 1 subunit gamma OS=Homo sapiens GN=CCT3 PE=1 SV=4 19 7 12 7 1 545 60.5 6.49 236 7
P55263 Adenosine kinase OS=Homo sapiens GN=ADK PE=1 SV=2 20 5 13 5 1 362 40.5 6.7 237 5
P56537 Eukaryotic translation initiation factor 6 OS=Homo sapiens GN=EIF6 PE=1 SV=1 29 4 8 4 1 245 26.6 4.68 238 4
P48637 Glutathione synthetase OS=Homo sapiens GN=GSS PE=1 SV=1 16 6 9 6 1 474 52.4 5.92 238 6
P60900 Proteasome subunit alpha type-6 OS=Homo sapiens GN=PSMA6 PE=1 SV=1 20 4 6 4 1 246 27.4 6.76 238 4
P04745 Alpha-amylase 1 OS=Homo sapiens GN=AMY1A PE=1 SV=2 28 9 16 9 1 511 57.7 6.93 242 9
Q9ULA0 Aspartyl aminopeptidase OS=Homo sapiens GN=DNPEP PE=1 SV=1 19 6 10 6 1 475 52.4 7.42 245 6
Q14118 Dystroglycan OS=Homo sapiens GN=DAG1 PE=1 SV=2 8 4 8 4 1 895 97.4 8.56 245 4
P06310 Immunoglobulin kappa variable 2-30 OS=Homo sapiens GN=IGKV2-30 PE=3 SV=2 38 3 11 2 1 120 13.2 8.51 245 3
P60842 Eukaryotic initiation factor 4A-I OS=Homo sapiens GN=EIF4A1 PE=1 SV=1 26 7 16 7 1 406 46.1 5.48 246 7
Q02790 Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Homo sapiens GN=FKBP4 PE=1 SV=3 17 5 9 5 1 459 51.8 5.43 246 5
P34896 Serine hydroxymethyltransferase, cytosolic OS=Homo sapiens GN=SHMT1 PE=1 SV=1 23 10 14 10 1 483 53 7.71 249 10
P10768 S-formylglutathione hydrolase OS=Homo sapiens GN=ESD PE=1 SV=2 23 4 12 4 1 282 31.4 7.02 249 4
Q14974 Importin subunit beta-1 OS=Homo sapiens GN=KPNB1 PE=1 SV=2 11 7 15 7 1 876 97.1 4.78 252 7
P61160 Actin-related protein 2 OS=Homo sapiens GN=ACTR2 PE=1 SV=1 26 8 11 8 1 394 44.7 6.74 253 8
P16152 Carbonyl reductase [NADPH] 1 OS=Homo sapiens GN=CBR1 PE=1 SV=3 43 7 10 7 1 277 30.4 8.32 255 7
P01033 Metalloproteinase inhibitor 1 OS=Homo sapiens GN=TIMP1 PE=1 SV=1 47 8 12 8 1 207 23.2 8.1 257 8
O00584 Ribonuclease T2 OS=Homo sapiens GN=RNASET2 PE=1 SV=2 23 5 16 5 1 256 29.5 7.08 257 5
Q9BUT1 3-hydroxybutyrate dehydrogenase type 2 OS=Homo sapiens GN=BDH2 PE=1 SV=2 16 3 7 3 1 245 26.7 7.65 258 3
P17174 Aspartate aminotransferase, cytoplasmic OS=Homo sapiens GN=GOT1 PE=1 SV=3 38 10 23 10 1 413 46.2 7.01 259 10
Q96IU4 Protein ABHD14B OS=Homo sapiens GN=ABHD14B PE=1 SV=1 30 4 9 4 1 210 22.3 6.4 259 4
O43488 Aflatoxin B1 aldehyde reductase member 2 OS=Homo sapiens GN=AKR7A2 PE=1 SV=3 21 5 16 5 1 359 39.6 7.17 261 5
A0A0C4DH Immunoglobulin heavy variable 1-18 OS=Homo sapiens GN=IGHV1-18 PE=3 SV=1 27 2 5 2 1 117 12.8 8.84 261 2
P12429 Annexin A3 OS=Homo sapiens GN=ANXA3 PE=1 SV=3 26 7 12 7 1 323 36.4 5.92 264 7
P37837 Transaldolase OS=Homo sapiens GN=TALDO1 PE=1 SV=2 19 6 13 6 1 337 37.5 6.81 264 6
P28325 Cystatin-D OS=Homo sapiens GN=CST5 PE=1 SV=1 21 2 9 2 1 142 16.1 7.17 267 2
P40121 Macrophage-capping protein OS=Homo sapiens GN=CAPG PE=1 SV=2 29 7 20 7 1 348 38.5 6.19 267 7
Q16881 Thioredoxin reductase 1, cytoplasmic OS=Homo sapiens GN=TXNRD1 PE=1 SV=3 18 7 13 7 1 649 70.9 7.39 267 7
Q15181 Inorganic pyrophosphatase OS=Homo sapiens GN=PPA1 PE=1 SV=2 43 8 12 8 1 289 32.6 5.86 269 8
P26447 Protein S100-A4 OS=Homo sapiens GN=S100A4 PE=1 SV=1 29 4 33 4 1 101 11.7 6.11 273 4



O15144 Actin-related protein 2/3 complex subunit 2 OS=Homo sapiens GN=ARPC2 PE=1 SV=1 33 9 18 9 1 300 34.3 7.36 274 9
Q99102 Mucin-4 OS=Homo sapiens GN=MUC4 PE=1 SV=4 3 4 8 4 1 2169 231.4 6.27 277 4
P0DP23 Calmodulin-1 OS=Homo sapiens GN=CALM1 PE=1 SV=1 22 2 8 2 1 149 16.8 4.22 278 2
P30153 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Homo sap    25 10 21 10 1 589 65.3 5.11 278 10
Q15365 Poly(rC)-binding protein 1 OS=Homo sapiens GN=PCBP1 PE=1 SV=2 33 7 19 7 1 356 37.5 7.09 282 7
P40227 T-complex protein 1 subunit zeta OS=Homo sapiens GN=CCT6A PE=1 SV=3 20 8 18 8 1 531 58 6.68 282 8
P04632 Calpain small subunit 1 OS=Homo sapiens GN=CAPNS1 PE=1 SV=1 32 6 13 5 1 268 28.3 5.2 283 6
O95361 Tripartite motif-containing protein 16 OS=Homo sapiens GN=TRIM16 PE=1 SV=3 14 6 12 6 1 564 63.9 5.49 283 6
P23381 Tryptophan--tRNA ligase, cytoplasmic OS=Homo sapiens GN=WARS PE=1 SV=2 18 6 11 6 1 471 53.1 6.23 285 6
Q9HC38 Glyoxalase domain-containing protein 4 OS=Homo sapiens GN=GLOD4 PE=1 SV=1 40 8 18 8 1 313 34.8 5.6 287 8
P22352 Glutathione peroxidase 3 OS=Homo sapiens GN=GPX3 PE=1 SV=2 29 5 13 5 1 226 25.5 8.13 288 5
P29508 Serpin B3 OS=Homo sapiens GN=SERPINB3 PE=1 SV=2 21 7 11 7 1 390 44.5 6.81 289 7
P31947 14-3-3 protein sigma OS=Homo sapiens GN=SFN PE=1 SV=1 37 8 33 6 1 248 27.8 4.74 290 8
P25774 Cathepsin S OS=Homo sapiens GN=CTSS PE=1 SV=3 14 3 8 3 1 331 37.5 8.34 290 3
O00391 Sulfhydryl oxidase 1 OS=Homo sapiens GN=QSOX1 PE=1 SV=3 16 8 18 8 1 747 82.5 8.92 290 8
P11216 Glycogen phosphorylase, brain form OS=Homo sapiens GN=PYGB PE=1 SV=5 23 14 22 12 1 843 96.6 6.86 293 14
P02814 Submaxillary gland androgen-regulated protein 3B OS=Homo sapiens GN=SMR3B PE=1 SV=2 66 2 30 2 1 79 8.2 9.57 295 2
P02749 Beta-2-glycoprotein 1 OS=Homo sapiens GN=APOH PE=1 SV=3 30 5 10 5 1 345 38.3 7.97 298 5
P61769 Beta-2-microglobulin OS=Homo sapiens GN=B2M PE=1 SV=1 33 3 22 3 1 119 13.7 6.52 299 3
Q9NY33 Dipeptidyl peptidase 3 OS=Homo sapiens GN=DPP3 PE=1 SV=2 21 11 17 11 1 737 82.5 5.1 299 11
Q86VP6 Cullin-associated NEDD8-dissociated protein 1 OS=Homo sapiens GN=CAND1 PE=1 SV=2 13 12 19 12 1 1230 136.3 5.78 300 12
P38606 V-type proton ATPase catalytic subunit A OS=Homo sapiens GN=ATP6V1A PE=1 SV=2 24 9 15 9 1 617 68.3 5.52 302 9
P17812 CTP synthase 1 OS=Homo sapiens GN=CTPS1 PE=1 SV=2 14 6 11 5 1 591 66.6 6.46 305 6
P49591 Serine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=SARS PE=1 SV=3 10 5 14 5 1 514 58.7 6.43 307 5
P22392 Nucleoside diphosphate kinase B OS=Homo sapiens GN=NME2 PE=1 SV=1 55 7 27 7 1 152 17.3 8.41 309 7
P50991 T-complex protein 1 subunit delta OS=Homo sapiens GN=CCT4 PE=1 SV=4 23 10 17 9 1 539 57.9 7.83 309 10
P14555 Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 27 3 15 3 1 144 16.1 9.23 312 3
P36871 Phosphoglucomutase-1 OS=Homo sapiens GN=PGM1 PE=1 SV=3 31 12 28 12 1 562 61.4 6.76 315 12
Q15782 Chitinase-3-like protein 2 OS=Homo sapiens GN=CHI3L2 PE=1 SV=1 21 6 15 6 1 390 43.5 7.53 318 6
P09960 Leukotriene A-4 hydrolase OS=Homo sapiens GN=LTA4H PE=1 SV=2 22 9 15 9 1 611 69.2 6.18 318 9
P01034 Cystatin-C OS=Homo sapiens GN=CST3 PE=1 SV=1 32 6 30 6 1 146 15.8 8.75 319 6
P04004 Vitronectin OS=Homo sapiens GN=VTN PE=1 SV=1 12 3 9 3 1 478 54.3 5.8 323 3
Q6ZVX7 F-box only protein 50 OS=Homo sapiens GN=NCCRP1 PE=1 SV=1 36 5 12 5 1 275 30.8 6.62 324 5
P08758 Annexin A5 OS=Homo sapiens GN=ANXA5 PE=1 SV=2 25 8 24 8 1 320 35.9 5.05 326 8
Q9UL46 Proteasome activator complex subunit 2 OS=Homo sapiens GN=PSME2 PE=1 SV=4 23 5 11 5 1 239 27.4 5.73 326 5
P61981 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 31 6 27 3 1 247 28.3 4.89 328 6
P23526 Adenosylhomocysteinase OS=Homo sapiens GN=AHCY PE=1 SV=4 28 10 15 9 1 432 47.7 6.34 329 10
Q14204 Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 PE=1 SV=5 5 15 23 15 1 4646 532.1 6.4 329 15
Q01813 ATP-dependent 6-phosphofructokinase, platelet type OS=Homo sapiens GN=PFKP PE=1 SV=2 11 7 16 5 1 784 85.5 7.55 330 7
P29692 Elongation factor 1-delta OS=Homo sapiens GN=EEF1D PE=1 SV=5 22 4 7 4 1 281 31.1 5.01 330 4
P19971 Thymidine phosphorylase OS=Homo sapiens GN=TYMP PE=1 SV=2 30 11 20 11 1 482 49.9 5.53 335 11
P04217 Alpha-1B-glycoprotein OS=Homo sapiens GN=A1BG PE=1 SV=4 18 6 16 6 1 495 54.2 5.86 336 6
P40925 Malate dehydrogenase, cytoplasmic OS=Homo sapiens GN=MDH1 PE=1 SV=4 27 6 13 6 1 334 36.4 7.36 345 6
P42330 Aldo-keto reductase family 1 member C3 OS=Homo sapiens GN=AKR1C3 PE=1 SV=4 22 6 13 5 1 323 36.8 7.94 346 6
P36952 Serpin B5 OS=Homo sapiens GN=SERPINB5 PE=1 SV=2 31 8 13 8 1 375 42.1 6.05 349 8
Q8TE77 Protein phosphatase Slingshot homolog 3 OS=Homo sapiens GN=SSH3 PE=1 SV=2 15 7 12 7 1 659 73 5.3 351 7
Q13162 Peroxiredoxin-4 OS=Homo sapiens GN=PRDX4 PE=1 SV=1 26 6 17 4 1 271 30.5 6.29 352 6
P00338 L-lactate dehydrogenase A chain OS=Homo sapiens GN=LDHA PE=1 SV=2 24 8 21 7 1 332 36.7 8.27 362 8
P06744 Glucose-6-phosphate isomerase OS=Homo sapiens GN=GPI PE=1 SV=4 28 12 28 12 1 558 63.1 8.32 363 12
P29218 Inositol monophosphatase 1 OS=Homo sapiens GN=IMPA1 PE=1 SV=1 25 5 14 5 1 277 30.2 5.26 363 5
P07339 Cathepsin D OS=Homo sapiens GN=CTSD PE=1 SV=1 31 9 24 9 1 412 44.5 6.54 365 9
P05109 Protein S100-A8 OS=Homo sapiens GN=S100A8 PE=1 SV=1 52 7 22 7 1 93 10.8 7.03 365 7
P07737 Profilin-1 OS=Homo sapiens GN=PFN1 PE=1 SV=2 41 7 23 7 1 140 15 8.27 366 7
P48147 Prolyl endopeptidase OS=Homo sapiens GN=PREP PE=1 SV=2 23 13 24 13 1 710 80.6 5.86 369 13
P15104 Glutamine synthetase OS=Homo sapiens GN=GLUL PE=1 SV=4 27 8 21 8 1 373 42 6.89 370 8
P52895 Aldo-keto reductase family 1 member C2 OS=Homo sapiens GN=AKR1C2 PE=1 SV=3 24 5 23 4 1 323 36.7 7.49 372 5
O95834 Echinoderm microtubule-associated protein-like 2 OS=Homo sapiens GN=EML2 PE=1 SV=1 25 10 24 10 1 649 70.6 6.32 373 10
P01861 Immunoglobulin heavy constant gamma 4 OS=Homo sapiens GN=IGHG4 PE=1 SV=1 34 7 27 3 1 327 35.9 7.36 374 7
Q96S96 Phosphatidylethanolamine-binding protein 4 OS=Homo sapiens GN=PEBP4 PE=1 SV=3 30 4 17 4 1 227 25.7 6.54 375 4
P00390 Glutathione reductase, mitochondrial OS=Homo sapiens GN=GSR PE=1 SV=2 21 7 16 7 1 522 56.2 8.5 380 7
O95968 Secretoglobin family 1D member 1 OS=Homo sapiens GN=SCGB1D1 PE=1 SV=1 23 2 27 2 1 90 9.9 9.25 383 2
P00751 Complement factor B OS=Homo sapiens GN=CFB PE=1 SV=2 20 10 28 10 1 764 85.5 7.06 389 10
Q96FW1 Ubiquitin thioesterase OTUB1 OS=Homo sapiens GN=OTUB1 PE=1 SV=2 25 6 12 6 1 271 31.3 4.94 400 6
Q9H4A4 Aminopeptidase B OS=Homo sapiens GN=RNPEP PE=1 SV=2 30 13 29 13 1 650 72.5 5.74 404 13
P01780 Immunoglobulin heavy variable 3-7 OS=Homo sapiens GN=IGHV3-7 PE=1 SV=2 35 6 21 4 1 117 12.9 6.57 405 6
Q9Y490 Talin-1 OS=Homo sapiens GN=TLN1 PE=1 SV=3 9 13 19 13 1 2541 269.6 6.07 412 13
Q9UBG3 Cornulin OS=Homo sapiens GN=CRNN PE=1 SV=1 28 8 19 8 1 495 53.5 6.1 417 8
P29401 Transketolase OS=Homo sapiens GN=TKT PE=1 SV=3 29 11 21 11 1 623 67.8 7.66 417 11
P47756 F-actin-capping protein subunit beta OS=Homo sapiens GN=CAPZB PE=1 SV=4 33 6 16 6 1 277 31.3 5.59 427 6
Q6XQN6 Nicotinate phosphoribosyltransferase OS=Homo sapiens GN=NAPRT PE=1 SV=2 30 11 19 11 1 538 57.5 5.68 429 11
P17858 ATP-dependent 6-phosphofructokinase, liver type OS=Homo sapiens GN=PFKL PE=1 SV=6 15 8 16 6 1 780 85 7.5 433 8
P13797 Plastin-3 OS=Homo sapiens GN=PLS3 PE=1 SV=4 19 9 25 5 1 630 70.8 5.6 436 9
P45974 Ubiquitin carboxyl-terminal hydrolase 5 OS=Homo sapiens GN=USP5 PE=1 SV=2 17 8 17 8 1 858 95.7 5.03 437 8
P02647 Apolipoprotein A-I OS=Homo sapiens GN=APOA1 PE=1 SV=1 41 11 26 11 1 267 30.8 5.76 441 11
Q06323 Proteasome activator complex subunit 1 OS=Homo sapiens GN=PSME1 PE=1 SV=1 41 9 32 9 1 249 28.7 6.02 444 9
P01860 Immunoglobulin heavy constant gamma 3 OS=Homo sapiens GN=IGHG3 PE=1 SV=2 39 11 57 5 1 377 41.3 7.9 445 11
Q06210 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1 OS=Homo sapiens GN=GFPT1 P  27 14 34 14 1 699 78.8 7.11 446 14
P62258 14-3-3 protein epsilon OS=Homo sapiens GN=YWHAE PE=1 SV=1 44 8 40 6 1 255 29.2 4.74 455 8
P61158 Actin-related protein 3 OS=Homo sapiens GN=ACTR3 PE=1 SV=3 36 10 21 10 1 418 47.3 5.88 456 10
Q9Y5Z4 Heme-binding protein 2 OS=Homo sapiens GN=HEBP2 PE=1 SV=1 28 5 15 5 1 205 22.9 4.63 458 5
P31946 14-3-3 protein beta/alpha OS=Homo sapiens GN=YWHAB PE=1 SV=3 32 6 29 3 1 246 28.1 4.83 465 6
P01009 Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA1 PE=1 SV=3 36 11 40 11 1 418 46.7 5.59 465 11
P00747 Plasminogen OS=Homo sapiens GN=PLG PE=1 SV=2 26 13 31 13 1 810 90.5 7.24 465 13
O00151 PDZ and LIM domain protein 1 OS=Homo sapiens GN=PDLIM1 PE=1 SV=4 55 12 27 12 1 329 36 7.02 472 12
P52209 6-phosphogluconate dehydrogenase, decarboxylating OS=Homo sapiens GN=PGD PE=1 SV=3 35 14 38 14 1 483 53.1 7.23 476 14
P50395 Rab GDP dissociation inhibitor beta OS=Homo sapiens GN=GDI2 PE=1 SV=2 46 17 40 13 1 445 50.6 6.47 480 17
P18206 Vinculin OS=Homo sapiens GN=VCL PE=1 SV=4 19 17 26 17 1 1134 123.7 5.66 480 17
P00326 Alcohol dehydrogenase 1C OS=Homo sapiens GN=ADH1C PE=1 SV=2 46 11 25 11 1 375 39.8 8.29 484 11
P50990 T-complex protein 1 subunit theta OS=Homo sapiens GN=CCT8 PE=1 SV=4 20 8 17 8 1 548 59.6 5.6 488 8
P00441 Superoxide dismutase [Cu-Zn] OS=Homo sapiens GN=SOD1 PE=1 SV=2 58 4 17 4 1 154 15.9 6.13 491 4
P35579 Myosin-9 OS=Homo sapiens GN=MYH9 PE=1 SV=4 18 28 51 24 1 1960 226.4 5.6 493 28
P80303 Nucleobindin-2 OS=Homo sapiens GN=NUCB2 PE=1 SV=2 28 10 27 10 1 420 50.2 5.12 494 10
Q96DA0 Zymogen granule protein 16 homolog B OS=Homo sapiens GN=ZG16B PE=1 SV=3 35 6 16 6 1 208 22.7 7.39 498 6
P31949 Protein S100-A11 OS=Homo sapiens GN=S100A11 PE=1 SV=2 47 5 27 5 1 105 11.7 7.12 501 5
P98088 Mucin-5AC OS=Homo sapiens GN=MUC5AC PE=1 SV=4 9 21 33 21 1 5654 585.2 7.02 503 21
O75874 Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2 36 11 27 11 1 414 46.6 7.01 505 11
P09228 Cystatin-SA OS=Homo sapiens GN=CST2 PE=1 SV=1 55 8 34 4 1 141 16.4 4.93 513 8
P20061 Transcobalamin-1 OS=Homo sapiens GN=TCN1 PE=1 SV=2 22 7 25 7 1 433 48.2 5.03 523 7
P18669 Phosphoglycerate mutase 1 OS=Homo sapiens GN=PGAM1 PE=1 SV=2 48 9 35 9 1 254 28.8 7.18 526 9
P17655 Calpain-2 catalytic subunit OS=Homo sapiens GN=CAPN2 PE=1 SV=6 22 12 33 12 1 700 79.9 4.98 530 12
Q01518 Adenylyl cyclase-associated protein 1 OS=Homo sapiens GN=CAP1 PE=1 SV=5 30 11 31 11 1 475 51.9 8.06 547 11
O75556 Mammaglobin-B OS=Homo sapiens GN=SCGB2A1 PE=1 SV=1 61 4 72 4 1 95 10.9 5.78 548 4
P55072 Transitional endoplasmic reticulum ATPase OS=Homo sapiens GN=VCP PE=1 SV=4 25 14 25 14 1 806 89.3 5.26 552 14
P27348 14-3-3 protein theta OS=Homo sapiens GN=YWHAQ PE=1 SV=1 37 7 30 5 1 245 27.7 4.78 553 7
P14550 Alcohol dehydrogenase [NADP(+)] OS=Homo sapiens GN=AKR1A1 PE=1 SV=3 45 11 31 10 1 325 36.6 6.79 553 11
P06702 Protein S100-A9 OS=Homo sapiens GN=S100A9 PE=1 SV=1 47 5 45 5 1 114 13.2 6.13 553 5
O00299 Chloride intracellular channel protein 1 OS=Homo sapiens GN=CLIC1 PE=1 SV=4 24 5 17 5 1 241 26.9 5.17 557 5
P80188 Neutrophil gelatinase-associated lipocalin OS=Homo sapiens GN=LCN2 PE=1 SV=2 62 9 25 9 1 198 22.6 8.91 560 9
P01591 Immunoglobulin J chain OS=Homo sapiens GN=JCHAIN PE=1 SV=4 42 8 53 8 1 159 18.1 5.24 562 8
P06737 Glycogen phosphorylase, liver form OS=Homo sapiens GN=PYGL PE=1 SV=4 27 18 31 16 1 847 97.1 7.17 565 18
P30044 Peroxiredoxin-5, mitochondrial OS=Homo sapiens GN=PRDX5 PE=1 SV=4 39 8 33 8 1 214 22.1 8.7 567 8
P07355 Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2 38 13 30 13 1 339 38.6 7.75 569 13
P0DP04 Immunoglobulin heavy variable 3-43D OS=Homo sapiens GN=IGHV3-43D PE=3 SV=1 38 4 24 3 1 118 13 5.41 570 4
P01011 Alpha-1-antichymotrypsin OS=Homo sapiens GN=SERPINA3 PE=1 SV=2 25 10 25 10 1 423 47.6 5.52 571 10
P55786 Puromycin-sensitive aminopeptidase OS=Homo sapiens GN=NPEPPS PE=1 SV=2 23 18 43 18 1 919 103.2 5.72 577 18
P31939 Bifunctional purine biosynthesis protein PURH OS=Homo sapiens GN=ATIC PE=1 SV=3 22 12 32 12 1 592 64.6 6.71 592 12
P07602 Prosaposin OS=Homo sapiens GN=PSAP PE=1 SV=2 26 9 26 9 1 524 58.1 5.17 595 9
P01023 Alpha-2-macroglobulin OS=Homo sapiens GN=A2M PE=1 SV=3 16 17 31 17 1 1474 163.2 6.46 596 17
P07384 Calpain-1 catalytic subunit OS=Homo sapiens GN=CAPN1 PE=1 SV=1 24 16 42 16 1 714 81.8 5.67 597 16
P03973 Antileukoproteinase OS=Homo sapiens GN=SLPI PE=1 SV=2 39 3 29 3 1 132 14.3 8.75 605 3
P63104 14-3-3 protein zeta/delta OS=Homo sapiens GN=YWHAZ PE=1 SV=1 37 9 38 7 1 245 27.7 4.79 612 9
O75083 WD repeat-containing protein 1 OS=Homo sapiens GN=WDR1 PE=1 SV=4 36 12 38 12 1 606 66.2 6.65 620 12
P80748 Immunoglobulin lambda variable 3-21 OS=Homo sapiens GN=IGLV3-21 PE=1 SV=2 39 2 13 2 1 117 12.4 5.29 628 2
P30086 Phosphatidylethanolamine-binding protein 1 OS=Homo sapiens GN=PEBP1 PE=1 SV=3 80 11 27 11 1 187 21 7.53 643 11
Q14515 SPARC-like protein 1 OS=Homo sapiens GN=SPARCL1 PE=1 SV=2 25 12 40 12 1 664 75.2 4.81 648 12
Q00610 Clathrin heavy chain 1 OS=Homo sapiens GN=CLTC PE=1 SV=5 16 21 35 21 1 1675 191.5 5.69 652 21
P08603 Complement factor H OS=Homo sapiens GN=CFH PE=1 SV=4 27 20 41 20 1 1231 139 6.61 656 20



P02675 Fibrinogen beta chain OS=Homo sapiens GN=FGB PE=1 SV=2 41 15 35 15 1 491 55.9 8.27 660 15
P22314 Ubiquitin-like modifier-activating enzyme 1 OS=Homo sapiens GN=UBA1 PE=1 SV=3 22 15 43 15 1 1058 117.8 5.76 673 15
P07858 Cathepsin B OS=Homo sapiens GN=CTSB PE=1 SV=3 33 9 33 9 1 339 37.8 6.3 679 9
P02765 Alpha-2-HS-glycoprotein OS=Homo sapiens GN=AHSG PE=1 SV=1 26 6 26 6 1 367 39.3 5.72 694 6
P37802 Transgelin-2 OS=Homo sapiens GN=TAGLN2 PE=1 SV=3 51 9 25 9 1 199 22.4 8.25 700 9
P68366 Tubulin alpha-4A chain OS=Homo sapiens GN=TUBA4A PE=1 SV=1 33 12 41 5 1 448 49.9 5.06 708 12
P09467 Fructose-1,6-bisphosphatase 1 OS=Homo sapiens GN=FBP1 PE=1 SV=5 34 9 29 9 1 338 36.8 6.99 712 9
P04792 Heat shock protein beta-1 OS=Homo sapiens GN=HSPB1 PE=1 SV=2 62 7 47 7 1 205 22.8 6.4 747 7
P08238 Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSP90AB1 PE=1 SV=4 33 19 40 8 1 724 83.2 5.03 762 19
P28838 Cytosol aminopeptidase OS=Homo sapiens GN=LAP3 PE=1 SV=3 41 17 37 17 1 519 56.1 7.93 769 17
P01859 Immunoglobulin heavy constant gamma 2 OS=Homo sapiens GN=IGHG2 PE=1 SV=2 38 8 65 3 1 326 35.9 7.59 776 8
P68104 Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1 31 9 50 9 1 462 50.1 9.01 777 9
P15311 Ezrin OS=Homo sapiens GN=EZR PE=1 SV=4 20 11 28 8 1 586 69.4 6.27 779 11
P46940 Ras GTPase-activating-like protein IQGAP1 OS=Homo sapiens GN=IQGAP1 PE=1 SV=1 16 22 37 22 1 1657 189.1 6.48 782 22
P13489 Ribonuclease inhibitor OS=Homo sapiens GN=RNH1 PE=1 SV=2 50 14 36 14 1 461 49.9 4.82 784 14
Q9BQE3 Tubulin alpha-1C chain OS=Homo sapiens GN=TUBA1C PE=1 SV=1 37 12 42 5 1 449 49.9 5.1 786 12
P30041 Peroxiredoxin-6 OS=Homo sapiens GN=PRDX6 PE=1 SV=3 63 11 36 11 1 224 25 6.38 798 11
Q96KP4 Cytosolic non-specific dipeptidase OS=Homo sapiens GN=CNDP2 PE=1 SV=2 42 16 42 16 1 475 52.8 5.97 816 16
P40394 Alcohol dehydrogenase class 4 mu/sigma chain OS=Homo sapiens GN=ADH7 PE=1 SV=2 37 12 44 12 1 386 41.5 7.85 819 12
P47895 Aldehyde dehydrogenase family 1 member A3 OS=Homo sapiens GN=ALDH1A3 PE=1 SV=2 39 15 37 14 1 512 56.1 7.25 830 15
P32119 Peroxiredoxin-2 OS=Homo sapiens GN=PRDX2 PE=1 SV=5 54 7 32 6 1 198 21.9 5.97 834 7
P07900 Heat shock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA1 PE=1 SV=5 34 19 51 9 1 732 84.6 5.02 872 19
Q08380 Galectin-3-binding protein OS=Homo sapiens GN=LGALS3BP PE=1 SV=1 33 15 45 15 1 585 65.3 5.27 873 15
P02774 Vitamin D-binding protein OS=Homo sapiens GN=GC PE=1 SV=1 35 13 51 13 1 474 52.9 5.54 874 13
P02790 Hemopexin OS=Homo sapiens GN=HPX PE=1 SV=2 46 17 59 17 1 462 51.6 7.02 880 17
P13639 Elongation factor 2 OS=Homo sapiens GN=EEF2 PE=1 SV=4 29 21 38 21 1 858 95.3 6.83 881 21
Q9UGM3 Deleted in malignant brain tumors 1 protein OS=Homo sapiens GN=DMBT1 PE=1 SV=2 23 15 48 15 1 2413 260.6 5.44 884 15
P09211 Glutathione S-transferase P OS=Homo sapiens GN=GSTP1 PE=1 SV=2 70 10 41 10 1 210 23.3 5.64 900 10
P10909 Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 32 14 58 14 1 449 52.5 6.27 927 14
P0C0L5 Complement C4-B OS=Homo sapiens GN=C4B PE=1 SV=2 21 25 55 25 1 1744 192.6 7.27 947 25
P30838 Aldehyde dehydrogenase, dimeric NADP-preferring OS=Homo sapiens GN=ALDH3A1 PE=1 SV=3 39 15 52 15 1 453 50.4 6.54 955 15
P00738 Haptoglobin OS=Homo sapiens GN=HP PE=1 SV=1 47 13 51 9 1 406 45.2 6.58 955 13
Q99935 Opiorphin prepropeptide OS=Homo sapiens GN=OPRPN PE=1 SV=2 13 3 46 3 1 248 27.2 10.42 987 3
P60174 Triosephosphate isomerase OS=Homo sapiens GN=TPI1 PE=1 SV=3 62 15 44 15 1 286 30.8 5.92 991 15
P11142 Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 33 18 46 17 1 646 70.9 5.52 1042 18
P62937 Peptidyl-prolyl cis-trans isomerase A OS=Homo sapiens GN=PPIA PE=1 SV=2 75 10 52 10 1 165 18 7.81 1048 10
P01037 Cystatin-SN OS=Homo sapiens GN=CST1 PE=1 SV=3 64 10 93 7 1 141 16.4 7.21 1132 10
O43707 Alpha-actinin-4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2 43 28 59 28 1 911 104.8 5.44 1133 28
P22079 Lactoperoxidase OS=Homo sapiens GN=LPO PE=1 SV=2 32 18 58 18 1 712 80.2 8.62 1162 18
Q13228 Selenium-binding protein 1 OS=Homo sapiens GN=SELENBP1 PE=1 SV=2 58 23 75 23 1 472 52.4 6.37 1184 23
P01871 Immunoglobulin heavy constant mu OS=Homo sapiens GN=IGHM PE=1 SV=4 47 18 62 18 1 453 49.4 6.77 1213 18
P04075 Fructose-bisphosphate aldolase A OS=Homo sapiens GN=ALDOA PE=1 SV=2 53 13 61 12 1 364 39.4 8.09 1227 13
P00450 Ceruloplasmin OS=Homo sapiens GN=CP PE=1 SV=1 32 24 75 24 1 1065 122.1 5.72 1239 24
P0DOX5 Immunoglobulin gamma-1 heavy chain OS=Homo sapiens PE=1 SV=1 40 13 82 7 1 449 49.3 8.72 1267 13
P68371 Tubulin beta-4B chain OS=Homo sapiens GN=TUBB4B PE=1 SV=1 62 21 70 2 1 445 49.8 4.89 1279 21
P04406 Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens GN=GAPDH PE=1 SV=3 52 14 55 14 1 335 36 8.46 1320 14
Q13421 Mesothelin OS=Homo sapiens GN=MSLN PE=1 SV=2 37 20 65 20 1 630 68.9 6.38 1326 20
P0DMV8 Heat shock 70 kDa protein 1A OS=Homo sapiens GN=HSPA1A PE=1 SV=1 43 23 65 22 1 641 70 5.66 1332 23
Q8WUM4 Programmed cell death 6-interacting protein OS=Homo sapiens GN=PDCD6IP PE=1 SV=1 31 21 65 21 1 868 96 6.52 1334 21
P00558 Phosphoglycerate kinase 1 OS=Homo sapiens GN=PGK1 PE=1 SV=3 59 19 84 19 1 417 44.6 8.1 1357 19
P21980 Protein-glutamine gamma-glutamyltransferase 2 OS=Homo sapiens GN=TGM2 PE=1 SV=2 41 20 74 20 1 687 77.3 5.22 1405 20
P0DOY2 Immunoglobulin lambda constant 2 OS=Homo sapiens GN=IGLC2 PE=1 SV=1 75 6 102 2 1 106 11.3 7.24 1416 6
Q01469 Fatty acid-binding protein, epidermal OS=Homo sapiens GN=FABP5 PE=1 SV=3 84 14 59 14 1 135 15.2 7.01 1469 14
P00352 Retinal dehydrogenase 1 OS=Homo sapiens GN=ALDH1A1 PE=1 SV=2 55 21 64 20 1 501 54.8 6.73 1472 21
P04083 Annexin A1 OS=Homo sapiens GN=ANXA1 PE=1 SV=2 64 22 92 22 1 346 38.7 7.02 1473 22
Q06830 Peroxiredoxin-1 OS=Homo sapiens GN=PRDX1 PE=1 SV=1 68 16 90 13 1 199 22.1 8.13 1504 16
Q9GZZ8 Extracellular glycoprotein lacritin OS=Homo sapiens GN=LACRT PE=1 SV=1 34 6 112 6 1 138 14.2 5.5 1682 6
P01877 Immunoglobulin heavy constant alpha 2 OS=Homo sapiens GN=IGHA2 PE=1 SV=4 45 12 165 2 1 340 36.6 6.27 1777 12
P06396 Gelsolin OS=Homo sapiens GN=GSN PE=1 SV=1 38 19 73 19 1 782 85.6 6.28 1787 19
P30740 Leukocyte elastase inhibitor OS=Homo sapiens GN=SERPINB1 PE=1 SV=1 45 17 77 16 1 379 42.7 6.28 1835 17
P14618 Pyruvate kinase PKM OS=Homo sapiens GN=PKM PE=1 SV=4 55 24 94 24 1 531 57.9 7.84 1840 24
P06733 Alpha-enolase OS=Homo sapiens GN=ENO1 PE=1 SV=2 61 25 101 25 1 434 47.1 7.39 2017 25
P01036 Cystatin-S OS=Homo sapiens GN=CST4 PE=1 SV=3 72 12 141 7 1 141 16.2 5.02 2143 12
P0DOX2 Immunoglobulin alpha-2 heavy chain OS=Homo sapiens PE=1 SV=1 43 16 204 5 1 455 48.9 6.81 2357 16
P02787 Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=3 59 39 152 39 1 698 77 7.12 2884 39
P60709 Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 65 19 141 10 1 375 41.7 5.48 2948 19
Q7Z406 Myosin-14 OS=Homo sapiens GN=MYH14 PE=1 SV=2 33 51 119 47 1 1995 227.7 5.6 2959 51
P01024 Complement C3 OS=Homo sapiens GN=C3 PE=1 SV=2 46 68 199 68 1 1663 187 6.4 3923 68
P0DOX7 Immunoglobulin kappa light chain OS=Homo sapiens PE=1 SV=1 54 10 244 3 1 214 23.4 7.17 4358 10
P25311 Zinc-alpha-2-glycoprotein OS=Homo sapiens GN=AZGP1 PE=1 SV=2 59 21 268 21 1 298 34.2 6.05 4490 21
P98160 Basement membrane-specific heparan sulfate proteoglycan core protein OS=Homo sapiens GN=HS   33 85 241 85 1 4391 468.5 6.51 4603 85
Q16378 Proline-rich protein 4 OS=Homo sapiens GN=PRR4 PE=1 SV=3 25 4 211 4 1 134 15.1 7.06 4657 4
P01834 Immunoglobulin kappa constant OS=Homo sapiens GN=IGKC PE=1 SV=2 86 9 344 2 1 107 11.8 6.52 5588 9
P01833 Polymeric immunoglobulin receptor OS=Homo sapiens GN=PIGR PE=1 SV=4 49 33 385 33 1 764 83.2 5.74 7497 33
P01876 Immunoglobulin heavy constant alpha 1 OS=Homo sapiens GN=IGHA1 PE=1 SV=2 72 20 558 14 1 353 37.6 6.51 8437 20
P12273 Prolactin-inducible protein OS=Homo sapiens GN=PIP PE=1 SV=1 77 12 487 12 1 146 16.6 8.05 9564 12
P31025 Lipocalin-1 OS=Homo sapiens GN=LCN1 PE=1 SV=1 67 12 649 12 1 176 19.2 5.58 10525 12
P02768 Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 82 57 751 57 1 609 69.3 6.28 12362 57
P61626 Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1 68 13 906 13 1 148 16.5 9.16 18538 13
P02788 Lactotransferrin OS=Homo sapiens GN=LTF PE=1 SV=6 71 60 1570 60 1 710 78.1 8.12 29259 60
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S1 dataset: Proteins identified in experiment 3 (2 peptides, no keratins)
AC_numbe Protein names Coverage [%] # Peptides # PSMs # Unique P # Protein G # AAs MW [kDa] calc. pI Score Mascot: # Peptides (by Search Engine): Mascot
P83731 60S ribosomal protein L24 OS=Homo sapiens GN=RPL24 PE=1 SV=1 11 2 2 2 1 157 17.8 11.25 0 2
Q92499 ATP-dependent RNA helicase DDX1 OS=Homo sapiens GN=DDX1 PE=1 SV=2 4 2 2 2 1 740 82.4 7.23 0 2
P63098 Calcineurin subunit B type 1 OS=Homo sapiens GN=PPP3R1 PE=1 SV=2 11 2 2 2 1 170 19.3 4.81 0 2
P12277 Creatine kinase B-type OS=Homo sapiens GN=CKB PE=1 SV=1 6 2 2 2 1 381 42.6 5.59 0 2
Q9Y4X5 E3 ubiquitin-protein ligase ARIH1 OS=Homo sapiens GN=ARIH1 PE=1 SV=2 5 2 2 2 1 557 64.1 5.08 0 2
P98095 Fibulin-2 OS=Homo sapiens GN=FBLN2 PE=1 SV=2 2 2 2 2 1 1184 126.5 4.82 0 2
P57764 Gasdermin-D OS=Homo sapiens GN=GSDMD PE=1 SV=1 8 2 3 2 1 484 52.8 5.08 0 2
Q6IA69 Glutamine-dependent NAD(+) synthetase OS=Homo sapiens GN=NADSYN1 PE=1 SV=3 3 2 2 2 1 706 79.2 6.44 0 2
Q5VWZ2 Lysophospholipase-like protein 1 OS=Homo sapiens GN=LYPLAL1 PE=1 SV=3 9 2 2 2 1 237 26.3 7.84 0 2
P05154 Plasma serine protease inhibitor OS=Homo sapiens GN=SERPINA5 PE=1 SV=3 6 2 2 2 1 406 45.6 9.26 0 2
Q8IVF2 Protein AHNAK2 OS=Homo sapiens GN=AHNAK2 PE=1 SV=2 1 2 2 2 1 5795 616.2 5.36 0 2
Q5SGD2 Protein phosphatase 1L OS=Homo sapiens GN=PPM1L PE=1 SV=1 6 2 2 2 1 360 41 5.87 0 2
Q99598 Translin-associated protein X OS=Homo sapiens GN=TSNAX PE=1 SV=1 10 2 2 2 1 290 33.1 6.55 0 2
Q9Y3C6 Peptidyl-prolyl cis-trans isomerase-like 1 OS=Homo sapiens GN=PPIL1 PE=1 SV=1 27 3 4 3 1 166 18.2 7.99 0 3
Q03154 Aminoacylase-1 OS=Homo sapiens GN=ACY1 PE=1 SV=1 7 2 2 2 1 408 45.9 6.18 14 2
Q9Y6E2 Basic leucine zipper and W2 domain-containing protein 2 OS=Homo sapiens GN=BZW2 PE=1 SV=1 4 2 2 2 1 419 48.1 6.68 15 2
P46937 Transcriptional coactivator YAP1 OS=Homo sapiens GN=YAP1 PE=1 SV=2 7 2 2 2 1 504 54.4 5.17 15 2
P08670 Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 6 2 2 2 1 466 53.6 5.12 15 2
P13010 X-ray repair cross-complementing protein 5 OS=Homo sapiens GN=XRCC5 PE=1 SV=3 4 2 2 2 1 732 82.7 5.81 15 2
Q8N573 Oxidation resistance protein 1 OS=Homo sapiens GN=OXR1 PE=1 SV=2 3 2 2 2 1 874 97.9 5.47 16 2
Q92734 Protein TFG OS=Homo sapiens GN=TFG PE=1 SV=2 12 2 3 2 1 400 43.4 5.1 16 2
Q9NXR7 BRISC and BRCA1-A complex member 2 OS=Homo sapiens GN=BABAM2 PE=1 SV=2 6 2 2 2 1 383 43.5 5.81 17 2
P53609 Geranylgeranyl transferase type-1 subunit beta OS=Homo sapiens GN=PGGT1B PE=1 SV=2 6 2 2 2 1 377 42.3 6.83 17 2
Q08431 Lactadherin OS=Homo sapiens GN=MFGE8 PE=1 SV=2 6 2 2 2 1 387 43.1 8.15 17 2
Q96T76 MMS19 nucleotide excision repair protein homolog OS=Homo sapiens GN=MMS19 PE=1 SV=2 3 2 2 2 1 1030 113.2 6.35 17 2
Q6NV74 Uncharacterized protein KIAA1211-like OS=Homo sapiens GN=KIAA1211L PE=1 SV=3 4 2 2 2 1 962 102.1 7.96 17 2
O75608 Acyl-protein thioesterase 1 OS=Homo sapiens GN=LYPLA1 PE=1 SV=1 13 2 2 2 1 230 24.7 6.77 18 2
P46109 Crk-like protein OS=Homo sapiens GN=CRKL PE=1 SV=1 11 2 4 2 1 303 33.8 6.74 18 2
Q9Y2H0 Disks large-associated protein 4 OS=Homo sapiens GN=DLGAP4 PE=1 SV=3 2 2 3 2 1 992 107.9 7.08 18 2
Q05397 Focal adhesion kinase 1 OS=Homo sapiens GN=PTK2 PE=1 SV=2 2 2 3 2 1 1052 119.2 6.62 18 2
Q01432 AMP deaminase 3 OS=Homo sapiens GN=AMPD3 PE=1 SV=1 4 3 3 3 1 767 88.8 6.98 18 3
Q14126 Desmoglein-2 OS=Homo sapiens GN=DSG2 PE=1 SV=2 4 3 4 3 1 1118 122.2 5.24 18 3
P05186 Alkaline phosphatase, tissue-nonspecific isozyme OS=Homo sapiens GN=ALPL PE=1 SV=4 4 2 2 2 1 524 57.3 6.67 19 2
Q6MZZ7 Calpain-13 OS=Homo sapiens GN=CAPN13 PE=1 SV=2 4 2 2 2 1 669 76.6 7.39 19 2
P52272 Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM PE=1 SV=3 4 2 3 2 1 730 77.5 8.7 19 2
P52306 Rap1 GTPase-GDP dissociation stimulator 1 OS=Homo sapiens GN=RAP1GDS1 PE=1 SV=3 5 2 2 2 1 607 66.3 5.31 19 2
P49788 Retinoic acid receptor responder protein 1 OS=Homo sapiens GN=RARRES1 PE=1 SV=2 10 2 4 2 1 294 33.3 8.51 19 2
Q15121 Astrocytic phosphoprotein PEA-15 OS=Homo sapiens GN=PEA15 PE=1 SV=2 20 2 2 2 1 130 15 5.02 20 2
Q9BT78 COP9 signalosome complex subunit 4 OS=Homo sapiens GN=COPS4 PE=1 SV=1 8 2 2 2 1 406 46.2 5.83 20 2
Q9H2U2 Inorganic pyrophosphatase 2, mitochondrial OS=Homo sapiens GN=PPA2 PE=1 SV=2 6 2 2 2 1 334 37.9 7.39 20 2
Q9NSK0 Kinesin light chain 4 OS=Homo sapiens GN=KLC4 PE=1 SV=3 5 2 3 2 1 619 68.6 6.18 20 2
Q92900 Regulator of nonsense transcripts 1 OS=Homo sapiens GN=UPF1 PE=1 SV=2 3 2 2 2 1 1129 124.3 6.61 20 2
Q9NRX4 14 kDa phosphohistidine phosphatase OS=Homo sapiens GN=PHPT1 PE=1 SV=1 31 3 5 3 1 125 13.8 6.07 20 3
Q00688 Peptidyl-prolyl cis-trans isomerase FKBP3 OS=Homo sapiens GN=FKBP3 PE=1 SV=1 16 3 4 3 1 224 25.2 9.28 20 3
P07814 Bifunctional glutamate/proline--tRNA ligase OS=Homo sapiens GN=EPRS PE=1 SV=5 2 2 3 2 1 1512 170.5 7.33 21 2
Q9NWZ3 Interleukin-1 receptor-associated kinase 4 OS=Homo sapiens GN=IRAK4 PE=1 SV=1 6 2 2 2 1 460 51.5 5.41 21 2
Q9UIC8 Leucine carboxyl methyltransferase 1 OS=Homo sapiens GN=LCMT1 PE=1 SV=2 6 2 2 2 1 334 38.4 6.04 21 2
Q9Y4E8 Ubiquitin carboxyl-terminal hydrolase 15 OS=Homo sapiens GN=USP15 PE=1 SV=3 2 2 3 2 1 981 112.3 5.22 21 2
Q8N0W3 L-fucose kinase OS=Homo sapiens GN=FUK PE=2 SV=2 3 3 3 3 1 1084 117.5 6.25 21 3
P49407 Beta-arrestin-1 OS=Homo sapiens GN=ARRB1 PE=1 SV=2 13 4 4 4 1 418 47 6.2 21 4
Q99961 Endophilin-A2 OS=Homo sapiens GN=SH3GL1 PE=1 SV=1 8 2 2 2 1 368 41.5 5.43 22 2
P0C870 JmjC domain-containing protein 7 OS=Homo sapiens GN=JMJD7 PE=1 SV=1 7 2 2 2 1 316 35.9 5.38 22 2
Q9H0E2 Toll-interacting protein OS=Homo sapiens GN=TOLLIP PE=1 SV=1 8 2 2 2 1 274 30.3 5.97 22 2
P11172 Uridine 5'-monophosphate synthase OS=Homo sapiens GN=UMPS PE=1 SV=1 5 2 2 2 1 480 52.2 7.24 22 2
P55884 Eukaryotic translation initiation factor 3 subunit B OS=Homo sapiens GN=EIF3B PE=1 SV=3 5 3 3 3 1 814 92.4 5 22 3
Q5VZ89 DENN domain-containing protein 4C OS=Homo sapiens GN=DENND4C PE=1 SV=3 1 2 5 2 1 1909 212.6 6.83 23 2
Q16769 Glutaminyl-peptide cyclotransferase OS=Homo sapiens GN=QPCT PE=1 SV=1 7 2 2 2 1 361 40.9 6.61 23 2
Q6PKG0 La-related protein 1 OS=Homo sapiens GN=LARP1 PE=1 SV=2 2 2 3 2 1 1096 123.4 8.82 23 2
P58499 Protein FAM3B OS=Homo sapiens GN=FAM3B PE=1 SV=2 8 2 2 2 1 235 26 8.75 23 2
P09455 Retinol-binding protein 1 OS=Homo sapiens GN=RBP1 PE=1 SV=2 19 2 2 2 1 135 15.8 5.11 23 2
Q5T6V5 Queuosine salvage protein OS=Homo sapiens GN=C9orf64 PE=1 SV=1 10 3 3 3 1 341 39 5.88 23 3
P09488 Glutathione S-transferase Mu 1 OS=Homo sapiens GN=GSTM1 PE=1 SV=3 11 2 2 2 1 218 25.7 6.7 24 2
O60502 Protein O-GlcNAcase OS=Homo sapiens GN=MGEA5 PE=1 SV=2 2 2 2 2 1 916 102.8 4.91 24 2
Q14134 Tripartite motif-containing protein 29 OS=Homo sapiens GN=TRIM29 PE=1 SV=2 3 2 3 2 1 588 65.8 7.15 24 2
P00492 Hypoxanthine-guanine phosphoribosyltransferase OS=Homo sapiens GN=HPRT1 PE=1 SV=2 22 4 7 4 1 218 24.6 6.68 24 4
Q13131 5'-AMP-activated protein kinase catalytic subunit alpha-1 OS=Homo sapiens GN=PRKAA1 PE=1 SV=4 6 2 2 2 1 559 64 8.12 25 2
P50914 60S ribosomal protein L14 OS=Homo sapiens GN=RPL14 PE=1 SV=4 10 2 2 2 1 215 23.4 10.93 25 2
O00203 AP-3 complex subunit beta-1 OS=Homo sapiens GN=AP3B1 PE=1 SV=3 3 2 2 2 1 1094 121.2 6.04 25 2
P61201 COP9 signalosome complex subunit 2 OS=Homo sapiens GN=COPS2 PE=1 SV=1 6 2 3 2 1 443 51.6 5.53 25 2
P48723 Heat shock 70 kDa protein 13 OS=Homo sapiens GN=HSPA13 PE=1 SV=1 6 2 2 2 1 471 51.9 5.76 25 2
O14920 Inhibitor of nuclear factor kappa-B kinase subunit beta OS=Homo sapiens GN=IKBKB PE=1 SV=1 3 2 2 2 1 756 86.5 5.78 25 2
Q13449 Limbic system-associated membrane protein OS=Homo sapiens GN=LSAMP PE=1 SV=2 11 2 3 2 1 338 37.4 6.98 25 2
Q15113 Procollagen C-endopeptidase enhancer 1 OS=Homo sapiens GN=PCOLCE PE=1 SV=2 7 2 4 2 1 449 47.9 7.43 25 2
Q9BUL8 Programmed cell death protein 10 OS=Homo sapiens GN=PDCD10 PE=1 SV=1 13 3 3 3 1 212 24.7 8.19 25 3
Q8NCW5 NAD(P)H-hydrate epimerase OS=Homo sapiens GN=NAXE PE=1 SV=2 10 2 2 2 1 288 31.7 7.66 26 2
O95359 Transforming acidic coiled-coil-containing protein 2 OS=Homo sapiens GN=TACC2 PE=1 SV=3 1 2 3 2 1 2948 309.2 4.79 26 2
Q7L5N1 COP9 signalosome complex subunit 6 OS=Homo sapiens GN=COPS6 PE=1 SV=1 15 3 3 3 1 327 36.1 5.73 26 3
O95372 Acyl-protein thioesterase 2 OS=Homo sapiens GN=LYPLA2 PE=1 SV=1 16 2 2 2 1 231 24.7 7.23 27 2
Q92743 Serine protease HTRA1 OS=Homo sapiens GN=HTRA1 PE=1 SV=1 5 2 4 2 1 480 51.3 7.83 27 2
Q92851 Caspase-10 OS=Homo sapiens GN=CASP10 PE=1 SV=3 6 2 2 2 1 521 58.9 7.33 28 2
Q9UHL4 Dipeptidyl peptidase 2 OS=Homo sapiens GN=DPP7 PE=1 SV=3 7 2 6 2 1 492 54.3 6.32 28 2
P38571 Lysosomal acid lipase/cholesteryl ester hydrolase OS=Homo sapiens GN=LIPA PE=1 SV=2 7 2 2 2 1 399 45.4 6.92 28 2
Q96IJ6 Mannose-1-phosphate guanyltransferase alpha OS=Homo sapiens GN=GMPPA PE=1 SV=1 8 2 2 2 1 420 46.3 7.21 28 2
Q9UJ68 Mitochondrial peptide methionine sulfoxide reductase OS=Homo sapiens GN=MSRA PE=1 SV=1 14 2 2 2 1 235 26.1 8.09 28 2
P26196 Probable ATP-dependent RNA helicase DDX6 OS=Homo sapiens GN=DDX6 PE=1 SV=2 5 2 2 2 1 483 54.4 8.66 28 2
O76071 Probable cytosolic iron-sulfur protein assembly protein CIAO1 OS=Homo sapiens GN=CIAO1 PE=1 SV=1 8 2 2 2 1 339 37.8 4.97 28 2
P09758 Tumor-associated calcium signal transducer 2 OS=Homo sapiens GN=TACSTD2 PE=1 SV=3 13 2 2 2 1 323 35.7 8.87 28 2
O15145 Actin-related protein 2/3 complex subunit 3 OS=Homo sapiens GN=ARPC3 PE=1 SV=3 20 3 3 3 1 178 20.5 8.59 28 3
Q92882 Osteoclast-stimulating factor 1 OS=Homo sapiens GN=OSTF1 PE=1 SV=2 21 4 5 4 1 214 23.8 5.68 28 4
P54922 [Protein ADP-ribosylarginine] hydrolase OS=Homo sapiens GN=ADPRH PE=1 SV=1 7 2 2 2 1 357 39.5 6.52 29 2
Q13616 Cullin-1 OS=Homo sapiens GN=CUL1 PE=1 SV=2 4 2 3 2 1 776 89.6 8 29 2
Q86UD1 Out at first protein homolog OS=Homo sapiens GN=OAF PE=2 SV=1 15 2 2 2 1 273 30.7 6.84 29 2
Q9NP72 Ras-related protein Rab-18 OS=Homo sapiens GN=RAB18 PE=1 SV=1 9 2 3 2 1 206 23 5.24 29 2
Q96AZ6 Interferon-stimulated gene 20 kDa protein OS=Homo sapiens GN=ISG20 PE=1 SV=2 29 4 7 4 1 181 20.4 8.92 29 4
P62910 60S ribosomal protein L32 OS=Homo sapiens GN=RPL32 PE=1 SV=2 18 2 2 2 1 135 15.9 11.33 30 2
Q53SF7 Cordon-bleu protein-like 1 OS=Homo sapiens GN=COBLL1 PE=1 SV=2 3 2 2 2 1 1204 131.7 6.67 30 2
Q6VY07 Phosphofurin acidic cluster sorting protein 1 OS=Homo sapiens GN=PACS1 PE=1 SV=2 4 2 2 2 1 963 104.8 7.74 30 2
P49356 Protein farnesyltransferase subunit beta OS=Homo sapiens GN=FNTB PE=1 SV=1 4 2 2 2 1 437 48.7 5.82 30 2
O75663 TIP41-like protein OS=Homo sapiens GN=TIPRL PE=1 SV=2 8 2 3 2 1 272 31.4 5.91 30 2
Q07960 Rho GTPase-activating protein 1 OS=Homo sapiens GN=ARHGAP1 PE=1 SV=1 8 3 5 3 1 439 50.4 6.29 30 3
P49247 Ribose-5-phosphate isomerase OS=Homo sapiens GN=RPIA PE=1 SV=3 14 3 3 3 1 311 33.2 8.54 30 3
P41091 Eukaryotic translation initiation factor 2 subunit 3 OS=Homo sapiens GN=EIF2S3 PE=1 SV=3 8 2 2 2 1 472 51.1 8.4 31 2
Q13907 Isopentenyl-diphosphate Delta-isomerase 1 OS=Homo sapiens GN=IDI1 PE=1 SV=2 10 2 2 2 1 227 26.3 6.34 31 2
Q15796 Mothers against decapentaplegic homolog 2 OS=Homo sapiens GN=SMAD2 PE=1 SV=1 5 2 2 2 1 467 52.3 6.58 31 2
Q9BV44 THUMP domain-containing protein 3 OS=Homo sapiens GN=THUMPD3 PE=1 SV=1 3 2 2 2 1 507 57 6.37 31 2
Q9Y265 RuvB-like 1 OS=Homo sapiens GN=RUVBL1 PE=1 SV=1 9 3 4 3 1 456 50.2 6.42 31 3
P53992 Protein transport protein Sec24C OS=Homo sapiens GN=SEC24C PE=1 SV=3 5 4 4 4 1 1094 118.2 7.06 31 4
Q00653 Nuclear factor NF-kappa-B p100 subunit OS=Homo sapiens GN=NFKB2 PE=1 SV=4 7 5 5 5 1 900 96.7 6.25 31 5
P09525 Annexin A4 OS=Homo sapiens GN=ANXA4 PE=1 SV=4 6 2 3 2 1 319 35.9 6.13 32 2
Q6UUV9 CREB-regulated transcription coactivator 1 OS=Homo sapiens GN=CRTC1 PE=1 SV=2 6 2 2 2 1 634 67.3 6.05 32 2
O00178 GTP-binding protein 1 OS=Homo sapiens GN=GTPBP1 PE=1 SV=3 3 2 3 2 1 669 72.4 8.34 32 2
P18065 Insulin-like growth factor-binding protein 2 OS=Homo sapiens GN=IGFBP2 PE=1 SV=2 11 2 2 2 1 325 34.8 7.5 32 2
Q9NPQ8 Synembryn-A OS=Homo sapiens GN=RIC8A PE=1 SV=3 4 2 2 2 1 531 59.7 5.33 32 2
P62081 40S ribosomal protein S7 OS=Homo sapiens GN=RPS7 PE=1 SV=1 11 2 2 2 1 194 22.1 10.1 33 2
O95841 Angiopoietin-related protein 1 OS=Homo sapiens GN=ANGPTL1 PE=2 SV=1 4 2 2 2 1 491 56.7 8.21 33 2
P48506 Glutamate--cysteine ligase catalytic subunit OS=Homo sapiens GN=GCLC PE=1 SV=2 3 2 3 2 1 637 72.7 6.09 33 2
O15327 Type II inositol 3,4-bisphosphate 4-phosphatase OS=Homo sapiens GN=INPP4B PE=2 SV=4 3 2 2 2 1 924 104.7 6.27 33 2
P07902 Galactose-1-phosphate uridylyltransferase OS=Homo sapiens GN=GALT PE=1 SV=3 11 3 4 3 1 379 43.3 6.99 33 3
Q9NQT8 Kinesin-like protein KIF13B OS=Homo sapiens GN=KIF13B PE=1 SV=2 3 5 5 5 1 1826 202.7 5.88 33 5
P62249 40S ribosomal protein S16 OS=Homo sapiens GN=RPS16 PE=1 SV=2 16 2 6 2 1 146 16.4 10.21 34 2
Q8IZP0 Abl interactor 1 OS=Homo sapiens GN=ABI1 PE=1 SV=4 5 2 2 2 1 508 55 7.06 34 2
O95395 Beta-1,3-galactosyl-O-glycosyl-glycoprotein beta-1,6-N-acetylglucosaminyltransferase 3 OS=Homo sapie    5 2 3 2 1 438 50.8 8.25 34 2
P49747 Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=1 SV=2 6 2 2 2 1 757 82.8 4.6 34 2
P12109 Collagen alpha-1(VI) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=3 3 2 3 2 1 1028 108.5 5.43 34 2
Q9UNS2 COP9 signalosome complex subunit 3 OS=Homo sapiens GN=COPS3 PE=1 SV=3 7 2 4 2 1 423 47.8 6.65 34 2
O00115 Deoxyribonuclease-2-alpha OS=Homo sapiens GN=DNASE2 PE=1 SV=2 7 2 2 2 1 360 39.6 8.05 34 2
P46734 Dual specificity mitogen-activated protein kinase kinase 3 OS=Homo sapiens GN=MAP2K3 PE=1 SV=2 8 2 2 2 1 347 39.3 7.43 34 2
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Q8TAT6 Nuclear protein localization protein 4 homolog OS=Homo sapiens GN=NPLOC4 PE=1 SV=3 4 2 2 2 1 608 68.1 6.38 34 2
Q00577 Transcriptional activator protein Pur-alpha OS=Homo sapiens GN=PURA PE=1 SV=2 5 2 2 2 1 322 34.9 6.44 34 2
Q9NS68 Tumor necrosis factor receptor superfamily member 19 OS=Homo sapiens GN=TNFRSF19 PE=1 SV=1 7 2 2 2 1 423 46 5.47 34 2
Q16222 UDP-N-acetylhexosamine pyrophosphorylase OS=Homo sapiens GN=UAP1 PE=1 SV=3 4 2 2 2 1 522 58.7 6.33 34 2
Q9NWV4 UPF0587 protein C1orf123 OS=Homo sapiens GN=C1orf123 PE=1 SV=1 16 2 2 2 1 160 18 5.01 34 2
P18621 60S ribosomal protein L17 OS=Homo sapiens GN=RPL17 PE=1 SV=3 14 2 2 2 1 184 21.4 10.17 35 2
Q9H3K6 BolA-like protein 2 OS=Homo sapiens GN=BOLA2 PE=1 SV=1 29 2 2 2 1 86 10.1 6.52 35 2
P63172 Dynein light chain Tctex-type 1 OS=Homo sapiens GN=DYNLT1 PE=1 SV=1 30 2 2 2 1 113 12.4 5.08 35 2
Q14766 Latent-transforming growth factor beta-binding protein 1 OS=Homo sapiens GN=LTBP1 PE=1 SV=4 2 2 3 2 1 1721 186.7 5.96 35 2
Q8N1G4 Leucine-rich repeat-containing protein 47 OS=Homo sapiens GN=LRRC47 PE=1 SV=1 5 2 2 2 1 583 63.4 8.28 35 2
Q15046 Lysine--tRNA ligase OS=Homo sapiens GN=KARS PE=1 SV=3 3 2 2 2 1 597 68 6.35 35 2
P32969 60S ribosomal protein L9 OS=Homo sapiens GN=RPL9 PE=1 SV=1 11 2 2 2 1 192 21.9 9.95 36 2
P03950 Angiogenin OS=Homo sapiens GN=ANG PE=1 SV=1 16 2 3 2 1 147 16.5 9.64 36 2
Q9BVJ7 Dual specificity protein phosphatase 23 OS=Homo sapiens GN=DUSP23 PE=1 SV=1 14 2 3 2 1 150 16.6 8.21 36 2
Q6GMV3 Putative peptidyl-tRNA hydrolase PTRHD1 OS=Homo sapiens GN=PTRHD1 PE=1 SV=1 9 2 3 2 1 140 15.8 9.1 36 2
O43278 Kunitz-type protease inhibitor 1 OS=Homo sapiens GN=SPINT1 PE=1 SV=2 7 3 4 3 1 529 58.4 6.29 36 3
Q9UBX1 Cathepsin F OS=Homo sapiens GN=CTSF PE=1 SV=1 7 2 4 2 1 484 53.3 8.22 37 2
Q6UWP2 Dehydrogenase/reductase SDR family member 11 OS=Homo sapiens GN=DHRS11 PE=1 SV=1 11 2 2 2 1 260 28.3 6.64 37 2
P15328 Folate receptor alpha OS=Homo sapiens GN=FOLR1 PE=1 SV=3 12 2 2 2 1 257 29.8 7.97 37 2
O76003 Glutaredoxin-3 OS=Homo sapiens GN=GLRX3 PE=1 SV=2 8 2 2 2 1 335 37.4 5.39 37 2
Q06033 Inter-alpha-trypsin inhibitor heavy chain H3 OS=Homo sapiens GN=ITIH3 PE=1 SV=2 4 2 3 2 1 890 99.8 5.74 37 2
O95294 RasGAP-activating-like protein 1 OS=Homo sapiens GN=RASAL1 PE=1 SV=3 3 2 3 2 1 804 90 6.51 37 2
P19338 Nucleolin OS=Homo sapiens GN=NCL PE=1 SV=3 4 3 3 3 1 710 76.6 4.7 37 3
Q7KZF4 Staphylococcal nuclease domain-containing protein 1 OS=Homo sapiens GN=SND1 PE=1 SV=1 4 3 4 3 1 910 101.9 7.17 37 3
P08697 Alpha-2-antiplasmin OS=Homo sapiens GN=SERPINF2 PE=1 SV=3 13 4 7 4 1 491 54.5 6.29 37 4
O95833 Chloride intracellular channel protein 3 OS=Homo sapiens GN=CLIC3 PE=1 SV=2 11 2 4 2 1 236 26.6 6.43 38 2
Q8TAX9 Gasdermin-B OS=Homo sapiens GN=GSDMB PE=1 SV=2 4 2 6 2 1 411 46.8 5.26 38 2
P0DOX3 Immunoglobulin delta heavy chain OS=Homo sapiens PE=1 SV=1 4 2 2 2 1 512 56.2 8.02 38 2
Q9NZP8 Complement C1r subcomponent-like protein OS=Homo sapiens GN=C1RL PE=1 SV=2 8 3 6 2 1 487 53.5 7.2 38 3
P02743 Serum amyloid P-component OS=Homo sapiens GN=APCS PE=1 SV=2 12 3 4 3 1 223 25.4 6.54 38 3
P23083 Immunoglobulin heavy variable 1-2 OS=Homo sapiens GN=IGHV1-2 PE=1 SV=2 51 4 6 4 1 117 13.1 9.13 38 4
P04040 Catalase OS=Homo sapiens GN=CAT PE=1 SV=3 18 6 6 6 1 527 59.7 7.39 38 6
Q9BV57 1,2-dihydroxy-3-keto-5-methylthiopentene dioxygenase OS=Homo sapiens GN=ADI1 PE=1 SV=1 15 2 4 2 1 179 21.5 5.68 39 2
P17050 Alpha-N-acetylgalactosaminidase OS=Homo sapiens GN=NAGA PE=1 SV=2 5 2 2 2 1 411 46.5 5.19 39 2
Q9BXJ9 N-alpha-acetyltransferase 15, NatA auxiliary subunit OS=Homo sapiens GN=NAA15 PE=1 SV=1 4 2 4 2 1 866 101.2 7.42 39 2
Q14141 Septin-6 OS=Homo sapiens GN=SEPT6 PE=1 SV=4 4 2 4 2 1 434 49.7 6.67 39 2
Q9Y5K5 Ubiquitin carboxyl-terminal hydrolase isozyme L5 OS=Homo sapiens GN=UCHL5 PE=1 SV=3 7 2 2 2 1 329 37.6 5.33 39 2
P07225 Vitamin K-dependent protein S OS=Homo sapiens GN=PROS1 PE=1 SV=1 5 2 2 2 1 676 75.1 5.67 39 2
Q8IWB7 WD repeat and FYVE domain-containing protein 1 OS=Homo sapiens GN=WDFY1 PE=1 SV=1 7 2 2 2 1 410 46.3 7.33 39 2
P61221 ATP-binding cassette sub-family E member 1 OS=Homo sapiens GN=ABCE1 PE=1 SV=1 7 3 3 3 1 599 67.3 8.34 39 3
Q05655 Protein kinase C delta type OS=Homo sapiens GN=PRKCD PE=1 SV=2 4 3 4 3 1 676 77.5 7.75 39 3
Q15018 BRISC complex subunit Abraxas 2 OS=Homo sapiens GN=ABRAXAS2 PE=1 SV=2 7 2 2 2 1 415 46.9 6.21 40 2
O95757 Heat shock 70 kDa protein 4L OS=Homo sapiens GN=HSPA4L PE=1 SV=3 4 2 2 2 1 839 94.5 5.88 40 2
Q9Y5A7 NEDD8 ultimate buster 1 OS=Homo sapiens GN=NUB1 PE=1 SV=2 4 2 3 2 1 615 70.5 5.96 40 2
Q5GLZ8 Probable E3 ubiquitin-protein ligase HERC4 OS=Homo sapiens GN=HERC4 PE=1 SV=1 2 2 2 2 1 1057 118.5 6.19 40 2
Q9UNF0 Protein kinase C and casein kinase substrate in neurons protein 2 OS=Homo sapiens GN=PACSIN2 PE=1 S 5 2 2 2 1 486 55.7 5.2 40 2
O60506 Heterogeneous nuclear ribonucleoprotein Q OS=Homo sapiens GN=SYNCRIP PE=1 SV=2 6 3 4 3 1 623 69.6 8.59 40 3
Q5TDH0 Protein DDI1 homolog 2 OS=Homo sapiens GN=DDI2 PE=1 SV=1 14 3 3 3 1 399 44.5 5.05 40 3
P51991 Heterogeneous nuclear ribonucleoprotein A3 OS=Homo sapiens GN=HNRNPA3 PE=1 SV=2 10 2 3 2 1 378 39.6 9.01 41 2
A0A0B4J1Y Immunoglobulin lambda variable 9-49 OS=Homo sapiens GN=IGLV9-49 PE=1 SV=1 22 2 2 2 1 123 13 7.28 41 2
Q9H3S7 Tyrosine-protein phosphatase non-receptor type 23 OS=Homo sapiens GN=PTPN23 PE=1 SV=1 3 2 2 2 1 1636 178.9 6.92 41 2
P52594 Arf-GAP domain and FG repeat-containing protein 1 OS=Homo sapiens GN=AGFG1 PE=1 SV=2 8 3 4 3 1 562 58.2 8.63 41 3
P04899 Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Homo sapiens GN=GNAI2 PE=1 SV=3 10 3 4 3 1 355 40.4 5.54 41 3
O00410 Importin-5 OS=Homo sapiens GN=IPO5 PE=1 SV=4 6 4 5 4 1 1097 123.6 4.94 41 4
P46783 40S ribosomal protein S10 OS=Homo sapiens GN=RPS10 PE=1 SV=1 15 2 4 2 1 165 18.9 10.15 42 2
P0DME0 Protein SETSIP OS=Homo sapiens GN=SETSIP PE=1 SV=1 8 2 2 2 1 302 34.9 4.31 42 2
P62906 60S ribosomal protein L10a OS=Homo sapiens GN=RPL10A PE=1 SV=2 20 3 3 3 1 217 24.8 9.94 42 3
Q6P1N0 Coiled-coil and C2 domain-containing protein 1A OS=Homo sapiens GN=CC2D1A PE=1 SV=1 4 3 3 3 1 951 104 8.09 42 3
O00244 Copper transport protein ATOX1 OS=Homo sapiens GN=ATOX1 PE=1 SV=1 40 3 4 3 1 68 7.4 7.24 42 3
P62942 Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Homo sapiens GN=FKBP1A PE=1 SV=2 41 3 5 3 1 108 11.9 8.16 42 3
P62829 60S ribosomal protein L23 OS=Homo sapiens GN=RPL23 PE=1 SV=1 20 2 5 2 1 140 14.9 10.51 43 2
Q9BW91 ADP-ribose pyrophosphatase, mitochondrial OS=Homo sapiens GN=NUDT9 PE=1 SV=1 7 2 3 2 1 350 39.1 8.22 43 2
P23743 Diacylglycerol kinase alpha OS=Homo sapiens GN=DGKA PE=1 SV=3 4 2 3 2 1 735 82.6 6.73 43 2
P09958 Furin OS=Homo sapiens GN=FURIN PE=1 SV=2 8 2 2 2 1 794 86.6 6.47 43 2
O14879 Interferon-induced protein with tetratricopeptide repeats 3 OS=Homo sapiens GN=IFIT3 PE=1 SV=1 6 2 2 2 1 490 56 5.2 43 2
Q13232 Nucleoside diphosphate kinase 3 OS=Homo sapiens GN=NME3 PE=1 SV=2 16 2 2 2 1 169 19 7.84 43 2
P61758 Prefoldin subunit 3 OS=Homo sapiens GN=VBP1 PE=1 SV=3 10 2 2 2 1 197 22.6 7.11 43 2
P42226 Signal transducer and activator of transcription 6 OS=Homo sapiens GN=STAT6 PE=1 SV=1 2 2 2 2 1 847 94.1 6.23 43 2
P55010 Eukaryotic translation initiation factor 5 OS=Homo sapiens GN=EIF5 PE=1 SV=2 9 3 4 3 1 431 49.2 5.58 43 3
Q99733 Nucleosome assembly protein 1-like 4 OS=Homo sapiens GN=NAP1L4 PE=1 SV=1 10 3 4 3 1 375 42.8 4.69 43 3
P62834 Ras-related protein Rap-1A OS=Homo sapiens GN=RAP1A PE=1 SV=1 20 3 4 3 1 184 21 6.67 43 3
Q8IZ07 Ankyrin repeat domain-containing protein 13A OS=Homo sapiens GN=ANKRD13A PE=1 SV=3 3 2 3 2 1 590 67.6 5.02 44 2
Q9H4G0 Band 4.1-like protein 1 OS=Homo sapiens GN=EPB41L1 PE=1 SV=2 3 2 2 2 1 881 98.4 5.62 44 2
Q14894 Ketimine reductase mu-crystallin OS=Homo sapiens GN=CRYM PE=1 SV=1 6 2 3 2 1 314 33.8 5.14 44 2
Q8TBX8 Phosphatidylinositol 5-phosphate 4-kinase type-2 gamma OS=Homo sapiens GN=PIP4K2C PE=1 SV=3 10 2 3 2 1 421 47.3 6.84 44 2
Q15833 Syntaxin-binding protein 2 OS=Homo sapiens GN=STXBP2 PE=1 SV=2 5 2 2 2 1 593 66.4 6.55 44 2
Q92973 Transportin-1 OS=Homo sapiens GN=TNPO1 PE=1 SV=2 2 2 2 2 1 898 102.3 4.98 44 2
Q8WWI1 LIM domain only protein 7 OS=Homo sapiens GN=LMO7 PE=1 SV=3 2 3 3 3 1 1683 192.6 8.09 44 3
Q96IY4 Carboxypeptidase B2 OS=Homo sapiens GN=CPB2 PE=1 SV=2 8 2 3 2 1 423 48.4 7.71 45 2
Q9UBT3 Dickkopf-related protein 4 OS=Homo sapiens GN=DKK4 PE=1 SV=1 12 2 2 2 1 224 24.9 8.38 45 2
Q92817 Envoplakin OS=Homo sapiens GN=EVPL PE=1 SV=3 2 2 3 2 1 2033 231.5 6.96 45 2
Q6DKJ4 Nucleoredoxin OS=Homo sapiens GN=NXN PE=1 SV=2 9 2 2 2 1 435 48.4 4.97 45 2
Q9NT62 Ubiquitin-like-conjugating enzyme ATG3 OS=Homo sapiens GN=ATG3 PE=1 SV=1 9 2 2 2 1 314 35.8 4.74 45 2
P60228 Eukaryotic translation initiation factor 3 subunit E OS=Homo sapiens GN=EIF3E PE=1 SV=1 9 3 3 3 1 445 52.2 6.04 45 3
Q13617 Cullin-2 OS=Homo sapiens GN=CUL2 PE=1 SV=2 6 4 4 4 1 745 86.9 6.92 45 4
Q96EK6 Glucosamine 6-phosphate N-acetyltransferase OS=Homo sapiens GN=GNPNAT1 PE=1 SV=1 14 2 3 2 1 184 20.7 7.99 46 2
P01133 Pro-epidermal growth factor OS=Homo sapiens GN=EGF PE=1 SV=2 2 2 2 2 1 1207 133.9 5.85 46 2
Q9UKY7 Protein CDV3 homolog OS=Homo sapiens GN=CDV3 PE=1 SV=1 22 2 6 2 1 258 27.3 6.4 46 2
P52630 Signal transducer and activator of transcription 2 OS=Homo sapiens GN=STAT2 PE=1 SV=1 4 2 2 2 1 851 97.9 5.49 46 2
P63000 Ras-related C3 botulinum toxin substrate 1 OS=Homo sapiens GN=RAC1 PE=1 SV=1 20 3 4 3 1 192 21.4 8.5 46 3
Q13882 Protein-tyrosine kinase 6 OS=Homo sapiens GN=PTK6 PE=1 SV=1 10 4 6 4 1 451 51.8 7.03 46 4
O00487 26S proteasome non-ATPase regulatory subunit 14 OS=Homo sapiens GN=PSMD14 PE=1 SV=1 16 2 3 2 1 310 34.6 6.52 47 2
Q9Y315 Deoxyribose-phosphate aldolase OS=Homo sapiens GN=DERA PE=1 SV=2 8 2 2 2 1 318 35.2 8.94 47 2
P09651 Heterogeneous nuclear ribonucleoprotein A1 OS=Homo sapiens GN=HNRNPA1 PE=1 SV=5 7 2 3 2 1 372 38.7 9.13 47 2
O60925 Prefoldin subunit 1 OS=Homo sapiens GN=PFDN1 PE=1 SV=2 15 2 2 2 1 122 14.2 6.81 47 2
P36543 V-type proton ATPase subunit E 1 OS=Homo sapiens GN=ATP6V1E1 PE=1 SV=1 11 2 2 2 1 226 26.1 8 47 2
P29508 Serpin B3 OS=Homo sapiens GN=SERPINB3 PE=1 SV=2 6 3 5 3 1 390 44.5 6.81 47 3
P13861 cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Homo sapiens GN=PRKAR2A PE=1 S 11 4 4 4 1 404 45.5 5.07 47 4
Q969X2 Alpha-N-acetylgalactosaminide alpha-2,6-sialyltransferase 6 OS=Homo sapiens GN=ST6GALNAC6 PE=1 S 10 2 2 2 1 333 38 9.88 48 2
P04424 Argininosuccinate lyase OS=Homo sapiens GN=ASL PE=1 SV=4 5 2 4 2 1 464 51.6 6.48 48 2
P17936 Insulin-like growth factor-binding protein 3 OS=Homo sapiens GN=IGFBP3 PE=1 SV=2 10 2 3 2 1 291 31.7 8.69 48 2
Q9NQP4 Prefoldin subunit 4 OS=Homo sapiens GN=PFDN4 PE=1 SV=1 19 2 2 2 1 134 15.3 4.53 48 2
Q13501 Sequestosome-1 OS=Homo sapiens GN=SQSTM1 PE=1 SV=1 12 2 3 2 1 440 47.7 5.22 48 2
Q9P2T1 GMP reductase 2 OS=Homo sapiens GN=GMPR2 PE=1 SV=1 12 3 3 2 1 348 37.9 7.23 48 3
Q9UBB4 Ataxin-10 OS=Homo sapiens GN=ATXN10 PE=1 SV=1 7 2 2 2 1 475 53.5 5.25 49 2
P25685 DnaJ homolog subfamily B member 1 OS=Homo sapiens GN=DNAJB1 PE=1 SV=4 6 2 2 2 1 340 38 8.63 49 2
P32456 Guanylate-binding protein 2 OS=Homo sapiens GN=GBP2 PE=1 SV=3 4 2 2 2 1 591 67.2 5.71 49 2
P50851 Lipopolysaccharide-responsive and beige-like anchor protein OS=Homo sapiens GN=LRBA PE=1 SV=4 1 2 4 2 1 2863 318.9 5.6 49 2
Q9H2K8 Serine/threonine-protein kinase TAO3 OS=Homo sapiens GN=TAOK3 PE=1 SV=2 3 2 2 2 1 898 105.3 7.3 49 2
Q5H9R7 Serine/threonine-protein phosphatase 6 regulatory subunit 3 OS=Homo sapiens GN=PPP6R3 PE=1 SV=2 4 2 2 2 1 873 97.6 4.6 49 2
Q13618 Cullin-3 OS=Homo sapiens GN=CUL3 PE=1 SV=2 5 4 4 4 1 768 88.9 8.48 49 4
P63010 AP-2 complex subunit beta OS=Homo sapiens GN=AP2B1 PE=1 SV=1 9 7 10 3 1 937 104.5 5.38 49 7
P39023 60S ribosomal protein L3 OS=Homo sapiens GN=RPL3 PE=1 SV=2 5 2 4 2 1 403 46.1 10.18 50 2
O14639 Actin-binding LIM protein 1 OS=Homo sapiens GN=ABLIM1 PE=1 SV=3 4 2 2 2 1 778 87.6 8.59 50 2
P48444 Coatomer subunit delta OS=Homo sapiens GN=ARCN1 PE=1 SV=1 4 2 2 2 1 511 57.2 6.21 50 2
Q9P1F3 Costars family protein ABRACL OS=Homo sapiens GN=ABRACL PE=1 SV=1 20 2 3 2 1 81 9.1 6.29 50 2
Q9NWW6 Nicotinamide riboside kinase 1 OS=Homo sapiens GN=NMRK1 PE=1 SV=1 18 2 2 2 1 199 23.2 4.92 50 2
Q9BTW9 Tubulin-specific chaperone D OS=Homo sapiens GN=TBCD PE=1 SV=2 4 4 4 4 1 1192 132.5 6.19 50 4
P25398 40S ribosomal protein S12 OS=Homo sapiens GN=RPS12 PE=1 SV=3 25 2 2 2 1 132 14.5 7.21 51 2
Q9NZD2 Glycolipid transfer protein OS=Homo sapiens GN=GLTP PE=1 SV=3 15 2 2 2 1 209 23.8 7.39 51 2
O95865 N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 OS=Homo sapiens GN=DDAH2 PE=1 SV=1 8 2 4 2 1 285 29.6 6.01 51 2
P27169 Serum paraoxonase/arylesterase 1 OS=Homo sapiens GN=PON1 PE=1 SV=3 7 2 2 2 1 355 39.7 5.22 51 2
Q5TGY1 Transmembrane and coiled-coil domain-containing protein 4 OS=Homo sapiens GN=TMCO4 PE=2 SV=1 8 2 2 2 1 634 67.9 5.85 51 2
P62753 40S ribosomal protein S6 OS=Homo sapiens GN=RPS6 PE=1 SV=1 14 3 6 3 1 249 28.7 10.84 51 3
Q9Y6W3 Calpain-7 OS=Homo sapiens GN=CAPN7 PE=1 SV=1 6 3 5 3 1 813 92.6 7.65 51 3
P22234 Multifunctional protein ADE2 OS=Homo sapiens GN=PAICS PE=1 SV=3 7 3 4 3 1 425 47 7.23 51 3
Q9C0C2 182 kDa tankyrase-1-binding protein OS=Homo sapiens GN=TNKS1BP1 PE=1 SV=4 4 4 6 4 1 1729 181.7 4.86 51 4
P56211 cAMP-regulated phosphoprotein 19 OS=Homo sapiens GN=ARPP19 PE=1 SV=2 33 2 2 2 1 112 12.3 9.09 52 2
O15131 Importin subunit alpha-6 OS=Homo sapiens GN=KPNA5 PE=1 SV=2 4 2 2 2 1 536 60.3 5.16 52 2
Q32MZ4 Leucine-rich repeat flightless-interacting protein 1 OS=Homo sapiens GN=LRRFIP1 PE=1 SV=2 4 2 2 2 1 808 89.2 4.65 52 2
Q9H008 Phospholysine phosphohistidine inorganic pyrophosphate phosphatase OS=Homo sapiens GN=LHPP PE=  13 2 3 2 1 270 29.1 6.15 52 2
Q5R3I4 Tetratricopeptide repeat protein 38 OS=Homo sapiens GN=TTC38 PE=1 SV=1 4 2 4 2 1 469 52.8 5.99 52 2
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Q92747 Actin-related protein 2/3 complex subunit 1A OS=Homo sapiens GN=ARPC1A PE=2 SV=2 12 3 4 3 1 370 41.5 8.18 52 3
Q04446 1,4-alpha-glucan-branching enzyme OS=Homo sapiens GN=GBE1 PE=1 SV=3 10 5 6 5 1 702 80.4 6.32 52 5
P29466 Caspase-1 OS=Homo sapiens GN=CASP1 PE=1 SV=1 6 2 2 2 1 404 45.1 5.91 53 2
Q9NPH2 Inositol-3-phosphate synthase 1 OS=Homo sapiens GN=ISYNA1 PE=1 SV=1 4 2 2 2 1 558 61 5.76 53 2
Q96DR8 Mucin-like protein 1 OS=Homo sapiens GN=MUCL1 PE=1 SV=1 18 2 5 2 1 90 9 4.64 53 2
O75884 Putative hydrolase RBBP9 OS=Homo sapiens GN=RBBP9 PE=1 SV=2 15 2 3 2 1 186 21 6.2 53 2
Q14677 Clathrin interactor 1 OS=Homo sapiens GN=CLINT1 PE=1 SV=1 7 3 4 3 1 625 68.2 6.42 53 3
Q02487 Desmocollin-2 OS=Homo sapiens GN=DSC2 PE=1 SV=1 5 3 5 3 1 901 99.9 5.34 53 3
P21217 Galactoside 3(4)-L-fucosyltransferase OS=Homo sapiens GN=FUT3 PE=2 SV=1 12 3 3 3 1 361 42.1 9.01 53 3
P35268 60S ribosomal protein L22 OS=Homo sapiens GN=RPL22 PE=1 SV=2 19 2 3 2 1 128 14.8 9.19 54 2
O95396 Adenylyltransferase and sulfurtransferase MOCS3 OS=Homo sapiens GN=MOCS3 PE=1 SV=1 7 2 2 2 1 460 49.6 6.21 54 2
A0A075B6 Immunoglobulin lambda variable 8-61 OS=Homo sapiens GN=IGLV8-61 PE=3 SV=7 13 2 3 2 1 122 12.8 4.55 54 2
P62277 40S ribosomal protein S13 OS=Homo sapiens GN=RPS13 PE=1 SV=2 19 3 5 3 1 151 17.2 10.54 54 3
O60879 Protein diaphanous homolog 2 OS=Homo sapiens GN=DIAPH2 PE=1 SV=1 5 4 5 4 1 1101 125.5 6.58 54 4
Q9C0C9 (E3-independent) E2 ubiquitin-conjugating enzyme OS=Homo sapiens GN=UBE2O PE=1 SV=3 7 5 6 5 1 1292 141.2 5.12 54 5
P62424 60S ribosomal protein L7a OS=Homo sapiens GN=RPL7A PE=1 SV=2 10 2 3 2 1 266 30 10.61 55 2
Q16658 Fascin OS=Homo sapiens GN=FSCN1 PE=1 SV=3 7 2 3 2 1 493 54.5 7.24 55 2
Q8NBJ7 Sulfatase-modifying factor 2 OS=Homo sapiens GN=SUMF2 PE=1 SV=2 8 2 2 2 1 301 33.8 8 55 2
Q14697 Neutral alpha-glucosidase AB OS=Homo sapiens GN=GANAB PE=1 SV=3 4 3 4 3 1 944 106.8 6.14 55 3
Q9H788 SH2 domain-containing protein 4A OS=Homo sapiens GN=SH2D4A PE=1 SV=1 10 3 5 3 1 454 52.7 8.06 55 3
Q9P265 Disco-interacting protein 2 homolog B OS=Homo sapiens GN=DIP2B PE=1 SV=3 3 4 4 4 1 1576 171.4 8.09 55 4
P20042 Eukaryotic translation initiation factor 2 subunit 2 OS=Homo sapiens GN=EIF2S2 PE=1 SV=2 16 4 5 4 1 333 38.4 5.8 55 4
P58107 Epiplakin OS=Homo sapiens GN=EPPK1 PE=1 SV=2 4 5 6 5 1 5090 555.3 5.6 55 5
Q7L1Q6 Basic leucine zipper and W2 domain-containing protein 1 OS=Homo sapiens GN=BZW1 PE=1 SV=1 6 2 2 2 1 419 48 5.92 56 2
P56537 Eukaryotic translation initiation factor 6 OS=Homo sapiens GN=EIF6 PE=1 SV=1 16 2 4 2 1 245 26.6 4.68 56 2
Q8WZA0 Protein LZIC OS=Homo sapiens GN=LZIC PE=1 SV=1 12 2 3 2 1 190 21.5 4.94 56 2
Q8WUF5 RelA-associated inhibitor OS=Homo sapiens GN=PPP1R13L PE=1 SV=4 4 2 3 2 1 828 89 6.81 56 2
Q9NR19 Acetyl-coenzyme A synthetase, cytoplasmic OS=Homo sapiens GN=ACSS2 PE=1 SV=1 5 3 3 3 1 701 78.5 6.46 56 3
Q13057 Bifunctional coenzyme A synthase OS=Homo sapiens GN=COASY PE=1 SV=4 8 3 5 3 1 564 62.3 6.99 56 3
Q13045 Protein flightless-1 homolog OS=Homo sapiens GN=FLII PE=1 SV=2 2 3 4 3 1 1269 144.7 6.05 56 3
P35219 Carbonic anhydrase-related protein OS=Homo sapiens GN=CA8 PE=1 SV=3 21 4 6 4 1 290 33 4.86 56 4
Q96C23 Aldose 1-epimerase OS=Homo sapiens GN=GALM PE=1 SV=1 10 2 2 2 1 342 37.7 6.65 57 2
P02144 Myoglobin OS=Homo sapiens GN=MB PE=1 SV=2 19 2 4 2 1 154 17.2 7.68 57 2
O95969 Secretoglobin family 1D member 2 OS=Homo sapiens GN=SCGB1D2 PE=2 SV=1 22 2 3 2 1 90 9.9 8.25 57 2
P10155 60 kDa SS-A/Ro ribonucleoprotein OS=Homo sapiens GN=TROVE2 PE=1 SV=2 7 3 6 3 1 538 60.6 8.03 57 3
P23142 Fibulin-1 OS=Homo sapiens GN=FBLN1 PE=1 SV=4 5 3 4 3 1 703 77.2 5.22 57 3
P30101 Protein disulfide-isomerase A3 OS=Homo sapiens GN=PDIA3 PE=1 SV=4 8 3 4 3 1 505 56.7 6.35 57 3
Q9HBR0 Putative sodium-coupled neutral amino acid transporter 10 OS=Homo sapiens GN=SLC38A10 PE=1 SV=2 6 4 5 4 1 1119 119.7 5.73 57 4
Q9NXG2 THUMP domain-containing protein 1 OS=Homo sapiens GN=THUMPD1 PE=1 SV=2 16 2 2 2 1 353 39.3 7.88 58 2
O94973 AP-2 complex subunit alpha-2 OS=Homo sapiens GN=AP2A2 PE=1 SV=2 3 3 5 2 1 939 103.9 6.96 58 3
Q9NZN3 EH domain-containing protein 3 OS=Homo sapiens GN=EHD3 PE=1 SV=2 6 3 4 2 1 535 60.8 6.57 58 3
P35573 Glycogen debranching enzyme OS=Homo sapiens GN=AGL PE=1 SV=3 3 3 5 3 1 1532 174.7 6.76 58 3
P48163 NADP-dependent malic enzyme OS=Homo sapiens GN=ME1 PE=1 SV=1 9 3 4 3 1 572 64.1 6.13 58 3
Q14738 Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit delta isoform OS=Homo sapiens GN   6 3 4 3 1 602 69.9 8.13 58 3
Q9H2G2 STE20-like serine/threonine-protein kinase OS=Homo sapiens GN=SLK PE=1 SV=1 3 3 4 3 1 1235 142.6 5.15 58 3
Q9BRG1 Vacuolar protein-sorting-associated protein 25 OS=Homo sapiens GN=VPS25 PE=1 SV=1 17 3 4 3 1 176 20.7 6.34 58 3
Q9Y263 Phospholipase A-2-activating protein OS=Homo sapiens GN=PLAA PE=1 SV=2 7 4 6 4 1 795 87.1 6.37 58 4
P49721 Proteasome subunit beta type-2 OS=Homo sapiens GN=PSMB2 PE=1 SV=1 20 4 5 4 1 201 22.8 7.02 58 4
Q00534 Cyclin-dependent kinase 6 OS=Homo sapiens GN=CDK6 PE=1 SV=1 10 2 2 2 1 326 36.9 6.46 59 2
Q86VN1 Vacuolar protein-sorting-associated protein 36 OS=Homo sapiens GN=VPS36 PE=1 SV=1 6 2 2 2 1 386 43.8 7.2 59 2
P62888 60S ribosomal protein L30 OS=Homo sapiens GN=RPL30 PE=1 SV=2 37 3 5 3 1 115 12.8 9.63 59 3
P05160 Coagulation factor XIII B chain OS=Homo sapiens GN=F13B PE=1 SV=3 4 2 3 2 1 661 75.5 6.39 60 2
P24592 Insulin-like growth factor-binding protein 6 OS=Homo sapiens GN=IGFBP6 PE=1 SV=1 16 2 6 2 1 240 25.3 7.81 60 2
Q96H20 Vacuolar-sorting protein SNF8 OS=Homo sapiens GN=SNF8 PE=1 SV=1 9 2 2 2 1 258 28.8 6.65 60 2
Q9BRK5 45 kDa calcium-binding protein OS=Homo sapiens GN=SDF4 PE=1 SV=1 15 3 5 3 1 362 41.8 4.86 60 3
P53582 Methionine aminopeptidase 1 OS=Homo sapiens GN=METAP1 PE=1 SV=2 9 3 3 3 1 386 43.2 7.17 60 3
Q9UH65 Switch-associated protein 70 OS=Homo sapiens GN=SWAP70 PE=1 SV=1 5 3 6 3 1 585 69 5.87 60 3
Q9NTJ4 Alpha-mannosidase 2C1 OS=Homo sapiens GN=MAN2C1 PE=1 SV=1 3 2 2 2 1 1040 115.8 6.57 61 2
P61086 Ubiquitin-conjugating enzyme E2 K OS=Homo sapiens GN=UBE2K PE=1 SV=3 13 2 5 2 1 200 22.4 5.44 61 2
P15121 Aldose reductase OS=Homo sapiens GN=AKR1B1 PE=1 SV=3 11 3 5 2 1 316 35.8 6.98 61 3
O43847 Nardilysin OS=Homo sapiens GN=NRDC PE=1 SV=2 4 3 3 3 1 1150 131.5 5 61 3
P52888 Thimet oligopeptidase OS=Homo sapiens GN=THOP1 PE=1 SV=2 6 3 4 3 1 689 78.8 6.05 61 3
P26640 Valine--tRNA ligase OS=Homo sapiens GN=VARS PE=1 SV=4 3 3 3 3 1 1264 140.4 7.59 61 3
P62826 GTP-binding nuclear protein Ran OS=Homo sapiens GN=RAN PE=1 SV=3 20 5 8 5 1 216 24.4 7.49 61 5
P53396 ATP-citrate synthase OS=Homo sapiens GN=ACLY PE=1 SV=3 2 2 2 2 1 1101 120.8 7.33 62 2
Q9BV20 Methylthioribose-1-phosphate isomerase OS=Homo sapiens GN=MRI1 PE=1 SV=1 7 2 2 2 1 369 39.1 6.3 62 2
P63208 S-phase kinase-associated protein 1 OS=Homo sapiens GN=SKP1 PE=1 SV=2 12 2 6 2 1 163 18.6 4.54 62 2
P07996 Thrombospondin-1 OS=Homo sapiens GN=THBS1 PE=1 SV=2 3 2 3 2 1 1170 129.3 4.94 62 2
P59998 Actin-related protein 2/3 complex subunit 4 OS=Homo sapiens GN=ARPC4 PE=1 SV=3 16 3 6 3 1 168 19.7 8.43 62 3
Q16543 Hsp90 co-chaperone Cdc37 OS=Homo sapiens GN=CDC37 PE=1 SV=1 14 4 4 4 1 378 44.4 5.25 62 4
O15305 Phosphomannomutase 2 OS=Homo sapiens GN=PMM2 PE=1 SV=1 17 4 8 4 1 246 28.1 6.77 62 4
P16930 Fumarylacetoacetase OS=Homo sapiens GN=FAH PE=1 SV=2 6 2 3 2 1 419 46.3 6.95 63 2
Q96BQ1 Protein FAM3D OS=Homo sapiens GN=FAM3D PE=1 SV=1 14 2 3 2 1 224 24.9 9.33 63 2
O75340 Programmed cell death protein 6 OS=Homo sapiens GN=PDCD6 PE=1 SV=1 18 3 5 3 1 191 21.9 5.4 63 3
P07360 Complement component C8 gamma chain OS=Homo sapiens GN=C8G PE=1 SV=3 15 2 3 2 1 202 22.3 8.31 64 2
P45985 Dual specificity mitogen-activated protein kinase kinase 4 OS=Homo sapiens GN=MAP2K4 PE=1 SV=1 7 2 2 2 1 399 44.3 8.07 64 2
P49773 Histidine triad nucleotide-binding protein 1 OS=Homo sapiens GN=HINT1 PE=1 SV=2 17 2 4 2 1 126 13.8 6.95 64 2
Q9H910 Jupiter microtubule associated homolog 2 OS=Homo sapiens GN=JPT2 PE=1 SV=1 15 2 4 2 1 190 20.1 9.26 64 2
P28072 Proteasome subunit beta type-6 OS=Homo sapiens GN=PSMB6 PE=1 SV=4 13 2 2 2 1 239 25.3 4.92 64 2
P18124 60S ribosomal protein L7 OS=Homo sapiens GN=RPL7 PE=1 SV=1 26 5 6 5 1 248 29.2 10.65 64 5
P30566 Adenylosuccinate lyase OS=Homo sapiens GN=ADSL PE=1 SV=2 4 2 3 2 1 484 54.9 7.11 65 2
P53634 Dipeptidyl peptidase 1 OS=Homo sapiens GN=CTSC PE=1 SV=2 8 3 5 3 1 463 51.8 6.99 65 3
P49354 Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alpha OS=Homo sapiens GN=FNTA  9 3 4 3 1 379 44.4 5.08 65 3
O75348 V-type proton ATPase subunit G 1 OS=Homo sapiens GN=ATP6V1G1 PE=1 SV=3 19 3 3 3 1 118 13.7 8.79 65 3
Q9HC35 Echinoderm microtubule-associated protein-like 4 OS=Homo sapiens GN=EML4 PE=1 SV=3 5 5 7 5 1 981 108.8 6.4 65 5
P07954 Fumarate hydratase, mitochondrial OS=Homo sapiens GN=FH PE=1 SV=3 6 2 2 2 1 510 54.6 8.76 66 2
P02750 Leucine-rich alpha-2-glycoprotein OS=Homo sapiens GN=LRG1 PE=1 SV=2 8 2 2 2 1 347 38.2 6.95 66 2
Q16181 Septin-7 OS=Homo sapiens GN=SEPT7 PE=1 SV=2 8 2 4 2 1 437 50.6 8.63 66 2
Q9H1Z4 WD repeat-containing protein 13 OS=Homo sapiens GN=WDR13 PE=1 SV=2 6 2 4 2 1 485 53.7 9.14 66 2
Q13564 NEDD8-activating enzyme E1 regulatory subunit OS=Homo sapiens GN=NAE1 PE=1 SV=1 9 3 3 3 1 534 60.2 5.4 66 3
Q9Y3C8 Ubiquitin-fold modifier-conjugating enzyme 1 OS=Homo sapiens GN=UFC1 PE=1 SV=3 24 4 5 4 1 167 19.4 7.4 66 4
Q9NSD9 Phenylalanine--tRNA ligase beta subunit OS=Homo sapiens GN=FARSB PE=1 SV=3 3 2 4 2 1 589 66.1 6.84 67 2
P09668 Pro-cathepsin H OS=Homo sapiens GN=CTSH PE=1 SV=4 13 4 7 4 1 335 37.4 8.07 67 4
P28065 Proteasome subunit beta type-9 OS=Homo sapiens GN=PSMB9 PE=1 SV=2 26 4 5 4 1 219 23.3 5.03 67 4
Q8WXI7 Mucin-16 OS=Homo sapiens GN=MUC16 PE=1 SV=3 2 6 7 6 1 14507 1518.2 5.26 67 6
P36578 60S ribosomal protein L4 OS=Homo sapiens GN=RPL4 PE=1 SV=5 7 2 3 2 1 427 47.7 11.06 68 2
P35754 Glutaredoxin-1 OS=Homo sapiens GN=GLRX PE=1 SV=2 30 2 2 2 1 106 11.8 8.09 68 2
P61970 Nuclear transport factor 2 OS=Homo sapiens GN=NUTF2 PE=1 SV=1 24 2 2 2 1 127 14.5 5.38 68 2
Q9Y570 Protein phosphatase methylesterase 1 OS=Homo sapiens GN=PPME1 PE=1 SV=3 7 2 3 2 1 386 42.3 5.97 68 2
Q9UHD8 Septin-9 OS=Homo sapiens GN=SEPT9 PE=1 SV=2 4 2 3 2 1 586 65.4 8.97 68 2
B5ME19 Eukaryotic translation initiation factor 3 subunit C-like protein OS=Homo sapiens GN=EIF3CL PE=3 SV=1 4 3 3 3 1 914 105.4 5.64 68 3
P19021 Peptidyl-glycine alpha-amidating monooxygenase OS=Homo sapiens GN=PAM PE=1 SV=2 3 3 3 3 1 973 108.3 6.42 68 3
Q00169 Phosphatidylinositol transfer protein alpha isoform OS=Homo sapiens GN=PITPNA PE=1 SV=2 21 4 8 3 1 270 31.8 6.55 68 4
Q9Y6E0 Serine/threonine-protein kinase 24 OS=Homo sapiens GN=STK24 PE=1 SV=1 12 4 5 2 1 443 49.3 5.69 68 4
P10253 Lysosomal alpha-glucosidase OS=Homo sapiens GN=GAA PE=1 SV=4 3 2 2 2 1 952 105.3 6 69 2
Q9Y376 Calcium-binding protein 39 OS=Homo sapiens GN=CAB39 PE=1 SV=1 12 4 8 2 1 341 39.8 6.89 69 4
P67775 Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform OS=Homo sapiens GN=PPP2CA  20 4 4 3 1 309 35.6 5.54 69 4
P80108 Phosphatidylinositol-glycan-specific phospholipase D OS=Homo sapiens GN=GPLD1 PE=1 SV=3 3 2 2 2 1 840 92.3 6.37 70 2
Q15185 Prostaglandin E synthase 3 OS=Homo sapiens GN=PTGES3 PE=1 SV=1 9 2 4 2 1 160 18.7 4.54 70 2
Q9Y365 START domain-containing protein 10 OS=Homo sapiens GN=STARD10 PE=1 SV=2 14 3 3 3 1 291 33 7.12 70 3
P48739 Phosphatidylinositol transfer protein beta isoform OS=Homo sapiens GN=PITPNB PE=1 SV=2 21 4 6 3 1 271 31.5 6.87 70 4
O00303 Eukaryotic translation initiation factor 3 subunit F OS=Homo sapiens GN=EIF3F PE=1 SV=1 9 3 4 3 1 357 37.5 5.45 71 3
P35270 Sepiapterin reductase OS=Homo sapiens GN=SPR PE=1 SV=1 15 3 3 3 1 261 28 8.05 71 3
Q9HB07 UPF0160 protein MYG1, mitochondrial OS=Homo sapiens GN=C12orf10 PE=1 SV=2 10 3 3 3 1 376 42.4 6.67 71 3
Q9UM54 Unconventional myosin-VI OS=Homo sapiens GN=MYO6 PE=1 SV=4 4 4 5 4 1 1294 149.6 8.53 71 4
P46781 40S ribosomal protein S9 OS=Homo sapiens GN=RPS9 PE=1 SV=3 12 3 5 3 1 194 22.6 10.65 72 3
Q5TFE4 5'-nucleotidase domain-containing protein 1 OS=Homo sapiens GN=NT5DC1 PE=1 SV=1 8 3 4 3 1 455 51.8 6.35 72 3
Q16610 Extracellular matrix protein 1 OS=Homo sapiens GN=ECM1 PE=1 SV=2 10 3 5 3 1 540 60.6 6.71 72 3
P29144 Tripeptidyl-peptidase 2 OS=Homo sapiens GN=TPP2 PE=1 SV=4 3 3 3 3 1 1249 138.3 6.32 72 3
Q99933 BAG family molecular chaperone regulator 1 OS=Homo sapiens GN=BAG1 PE=1 SV=4 14 4 4 4 1 345 38.8 7.81 72 4
P25787 Proteasome subunit alpha type-2 OS=Homo sapiens GN=PSMA2 PE=1 SV=2 29 5 5 5 1 234 25.9 7.43 72 5
O60927 Protein phosphatase 1 regulatory subunit 11 OS=Homo sapiens GN=PPP1R11 PE=1 SV=1 33 2 4 2 1 126 13.9 7.01 73 2
P15924 Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 2 3 6 3 1 2871 331.6 6.81 73 3
Q15819 Ubiquitin-conjugating enzyme E2 variant 2 OS=Homo sapiens GN=UBE2V2 PE=1 SV=4 20 3 3 3 1 145 16.4 8.09 73 3
P14868 Aspartate--tRNA ligase, cytoplasmic OS=Homo sapiens GN=DARS PE=1 SV=2 13 4 4 4 1 501 57.1 6.55 73 4
P15170 Eukaryotic peptide chain release factor GTP-binding subunit ERF3A OS=Homo sapiens GN=GSPT1 PE=1 SV 9 4 6 4 1 499 55.7 5.62 73 4
Q93052 Lipoma-preferred partner OS=Homo sapiens GN=LPP PE=1 SV=1 15 5 10 5 1 612 65.7 7.37 73 5
P25786 Proteasome subunit alpha type-1 OS=Homo sapiens GN=PSMA1 PE=1 SV=1 26 5 9 5 1 263 29.5 6.61 73 5
P63167 Dynein light chain 1, cytoplasmic OS=Homo sapiens GN=DYNLL1 PE=1 SV=1 25 2 6 2 1 89 10.4 7.4 74 2
P41240 Tyrosine-protein kinase CSK OS=Homo sapiens GN=CSK PE=1 SV=1 11 4 7 4 1 450 50.7 7.06 74 4
P02654 Apolipoprotein C-I OS=Homo sapiens GN=APOC1 PE=1 SV=1 27 2 7 2 1 83 9.3 8.47 75 2
P49589 Cysteine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=CARS PE=1 SV=3 4 2 3 2 1 748 85.4 6.76 75 2
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Q9NR46 Endophilin-B2 OS=Homo sapiens GN=SH3GLB2 PE=1 SV=1 9 3 6 3 1 395 43.9 5.99 75 3
P14735 Insulin-degrading enzyme OS=Homo sapiens GN=IDE PE=1 SV=4 4 4 6 4 1 1019 117.9 6.61 75 4
Q15582 Transforming growth factor-beta-induced protein ig-h3 OS=Homo sapiens GN=TGFBI PE=1 SV=1 8 4 5 4 1 683 74.6 7.71 75 4
Q9UI12 V-type proton ATPase subunit H OS=Homo sapiens GN=ATP6V1H PE=1 SV=1 11 4 8 4 1 483 55.8 6.48 75 4
P61313 60S ribosomal protein L15 OS=Homo sapiens GN=RPL15 PE=1 SV=2 10 2 2 2 1 204 24.1 11.62 76 2
P53999 Activated RNA polymerase II transcriptional coactivator p15 OS=Homo sapiens GN=SUB1 PE=1 SV=3 19 2 4 2 1 127 14.4 9.6 76 2
O75936 Gamma-butyrobetaine dioxygenase OS=Homo sapiens GN=BBOX1 PE=1 SV=1 6 2 3 2 1 387 44.7 6.74 76 2
P69905 Hemoglobin subunit alpha OS=Homo sapiens GN=HBA1 PE=1 SV=2 17 2 4 2 1 142 15.2 8.68 76 2
P01742 Immunoglobulin heavy variable 1-69 OS=Homo sapiens GN=IGHV1-69 PE=1 SV=2 33 3 5 2 1 117 12.7 9.17 76 3
P61088 Ubiquitin-conjugating enzyme E2 N OS=Homo sapiens GN=UBE2N PE=1 SV=1 27 3 5 3 1 152 17.1 6.57 76 3
Q12882 Dihydropyrimidine dehydrogenase [NADP(+)] OS=Homo sapiens GN=DPYD PE=1 SV=2 6 5 5 5 1 1025 111.3 7.05 76 5
P02511 Alpha-crystallin B chain OS=Homo sapiens GN=CRYAB PE=1 SV=2 12 2 2 2 1 175 20.1 7.33 77 2
P46777 60S ribosomal protein L5 OS=Homo sapiens GN=RPL5 PE=1 SV=3 15 3 6 3 1 297 34.3 9.72 77 3
Q9UHB6 LIM domain and actin-binding protein 1 OS=Homo sapiens GN=LIMA1 PE=1 SV=1 5 3 3 3 1 759 85.2 6.84 77 3
Q13510 Acid ceramidase OS=Homo sapiens GN=ASAH1 PE=1 SV=5 10 3 3 3 1 395 44.6 7.62 78 3
P02747 Complement C1q subcomponent subunit C OS=Homo sapiens GN=C1QC PE=1 SV=3 18 3 5 3 1 245 25.8 8.41 78 3
P62701 40S ribosomal protein S4, X isoform OS=Homo sapiens GN=RPS4X PE=1 SV=2 15 4 6 4 1 263 29.6 10.15 78 4
A0A0A0MSImmunoglobulin heavy variable 3-49 OS=Homo sapiens GN=IGHV3-49 PE=3 SV=1 37 4 8 3 1 119 13 8.62 78 4
P14625 Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 7 5 6 3 1 803 92.4 4.84 78 5
P60900 Proteasome subunit alpha type-6 OS=Homo sapiens GN=PSMA6 PE=1 SV=1 24 5 6 5 1 246 27.4 6.76 78 5
P00736 Complement C1r subcomponent OS=Homo sapiens GN=C1R PE=1 SV=2 5 3 7 2 1 705 80.1 6.21 79 3
P08174 Complement decay-accelerating factor OS=Homo sapiens GN=CD55 PE=1 SV=4 12 3 7 3 1 381 41.4 7.59 79 3
Q9UQ80 Proliferation-associated protein 2G4 OS=Homo sapiens GN=PA2G4 PE=1 SV=3 9 3 5 3 1 394 43.8 6.55 79 3
O95782 AP-2 complex subunit alpha-1 OS=Homo sapiens GN=AP2A1 PE=1 SV=3 4 4 6 3 1 977 107.5 7.03 79 4
P27482 Calmodulin-like protein 3 OS=Homo sapiens GN=CALML3 PE=1 SV=2 15 2 2 2 1 149 16.9 4.42 80 2
O60936 Nucleolar protein 3 OS=Homo sapiens GN=NOL3 PE=1 SV=2 16 2 6 2 1 208 22.6 4.18 80 2
Q96S96 Phosphatidylethanolamine-binding protein 4 OS=Homo sapiens GN=PEBP4 PE=1 SV=3 20 3 3 3 1 227 25.7 6.54 80 3
Q9Y5X3 Sorting nexin-5 OS=Homo sapiens GN=SNX5 PE=1 SV=1 10 3 4 3 1 404 46.8 6.76 80 3
P13693 Translationally-controlled tumor protein OS=Homo sapiens GN=TPT1 PE=1 SV=1 23 3 4 3 1 172 19.6 4.93 80 3
O00231 26S proteasome non-ATPase regulatory subunit 11 OS=Homo sapiens GN=PSMD11 PE=1 SV=3 11 4 6 4 1 422 47.4 6.48 80 4
P03952 Plasma kallikrein OS=Homo sapiens GN=KLKB1 PE=1 SV=1 13 5 7 5 1 638 71.3 8.22 80 5
Q9NUQ9 Protein FAM49B OS=Homo sapiens GN=FAM49B PE=1 SV=1 7 2 2 2 1 324 36.7 6.06 81 2
P62195 26S proteasome regulatory subunit 8 OS=Homo sapiens GN=PSMC5 PE=1 SV=1 8 3 11 3 1 406 45.6 7.55 81 3
Q9H8J5 MANSC domain-containing protein 1 OS=Homo sapiens GN=MANSC1 PE=2 SV=1 12 3 5 3 1 431 46.8 6.54 81 3
Q7KZI7 Serine/threonine-protein kinase MARK2 OS=Homo sapiens GN=MARK2 PE=1 SV=2 8 3 5 3 1 788 87.9 9.72 81 3
Q9NTK5 Obg-like ATPase 1 OS=Homo sapiens GN=OLA1 PE=1 SV=2 12 4 5 4 1 396 44.7 7.81 81 4
P14923 Junction plakoglobin OS=Homo sapiens GN=JUP PE=1 SV=3 8 5 8 4 1 745 81.7 6.14 81 5
Q9Y259 Choline/ethanolamine kinase OS=Homo sapiens GN=CHKB PE=1 SV=3 7 2 3 2 1 395 45.2 5.49 82 2
P61019 Ras-related protein Rab-2A OS=Homo sapiens GN=RAB2A PE=1 SV=1 13 2 2 2 1 212 23.5 6.54 82 2
Q86SF2 N-acetylgalactosaminyltransferase 7 OS=Homo sapiens GN=GALNT7 PE=1 SV=1 7 3 4 3 1 657 75.3 7.11 82 3
P16083 Ribosyldihydronicotinamide dehydrogenase [quinone] OS=Homo sapiens GN=NQO2 PE=1 SV=5 22 3 5 3 1 231 25.9 6.29 82 3
P55036 26S proteasome non-ATPase regulatory subunit 4 OS=Homo sapiens GN=PSMD4 PE=1 SV=1 16 4 6 4 1 377 40.7 4.79 82 4
Q9NTX5 Ethylmalonyl-CoA decarboxylase OS=Homo sapiens GN=ECHDC1 PE=1 SV=2 12 3 3 3 1 307 33.7 8.21 83 3
Q7Z4W1 L-xylulose reductase OS=Homo sapiens GN=DCXR PE=1 SV=2 11 3 6 3 1 244 25.9 8.1 83 3
Q8NDH3 Probable aminopeptidase NPEPL1 OS=Homo sapiens GN=NPEPL1 PE=1 SV=3 8 3 4 3 1 523 55.8 6.87 83 3
P13667 Protein disulfide-isomerase A4 OS=Homo sapiens GN=PDIA4 PE=1 SV=2 8 3 4 3 1 645 72.9 5.07 83 3
O00743 Serine/threonine-protein phosphatase 6 catalytic subunit OS=Homo sapiens GN=PPP6C PE=1 SV=1 12 3 5 3 1 305 35.1 5.69 83 3
Q15907 Ras-related protein Rab-11B OS=Homo sapiens GN=RAB11B PE=1 SV=4 22 4 5 4 1 218 24.5 5.94 83 4
P12081 Histidine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=HARS PE=1 SV=2 15 6 8 6 1 509 57.4 5.88 83 6
P04745 Alpha-amylase 1 OS=Homo sapiens GN=AMY1A PE=1 SV=2 7 2 2 2 1 511 57.7 6.93 84 2
Q9Y371 Endophilin-B1 OS=Homo sapiens GN=SH3GLB1 PE=1 SV=1 7 2 3 2 1 365 40.8 6.04 84 2
P49720 Proteasome subunit beta type-3 OS=Homo sapiens GN=PSMB3 PE=1 SV=2 16 2 2 2 1 205 22.9 6.55 84 2
Q9Y3I0 tRNA-splicing ligase RtcB homolog OS=Homo sapiens GN=RTCB PE=1 SV=1 5 2 2 2 1 505 55.2 7.23 84 2
Q96L46 Calpain small subunit 2 OS=Homo sapiens GN=CAPNS2 PE=2 SV=2 16 3 4 3 1 248 27.6 5.73 84 3
P00441 Superoxide dismutase [Cu-Zn] OS=Homo sapiens GN=SOD1 PE=1 SV=2 19 3 7 3 1 154 15.9 6.13 84 3
Q9NYL9 Tropomodulin-3 OS=Homo sapiens GN=TMOD3 PE=1 SV=1 12 3 4 3 1 352 39.6 5.19 84 3
O95747 Serine/threonine-protein kinase OSR1 OS=Homo sapiens GN=OXSR1 PE=1 SV=1 10 4 8 2 1 527 58 6.43 84 4
Q15008 26S proteasome non-ATPase regulatory subunit 6 OS=Homo sapiens GN=PSMD6 PE=1 SV=1 16 5 8 5 1 389 45.5 5.62 84 5
Q16204 Coiled-coil domain-containing protein 6 OS=Homo sapiens GN=CCDC6 PE=1 SV=2 6 2 3 2 1 474 53.3 7.34 85 2
Q96K76 Ubiquitin carboxyl-terminal hydrolase 47 OS=Homo sapiens GN=USP47 PE=1 SV=3 2 2 2 2 1 1375 157.2 5.08 85 2
Q9Y3P9 Rab GTPase-activating protein 1 OS=Homo sapiens GN=RABGAP1 PE=1 SV=3 5 4 6 4 1 1069 121.7 5.25 85 4
P53041 Serine/threonine-protein phosphatase 5 OS=Homo sapiens GN=PPP5C PE=1 SV=1 16 5 7 5 1 499 56.8 6.28 85 5
Q12765 Secernin-1 OS=Homo sapiens GN=SCRN1 PE=1 SV=2 17 7 12 7 1 414 46.4 4.75 85 7
Q14847 LIM and SH3 domain protein 1 OS=Homo sapiens GN=LASP1 PE=1 SV=2 10 2 2 2 1 261 29.7 7.05 86 2
Q9BRA2 Thioredoxin domain-containing protein 17 OS=Homo sapiens GN=TXNDC17 PE=1 SV=1 20 2 5 2 1 123 13.9 5.52 86 2
O75347 Tubulin-specific chaperone A OS=Homo sapiens GN=TBCA PE=1 SV=3 17 2 3 2 1 108 12.8 5.29 86 2
Q9UBQ0 Vacuolar protein sorting-associated protein 29 OS=Homo sapiens GN=VPS29 PE=1 SV=1 14 2 5 2 1 182 20.5 6.79 86 2
Q9Y4L1 Hypoxia up-regulated protein 1 OS=Homo sapiens GN=HYOU1 PE=1 SV=1 5 3 6 3 1 999 111.3 5.22 86 3
P61106 Ras-related protein Rab-14 OS=Homo sapiens GN=RAB14 PE=1 SV=4 33 5 7 3 1 215 23.9 6.21 86 5
O75368 SH3 domain-binding glutamic acid-rich-like protein OS=Homo sapiens GN=SH3BGRL PE=1 SV=1 69 5 7 5 1 114 12.8 5.25 86 5
P25815 Protein S100-P OS=Homo sapiens GN=S100P PE=1 SV=2 24 2 10 2 1 95 10.4 4.88 87 2
Q9GZT8 NIF3-like protein 1 OS=Homo sapiens GN=NIF3L1 PE=1 SV=2 12 3 4 3 1 377 41.9 6.65 87 3
Q96CW1 AP-2 complex subunit mu OS=Homo sapiens GN=AP2M1 PE=1 SV=2 11 4 4 4 1 435 49.6 9.54 87 4
O60437 Periplakin OS=Homo sapiens GN=PPL PE=1 SV=4 3 4 4 4 1 1756 204.6 5.6 87 4
Q01459 Di-N-acetylchitobiase OS=Homo sapiens GN=CTBS PE=1 SV=1 7 2 2 2 1 385 43.7 6.64 88 2
P41222 Prostaglandin-H2 D-isomerase OS=Homo sapiens GN=PTGDS PE=1 SV=1 17 2 4 2 1 190 21 7.8 88 2
P19838 Nuclear factor NF-kappa-B p105 subunit OS=Homo sapiens GN=NFKB1 PE=1 SV=2 5 4 7 4 1 968 105.3 5.4 88 4
P55327 Tumor protein D52 OS=Homo sapiens GN=TPD52 PE=1 SV=2 25 4 4 4 1 224 24.3 4.83 89 4
Q5VW32 BRO1 domain-containing protein BROX OS=Homo sapiens GN=BROX PE=1 SV=1 8 2 3 2 1 411 46.4 7.65 90 2
P31944 Caspase-14 OS=Homo sapiens GN=CASP14 PE=1 SV=2 11 2 4 2 1 242 27.7 5.58 90 2
O43866 CD5 antigen-like OS=Homo sapiens GN=CD5L PE=1 SV=1 13 2 4 2 1 347 38.1 5.47 90 2
A0A0C4DH Immunoglobulin kappa variable 1-6 OS=Homo sapiens GN=IGKV1-6 PE=3 SV=1 24 2 8 2 1 117 12.7 8.29 90 2
O00462 Beta-mannosidase OS=Homo sapiens GN=MANBA PE=2 SV=3 5 3 5 3 1 879 100.8 5.52 90 3
P07711 Cathepsin L1 OS=Homo sapiens GN=CTSL PE=1 SV=2 10 3 4 3 1 333 37.5 5.45 90 3
P15498 Proto-oncogene vav OS=Homo sapiens GN=VAV1 PE=1 SV=4 6 4 6 4 1 845 98.3 6.62 90 4
P05452 Tetranectin OS=Homo sapiens GN=CLEC3B PE=1 SV=3 27 4 6 4 1 202 22.5 5.67 90 4
P61457 Pterin-4-alpha-carbinolamine dehydratase OS=Homo sapiens GN=PCBD1 PE=1 SV=2 23 2 3 2 1 104 12 6.8 91 2
P20340 Ras-related protein Rab-6A OS=Homo sapiens GN=RAB6A PE=1 SV=3 23 4 7 3 1 208 23.6 5.54 91 4
P49902 Cytosolic purine 5'-nucleotidase OS=Homo sapiens GN=NT5C2 PE=1 SV=1 15 5 10 5 1 561 64.9 6.14 91 5
P05387 60S acidic ribosomal protein P2 OS=Homo sapiens GN=RPLP2 PE=1 SV=1 56 3 4 3 1 115 11.7 4.54 92 3
Q5T4S7 E3 ubiquitin-protein ligase UBR4 OS=Homo sapiens GN=UBR4 PE=1 SV=1 1 3 5 3 1 5183 573.5 6.04 92 3
O75363 Breast carcinoma-amplified sequence 1 OS=Homo sapiens GN=BCAS1 PE=1 SV=2 9 3 5 3 1 584 61.7 5.1 93 3
Q9H223 EH domain-containing protein 4 OS=Homo sapiens GN=EHD4 PE=1 SV=1 8 3 6 2 1 541 61.1 6.76 93 3
P31151 Protein S100-A7 OS=Homo sapiens GN=S100A7 PE=1 SV=4 35 3 6 3 1 101 11.5 6.77 93 3
P23396 40S ribosomal protein S3 OS=Homo sapiens GN=RPS3 PE=1 SV=2 23 5 5 5 1 243 26.7 9.66 93 5
P07686 Beta-hexosaminidase subunit beta OS=Homo sapiens GN=HEXB PE=1 SV=3 12 5 6 5 1 556 63.1 6.76 93 5
O75223 Gamma-glutamylcyclotransferase OS=Homo sapiens GN=GGCT PE=1 SV=1 27 4 4 4 1 188 21 5.14 94 4
Q14558 Phosphoribosyl pyrophosphate synthase-associated protein 1 OS=Homo sapiens GN=PRPSAP1 PE=1 SV=2 16 4 4 3 1 356 39.4 7.2 94 4
Q92696 Geranylgeranyl transferase type-2 subunit alpha OS=Homo sapiens GN=RABGGTA PE=1 SV=2 9 5 9 5 1 567 65 5.67 94 5
P62495 Eukaryotic peptide chain release factor subunit 1 OS=Homo sapiens GN=ETF1 PE=1 SV=3 8 3 6 3 1 437 49 5.71 95 3
O60701 UDP-glucose 6-dehydrogenase OS=Homo sapiens GN=UGDH PE=1 SV=1 8 3 4 3 1 494 55 7.12 95 3
P54727 UV excision repair protein RAD23 homolog B OS=Homo sapiens GN=RAD23B PE=1 SV=1 13 3 8 3 1 409 43.1 4.84 95 3
Q9UNM6 26S proteasome non-ATPase regulatory subunit 13 OS=Homo sapiens GN=PSMD13 PE=1 SV=2 14 4 5 4 1 376 42.9 5.81 95 4
Q03426 Mevalonate kinase OS=Homo sapiens GN=MVK PE=1 SV=1 17 4 6 4 1 396 42.4 6.46 95 4
P41226 Ubiquitin-like modifier-activating enzyme 7 OS=Homo sapiens GN=UBA7 PE=1 SV=2 5 4 4 4 1 1012 111.6 6.04 95 4
Q9UDY2 Tight junction protein ZO-2 OS=Homo sapiens GN=TJP2 PE=1 SV=2 8 7 10 7 1 1190 133.9 7.4 95 7
P15880 40S ribosomal protein S2 OS=Homo sapiens GN=RPS2 PE=1 SV=2 8 2 6 2 1 293 31.3 10.24 96 2
Q9UHV9 Prefoldin subunit 2 OS=Homo sapiens GN=PFDN2 PE=1 SV=1 17 2 3 2 1 154 16.6 6.58 96 2
P08237 ATP-dependent 6-phosphofructokinase, muscle type OS=Homo sapiens GN=PFKM PE=1 SV=2 6 3 4 2 1 780 85.1 7.99 96 3
Q9H9S4 Calcium-binding protein 39-like OS=Homo sapiens GN=CAB39L PE=1 SV=3 20 7 9 5 1 337 39.1 8.4 97 7
P45974 Ubiquitin carboxyl-terminal hydrolase 5 OS=Homo sapiens GN=USP5 PE=1 SV=2 12 7 13 7 1 858 95.7 5.03 97 7
A0A075B6 Immunoglobulin heavy variable 3-64 OS=Homo sapiens GN=IGHV3-64 PE=3 SV=1 19 2 4 2 1 118 12.9 7.85 98 2
P61163 Alpha-centractin OS=Homo sapiens GN=ACTR1A PE=1 SV=1 13 3 6 2 1 376 42.6 6.64 98 3
Q9H173 Nucleotide exchange factor SIL1 OS=Homo sapiens GN=SIL1 PE=1 SV=1 8 3 3 3 1 461 52.1 5.36 98 3
O14737 Programmed cell death protein 5 OS=Homo sapiens GN=PDCD5 PE=1 SV=3 38 4 6 4 1 125 14.3 6.04 98 4
P06681 Complement C2 OS=Homo sapiens GN=C2 PE=1 SV=2 8 5 7 5 1 752 83.2 7.42 98 5
O95373 Importin-7 OS=Homo sapiens GN=IPO7 PE=1 SV=1 7 5 7 5 1 1038 119.4 4.82 98 5
P35813 Protein phosphatase 1A OS=Homo sapiens GN=PPM1A PE=1 SV=1 19 6 8 6 1 382 42.4 5.36 98 6
P49419 Alpha-aminoadipic semialdehyde dehydrogenase OS=Homo sapiens GN=ALDH7A1 PE=1 SV=5 18 7 10 7 1 539 58.5 7.99 98 7
P60866 40S ribosomal protein S20 OS=Homo sapiens GN=RPS20 PE=1 SV=1 13 2 5 2 1 119 13.4 9.94 99 2
Q02543 60S ribosomal protein L18a OS=Homo sapiens GN=RPL18A PE=1 SV=2 15 2 3 2 1 176 20.7 10.71 99 2
P02656 Apolipoprotein C-III OS=Homo sapiens GN=APOC3 PE=1 SV=1 27 2 4 2 1 99 10.8 5.41 99 2
P00491 Purine nucleoside phosphorylase OS=Homo sapiens GN=PNP PE=1 SV=2 13 3 4 3 1 289 32.1 6.95 99 3
O75436 Vacuolar protein sorting-associated protein 26A OS=Homo sapiens GN=VPS26A PE=1 SV=2 11 3 6 3 1 327 38.1 6.57 99 3
Q9H0W9 Ester hydrolase C11orf54 OS=Homo sapiens GN=C11orf54 PE=1 SV=1 22 4 6 4 1 315 35.1 6.7 99 4
P33241 Lymphocyte-specific protein 1 OS=Homo sapiens GN=LSP1 PE=1 SV=1 21 5 8 5 1 339 37.2 4.74 99 5
Q9UBR2 Cathepsin Z OS=Homo sapiens GN=CTSZ PE=1 SV=1 10 2 4 2 1 303 33.8 7.11 100 2
P50502 Hsc70-interacting protein OS=Homo sapiens GN=ST13 PE=1 SV=2 11 3 8 3 1 369 41.3 5.27 100 3
P21291 Cysteine and glycine-rich protein 1 OS=Homo sapiens GN=CSRP1 PE=1 SV=3 33 4 6 4 1 193 20.6 8.57 100 4
Q6FI81 Anamorsin OS=Homo sapiens GN=CIAPIN1 PE=1 SV=2 8 2 4 2 1 312 33.6 5.62 101 2
Q9UJU6 Drebrin-like protein OS=Homo sapiens GN=DBNL PE=1 SV=1 8 3 3 3 1 430 48.2 5.05 101 3
Q06124 Tyrosine-protein phosphatase non-receptor type 11 OS=Homo sapiens GN=PTPN11 PE=1 SV=2 7 3 4 3 1 597 68.4 7.3 101 3
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Q9Y6D6 Brefeldin A-inhibited guanine nucleotide-exchange protein 1 OS=Homo sapiens GN=ARFGEF1 PE=1 SV=2 3 4 6 3 1 1849 208.6 5.85 101 4
O43765 Small glutamine-rich tetratricopeptide repeat-containing protein alpha OS=Homo sapiens GN=SGTA PE=1 9 2 3 2 1 313 34 4.87 102 2
P54136 Arginine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=RARS PE=1 SV=2 9 5 7 5 1 660 75.3 6.68 102 5
P55957 BH3-interacting domain death agonist OS=Homo sapiens GN=BID PE=1 SV=1 21 2 2 2 1 195 22 5.44 103 2
P22059 Oxysterol-binding protein 1 OS=Homo sapiens GN=OSBP PE=1 SV=1 6 3 5 3 1 807 89.4 7.3 103 3
O43776 Asparagine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=NARS PE=1 SV=1 9 4 6 4 1 548 62.9 6.25 103 4
P62979 Ubiquitin-40S ribosomal protein S27a OS=Homo sapiens GN=RPS27A PE=1 SV=2 17 2 4 2 1 156 18 9.64 104 2
Q96BW5 Phosphotriesterase-related protein OS=Homo sapiens GN=PTER PE=1 SV=1 9 3 5 3 1 349 39 6.52 104 3
Q9Y3Z3 Deoxynucleoside triphosphate triphosphohydrolase SAMHD1 OS=Homo sapiens GN=SAMHD1 PE=1 SV=2 7 4 5 4 1 626 72.2 7.14 104 4
Q9UJW0 Dynactin subunit 4 OS=Homo sapiens GN=DCTN4 PE=1 SV=1 15 5 8 5 1 460 52.3 7.34 104 5
P10768 S-formylglutathione hydrolase OS=Homo sapiens GN=ESD PE=1 SV=2 26 5 9 5 1 282 31.4 7.02 104 5
Q6UXB2 C-X-C motif chemokine 17 OS=Homo sapiens GN=CXCL17 PE=1 SV=1 15 2 4 2 1 119 13.8 10.96 105 2
Q6MZM9 Proline-rich protein 27 OS=Homo sapiens GN=PRR27 PE=2 SV=1 19 2 12 2 1 219 22.7 4.87 105 2
Q14195 Dihydropyrimidinase-related protein 3 OS=Homo sapiens GN=DPYSL3 PE=1 SV=1 6 3 5 3 1 570 61.9 6.49 105 3
O95394 Phosphoacetylglucosamine mutase OS=Homo sapiens GN=PGM3 PE=1 SV=1 8 5 10 5 1 542 59.8 6.25 105 5
O75891 Cytosolic 10-formyltetrahydrofolate dehydrogenase OS=Homo sapiens GN=ALDH1L1 PE=1 SV=2 10 6 8 6 1 902 98.8 5.94 105 6
P62269 40S ribosomal protein S18 OS=Homo sapiens GN=RPS18 PE=1 SV=3 17 3 6 3 1 152 17.7 10.99 106 3
Q6IBS0 Twinfilin-2 OS=Homo sapiens GN=TWF2 PE=1 SV=2 14 3 10 3 1 349 39.5 6.84 106 3
P10643 Complement component C7 OS=Homo sapiens GN=C7 PE=1 SV=2 15 7 8 7 1 843 93.5 6.48 106 7
Q9Y5P6 Mannose-1-phosphate guanyltransferase beta OS=Homo sapiens GN=GMPPB PE=1 SV=2 17 4 7 4 1 360 39.8 6.61 107 4
Q14764 Major vault protein OS=Homo sapiens GN=MVP PE=1 SV=4 6 3 5 3 1 893 99.3 5.48 108 3
P05388 60S acidic ribosomal protein P0 OS=Homo sapiens GN=RPLP0 PE=1 SV=1 20 4 5 4 1 317 34.3 5.97 108 4
O14980 Exportin-1 OS=Homo sapiens GN=XPO1 PE=1 SV=1 6 5 5 5 1 1071 123.3 6.06 108 5
P07358 Complement component C8 beta chain OS=Homo sapiens GN=C8B PE=1 SV=3 7 3 4 3 1 591 67 8.13 109 3
Q8TBC4 NEDD8-activating enzyme E1 catalytic subunit OS=Homo sapiens GN=UBA3 PE=1 SV=2 10 3 7 3 1 463 51.8 5.45 109 3
Q99832 T-complex protein 1 subunit eta OS=Homo sapiens GN=CCT7 PE=1 SV=2 17 7 8 7 1 543 59.3 7.65 109 7
Q02818 Nucleobindin-1 OS=Homo sapiens GN=NUCB1 PE=1 SV=4 24 8 13 8 1 461 53.8 5.25 109 8
A0A0C4DH Immunoglobulin kappa variable 1-8 OS=Homo sapiens GN=IGKV1-8 PE=3 SV=1 27 2 7 2 1 115 12.5 9.01 110 2
Q14914 Prostaglandin reductase 1 OS=Homo sapiens GN=PTGR1 PE=1 SV=2 14 3 5 3 1 329 35.8 8.29 110 3
Q10567 AP-1 complex subunit beta-1 OS=Homo sapiens GN=AP1B1 PE=1 SV=2 11 8 11 4 1 949 104.6 5.06 110 8
P00746 Complement factor D OS=Homo sapiens GN=CFD PE=1 SV=5 17 3 4 3 1 253 27 7.71 111 3
Q6P996 Pyridoxal-dependent decarboxylase domain-containing protein 1 OS=Homo sapiens GN=PDXDC1 PE=1 SV 9 4 7 4 1 788 86.7 5.38 111 4
P02746 Complement C1q subcomponent subunit B OS=Homo sapiens GN=C1QB PE=1 SV=3 11 2 3 2 1 253 26.7 8.63 113 2
P08582 Melanotransferrin OS=Homo sapiens GN=MELTF PE=1 SV=2 6 4 5 4 1 738 80.2 5.94 113 4
Q92905 COP9 signalosome complex subunit 5 OS=Homo sapiens GN=COPS5 PE=1 SV=4 22 5 9 5 1 334 37.6 6.54 113 5
O60610 Protein diaphanous homolog 1 OS=Homo sapiens GN=DIAPH1 PE=1 SV=2 5 5 6 5 1 1272 141.3 5.41 113 5
Q15642 Cdc42-interacting protein 4 OS=Homo sapiens GN=TRIP10 PE=1 SV=3 12 5 7 5 1 601 68.3 5.73 114 5
Q96QK1 Vacuolar protein sorting-associated protein 35 OS=Homo sapiens GN=VPS35 PE=1 SV=2 13 8 13 8 1 796 91.6 5.49 114 8
P62993 Growth factor receptor-bound protein 2 OS=Homo sapiens GN=GRB2 PE=1 SV=1 18 4 6 4 1 217 25.2 6.32 115 4
Q96TA1 Niban-like protein 1 OS=Homo sapiens GN=FAM129B PE=1 SV=3 12 5 8 5 1 746 84.1 6.19 115 5
P01743 Immunoglobulin heavy variable 1-46 OS=Homo sapiens GN=IGHV1-46 PE=1 SV=2 44 3 6 2 1 117 12.9 8.92 116 3
Q9NX46 Poly(ADP-ribose) glycohydrolase ARH3 OS=Homo sapiens GN=ADPRHL2 PE=1 SV=1 11 3 5 3 1 363 38.9 5.07 116 3
P48643 T-complex protein 1 subunit epsilon OS=Homo sapiens GN=CCT5 PE=1 SV=1 15 5 9 4 1 541 59.6 5.66 116 5
P27797 Calreticulin OS=Homo sapiens GN=CALR PE=1 SV=1 10 3 6 3 1 417 48.1 4.44 117 3
Q02809 Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 OS=Homo sapiens GN=PLOD1 PE=1 SV=2 11 6 8 6 1 727 83.5 6.95 117 6
P78417 Glutathione S-transferase omega-1 OS=Homo sapiens GN=GSTO1 PE=1 SV=2 18 4 9 4 1 241 27.5 6.6 118 4
P54577 Tyrosine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=YARS PE=1 SV=4 10 4 5 4 1 528 59.1 7.05 118 4
Q9BWD1 Acetyl-CoA acetyltransferase, cytosolic OS=Homo sapiens GN=ACAT2 PE=1 SV=2 13 2 7 2 1 397 41.3 6.92 119 2
P07195 L-lactate dehydrogenase B chain OS=Homo sapiens GN=LDHB PE=1 SV=2 16 4 6 3 1 334 36.6 6.05 119 4
P26639 Threonine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=TARS PE=1 SV=3 14 8 11 8 1 723 83.4 6.67 119 8
O75503 Ceroid-lipofuscinosis neuronal protein 5 OS=Homo sapiens GN=CLN5 PE=1 SV=2 5 2 4 2 1 358 41.5 7.4 120 2
Q9UN36 Protein NDRG2 OS=Homo sapiens GN=NDRG2 PE=1 SV=2 8 2 5 2 1 371 40.8 5.21 120 2
P35998 26S proteasome regulatory subunit 7 OS=Homo sapiens GN=PSMC2 PE=1 SV=3 9 4 5 4 1 433 48.6 5.95 120 4
P81605 Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 13 2 4 2 1 110 11.3 6.54 121 2
P51884 Lumican OS=Homo sapiens GN=LUM PE=1 SV=2 9 3 8 3 1 338 38.4 6.61 121 3
P18085 ADP-ribosylation factor 4 OS=Homo sapiens GN=ARF4 PE=1 SV=3 22 4 10 3 1 180 20.5 7.14 121 4
P55210 Caspase-7 OS=Homo sapiens GN=CASP7 PE=1 SV=1 16 4 7 4 1 303 34.3 6.07 121 4
O95786 Probable ATP-dependent RNA helicase DDX58 OS=Homo sapiens GN=DDX58 PE=1 SV=2 6 5 7 5 1 925 106.5 6.4 121 5
P11940 Polyadenylate-binding protein 1 OS=Homo sapiens GN=PABPC1 PE=1 SV=2 13 7 8 7 1 636 70.6 9.5 121 7
E9PAV3 Nascent polypeptide-associated complex subunit alpha, muscle-specific form OS=Homo sapiens GN=NAC   1 2 2 2 1 2078 205.3 9.58 122 2
Q15437 Protein transport protein Sec23B OS=Homo sapiens GN=SEC23B PE=1 SV=2 7 4 6 3 1 767 86.4 6.89 122 4
Q15631 Translin OS=Homo sapiens GN=TSN PE=1 SV=1 31 6 9 6 1 228 26.2 6.44 122 6
P08185 Corticosteroid-binding globulin OS=Homo sapiens GN=SERPINA6 PE=1 SV=1 10 3 6 3 1 405 45.1 6.04 123 3
P40763 Signal transducer and activator of transcription 3 OS=Homo sapiens GN=STAT3 PE=1 SV=2 7 3 3 3 1 770 88 6.3 123 3
Q9UGI8 Testin OS=Homo sapiens GN=TES PE=1 SV=1 18 5 11 5 1 421 48 7.68 123 5
Q9NZ08 Endoplasmic reticulum aminopeptidase 1 OS=Homo sapiens GN=ERAP1 PE=1 SV=3 5 4 12 4 1 941 107.2 6.46 124 4
P53004 Biliverdin reductase A OS=Homo sapiens GN=BLVRA PE=1 SV=2 19 5 6 5 1 296 33.4 6.44 124 5
P31153 S-adenosylmethionine synthase isoform type-2 OS=Homo sapiens GN=MAT2A PE=1 SV=1 7 2 4 2 1 395 43.6 6.48 125 2
P43251 Biotinidase OS=Homo sapiens GN=BTD PE=1 SV=2 8 3 4 3 1 543 61.1 6.25 125 3
P61916 Epididymal secretory protein E1 OS=Homo sapiens GN=NPC2 PE=1 SV=1 32 3 12 3 1 151 16.6 7.65 126 3
Q15418 Ribosomal protein S6 kinase alpha-1 OS=Homo sapiens GN=RPS6KA1 PE=1 SV=2 8 4 5 3 1 735 82.7 7.83 127 4
O43242 26S proteasome non-ATPase regulatory subunit 3 OS=Homo sapiens GN=PSMD3 PE=1 SV=2 18 8 13 8 1 534 60.9 8.44 127 8
P25774 Cathepsin S OS=Homo sapiens GN=CTSS PE=1 SV=3 13 3 4 3 1 331 37.5 8.34 129 3
A0AVT1 Ubiquitin-like modifier-activating enzyme 6 OS=Homo sapiens GN=UBA6 PE=1 SV=1 5 4 6 4 1 1052 117.9 6.14 129 4
Q9BZQ8 Protein Niban OS=Homo sapiens GN=FAM129A PE=1 SV=1 7 5 5 5 1 928 103.1 4.78 129 5
P35858 Insulin-like growth factor-binding protein complex acid labile subunit OS=Homo sapiens GN=IGFALS PE=1 7 3 5 3 1 605 66 6.79 130 3
Q16531 DNA damage-binding protein 1 OS=Homo sapiens GN=DDB1 PE=1 SV=1 6 4 7 4 1 1140 126.9 5.26 130 4
Q9Y617 Phosphoserine aminotransferase OS=Homo sapiens GN=PSAT1 PE=1 SV=2 12 4 5 4 1 370 40.4 7.66 130 4
P58546 Myotrophin OS=Homo sapiens GN=MTPN PE=1 SV=2 25 2 6 2 1 118 12.9 5.52 131 2
Q06828 Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 11 3 9 3 1 376 43.2 6.04 131 3
Q9BVG4 Protein PBDC1 OS=Homo sapiens GN=PBDC1 PE=1 SV=1 15 3 5 3 1 233 26 4.79 131 3
Q13177 Serine/threonine-protein kinase PAK 2 OS=Homo sapiens GN=PAK2 PE=1 SV=3 7 3 6 3 1 524 58 5.96 131 3
P13671 Complement component C6 OS=Homo sapiens GN=C6 PE=1 SV=3 7 5 9 5 1 934 104.7 6.76 131 5
O60784 Target of Myb protein 1 OS=Homo sapiens GN=TOM1 PE=1 SV=2 12 5 9 5 1 492 53.8 4.7 131 5
P30050 60S ribosomal protein L12 OS=Homo sapiens GN=RPL12 PE=1 SV=1 31 3 5 3 1 165 17.8 9.42 132 3
P36969 Phospholipid hydroperoxide glutathione peroxidase, mitochondrial OS=Homo sapiens GN=GPX4 PE=1 SV 19 3 5 3 1 197 22.2 8.37 132 3
P19823 Inter-alpha-trypsin inhibitor heavy chain H2 OS=Homo sapiens GN=ITIH2 PE=1 SV=2 6 4 7 4 1 946 106.4 6.86 132 4
P62241 40S ribosomal protein S8 OS=Homo sapiens GN=RPS8 PE=1 SV=2 28 5 7 5 1 208 24.2 10.32 132 5
P62318 Small nuclear ribonucleoprotein Sm D3 OS=Homo sapiens GN=SNRPD3 PE=1 SV=1 25 2 3 2 1 126 13.9 10.32 133 2
O43852 Calumenin OS=Homo sapiens GN=CALU PE=1 SV=2 18 5 7 5 1 315 37.1 4.64 133 5
Q99439 Calponin-2 OS=Homo sapiens GN=CNN2 PE=1 SV=4 8 2 4 2 1 309 33.7 7.33 134 2
Q9Y2S2 Lambda-crystallin homolog OS=Homo sapiens GN=CRYL1 PE=1 SV=3 17 5 9 5 1 319 35.4 6.18 134 5
P50552 Vasodilator-stimulated phosphoprotein OS=Homo sapiens GN=VASP PE=1 SV=3 21 5 9 5 1 380 39.8 8.94 134 5
P61020 Ras-related protein Rab-5B OS=Homo sapiens GN=RAB5B PE=1 SV=1 23 4 8 2 1 215 23.7 8.13 135 4
O15143 Actin-related protein 2/3 complex subunit 1B OS=Homo sapiens GN=ARPC1B PE=1 SV=3 22 5 8 5 1 372 40.9 8.35 135 5
Q14152 Eukaryotic translation initiation factor 3 subunit A OS=Homo sapiens GN=EIF3A PE=1 SV=1 5 5 7 5 1 1382 166.5 6.79 135 5
O95171 Sciellin OS=Homo sapiens GN=SCEL PE=1 SV=2 9 5 7 5 1 688 77.5 9.38 135 5
P50570 Dynamin-2 OS=Homo sapiens GN=DNM2 PE=1 SV=2 13 9 10 9 1 870 98 7.44 135 9
O75369 Filamin-B OS=Homo sapiens GN=FLNB PE=1 SV=2 5 9 15 9 1 2602 278 5.73 135 9
P12830 Cadherin-1 OS=Homo sapiens GN=CDH1 PE=1 SV=3 3 2 3 2 1 882 97.4 4.73 136 2
P04066 Tissue alpha-L-fucosidase OS=Homo sapiens GN=FUCA1 PE=1 SV=4 6 2 5 2 1 466 53.7 6.84 136 2
P43686 26S proteasome regulatory subunit 6B OS=Homo sapiens GN=PSMC4 PE=1 SV=2 10 3 8 3 1 418 47.3 5.21 136 3
Q99574 Neuroserpin OS=Homo sapiens GN=SERPINI1 PE=1 SV=1 12 4 7 4 1 410 46.4 4.91 136 4
P22102 Trifunctional purine biosynthetic protein adenosine-3 OS=Homo sapiens GN=GART PE=1 SV=1 7 5 6 5 1 1010 107.7 6.7 136 5
Q6BCY4 NADH-cytochrome b5 reductase 2 OS=Homo sapiens GN=CYB5R2 PE=1 SV=1 7 2 5 2 1 276 31.4 8.5 137 2
O00204 Sulfotransferase family cytosolic 2B member 1 OS=Homo sapiens GN=SULT2B1 PE=1 SV=2 8 2 6 2 1 365 41.3 5.4 137 2
Q9H074 Polyadenylate-binding protein-interacting protein 1 OS=Homo sapiens GN=PAIP1 PE=1 SV=1 8 3 4 3 1 479 53.5 4.81 137 3
O43490 Prominin-1 OS=Homo sapiens GN=PROM1 PE=1 SV=1 7 4 6 4 1 865 97.1 7.27 137 4
Q9Y6Q5 AP-1 complex subunit mu-2 OS=Homo sapiens GN=AP1M2 PE=1 SV=4 13 5 10 5 1 423 48.1 8.22 137 5
P28799 Granulins OS=Homo sapiens GN=GRN PE=1 SV=2 12 6 7 6 1 593 63.5 6.83 137 6
Q99497 Protein/nucleic acid deglycase DJ-1 OS=Homo sapiens GN=PARK7 PE=1 SV=2 42 6 11 6 1 189 19.9 6.79 137 6
P55060 Exportin-2 OS=Homo sapiens GN=CSE1L PE=1 SV=3 9 7 9 7 1 971 110.3 5.77 137 7
P26599 Polypyrimidine tract-binding protein 1 OS=Homo sapiens GN=PTBP1 PE=1 SV=1 5 2 3 2 1 531 57.2 9.17 138 2
O95352 Ubiquitin-like modifier-activating enzyme ATG7 OS=Homo sapiens GN=ATG7 PE=1 SV=1 6 3 4 3 1 703 77.9 6.24 138 3
Q86X76 Deaminated glutathione amidase OS=Homo sapiens GN=NIT1 PE=1 SV=2 28 5 6 5 1 327 35.9 7.74 138 5
Q14C86 GTPase-activating protein and VPS9 domain-containing protein 1 OS=Homo sapiens GN=GAPVD1 PE=1 S 6 6 8 6 1 1478 164.9 5.22 138 6
Q92896 Golgi apparatus protein 1 OS=Homo sapiens GN=GLG1 PE=1 SV=2 8 7 8 7 1 1179 134.5 6.9 138 7
Q53EL6 Programmed cell death protein 4 OS=Homo sapiens GN=PDCD4 PE=1 SV=2 21 8 13 8 1 469 51.7 5.21 138 8
P07357 Complement component C8 alpha chain OS=Homo sapiens GN=C8A PE=1 SV=2 11 5 5 5 1 584 65.1 6.47 139 5
P47989 Xanthine dehydrogenase/oxidase OS=Homo sapiens GN=XDH PE=1 SV=4 6 6 9 6 1 1333 146.3 7.66 141 6
P14324 Farnesyl pyrophosphate synthase OS=Homo sapiens GN=FDPS PE=1 SV=4 13 4 8 4 1 419 48.2 6.15 142 4
P34096 Ribonuclease 4 OS=Homo sapiens GN=RNASE4 PE=1 SV=3 27 4 8 4 1 147 16.8 9.03 142 4
P30711 Glutathione S-transferase theta-1 OS=Homo sapiens GN=GSTT1 PE=1 SV=4 23 5 11 5 1 240 27.3 7.49 143 5
P29622 Kallistatin OS=Homo sapiens GN=SERPINA4 PE=1 SV=3 18 7 12 7 1 427 48.5 7.75 143 7
P22792 Carboxypeptidase N subunit 2 OS=Homo sapiens GN=CPN2 PE=1 SV=3 11 5 8 5 1 545 60.5 5.99 144 5
Q13217 DnaJ homolog subfamily C member 3 OS=Homo sapiens GN=DNAJC3 PE=1 SV=1 7 2 5 2 1 504 57.5 6.15 145 2
P67809 Nuclease-sensitive element-binding protein 1 OS=Homo sapiens GN=YBX1 PE=1 SV=3 15 2 4 2 1 324 35.9 9.88 145 2
Q9HB40 Retinoid-inducible serine carboxypeptidase OS=Homo sapiens GN=SCPEP1 PE=1 SV=1 6 2 6 2 1 452 50.8 5.81 145 2
P20591 Interferon-induced GTP-binding protein Mx1 OS=Homo sapiens GN=MX1 PE=1 SV=4 15 8 15 8 1 662 75.5 5.83 145 8
Q14118 Dystroglycan OS=Homo sapiens GN=DAG1 PE=1 SV=2 5 2 4 2 1 895 97.4 8.56 148 2
P13987 CD59 glycoprotein OS=Homo sapiens GN=CD59 PE=1 SV=1 20 3 13 3 1 128 14.2 6.48 148 3
P63241 Eukaryotic translation initiation factor 5A-1 OS=Homo sapiens GN=EIF5A PE=1 SV=2 28 4 14 4 1 154 16.8 5.24 148 4
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P63151 Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Homo sapiens G   16 5 7 5 1 447 51.7 6.2 148 5
P49591 Serine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=SARS PE=1 SV=3 11 5 13 5 1 514 58.7 6.43 148 5
Q9Y2A7 Nck-associated protein 1 OS=Homo sapiens GN=NCKAP1 PE=1 SV=1 7 6 9 6 1 1128 128.7 6.62 148 6
Q09666 Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2 6 7 18 7 1 5890 628.7 6.15 148 7
O94979 Protein transport protein Sec31A OS=Homo sapiens GN=SEC31A PE=1 SV=3 8 7 11 7 1 1220 132.9 6.89 149 7
Q9BRF8 Serine/threonine-protein phosphatase CPPED1 OS=Homo sapiens GN=CPPED1 PE=1 SV=3 26 5 10 5 1 314 35.5 6.2 150 5
O15264 Mitogen-activated protein kinase 13 OS=Homo sapiens GN=MAPK13 PE=1 SV=1 8 3 8 3 1 365 42.1 8.38 151 3
P25788 Proteasome subunit alpha type-3 OS=Homo sapiens GN=PSMA3 PE=1 SV=2 22 5 8 5 1 255 28.4 5.33 151 5
Q16719 Kynureninase OS=Homo sapiens GN=KYNU PE=1 SV=1 18 6 9 6 1 465 52.3 7.03 151 6
O14773 Tripeptidyl-peptidase 1 OS=Homo sapiens GN=TPP1 PE=1 SV=2 8 3 6 3 1 563 61.2 6.48 152 3
P05198 Eukaryotic translation initiation factor 2 subunit 1 OS=Homo sapiens GN=EIF2S1 PE=1 SV=3 17 4 4 4 1 315 36.1 5.08 152 4
O00764 Pyridoxal kinase OS=Homo sapiens GN=PDXK PE=1 SV=1 21 4 5 4 1 312 35.1 6.13 152 4
P17174 Aspartate aminotransferase, cytoplasmic OS=Homo sapiens GN=GOT1 PE=1 SV=3 20 5 8 5 1 413 46.2 7.01 152 5
Q5SRE7 Phytanoyl-CoA dioxygenase domain-containing protein 1 OS=Homo sapiens GN=PHYHD1 PE=1 SV=2 24 5 11 5 1 291 32.4 6.32 152 5
Q9ULC4 Malignant T-cell-amplified sequence 1 OS=Homo sapiens GN=MCTS1 PE=1 SV=1 17 2 3 2 1 181 20.5 8.82 153 2
Q96IU4 Protein ABHD14B OS=Homo sapiens GN=ABHD14B PE=1 SV=1 11 2 5 2 1 210 22.3 6.4 153 2
Q99538 Legumain OS=Homo sapiens GN=LGMN PE=1 SV=1 5 3 7 3 1 433 49.4 6.55 153 3
Q8NBF2 NHL repeat-containing protein 2 OS=Homo sapiens GN=NHLRC2 PE=1 SV=1 10 5 8 5 1 726 79.4 5.55 153 5
Q9P289 Serine/threonine-protein kinase 26 OS=Homo sapiens GN=STK26 PE=1 SV=2 20 6 7 4 1 416 46.5 5.29 153 6
P52943 Cysteine-rich protein 2 OS=Homo sapiens GN=CRIP2 PE=1 SV=1 32 3 5 3 1 208 22.5 8.72 154 3
P61978 Heterogeneous nuclear ribonucleoprotein K OS=Homo sapiens GN=HNRNPK PE=1 SV=1 11 3 5 3 1 463 50.9 5.54 154 3
Q8N474 Secreted frizzled-related protein 1 OS=Homo sapiens GN=SFRP1 PE=1 SV=1 21 5 8 5 1 314 35.4 8.85 154 5
Q9UEW8 STE20/SPS1-related proline-alanine-rich protein kinase OS=Homo sapiens GN=STK39 PE=1 SV=3 19 7 14 5 1 545 59.4 6.29 154 7
Q99471 Prefoldin subunit 5 OS=Homo sapiens GN=PFDN5 PE=1 SV=2 21 2 4 2 1 154 17.3 6.33 155 2
P08263 Glutathione S-transferase A1 OS=Homo sapiens GN=GSTA1 PE=1 SV=3 13 2 5 2 1 222 25.6 8.88 156 2
Q15847 Adipogenesis regulatory factor OS=Homo sapiens GN=ADIRF PE=1 SV=1 30 3 4 3 1 76 7.9 5.31 156 3
P11908 Ribose-phosphate pyrophosphokinase 2 OS=Homo sapiens GN=PRPS2 PE=1 SV=2 31 7 10 7 1 318 34.7 6.61 156 7
Q15366 Poly(rC)-binding protein 2 OS=Homo sapiens GN=PCBP2 PE=1 SV=1 13 3 5 2 1 365 38.6 6.79 158 3
P51858 Hepatoma-derived growth factor OS=Homo sapiens GN=HDGF PE=1 SV=1 26 4 13 4 1 240 26.8 4.73 158 4
P15374 Ubiquitin carboxyl-terminal hydrolase isozyme L3 OS=Homo sapiens GN=UCHL3 PE=1 SV=1 21 4 8 4 1 230 26.2 4.92 158 4
Q8NBJ4 Golgi membrane protein 1 OS=Homo sapiens GN=GOLM1 PE=1 SV=1 26 7 18 7 1 401 45.3 4.97 158 7
Q99584 Protein S100-A13 OS=Homo sapiens GN=S100A13 PE=1 SV=1 21 2 6 2 1 98 11.5 6.16 159 2
O00571 ATP-dependent RNA helicase DDX3X OS=Homo sapiens GN=DDX3X PE=1 SV=3 9 5 7 4 1 662 73.2 7.18 159 5
Q08623 Pseudouridine-5'-phosphatase OS=Homo sapiens GN=PUDP PE=1 SV=3 12 2 7 2 1 228 25.2 5.31 160 2
P00568 Adenylate kinase isoenzyme 1 OS=Homo sapiens GN=AK1 PE=1 SV=3 36 7 11 7 1 194 21.6 8.63 160 7
P21281 V-type proton ATPase subunit B, brain isoform OS=Homo sapiens GN=ATP6V1B2 PE=1 SV=3 17 7 10 4 1 511 56.5 5.81 160 7
O94760 N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 OS=Homo sapiens GN=DDAH1 PE=1 SV=3 15 3 6 3 1 285 31.1 5.81 161 3
P35237 Serpin B6 OS=Homo sapiens GN=SERPINB6 PE=1 SV=3 11 3 6 3 1 376 42.6 5.27 161 3
P06865 Beta-hexosaminidase subunit alpha OS=Homo sapiens GN=HEXA PE=1 SV=2 9 5 7 5 1 529 60.7 5.16 161 5
Q9BR76 Coronin-1B OS=Homo sapiens GN=CORO1B PE=1 SV=1 18 5 11 5 1 489 54.2 5.88 161 5
Q16881 Thioredoxin reductase 1, cytoplasmic OS=Homo sapiens GN=TXNRD1 PE=1 SV=3 14 6 9 6 1 649 70.9 7.39 161 6
O00584 Ribonuclease T2 OS=Homo sapiens GN=RNASET2 PE=1 SV=2 17 3 12 3 1 256 29.5 7.08 162 3
O60763 General vesicular transport factor p115 OS=Homo sapiens GN=USO1 PE=1 SV=2 7 5 9 5 1 962 107.8 4.91 162 5
Q96FV2 Secernin-2 OS=Homo sapiens GN=SCRN2 PE=1 SV=3 16 5 8 5 1 425 46.6 5.67 162 5
Q9NZL9 Methionine adenosyltransferase 2 subunit beta OS=Homo sapiens GN=MAT2B PE=1 SV=1 18 4 6 4 1 334 37.5 7.36 163 4
P24666 Low molecular weight phosphotyrosine protein phosphatase OS=Homo sapiens GN=ACP1 PE=1 SV=3 18 2 3 2 1 158 18 6.74 164 2
Q08257 Quinone oxidoreductase OS=Homo sapiens GN=CRYZ PE=1 SV=1 27 5 9 5 1 329 35.2 8.44 164 5
Q5VT79 Annexin A8-like protein 1 OS=Homo sapiens GN=ANXA8L1 PE=2 SV=2 29 8 10 8 1 327 36.9 5.78 164 8
Q99426 Tubulin-folding cofactor B OS=Homo sapiens GN=TBCB PE=1 SV=2 8 2 4 2 1 244 27.3 5.15 165 2
Q7L576 Cytoplasmic FMR1-interacting protein 1 OS=Homo sapiens GN=CYFIP1 PE=1 SV=1 4 4 6 4 1 1253 145.1 6.9 165 4
P61769 Beta-2-microglobulin OS=Homo sapiens GN=B2M PE=1 SV=1 19 2 7 2 1 119 13.7 6.52 166 2
Q9BUT1 3-hydroxybutyrate dehydrogenase type 2 OS=Homo sapiens GN=BDH2 PE=1 SV=2 21 4 7 4 1 245 26.7 7.65 166 4
Q96C19 EF-hand domain-containing protein D2 OS=Homo sapiens GN=EFHD2 PE=1 SV=1 17 4 7 4 1 240 26.7 5.2 166 4
P12955 Xaa-Pro dipeptidase OS=Homo sapiens GN=PEPD PE=1 SV=3 14 5 6 5 1 493 54.5 6 166 5
P09429 High mobility group protein B1 OS=Homo sapiens GN=HMGB1 PE=1 SV=3 21 3 5 2 1 215 24.9 5.74 167 3
Q6P6B1 Glutamate-rich protein 5 OS=Homo sapiens GN=ERICH5 PE=2 SV=1 22 4 6 4 1 374 39.9 4.49 167 4
Q13162 Peroxiredoxin-4 OS=Homo sapiens GN=PRDX4 PE=1 SV=1 16 4 7 2 1 271 30.5 6.29 167 4
P09871 Complement C1s subcomponent OS=Homo sapiens GN=C1S PE=1 SV=1 13 5 11 5 1 688 76.6 4.96 167 5
Q8IZ83 Aldehyde dehydrogenase family 16 member A1 OS=Homo sapiens GN=ALDH16A1 PE=1 SV=2 15 6 10 6 1 802 85.1 6.79 167 6
Q02790 Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Homo sapiens GN=FKBP4 PE=1 SV=3 16 6 10 6 1 459 51.8 5.43 167 6
Q16775 Hydroxyacylglutathione hydrolase, mitochondrial OS=Homo sapiens GN=HAGH PE=1 SV=2 13 3 5 3 1 308 33.8 8.12 168 3
P51812 Ribosomal protein S6 kinase alpha-3 OS=Homo sapiens GN=RPS6KA3 PE=1 SV=1 13 8 10 7 1 740 83.7 6.89 168 8
O43813 LanC-like protein 1 OS=Homo sapiens GN=LANCL1 PE=1 SV=1 8 3 12 3 1 399 45.3 7.75 169 3
Q14166 Tubulin--tyrosine ligase-like protein 12 OS=Homo sapiens GN=TTLL12 PE=1 SV=2 15 6 12 6 1 644 74.4 5.53 169 6
Q9Y3F4 Serine-threonine kinase receptor-associated protein OS=Homo sapiens GN=STRAP PE=1 SV=1 16 4 8 4 1 350 38.4 5.12 170 4
P02753 Retinol-binding protein 4 OS=Homo sapiens GN=RBP4 PE=1 SV=3 19 3 4 3 1 201 23 6.07 171 3
P60981 Destrin OS=Homo sapiens GN=DSTN PE=1 SV=3 32 5 11 5 1 165 18.5 7.85 172 5
P33908 Mannosyl-oligosaccharide 1,2-alpha-mannosidase IA OS=Homo sapiens GN=MAN1A1 PE=1 SV=3 4 2 6 2 1 653 72.9 6.47 173 2
P09417 Dihydropteridine reductase OS=Homo sapiens GN=QDPR PE=1 SV=2 23 4 11 4 1 244 25.8 7.37 173 4
Q6ZVX7 F-box only protein 50 OS=Homo sapiens GN=NCCRP1 PE=1 SV=1 30 4 6 4 1 275 30.8 6.62 173 4
A0A0J9YX3 Immunoglobulin heavy variable 3-64D OS=Homo sapiens GN=IGHV3-64D PE=3 SV=1 19 2 6 2 1 117 12.8 7.85 174 2
Q16401 26S proteasome non-ATPase regulatory subunit 5 OS=Homo sapiens GN=PSMD5 PE=1 SV=3 18 6 7 6 1 504 56.2 5.48 175 6
Q9UIA9 Exportin-7 OS=Homo sapiens GN=XPO7 PE=1 SV=3 4 3 4 3 1 1087 123.8 6.32 177 3
A0A0B4J1VImmunoglobulin heavy variable 3-15 OS=Homo sapiens GN=IGHV3-15 PE=3 SV=1 18 3 15 2 1 119 12.9 8.62 178 3
P68036 Ubiquitin-conjugating enzyme E2 L3 OS=Homo sapiens GN=UBE2L3 PE=1 SV=1 36 3 11 3 1 154 17.9 8.51 178 3
O43396 Thioredoxin-like protein 1 OS=Homo sapiens GN=TXNL1 PE=1 SV=3 32 6 7 6 1 289 32.2 4.96 179 6
P10599 Thioredoxin OS=Homo sapiens GN=TXN PE=1 SV=3 30 4 16 4 1 105 11.7 4.92 180 4
P02649 Apolipoprotein E OS=Homo sapiens GN=APOE PE=1 SV=1 18 5 11 5 1 317 36.1 5.73 180 5
Q8N1Q1 Carbonic anhydrase 13 OS=Homo sapiens GN=CA13 PE=1 SV=1 18 5 12 5 1 262 29.4 6.96 180 5
Q9NZT1 Calmodulin-like protein 5 OS=Homo sapiens GN=CALML5 PE=1 SV=2 27 3 6 3 1 146 15.9 4.44 182 3
A0A0B4J1XImmunoglobulin heavy variable 3-43 OS=Homo sapiens GN=IGHV3-43 PE=3 SV=1 35 3 13 2 1 118 13.1 5.41 182 3
O95994 Anterior gradient protein 2 homolog OS=Homo sapiens GN=AGR2 PE=1 SV=1 17 3 7 3 1 175 20 9 183 3
Q14103 Heterogeneous nuclear ribonucleoprotein D0 OS=Homo sapiens GN=HNRNPD PE=1 SV=1 9 3 6 2 1 355 38.4 7.81 184 3
P53618 Coatomer subunit beta OS=Homo sapiens GN=COPB1 PE=1 SV=3 8 5 6 5 1 953 107.1 6.05 184 5
P21399 Cytoplasmic aconitate hydratase OS=Homo sapiens GN=ACO1 PE=1 SV=3 11 8 16 8 1 889 98.3 6.68 184 8
Q13561 Dynactin subunit 2 OS=Homo sapiens GN=DCTN2 PE=1 SV=4 14 5 9 5 1 401 44.2 5.21 185 5
Q96PD5 N-acetylmuramoyl-L-alanine amidase OS=Homo sapiens GN=PGLYRP2 PE=1 SV=1 13 5 7 5 1 576 62.2 7.55 185 5
Q9Y3S1 Serine/threonine-protein kinase WNK2 OS=Homo sapiens GN=WNK2 PE=1 SV=4 4 5 7 5 1 2297 242.5 6.13 185 5
P04080 Cystatin-B OS=Homo sapiens GN=CSTB PE=1 SV=2 24 2 11 2 1 98 11.1 7.56 186 2
P22061 Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Homo sapiens GN=PCMT1 PE=1 SV=4 30 4 7 4 1 227 24.6 7.21 187 4
P05546 Heparin cofactor 2 OS=Homo sapiens GN=SERPIND1 PE=1 SV=3 18 7 15 7 1 499 57 6.9 187 7
P08294 Extracellular superoxide dismutase [Cu-Zn] OS=Homo sapiens GN=SOD3 PE=1 SV=2 35 4 6 4 1 240 25.8 6.61 188 4
Q9UBC9 Small proline-rich protein 3 OS=Homo sapiens GN=SPRR3 PE=1 SV=2 66 8 17 8 1 169 18.1 8.57 188 8
P33176 Kinesin-1 heavy chain OS=Homo sapiens GN=KIF5B PE=1 SV=1 10 7 11 7 1 963 109.6 6.51 189 7
P13796 Plastin-2 OS=Homo sapiens GN=LCP1 PE=1 SV=6 13 8 13 5 1 627 70.2 5.43 189 8
Q13200 26S proteasome non-ATPase regulatory subunit 2 OS=Homo sapiens GN=PSMD2 PE=1 SV=3 12 7 14 7 1 908 100.1 5.2 190 7
O95361 Tripartite motif-containing protein 16 OS=Homo sapiens GN=TRIM16 PE=1 SV=3 10 4 10 4 1 564 63.9 5.49 191 4
Q14651 Plastin-1 OS=Homo sapiens GN=PLS1 PE=1 SV=2 17 8 13 4 1 629 70.2 5.41 191 8
O14791 Apolipoprotein L1 OS=Homo sapiens GN=APOL1 PE=1 SV=5 6 2 4 2 1 398 43.9 5.81 192 2
Q13596 Sorting nexin-1 OS=Homo sapiens GN=SNX1 PE=1 SV=3 9 4 9 2 1 522 59 5.15 192 4
P17812 CTP synthase 1 OS=Homo sapiens GN=CTPS1 PE=1 SV=2 18 8 12 7 1 591 66.6 6.46 192 8
P47755 F-actin-capping protein subunit alpha-2 OS=Homo sapiens GN=CAPZA2 PE=1 SV=3 47 8 13 6 1 286 32.9 5.85 192 8
O95671 N-acetylserotonin O-methyltransferase-like protein OS=Homo sapiens GN=ASMTL PE=1 SV=3 5 2 5 2 1 621 68.8 6.07 193 2
P06753 Tropomyosin alpha-3 chain OS=Homo sapiens GN=TPM3 PE=1 SV=2 12 3 11 3 1 285 32.9 4.72 193 3
P04632 Calpain small subunit 1 OS=Homo sapiens GN=CAPNS1 PE=1 SV=1 30 5 11 5 1 268 28.3 5.2 193 5
P40925 Malate dehydrogenase, cytoplasmic OS=Homo sapiens GN=MDH1 PE=1 SV=4 26 6 10 6 1 334 36.4 7.36 193 6
Q13813 Spectrin alpha chain, non-erythrocytic 1 OS=Homo sapiens GN=SPTAN1 PE=1 SV=3 6 11 13 11 1 2472 284.4 5.35 193 11
P26447 Protein S100-A4 OS=Homo sapiens GN=S100A4 PE=1 SV=1 28 3 31 3 1 101 11.7 6.11 194 3
P02748 Complement component C9 OS=Homo sapiens GN=C9 PE=1 SV=2 17 7 13 7 1 559 63.1 5.59 194 7
P28482 Mitogen-activated protein kinase 1 OS=Homo sapiens GN=MAPK1 PE=1 SV=3 28 8 13 4 1 360 41.4 6.98 196 8
P54578 Ubiquitin carboxyl-terminal hydrolase 14 OS=Homo sapiens GN=USP14 PE=1 SV=3 19 6 11 6 1 494 56 5.3 197 6
P04196 Histidine-rich glycoprotein OS=Homo sapiens GN=HRG PE=1 SV=1 19 7 13 7 1 525 59.5 7.5 197 7
Q15369 Elongin-C OS=Homo sapiens GN=ELOC PE=1 SV=1 41 3 4 3 1 112 12.5 4.78 199 3
Q3LXA3 Triokinase/FMN cyclase OS=Homo sapiens GN=TKFC PE=1 SV=2 12 5 7 5 1 575 58.9 7.49 201 5
P29373 Cellular retinoic acid-binding protein 2 OS=Homo sapiens GN=CRABP2 PE=1 SV=2 35 4 13 4 1 138 15.7 5.4 203 4
Q9NQW7 Xaa-Pro aminopeptidase 1 OS=Homo sapiens GN=XPNPEP1 PE=1 SV=3 15 7 9 7 1 623 69.9 5.67 203 7
Q03591 Complement factor H-related protein 1 OS=Homo sapiens GN=CFHR1 PE=1 SV=2 25 6 8 4 1 330 37.6 7.39 204 6
P36405 ADP-ribosylation factor-like protein 3 OS=Homo sapiens GN=ARL3 PE=1 SV=2 23 3 7 3 1 182 20.4 7.24 206 3
O95336 6-phosphogluconolactonase OS=Homo sapiens GN=PGLS PE=1 SV=2 25 4 11 4 1 258 27.5 6.05 206 4
P26641 Elongation factor 1-gamma OS=Homo sapiens GN=EEF1G PE=1 SV=3 13 4 9 4 1 437 50.1 6.67 206 4
Q9UNZ2 NSFL1 cofactor p47 OS=Homo sapiens GN=NSFL1C PE=1 SV=2 29 8 10 8 1 370 40.5 5.1 206 8
P11216 Glycogen phosphorylase, brain form OS=Homo sapiens GN=PYGB PE=1 SV=5 16 10 14 9 1 843 96.6 6.86 207 10
P00325 Alcohol dehydrogenase 1B OS=Homo sapiens GN=ADH1B PE=1 SV=2 29 9 20 3 1 375 39.8 8.29 209 9
P46926 Glucosamine-6-phosphate isomerase 1 OS=Homo sapiens GN=GNPDA1 PE=1 SV=1 27 6 10 3 1 289 32.6 6.92 210 6
A0MZ66 Shootin-1 OS=Homo sapiens GN=SHTN1 PE=1 SV=4 18 8 14 8 1 631 71.6 5.33 211 8
P46782 40S ribosomal protein S5 OS=Homo sapiens GN=RPS5 PE=1 SV=4 14 2 4 2 1 204 22.9 9.72 212 2
Q07812 Apoptosis regulator BAX OS=Homo sapiens GN=BAX PE=1 SV=1 14 2 5 2 1 192 21.2 5.22 212 2
P01782 Immunoglobulin heavy variable 3-9 OS=Homo sapiens GN=IGHV3-9 PE=1 SV=2 35 3 16 2 1 118 12.9 7.08 213 3
Q15435 Protein phosphatase 1 regulatory subunit 7 OS=Homo sapiens GN=PPP1R7 PE=1 SV=1 28 9 14 9 1 360 41.5 4.91 213 9
P19652 Alpha-1-acid glycoprotein 2 OS=Homo sapiens GN=ORM2 PE=1 SV=2 22 5 14 3 1 201 23.6 5.11 214 5
P04155 Trefoil factor 1 OS=Homo sapiens GN=TFF1 PE=1 SV=1 21 2 6 2 1 84 9.1 4.35 216 2
Q13630 GDP-L-fucose synthase OS=Homo sapiens GN=TSTA3 PE=1 SV=1 21 5 8 5 1 321 35.9 6.6 216 5
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Q15019 Septin-2 OS=Homo sapiens GN=SEPT2 PE=1 SV=1 30 6 8 6 1 361 41.5 6.6 217 6
Q14203 Dynactin subunit 1 OS=Homo sapiens GN=DCTN1 PE=1 SV=3 9 8 14 8 1 1278 141.6 5.81 217 8
P30085 UMP-CMP kinase OS=Homo sapiens GN=CMPK1 PE=1 SV=3 39 6 13 6 1 196 22.2 5.57 218 6
P22352 Glutathione peroxidase 3 OS=Homo sapiens GN=GPX3 PE=1 SV=2 19 4 12 4 1 226 25.5 8.13 219 4
P05156 Complement factor I OS=Homo sapiens GN=CFI PE=1 SV=2 10 5 10 5 1 583 65.7 7.5 219 5
Q04637 Eukaryotic translation initiation factor 4 gamma 1 OS=Homo sapiens GN=EIF4G1 PE=1 SV=4 7 6 9 6 1 1599 175.4 5.33 220 6
Q9HAB8 Phosphopantothenate--cysteine ligase OS=Homo sapiens GN=PPCS PE=1 SV=2 17 5 9 5 1 311 34 6.71 221 5
P43490 Nicotinamide phosphoribosyltransferase OS=Homo sapiens GN=NAMPT PE=1 SV=1 32 12 27 12 1 491 55.5 7.15 221 12
P25325 3-mercaptopyruvate sulfurtransferase OS=Homo sapiens GN=MPST PE=1 SV=3 31 6 12 6 1 297 33.2 6.6 222 6
P17931 Galectin-3 OS=Homo sapiens GN=LGALS3 PE=1 SV=5 22 5 24 5 1 250 26.1 8.56 224 5
Q9UL46 Proteasome activator complex subunit 2 OS=Homo sapiens GN=PSME2 PE=1 SV=4 29 6 16 6 1 239 27.4 5.73 225 6
Q96G03 Phosphoglucomutase-2 OS=Homo sapiens GN=PGM2 PE=1 SV=4 19 9 15 9 1 612 68.2 6.73 225 9
P25789 Proteasome subunit alpha type-4 OS=Homo sapiens GN=PSMA4 PE=1 SV=1 38 6 11 6 1 261 29.5 7.72 226 6
P62333 26S proteasome regulatory subunit 10B OS=Homo sapiens GN=PSMC6 PE=1 SV=1 21 7 12 7 1 389 44.1 7.49 226 7
P28066 Proteasome subunit alpha type-5 OS=Homo sapiens GN=PSMA5 PE=1 SV=3 39 6 10 6 1 241 26.4 4.79 227 6
Q14974 Importin subunit beta-1 OS=Homo sapiens GN=KPNB1 PE=1 SV=2 10 7 14 7 1 876 97.1 4.78 227 7
Q04760 Lactoylglutathione lyase OS=Homo sapiens GN=GLO1 PE=1 SV=4 20 3 10 3 1 184 20.8 5.31 228 3
P06331 Immunoglobulin heavy variable 4-34 OS=Homo sapiens GN=IGHV4-34 PE=1 SV=2 37 3 12 3 1 123 13.8 9.33 229 3
O14745 Na(+)/H(+) exchange regulatory cofactor NHE-RF1 OS=Homo sapiens GN=SLC9A3R1 PE=1 SV=4 28 6 8 6 1 358 38.8 5.77 229 6
P30520 Adenylosuccinate synthetase isozyme 2 OS=Homo sapiens GN=ADSS PE=1 SV=3 20 7 9 7 1 456 50.1 6.55 229 7
P07237 Protein disulfide-isomerase OS=Homo sapiens GN=P4HB PE=1 SV=3 21 10 16 10 1 508 57.1 4.87 229 10
P14555 Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 24 2 15 2 1 144 16.1 9.23 230 2
Q9UNH7 Sorting nexin-6 OS=Homo sapiens GN=SNX6 PE=1 SV=1 7 2 7 2 1 406 46.6 6.16 230 2
P11586 C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens GN=MTHFD1 PE=1 SV=3 16 13 16 13 1 935 101.5 7.3 230 13
A0A0C4DH Immunoglobulin heavy variable 1-18 OS=Homo sapiens GN=IGHV1-18 PE=3 SV=1 27 2 5 2 1 117 12.8 8.84 232 2
P35606 Coatomer subunit beta' OS=Homo sapiens GN=COPB2 PE=1 SV=2 17 11 17 11 1 906 102.4 5.27 232 11
P42224 Signal transducer and activator of transcription 1-alpha/beta OS=Homo sapiens GN=STAT1 PE=1 SV=2 19 10 14 10 1 750 87.3 6.05 233 10
P06703 Protein S100-A6 OS=Homo sapiens GN=S100A6 PE=1 SV=1 30 4 19 4 1 90 10.2 5.48 234 4
P14314 Glucosidase 2 subunit beta OS=Homo sapiens GN=PRKCSH PE=1 SV=2 19 8 12 8 1 528 59.4 4.41 234 8
P63244 Receptor of activated protein C kinase 1 OS=Homo sapiens GN=RACK1 PE=1 SV=3 27 6 11 6 1 317 35.1 7.69 235 6
P13716 Delta-aminolevulinic acid dehydratase OS=Homo sapiens GN=ALAD PE=1 SV=1 29 7 10 7 1 330 36.3 6.79 236 7
Q13126 S-methyl-5'-thioadenosine phosphorylase OS=Homo sapiens GN=MTAP PE=1 SV=2 41 8 19 8 1 283 31.2 7.18 236 8
O43488 Aflatoxin B1 aldehyde reductase member 2 OS=Homo sapiens GN=AKR7A2 PE=1 SV=3 19 5 17 5 1 359 39.6 7.17 238 5
P22392 Nucleoside diphosphate kinase B OS=Homo sapiens GN=NME2 PE=1 SV=1 44 4 26 4 1 152 17.3 8.41 239 4
Q99460 26S proteasome non-ATPase regulatory subunit 1 OS=Homo sapiens GN=PSMD1 PE=1 SV=2 13 9 15 9 1 953 105.8 5.39 239 9
P31947 14-3-3 protein sigma OS=Homo sapiens GN=SFN PE=1 SV=1 28 8 25 6 1 248 27.8 4.74 241 8
P43652 Afamin OS=Homo sapiens GN=AFM PE=1 SV=1 16 9 15 9 1 599 69 5.9 241 9
P15104 Glutamine synthetase OS=Homo sapiens GN=GLUL PE=1 SV=4 19 5 10 5 1 373 42 6.89 243 5
P78371 T-complex protein 1 subunit beta OS=Homo sapiens GN=CCT2 PE=1 SV=4 13 5 8 5 1 535 57.5 6.46 243 5
Q9UJ70 N-acetyl-D-glucosamine kinase OS=Homo sapiens GN=NAGK PE=1 SV=4 25 7 16 7 1 344 37.4 6.24 244 7
Q9NQR4 Omega-amidase NIT2 OS=Homo sapiens GN=NIT2 PE=1 SV=1 16 4 10 4 1 276 30.6 7.21 245 4
Q14376 UDP-glucose 4-epimerase OS=Homo sapiens GN=GALE PE=1 SV=2 24 8 13 8 1 348 38.3 6.73 245 8
Q9BW04 Specifically androgen-regulated gene protein OS=Homo sapiens GN=SARG PE=1 SV=2 28 9 15 9 1 601 63.9 8.62 245 9
P31941 DNA dC->dU-editing enzyme APOBEC-3A OS=Homo sapiens GN=APOBEC3A PE=1 SV=3 32 6 16 6 1 199 23 6.84 246 6
P06744 Glucose-6-phosphate isomerase OS=Homo sapiens GN=GPI PE=1 SV=4 27 11 16 11 1 558 63.1 8.32 247 11
Q9UBQ7 Glyoxylate reductase/hydroxypyruvate reductase OS=Homo sapiens GN=GRHPR PE=1 SV=1 32 6 15 6 1 328 35.6 7.39 248 6
A0A0B4J1Y Immunoglobulin heavy variable 3-72 OS=Homo sapiens GN=IGHV3-72 PE=3 SV=1 51 5 21 4 1 119 13.2 7.85 249 5
O95861 3'(2'),5'-bisphosphate nucleotidase 1 OS=Homo sapiens GN=BPNT1 PE=1 SV=1 30 6 8 6 1 308 33.4 5.69 250 6
Q16851 UTP--glucose-1-phosphate uridylyltransferase OS=Homo sapiens GN=UGP2 PE=1 SV=5 25 9 18 9 1 508 56.9 8.15 250 9
P11766 Alcohol dehydrogenase class-3 OS=Homo sapiens GN=ADH5 PE=1 SV=4 19 5 11 5 1 374 39.7 7.49 251 5
P49588 Alanine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=AARS PE=1 SV=2 11 8 14 8 1 968 106.7 5.53 252 8
P01031 Complement C5 OS=Homo sapiens GN=C5 PE=1 SV=4 11 15 21 15 1 1676 188.2 6.52 252 15
O15231 Zinc finger protein 185 OS=Homo sapiens GN=ZNF185 PE=1 SV=3 20 8 18 8 1 689 73.5 7.01 254 8
Q00796 Sorbitol dehydrogenase OS=Homo sapiens GN=SORD PE=1 SV=4 26 5 12 5 1 357 38.3 7.97 255 5
P15559 NAD(P)H dehydrogenase [quinone] 1 OS=Homo sapiens GN=NQO1 PE=1 SV=1 18 4 16 4 1 274 30.8 8.88 256 4
P28070 Proteasome subunit beta type-4 OS=Homo sapiens GN=PSMB4 PE=1 SV=4 22 4 12 4 1 264 29.2 5.97 258 4
P23381 Tryptophan--tRNA ligase, cytoplasmic OS=Homo sapiens GN=WARS PE=1 SV=2 10 4 8 4 1 471 53.1 6.23 259 4
Q14508 WAP four-disulfide core domain protein 2 OS=Homo sapiens GN=WFDC2 PE=1 SV=2 34 4 10 4 1 124 13 4.84 259 4
Q9ULA0 Aspartyl aminopeptidase OS=Homo sapiens GN=DNPEP PE=1 SV=1 20 7 12 7 1 475 52.4 7.42 259 7
Q9NR45 Sialic acid synthase OS=Homo sapiens GN=NANS PE=1 SV=2 28 7 14 7 1 359 40.3 6.74 259 7
P48637 Glutathione synthetase OS=Homo sapiens GN=GSS PE=1 SV=1 23 10 18 10 1 474 52.4 5.92 259 10
Q9H6S3 Epidermal growth factor receptor kinase substrate 8-like protein 2 OS=Homo sapiens GN=EPS8L2 PE=1 S 14 7 12 7 1 715 80.6 6.84 260 7
P68871 Hemoglobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2 63 7 14 7 1 147 16 7.28 260 7
P20073 Annexin A7 OS=Homo sapiens GN=ANXA7 PE=1 SV=3 21 8 13 8 1 488 52.7 5.68 261 8
Q96HN2 Adenosylhomocysteinase 3 OS=Homo sapiens GN=AHCYL2 PE=1 SV=1 16 9 21 2 1 611 66.7 7.36 261 9
Q53FA7 Quinone oxidoreductase PIG3 OS=Homo sapiens GN=TP53I3 PE=1 SV=2 27 6 9 6 1 332 35.5 7.17 265 6
P61204 ADP-ribosylation factor 3 OS=Homo sapiens GN=ARF3 PE=1 SV=2 32 5 11 4 1 181 20.6 7.43 266 5
Q12805 EGF-containing fibulin-like extracellular matrix protein 1 OS=Homo sapiens GN=EFEMP1 PE=1 SV=2 14 5 11 5 1 493 54.6 5.07 266 5
P01700 Immunoglobulin lambda variable 1-47 OS=Homo sapiens GN=IGLV1-47 PE=1 SV=2 25 2 11 2 1 117 12.3 5.91 267 2
P01034 Cystatin-C OS=Homo sapiens GN=CST3 PE=1 SV=1 31 4 20 4 1 146 15.8 8.75 267 4
Q96FW1 Ubiquitin thioesterase OTUB1 OS=Homo sapiens GN=OTUB1 PE=1 SV=2 26 6 12 6 1 271 31.3 4.94 267 6
P42574 Caspase-3 OS=Homo sapiens GN=CASP3 PE=1 SV=2 25 5 14 4 1 277 31.6 6.54 268 5
P30046 D-dopachrome decarboxylase OS=Homo sapiens GN=DDT PE=1 SV=3 39 4 8 4 1 118 12.7 7.3 269 4
P40227 T-complex protein 1 subunit zeta OS=Homo sapiens GN=CCT6A PE=1 SV=3 22 7 12 7 1 531 58 6.68 269 7
P08571 Monocyte differentiation antigen CD14 OS=Homo sapiens GN=CD14 PE=1 SV=2 20 4 14 4 1 375 40.1 6.23 270 4
Q14258 E3 ubiquitin/ISG15 ligase TRIM25 OS=Homo sapiens GN=TRIM25 PE=1 SV=2 14 7 12 7 1 630 70.9 8.09 270 7
P27361 Mitogen-activated protein kinase 3 OS=Homo sapiens GN=MAPK3 PE=1 SV=4 36 10 15 6 1 379 43.1 6.74 272 10
P49189 4-trimethylaminobutyraldehyde dehydrogenase OS=Homo sapiens GN=ALDH9A1 PE=1 SV=3 15 8 10 8 1 494 53.8 5.87 273 8
P11413 Glucose-6-phosphate 1-dehydrogenase OS=Homo sapiens GN=G6PD PE=1 SV=4 23 9 13 9 1 515 59.2 6.84 273 9
P52907 F-actin-capping protein subunit alpha-1 OS=Homo sapiens GN=CAPZA1 PE=1 SV=3 54 9 22 7 1 286 32.9 5.69 274 9
P54920 Alpha-soluble NSF attachment protein OS=Homo sapiens GN=NAPA PE=1 SV=3 41 9 16 9 1 295 33.2 5.36 277 9
P01019 Angiotensinogen OS=Homo sapiens GN=AGT PE=1 SV=1 17 7 14 7 1 485 53.1 6.32 279 7
P07741 Adenine phosphoribosyltransferase OS=Homo sapiens GN=APRT PE=1 SV=2 28 4 11 4 1 180 19.6 6.02 280 4
P07203 Glutathione peroxidase 1 OS=Homo sapiens GN=GPX1 PE=1 SV=4 45 7 24 7 1 203 22.1 6.55 281 7
O75351 Vacuolar protein sorting-associated protein 4B OS=Homo sapiens GN=VPS4B PE=1 SV=2 22 7 15 7 1 444 49.3 7.23 282 7
Q7Z4S6 Kinesin-like protein KIF21A OS=Homo sapiens GN=KIF21A PE=1 SV=2 8 8 12 8 1 1674 187.1 6.42 282 8
P52566 Rho GDP-dissociation inhibitor 2 OS=Homo sapiens GN=ARHGDIB PE=1 SV=3 52 6 14 6 1 201 23 5.21 283 6
O43653 Prostate stem cell antigen OS=Homo sapiens GN=PSCA PE=1 SV=1 23 2 6 2 1 123 12.9 5.29 284 2
P51149 Ras-related protein Rab-7a OS=Homo sapiens GN=RAB7A PE=1 SV=1 36 6 14 6 1 207 23.5 6.7 284 6
Q7Z6Z7 E3 ubiquitin-protein ligase HUWE1 OS=Homo sapiens GN=HUWE1 PE=1 SV=3 3 8 10 8 1 4374 481.6 5.22 284 8
P17987 T-complex protein 1 subunit alpha OS=Homo sapiens GN=TCP1 PE=1 SV=1 26 10 19 10 1 556 60.3 6.11 284 10
P00748 Coagulation factor XII OS=Homo sapiens GN=F12 PE=1 SV=3 7 3 10 3 1 615 67.7 7.74 285 3
P49327 Fatty acid synthase OS=Homo sapiens GN=FASN PE=1 SV=3 7 12 16 12 1 2511 273.3 6.44 286 12
P23528 Cofilin-1 OS=Homo sapiens GN=CFL1 PE=1 SV=3 57 7 13 7 1 166 18.5 8.09 287 7
P61160 Actin-related protein 2 OS=Homo sapiens GN=ACTR2 PE=1 SV=1 18 6 16 6 1 394 44.7 6.74 288 6
O60749 Sorting nexin-2 OS=Homo sapiens GN=SNX2 PE=1 SV=2 16 7 11 5 1 519 58.4 5.12 289 7
P53621 Coatomer subunit alpha OS=Homo sapiens GN=COPA PE=1 SV=2 16 15 23 15 1 1224 138.3 7.66 291 15
P34949 Mannose-6-phosphate isomerase OS=Homo sapiens GN=MPI PE=1 SV=2 11 3 7 3 1 423 46.6 5.95 292 3
O14818 Proteasome subunit alpha type-7 OS=Homo sapiens GN=PSMA7 PE=1 SV=1 38 7 15 7 1 248 27.9 8.46 292 7
O43865 S-adenosylhomocysteine hydrolase-like protein 1 OS=Homo sapiens GN=AHCYL1 PE=1 SV=2 21 10 22 3 1 530 58.9 6.89 293 10
P46459 Vesicle-fusing ATPase OS=Homo sapiens GN=NSF PE=1 SV=3 20 12 18 12 1 744 82.5 6.95 294 12
O60888 Protein CutA OS=Homo sapiens GN=CUTA PE=1 SV=2 16 2 9 2 1 179 19.1 5.5 295 2
P0DP23 Calmodulin-1 OS=Homo sapiens GN=CALM1 PE=1 SV=1 44 5 10 5 1 149 16.8 4.22 295 5
P04003 C4b-binding protein alpha chain OS=Homo sapiens GN=C4BPA PE=1 SV=2 16 7 13 7 1 597 67 7.3 295 7
Q8IWE2 Protein NOXP20 OS=Homo sapiens GN=FAM114A1 PE=1 SV=2 17 6 9 6 1 563 60.7 4.68 296 6
O60547 GDP-mannose 4,6 dehydratase OS=Homo sapiens GN=GMDS PE=1 SV=1 35 10 20 10 1 372 41.9 7.31 297 10
Q01813 ATP-dependent 6-phosphofructokinase, platelet type OS=Homo sapiens GN=PFKP PE=1 SV=2 19 11 16 9 1 784 85.5 7.55 297 11
Q14240 Eukaryotic initiation factor 4A-II OS=Homo sapiens GN=EIF4A2 PE=1 SV=2 31 11 18 4 1 407 46.4 5.48 298 11
P08865 40S ribosomal protein SA OS=Homo sapiens GN=RPSA PE=1 SV=4 17 5 10 5 1 295 32.8 4.87 302 5
P13798 Acylamino-acid-releasing enzyme OS=Homo sapiens GN=APEH PE=1 SV=4 12 7 12 7 1 732 81.2 5.48 302 7
P29692 Elongation factor 1-delta OS=Homo sapiens GN=EEF1D PE=1 SV=5 18 4 7 4 1 281 31.1 5.01 303 4
P02652 Apolipoprotein A-II OS=Homo sapiens GN=APOA2 PE=1 SV=1 49 5 10 5 1 100 11.2 6.62 305 5
P23284 Peptidyl-prolyl cis-trans isomerase B OS=Homo sapiens GN=PPIB PE=1 SV=2 29 5 15 5 1 216 23.7 9.41 306 5
P20618 Proteasome subunit beta type-1 OS=Homo sapiens GN=PSMB1 PE=1 SV=2 31 5 25 5 1 241 26.5 8.13 308 5
P05120 Plasminogen activator inhibitor 2 OS=Homo sapiens GN=SERPINB2 PE=1 SV=2 25 9 15 9 1 415 46.6 5.63 308 9
P55263 Adenosine kinase OS=Homo sapiens GN=ADK PE=1 SV=2 20 6 11 6 1 362 40.5 6.7 309 6
P06727 Apolipoprotein A-IV OS=Homo sapiens GN=APOA4 PE=1 SV=3 27 9 19 9 1 396 45.4 5.38 309 9
P17980 26S proteasome regulatory subunit 6A OS=Homo sapiens GN=PSMC3 PE=1 SV=3 33 9 15 9 1 439 49.2 5.24 312 9
Q9BS40 Latexin OS=Homo sapiens GN=LXN PE=1 SV=2 17 3 8 3 1 222 25.7 5.78 313 3
P21964 Catechol O-methyltransferase OS=Homo sapiens GN=COMT PE=1 SV=2 34 7 14 7 1 271 30 5.47 314 7
O00391 Sulfhydryl oxidase 1 OS=Homo sapiens GN=QSOX1 PE=1 SV=3 9 4 13 4 1 747 82.5 8.92 315 4
P55058 Phospholipid transfer protein OS=Homo sapiens GN=PLTP PE=1 SV=1 17 7 21 7 1 493 54.7 7.01 315 7
P29401 Transketolase OS=Homo sapiens GN=TKT PE=1 SV=3 30 12 20 12 1 623 67.8 7.66 315 12
Q92597 Protein NDRG1 OS=Homo sapiens GN=NDRG1 PE=1 SV=1 26 6 13 6 1 394 42.8 5.82 317 6
P18669 Phosphoglycerate mutase 1 OS=Homo sapiens GN=PGAM1 PE=1 SV=2 43 8 19 8 1 254 28.8 7.18 319 8
P04217 Alpha-1B-glycoprotein OS=Homo sapiens GN=A1BG PE=1 SV=4 17 6 15 6 1 495 54.2 5.86 320 6
P36955 Pigment epithelium-derived factor OS=Homo sapiens GN=SERPINF1 PE=1 SV=4 23 8 13 8 1 418 46.3 6.38 320 8
O00151 PDZ and LIM domain protein 1 OS=Homo sapiens GN=PDLIM1 PE=1 SV=4 57 12 22 12 1 329 36 7.02 321 12
Q8NCL4 Polypeptide N-acetylgalactosaminyltransferase 6 OS=Homo sapiens GN=GALNT6 PE=2 SV=2 6 3 6 3 1 622 71.1 8.18 322 3
Q15181 Inorganic pyrophosphatase OS=Homo sapiens GN=PPA1 PE=1 SV=2 42 7 12 7 1 289 32.6 5.86 322 7
Q99935 Opiorphin prepropeptide OS=Homo sapiens GN=OPRPN PE=1 SV=2 17 3 26 3 1 248 27.2 10.42 323 3
P12814 Alpha-actinin-1 OS=Homo sapiens GN=ACTN1 PE=1 SV=2 14 11 23 2 1 892 103 5.41 325 11
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P11021 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=2 17 8 17 8 1 654 72.3 5.16 328 8
O15144 Actin-related protein 2/3 complex subunit 2 OS=Homo sapiens GN=ARPC2 PE=1 SV=1 28 8 22 8 1 300 34.3 7.36 330 8
Q9Y5Z4 Heme-binding protein 2 OS=Homo sapiens GN=HEBP2 PE=1 SV=1 28 5 17 5 1 205 22.9 4.63 331 5
P28062 Proteasome subunit beta type-8 OS=Homo sapiens GN=PSMB8 PE=1 SV=3 29 6 19 6 1 276 30.3 7.43 332 6
P04004 Vitronectin OS=Homo sapiens GN=VTN PE=1 SV=1 20 7 17 7 1 478 54.3 5.8 333 7
P03973 Antileukoproteinase OS=Homo sapiens GN=SLPI PE=1 SV=2 39 4 23 4 1 132 14.3 8.75 336 4
Q14624 Inter-alpha-trypsin inhibitor heavy chain H4 OS=Homo sapiens GN=ITIH4 PE=1 SV=4 10 9 18 9 1 930 103.3 6.98 336 9
Q9Y678 Coatomer subunit gamma-1 OS=Homo sapiens GN=COPG1 PE=1 SV=1 19 12 21 12 1 874 97.7 5.47 336 12
P07108 Acyl-CoA-binding protein OS=Homo sapiens GN=DBI PE=1 SV=2 67 5 18 5 1 87 10 6.57 339 5
P37837 Transaldolase OS=Homo sapiens GN=TALDO1 PE=1 SV=2 21 6 10 6 1 337 37.5 6.81 339 6
Q12792 Twinfilin-1 OS=Homo sapiens GN=TWF1 PE=1 SV=3 19 5 13 5 1 350 40.3 6.96 341 5
O95968 Secretoglobin family 1D member 1 OS=Homo sapiens GN=SCGB1D1 PE=1 SV=1 24 4 30 4 1 90 9.9 9.25 344 4
P17858 ATP-dependent 6-phosphofructokinase, liver type OS=Homo sapiens GN=PFKL PE=1 SV=6 19 11 18 9 1 780 85 7.5 344 11
A0A0C4DH Immunoglobulin heavy variable 5-51 OS=Homo sapiens GN=IGHV5-51 PE=3 SV=1 47 4 14 2 1 117 12.7 8.27 345 4
Q14515 SPARC-like protein 1 OS=Homo sapiens GN=SPARCL1 PE=1 SV=2 19 7 21 7 1 664 75.2 4.81 345 7
Q14247 Src substrate cortactin OS=Homo sapiens GN=CTTN PE=1 SV=2 22 8 11 8 1 550 61.5 5.4 345 8
P60842 Eukaryotic initiation factor 4A-I OS=Homo sapiens GN=EIF4A1 PE=1 SV=1 33 11 23 4 1 406 46.1 5.48 346 11
P29218 Inositol monophosphatase 1 OS=Homo sapiens GN=IMPA1 PE=1 SV=1 30 7 14 7 1 277 30.2 5.26 347 7
Q15782 Chitinase-3-like protein 2 OS=Homo sapiens GN=CHI3L2 PE=1 SV=1 22 7 16 7 1 390 43.5 7.53 349 7
O75882 Attractin OS=Homo sapiens GN=ATRN PE=1 SV=2 7 6 9 6 1 1429 158.4 7.31 350 6
O60664 Perilipin-3 OS=Homo sapiens GN=PLIN3 PE=1 SV=3 29 7 18 7 1 434 47 5.44 350 7
O75828 Carbonyl reductase [NADPH] 3 OS=Homo sapiens GN=CBR3 PE=1 SV=3 22 5 10 2 1 277 30.8 6.18 352 5
Q13938 Calcyphosin OS=Homo sapiens GN=CAPS PE=1 SV=1 30 6 19 6 1 189 21 4.89 353 6
P16152 Carbonyl reductase [NADPH] 1 OS=Homo sapiens GN=CBR1 PE=1 SV=3 43 8 13 5 1 277 30.4 8.32 355 8
P30043 Flavin reductase (NADPH) OS=Homo sapiens GN=BLVRB PE=1 SV=3 37 5 10 5 1 206 22.1 7.65 359 5
Q8TE77 Protein phosphatase Slingshot homolog 3 OS=Homo sapiens GN=SSH3 PE=1 SV=2 14 7 13 7 1 659 73 5.3 362 7
Q86VP6 Cullin-associated NEDD8-dissociated protein 1 OS=Homo sapiens GN=CAND1 PE=1 SV=2 17 15 28 15 1 1230 136.3 5.78 364 15
P02766 Transthyretin OS=Homo sapiens GN=TTR PE=1 SV=1 56 5 13 5 1 147 15.9 5.76 369 5
P05090 Apolipoprotein D OS=Homo sapiens GN=APOD PE=1 SV=1 34 7 29 7 1 189 21.3 5.15 369 7
P62258 14-3-3 protein epsilon OS=Homo sapiens GN=YWHAE PE=1 SV=1 34 7 29 5 1 255 29.2 4.74 371 7
O14950 Myosin regulatory light chain 12B OS=Homo sapiens GN=MYL12B PE=1 SV=2 34 6 16 6 1 172 19.8 4.84 377 6
P02671 Fibrinogen alpha chain OS=Homo sapiens GN=FGA PE=1 SV=2 21 12 28 12 1 866 94.9 6.01 377 12
O43175 D-3-phosphoglycerate dehydrogenase OS=Homo sapiens GN=PHGDH PE=1 SV=4 24 10 22 10 1 533 56.6 6.71 378 10
P09960 Leukotriene A-4 hydrolase OS=Homo sapiens GN=LTA4H PE=1 SV=2 22 10 20 10 1 611 69.2 6.18 381 10
Q04828 Aldo-keto reductase family 1 member C1 OS=Homo sapiens GN=AKR1C1 PE=1 SV=1 38 8 26 3 1 323 36.8 7.88 382 8
P40121 Macrophage-capping protein OS=Homo sapiens GN=CAPG PE=1 SV=2 15 4 13 4 1 348 38.5 6.19 385 4
Q8TE68 Epidermal growth factor receptor kinase substrate 8-like protein 1 OS=Homo sapiens GN=EPS8L1 PE=1 S 17 9 16 9 1 723 80.2 6.04 388 9
Q96HC4 PDZ and LIM domain protein 5 OS=Homo sapiens GN=PDLIM5 PE=1 SV=5 21 11 22 11 1 596 63.9 8.21 388 11
P08758 Annexin A5 OS=Homo sapiens GN=ANXA5 PE=1 SV=2 45 13 28 13 1 320 35.9 5.05 388 13
Q15365 Poly(rC)-binding protein 1 OS=Homo sapiens GN=PCBP1 PE=1 SV=2 42 8 16 7 1 356 37.5 7.09 389 8
P61158 Actin-related protein 3 OS=Homo sapiens GN=ACTR3 PE=1 SV=3 45 13 25 13 1 418 47.3 5.88 393 13
P15311 Ezrin OS=Homo sapiens GN=EZR PE=1 SV=4 27 13 27 13 1 586 69.4 6.27 394 13
P19971 Thymidine phosphorylase OS=Homo sapiens GN=TYMP PE=1 SV=2 27 10 17 10 1 482 49.9 5.53 398 10
P30153 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Homo sapiens G   25 10 18 10 1 589 65.3 5.11 403 10
P50991 T-complex protein 1 subunit delta OS=Homo sapiens GN=CCT4 PE=1 SV=4 30 12 23 11 1 539 57.9 7.83 405 12
P00326 Alcohol dehydrogenase 1C OS=Homo sapiens GN=ADH1C PE=1 SV=2 36 11 24 5 1 375 39.8 8.29 406 11
P31948 Stress-induced-phosphoprotein 1 OS=Homo sapiens GN=STIP1 PE=1 SV=1 29 12 30 12 1 543 62.6 6.8 413 12
P05155 Plasma protease C1 inhibitor OS=Homo sapiens GN=SERPING1 PE=1 SV=2 20 11 22 11 1 500 55.1 6.55 416 11
P18510 Interleukin-1 receptor antagonist protein OS=Homo sapiens GN=IL1RN PE=1 SV=1 24 4 10 4 1 177 20 6.19 422 4
P23526 Adenosylhomocysteinase OS=Homo sapiens GN=AHCY PE=1 SV=4 29 11 21 10 1 432 47.7 6.34 422 11
O95834 Echinoderm microtubule-associated protein-like 2 OS=Homo sapiens GN=EML2 PE=1 SV=1 24 10 31 10 1 649 70.6 6.32 426 10
Q8N335 Glycerol-3-phosphate dehydrogenase 1-like protein OS=Homo sapiens GN=GPD1L PE=1 SV=1 33 8 15 8 1 351 38.4 7.02 428 8
P38606 V-type proton ATPase catalytic subunit A OS=Homo sapiens GN=ATP6V1A PE=1 SV=2 28 12 30 12 1 617 68.3 5.52 428 12
P60660 Myosin light polypeptide 6 OS=Homo sapiens GN=MYL6 PE=1 SV=2 52 6 22 6 1 151 16.9 4.65 433 6
P52565 Rho GDP-dissociation inhibitor 1 OS=Homo sapiens GN=ARHGDIA PE=1 SV=3 22 4 21 4 1 204 23.2 5.11 436 4
P31150 Rab GDP dissociation inhibitor alpha OS=Homo sapiens GN=GDI1 PE=1 SV=2 24 8 34 3 1 447 50.6 5.14 438 8
Q9Y490 Talin-1 OS=Homo sapiens GN=TLN1 PE=1 SV=3 13 20 30 20 1 2541 269.6 6.07 444 20
P01033 Metalloproteinase inhibitor 1 OS=Homo sapiens GN=TIMP1 PE=1 SV=1 42 6 25 6 1 207 23.2 8.1 446 6
Q99954 Submaxillary gland androgen-regulated protein 3A OS=Homo sapiens GN=SMR3A PE=1 SV=2 19 2 52 2 1 134 14 9.57 447 2
P47756 F-actin-capping protein subunit beta OS=Homo sapiens GN=CAPZB PE=1 SV=4 38 8 14 8 1 277 31.3 5.59 447 8
Q9NY33 Dipeptidyl peptidase 3 OS=Homo sapiens GN=DPP3 PE=1 SV=2 21 11 25 11 1 737 82.5 5.1 447 11
P50995 Annexin A11 OS=Homo sapiens GN=ANXA11 PE=1 SV=1 21 8 13 8 1 505 54.4 7.65 449 8
P32119 Peroxiredoxin-2 OS=Homo sapiens GN=PRDX2 PE=1 SV=5 49 9 31 8 1 198 21.9 5.97 449 9
Q01518 Adenylyl cyclase-associated protein 1 OS=Homo sapiens GN=CAP1 PE=1 SV=5 27 8 22 8 1 475 51.9 8.06 450 8
P12429 Annexin A3 OS=Homo sapiens GN=ANXA3 PE=1 SV=3 41 11 19 11 1 323 36.4 5.92 454 11
P02679 Fibrinogen gamma chain OS=Homo sapiens GN=FGG PE=1 SV=3 29 9 21 9 1 453 51.5 5.62 456 9
P00338 L-lactate dehydrogenase A chain OS=Homo sapiens GN=LDHA PE=1 SV=2 27 8 22 7 1 332 36.7 8.27 462 8
P07476 Involucrin OS=Homo sapiens GN=IVL PE=1 SV=2 32 13 28 13 1 585 68.4 4.61 463 13
P06702 Protein S100-A9 OS=Homo sapiens GN=S100A9 PE=1 SV=1 48 6 31 6 1 114 13.2 6.13 464 6
Q14204 Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 PE=1 SV=5 8 30 41 30 1 4646 532.1 6.4 476 30
P30044 Peroxiredoxin-5, mitochondrial OS=Homo sapiens GN=PRDX5 PE=1 SV=4 49 10 40 10 1 214 22.1 8.7 479 10
Q9Y6U3 Adseverin OS=Homo sapiens GN=SCIN PE=1 SV=4 29 14 22 14 1 715 80.4 5.71 479 14
P27348 14-3-3 protein theta OS=Homo sapiens GN=YWHAQ PE=1 SV=1 42 8 31 6 1 245 27.7 4.78 482 8
P02760 Protein AMBP OS=Homo sapiens GN=AMBP PE=1 SV=1 33 9 24 9 1 352 39 6.25 482 9
P43034 Platelet-activating factor acetylhydrolase IB subunit alpha OS=Homo sapiens GN=PAFAH1B1 PE=1 SV=2 44 13 32 13 1 410 46.6 7.37 489 13
Q9UBG3 Cornulin OS=Homo sapiens GN=CRNN PE=1 SV=1 27 7 20 7 1 495 53.5 6.1 490 7
P49368 T-complex protein 1 subunit gamma OS=Homo sapiens GN=CCT3 PE=1 SV=4 23 11 26 11 1 545 60.5 6.49 491 11
P02749 Beta-2-glycoprotein 1 OS=Homo sapiens GN=APOH PE=1 SV=3 35 7 18 7 1 345 38.3 7.97 493 7
P02763 Alpha-1-acid glycoprotein 1 OS=Homo sapiens GN=ORM1 PE=1 SV=1 28 6 32 4 1 201 23.5 5.02 495 6
P31939 Bifunctional purine biosynthesis protein PURH OS=Homo sapiens GN=ATIC PE=1 SV=3 30 13 34 13 1 592 64.6 6.71 495 13
Q96DA0 Zymogen granule protein 16 homolog B OS=Homo sapiens GN=ZG16B PE=1 SV=3 26 4 18 4 1 208 22.7 7.39 497 4
P00966 Argininosuccinate synthase OS=Homo sapiens GN=ASS1 PE=1 SV=2 29 10 35 10 1 412 46.5 8.02 498 10
P31949 Protein S100-A11 OS=Homo sapiens GN=S100A11 PE=1 SV=2 38 4 33 4 1 105 11.7 7.12 499 4
P14550 Alcohol dehydrogenase [NADP(+)] OS=Homo sapiens GN=AKR1A1 PE=1 SV=3 44 12 26 11 1 325 36.6 6.79 501 12
P02751 Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 10 15 25 15 1 2386 262.5 5.71 502 15
Q06210 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1 OS=Homo sapiens GN=GFPT1 PE=1 S 29 15 32 15 1 699 78.8 7.11 504 15
Q9BUF5 Tubulin beta-6 chain OS=Homo sapiens GN=TUBB6 PE=1 SV=1 20 8 29 2 1 446 49.8 4.88 512 8
O00534 von Willebrand factor A domain-containing protein 5A OS=Homo sapiens GN=VWA5A PE=2 SV=2 18 10 20 10 1 786 86.4 6.58 512 10
P09972 Fructose-bisphosphate aldolase C OS=Homo sapiens GN=ALDOC PE=1 SV=2 15 3 11 2 1 364 39.4 6.87 515 3
Q6XQN6 Nicotinate phosphoribosyltransferase OS=Homo sapiens GN=NAPRT PE=1 SV=2 35 12 21 12 1 538 57.5 5.68 516 12
P01780 Immunoglobulin heavy variable 3-7 OS=Homo sapiens GN=IGHV3-7 PE=1 SV=2 32 4 30 2 1 117 12.9 6.57 518 4
P01764 Immunoglobulin heavy variable 3-23 OS=Homo sapiens GN=IGHV3-23 PE=1 SV=2 22 3 35 2 1 117 12.6 8.28 521 3
P47895 Aldehyde dehydrogenase family 1 member A3 OS=Homo sapiens GN=ALDH1A3 PE=1 SV=2 29 14 32 13 1 512 56.1 7.25 522 14
P19827 Inter-alpha-trypsin inhibitor heavy chain H1 OS=Homo sapiens GN=ITIH1 PE=1 SV=3 15 9 19 9 1 911 101.3 6.79 527 9
P36952 Serpin B5 OS=Homo sapiens GN=SERPINB5 PE=1 SV=2 38 11 21 11 1 375 42.1 6.05 528 11
Q06323 Proteasome activator complex subunit 1 OS=Homo sapiens GN=PSME1 PE=1 SV=1 50 12 28 12 1 249 28.7 6.02 528 12
P07602 Prosaposin OS=Homo sapiens GN=PSAP PE=1 SV=2 25 10 23 10 1 524 58.1 5.17 532 10
P07339 Cathepsin D OS=Homo sapiens GN=CTSD PE=1 SV=1 26 7 23 7 1 412 44.5 6.54 537 7
P20810 Calpastatin OS=Homo sapiens GN=CAST PE=1 SV=4 30 11 22 11 1 708 76.5 5.07 546 11
P31946 14-3-3 protein beta/alpha OS=Homo sapiens GN=YWHAB PE=1 SV=3 31 8 29 4 1 246 28.1 4.83 548 8
P34896 Serine hydroxymethyltransferase, cytosolic OS=Homo sapiens GN=SHMT1 PE=1 SV=1 29 11 23 11 1 483 53 7.71 550 11
P05109 Protein S100-A8 OS=Homo sapiens GN=S100A8 PE=1 SV=1 46 6 38 6 1 93 10.8 7.03 555 6
P36871 Phosphoglucomutase-1 OS=Homo sapiens GN=PGM1 PE=1 SV=3 30 14 29 14 1 562 61.4 6.76 573 14
P67936 Tropomyosin alpha-4 chain OS=Homo sapiens GN=TPM4 PE=1 SV=3 19 6 16 6 1 248 28.5 4.69 577 6
P10909 Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 30 14 40 14 1 449 52.5 6.27 598 14
P50395 Rab GDP dissociation inhibitor beta OS=Homo sapiens GN=GDI2 PE=1 SV=2 51 17 53 12 1 445 50.6 6.47 601 17
P34932 Heat shock 70 kDa protein 4 OS=Homo sapiens GN=HSPA4 PE=1 SV=4 19 12 19 12 1 840 94.3 5.19 604 12
Q08380 Galectin-3-binding protein OS=Homo sapiens GN=LGALS3BP PE=1 SV=1 28 10 27 10 1 585 65.3 5.27 605 10
P01042 Kininogen-1 OS=Homo sapiens GN=KNG1 PE=1 SV=2 19 11 35 11 1 644 71.9 6.81 609 11
P07737 Profilin-1 OS=Homo sapiens GN=PFN1 PE=1 SV=2 58 7 34 7 1 140 15 8.27 612 7
P01011 Alpha-1-antichymotrypsin OS=Homo sapiens GN=SERPINA3 PE=1 SV=2 25 10 30 10 1 423 47.6 5.52 618 10
P22079 Lactoperoxidase OS=Homo sapiens GN=LPO PE=1 SV=2 18 10 31 10 1 712 80.2 8.62 627 10
P01008 Antithrombin-III OS=Homo sapiens GN=SERPINC1 PE=1 SV=1 29 11 40 11 1 464 52.6 6.71 628 11
P07384 Calpain-1 catalytic subunit OS=Homo sapiens GN=CAPN1 PE=1 SV=1 23 16 39 16 1 714 81.8 5.67 636 16
P80188 Neutrophil gelatinase-associated lipocalin OS=Homo sapiens GN=LCN2 PE=1 SV=2 56 9 29 9 1 198 22.6 8.91 639 9
P00390 Glutathione reductase, mitochondrial OS=Homo sapiens GN=GSR PE=1 SV=2 32 13 35 13 1 522 56.2 8.5 649 13
P00751 Complement factor B OS=Homo sapiens GN=CFB PE=1 SV=2 25 13 43 13 1 764 85.5 7.06 652 13
Q00610 Clathrin heavy chain 1 OS=Homo sapiens GN=CLTC PE=1 SV=5 19 27 48 27 1 1675 191.5 5.69 658 27
Q9H4A4 Aminopeptidase B OS=Homo sapiens GN=RNPEP PE=1 SV=2 28 17 42 17 1 650 72.5 5.74 660 17
P28838 Cytosol aminopeptidase OS=Homo sapiens GN=LAP3 PE=1 SV=3 46 18 47 18 1 519 56.1 7.93 662 18
P00739 Haptoglobin-related protein OS=Homo sapiens GN=HPR PE=2 SV=2 40 12 53 4 1 348 39 7.09 665 12
P09467 Fructose-1,6-bisphosphatase 1 OS=Homo sapiens GN=FBP1 PE=1 SV=5 40 10 31 10 1 338 36.8 6.99 689 10
P17655 Calpain-2 catalytic subunit OS=Homo sapiens GN=CAPN2 PE=1 SV=6 21 12 31 12 1 700 79.9 4.98 694 12
P07858 Cathepsin B OS=Homo sapiens GN=CTSB PE=1 SV=3 34 9 29 9 1 339 37.8 6.3 705 9
P13797 Plastin-3 OS=Homo sapiens GN=PLS3 PE=1 SV=4 41 19 39 14 1 630 70.8 5.6 705 19
O00299 Chloride intracellular channel protein 1 OS=Homo sapiens GN=CLIC1 PE=1 SV=4 48 9 25 9 1 241 26.9 5.17 713 9
Q9HC38 Glyoxalase domain-containing protein 4 OS=Homo sapiens GN=GLOD4 PE=1 SV=1 45 11 35 11 1 313 34.8 5.6 714 11
P48147 Prolyl endopeptidase OS=Homo sapiens GN=PREP PE=1 SV=2 32 18 34 18 1 710 80.6 5.86 724 18
P30086 Phosphatidylethanolamine-binding protein 1 OS=Homo sapiens GN=PEBP1 PE=1 SV=3 65 8 32 8 1 187 21 7.53 726 8
O75874 Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2 38 13 35 13 1 414 46.6 7.01 738 13
P04792 Heat shock protein beta-1 OS=Homo sapiens GN=HSPB1 PE=1 SV=2 45 7 44 7 1 205 22.8 6.4 749 7
O75083 WD repeat-containing protein 1 OS=Homo sapiens GN=WDR1 PE=1 SV=4 41 16 38 16 1 606 66.2 6.65 752 16
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P02675 Fibrinogen beta chain OS=Homo sapiens GN=FGB PE=1 SV=2 48 20 37 20 1 491 55.9 8.27 756 20
P62937 Peptidyl-prolyl cis-trans isomerase A OS=Homo sapiens GN=PPIA PE=1 SV=2 67 10 40 10 1 165 18 7.81 764 10
P01860 Immunoglobulin heavy constant gamma 3 OS=Homo sapiens GN=IGHG3 PE=1 SV=2 33 10 93 3 1 377 41.3 7.9 770 10
P40394 Alcohol dehydrogenase class 4 mu/sigma chain OS=Homo sapiens GN=ADH7 PE=1 SV=2 24 8 40 8 1 386 41.5 7.85 777 8
P01861 Immunoglobulin heavy constant gamma 4 OS=Homo sapiens GN=IGHG4 PE=1 SV=1 35 8 47 2 1 327 35.9 7.36 779 8
Q96KP4 Cytosolic non-specific dipeptidase OS=Homo sapiens GN=CNDP2 PE=1 SV=2 41 14 43 14 1 475 52.8 5.97 781 14
Q96NY7 Chloride intracellular channel protein 6 OS=Homo sapiens GN=CLIC6 PE=2 SV=3 26 9 23 9 1 704 73 4.37 782 9
P00747 Plasminogen OS=Homo sapiens GN=PLG PE=1 SV=2 41 23 51 23 1 810 90.5 7.24 804 23
P20061 Transcobalamin-1 OS=Homo sapiens GN=TCN1 PE=1 SV=2 21 7 38 7 1 433 48.2 5.03 820 7
P80303 Nucleobindin-2 OS=Homo sapiens GN=NUCB2 PE=1 SV=2 35 13 39 13 1 420 50.2 5.12 859 13
P07355 Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2 47 15 41 15 1 339 38.6 7.75 872 15
P50990 T-complex protein 1 subunit theta OS=Homo sapiens GN=CCT8 PE=1 SV=4 25 12 26 12 1 548 59.6 5.6 878 12
P55786 Puromycin-sensitive aminopeptidase OS=Homo sapiens GN=NPEPPS PE=1 SV=2 28 21 39 21 1 919 103.2 5.72 886 21
P02765 Alpha-2-HS-glycoprotein OS=Homo sapiens GN=AHSG PE=1 SV=1 18 5 41 5 1 367 39.3 5.72 889 5
P02790 Hemopexin OS=Homo sapiens GN=HPX PE=1 SV=2 47 17 67 17 1 462 51.6 7.02 891 17
P68366 Tubulin alpha-4A chain OS=Homo sapiens GN=TUBA4A PE=1 SV=1 46 16 53 6 1 448 49.9 5.06 912 16
P18206 Vinculin OS=Homo sapiens GN=VCL PE=1 SV=4 28 23 41 23 1 1134 123.7 5.66 916 23
P30041 Peroxiredoxin-6 OS=Homo sapiens GN=PRDX6 PE=1 SV=3 69 14 48 14 1 224 25 6.38 929 14
P11142 Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 29 16 47 15 1 646 70.9 5.52 945 16
P01871 Immunoglobulin heavy constant mu OS=Homo sapiens GN=IGHM PE=1 SV=4 34 13 57 3 1 453 49.4 6.77 952 13
P01037 Cystatin-SN OS=Homo sapiens GN=CST1 PE=1 SV=3 60 7 81 4 1 141 16.4 7.21 967 7
P55072 Transitional endoplasmic reticulum ATPase OS=Homo sapiens GN=VCP PE=1 SV=4 33 20 33 20 1 806 89.3 5.26 967 20
P68104 Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1 34 11 66 7 1 462 50.1 9.01 988 11
P07437 Tubulin beta chain OS=Homo sapiens GN=TUBB PE=1 SV=2 45 17 65 2 1 444 49.6 4.89 1019 17
P13489 Ribonuclease inhibitor OS=Homo sapiens GN=RNH1 PE=1 SV=2 64 19 49 19 1 461 49.9 4.82 1031 19
P06737 Glycogen phosphorylase, liver form OS=Homo sapiens GN=PYGL PE=1 SV=4 34 24 47 23 1 847 97.1 7.17 1062 24
P02647 Apolipoprotein A-I OS=Homo sapiens GN=APOA1 PE=1 SV=1 63 19 80 19 1 267 30.8 5.76 1067 19
P63104 14-3-3 protein zeta/delta OS=Homo sapiens GN=YWHAZ PE=1 SV=1 50 11 53 9 1 245 27.7 4.79 1074 11
Q06830 Peroxiredoxin-1 OS=Homo sapiens GN=PRDX1 PE=1 SV=1 64 13 70 10 1 199 22.1 8.13 1087 13
Q13228 Selenium-binding protein 1 OS=Homo sapiens GN=SELENBP1 PE=1 SV=2 61 23 54 23 1 472 52.4 6.37 1095 23
Q9BQE3 Tubulin alpha-1C chain OS=Homo sapiens GN=TUBA1C PE=1 SV=1 44 16 61 6 1 449 49.9 5.1 1097 16
P52209 6-phosphogluconate dehydrogenase, decarboxylating OS=Homo sapiens GN=PGD PE=1 SV=3 34 15 49 15 1 483 53.1 7.23 1106 15
P22314 Ubiquitin-like modifier-activating enzyme 1 OS=Homo sapiens GN=UBA1 PE=1 SV=3 27 21 49 21 1 1058 117.8 5.76 1113 21
P37802 Transgelin-2 OS=Homo sapiens GN=TAGLN2 PE=1 SV=3 57 10 40 10 1 199 22.4 8.25 1121 10
P00734 Prothrombin OS=Homo sapiens GN=F2 PE=1 SV=2 38 17 54 17 1 622 70 5.9 1133 17
P04406 Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens GN=GAPDH PE=1 SV=3 41 12 60 12 1 335 36 8.46 1148 12
P13639 Elongation factor 2 OS=Homo sapiens GN=EEF2 PE=1 SV=4 35 23 52 23 1 858 95.3 6.83 1150 23
P0DOX5 Immunoglobulin gamma-1 heavy chain OS=Homo sapiens PE=1 SV=1 39 12 100 6 1 449 49.3 8.72 1153 12
P08238 Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSP90AB1 PE=1 SV=4 32 19 52 8 1 724 83.2 5.03 1162 19
P30838 Aldehyde dehydrogenase, dimeric NADP-preferring OS=Homo sapiens GN=ALDH3A1 PE=1 SV=3 42 13 67 13 1 453 50.4 6.54 1234 13
Q13421 Mesothelin OS=Homo sapiens GN=MSLN PE=1 SV=2 32 18 60 18 1 630 68.9 6.38 1254 18
Q8WUM4 Programmed cell death 6-interacting protein OS=Homo sapiens GN=PDCD6IP PE=1 SV=1 37 24 61 24 1 868 96 6.52 1267 24
P01859 Immunoglobulin heavy constant gamma 2 OS=Homo sapiens GN=IGHG2 PE=1 SV=2 36 9 104 3 1 326 35.9 7.59 1280 9
P09211 Glutathione S-transferase P OS=Homo sapiens GN=GSTP1 PE=1 SV=2 68 13 61 13 1 210 23.3 5.64 1282 13
P07900 Heat shock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA1 PE=1 SV=5 33 19 58 10 1 732 84.6 5.02 1285 19
P60174 Triosephosphate isomerase OS=Homo sapiens GN=TPI1 PE=1 SV=3 65 14 48 14 1 286 30.8 5.92 1302 14
P04075 Fructose-bisphosphate aldolase A OS=Homo sapiens GN=ALDOA PE=1 SV=2 49 14 59 13 1 364 39.4 8.09 1327 14
P01009 Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA1 PE=1 SV=3 46 16 84 16 1 418 46.7 5.59 1349 16
P46940 Ras GTPase-activating-like protein IQGAP1 OS=Homo sapiens GN=IQGAP1 PE=1 SV=1 21 26 57 26 1 1657 189.1 6.48 1354 26
P35579 Myosin-9 OS=Homo sapiens GN=MYH9 PE=1 SV=4 26 40 63 33 1 1960 226.4 5.6 1359 40
P0C0L5 Complement C4-B OS=Homo sapiens GN=C4B PE=1 SV=2 29 37 71 37 1 1744 192.6 7.27 1364 37
Q01469 Fatty acid-binding protein, epidermal OS=Homo sapiens GN=FABP5 PE=1 SV=3 70 11 67 11 1 135 15.2 7.01 1435 11
P21980 Protein-glutamine gamma-glutamyltransferase 2 OS=Homo sapiens GN=TGM2 PE=1 SV=2 38 19 58 19 1 687 77.3 5.22 1484 19
P06396 Gelsolin OS=Homo sapiens GN=GSN PE=1 SV=1 38 20 83 20 1 782 85.6 6.28 1485 20
P00738 Haptoglobin OS=Homo sapiens GN=HP PE=1 SV=1 47 17 97 9 1 406 45.2 6.58 1486 17
Q16378 Proline-rich protein 4 OS=Homo sapiens GN=PRR4 PE=1 SV=3 17 2 101 2 1 134 15.1 7.06 1500 2
P98088 Mucin-5AC OS=Homo sapiens GN=MUC5AC PE=1 SV=4 14 37 76 37 1 5654 585.2 7.02 1515 37
P68371 Tubulin beta-4B chain OS=Homo sapiens GN=TUBB4B PE=1 SV=1 58 20 80 4 1 445 49.8 4.89 1524 20
P00558 Phosphoglycerate kinase 1 OS=Homo sapiens GN=PGK1 PE=1 SV=3 65 22 83 22 1 417 44.6 8.1 1586 22
Q9UGM3 Deleted in malignant brain tumors 1 protein OS=Homo sapiens GN=DMBT1 PE=1 SV=2 32 18 60 18 1 2413 260.6 5.44 1596 18
P02774 Vitamin D-binding protein OS=Homo sapiens GN=GC PE=1 SV=1 49 20 65 20 1 474 52.9 5.54 1654 20
P00352 Retinal dehydrogenase 1 OS=Homo sapiens GN=ALDH1A1 PE=1 SV=2 55 22 86 21 1 501 54.8 6.73 1665 22
O43707 Alpha-actinin-4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2 41 29 66 20 1 911 104.8 5.44 1665 29
P0DMV8 Heat shock 70 kDa protein 1A OS=Homo sapiens GN=HSPA1A PE=1 SV=1 48 24 87 23 1 641 70 5.66 1684 24
P01591 Immunoglobulin J chain OS=Homo sapiens GN=JCHAIN PE=1 SV=4 66 9 140 9 1 159 18.1 5.24 1703 9
P01036 Cystatin-S OS=Homo sapiens GN=CST4 PE=1 SV=3 55 8 131 3 1 141 16.2 5.02 1724 8
P30740 Leukocyte elastase inhibitor OS=Homo sapiens GN=SERPINB1 PE=1 SV=1 36 15 80 14 1 379 42.7 6.28 1786 15
P00450 Ceruloplasmin OS=Homo sapiens GN=CP PE=1 SV=1 31 22 94 22 1 1065 122.1 5.72 1905 22
P04114 Apolipoprotein B-100 OS=Homo sapiens GN=APOB PE=1 SV=2 15 53 104 53 1 4563 515.3 7.05 1914 53
P08603 Complement factor H OS=Homo sapiens GN=CFH PE=1 SV=4 43 39 100 37 1 1231 139 6.61 2030 39
P06733 Alpha-enolase OS=Homo sapiens GN=ENO1 PE=1 SV=2 57 23 104 23 1 434 47.1 7.39 2044 23
P14618 Pyruvate kinase PKM OS=Homo sapiens GN=PKM PE=1 SV=4 54 22 99 22 1 531 57.9 7.84 2308 22
P04083 Annexin A1 OS=Homo sapiens GN=ANXA1 PE=1 SV=2 68 22 120 22 1 346 38.7 7.02 2706 22
P12273 Prolactin-inducible protein OS=Homo sapiens GN=PIP PE=1 SV=1 70 9 188 9 1 146 16.6 8.05 2833 9
P60709 Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 58 16 117 10 1 375 41.7 5.48 2871 16
P01023 Alpha-2-macroglobulin OS=Homo sapiens GN=A2M PE=1 SV=3 43 43 170 43 1 1474 163.2 6.46 2906 43
Q7Z406 Myosin-14 OS=Homo sapiens GN=MYH14 PE=1 SV=2 33 55 122 48 1 1995 227.7 5.6 3293 55
O75556 Mammaglobin-B OS=Homo sapiens GN=SCGB2A1 PE=1 SV=1 68 6 206 6 1 95 10.9 5.78 3592 6
Q9GZZ8 Extracellular glycoprotein lacritin OS=Homo sapiens GN=LACRT PE=1 SV=1 28 4 258 4 1 138 14.2 5.5 3900 4
P25311 Zinc-alpha-2-glycoprotein OS=Homo sapiens GN=AZGP1 PE=1 SV=2 56 20 305 20 1 298 34.2 6.05 4002 20
P0DOX2 Immunoglobulin alpha-2 heavy chain OS=Homo sapiens PE=1 SV=1 38 17 336 8 1 455 48.9 6.81 4097 17
P0DOX7 Immunoglobulin kappa light chain OS=Homo sapiens PE=1 SV=1 57 10 270 3 1 214 23.4 7.17 4170 10
P98160 Basement membrane-specific heparan sulfate proteoglycan core protein OS=Homo sapiens GN=HSPG2 P  28 75 221 75 1 4391 468.5 6.51 4842 75
P02787 Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=3 55 43 274 43 1 698 77 7.12 5575 43
P01834 Immunoglobulin kappa constant OS=Homo sapiens GN=IGKC PE=1 SV=2 86 9 432 2 1 107 11.8 6.52 5675 9
P01024 Complement C3 OS=Homo sapiens GN=C3 PE=1 SV=2 57 75 288 75 1 1663 187 6.4 5946 75
P01833 Polymeric immunoglobulin receptor OS=Homo sapiens GN=PIGR PE=1 SV=4 42 27 353 27 1 764 83.2 5.74 6518 27
P01876 Immunoglobulin heavy constant alpha 1 OS=Homo sapiens GN=IGHA1 PE=1 SV=2 63 16 677 11 1 353 37.6 6.51 8378 16
P31025 Lipocalin-1 OS=Homo sapiens GN=LCN1 PE=1 SV=1 57 10 586 10 1 176 19.2 5.58 10822 10
P02768 Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 77 52 1358 52 1 609 69.3 6.28 18160 52
P61626 Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1 62 10 1179 10 1 148 16.5 9.16 27620 10
P02788 Lactotransferrin OS=Homo sapiens GN=LTF PE=1 SV=6 72 54 1913 54 1 710 78.1 8.12 32023 54
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S1 dataset: Peptides identified in experiment 1 (all)
ConfidenceSequence ModificatioQvality PEPQvality q-v # Protein G # Proteins # PSMs Master Pro  # Missed C Theo. MH+ Confidence    Percolator     Percolator     Ions Score (by Search Engine): Mascot
High AAAASAAE 0.000157 0 0 0 2 0 2320.115 High 0 3.14E-06 38
High NAALFALG 4.03E-05 0 1 1 1 Q8TEX9 0 2550.274 High 0 5.05E-07 55
High NAAQFLLST 0.000127 0 1 1 1 P63151 0 1321.675 High 0 2.37E-06 67
High NAATEDLW 2.55E-06 0 1 1 2 P55786 0 3047.478 High 0 1.21E-08 64
High NADGTICYD1xCarbami  4.02E-06 0 1 1 2 P14550 0 1644.696 High 0 2.26E-08 78
High NADLQVLK 4.06E-07 0 1 1 11 P01833 0 2241.176 High 0 1.02E-09 68
High NAEENLIYD 4.32E-05 0 1 1 1 P20061 0 1849.897 High 0 5.55E-07 50
High NAEENLIYD 0.001506 0 1 1 1 P20061 1 2334.161 High 0 6.67E-05 35
High NAGAFGFN1xCarbami  0.00529 0 1 1 2 O60610 0 1545.752 High 0 0.000362 29
High NAGGEEAA1xCarbami  0.002627 0 0 0 2 0 2314.124 High 0 0.000141 30
High NAGNCLSP 1xCarbami  0.000124 0 1 1 1 O43175 0 1625.904 High 0 2.29E-06 72
High NALALFVLP 0.000117 0 0 0 3 0 1085.672 High 0 2.13E-06 54
High NALEAWAV 8.5E-05 0 1 1 2 P21217 0 1678.928 High 0 1.37E-06 64
High NALESYAFN 0.000132 0 1 2 1 P0DMV8 0 1287.604 High 0 2.5E-06 67
High NALGPGLS 4.19E-05 0 1 1 1 Q8N1G4 0 1772.006 High 0 5.29E-07 46
High NAPAIIFIDE 6.56E-06 0 1 1 7 P55072 0 1810.995 High 0 4.37E-08 61
High NAQLNIELE 0.003682 0 1 1 3 P43490 0 1459.729 High 0 0.000222 18
High NAVLAIYTIY 2.57E-05 0 1 1 2 P53618 0 1296.731 High 0 2.76E-07 60
High NELESYAYS 0.000619 0 1 1 1 P11021 0 1316.637 High 0 0.00002 40
High NEEDAAELV 9.07E-09 0 1 1 3 P22314 0 1883.946 High 0 6.08E-12 70
High NECFLQHK 1xCarbami  2.3E-06 0 1 1 9 P02768 1 1996.929 High 0 9.81E-08 67
High NEALIALLR 0.002611 0 1 1 2 P13796 0 1012.615 High 0 0.00014 28
High NDVAWNF 0.003034 0 1 1 1 P07203 0 1122.521 High 0 0.000171 45
High NDTPCGTT 1xCarbami  0.003353 0 1 1 1 Q9ULA0 0 1672.832 High 0 0.000197 40
High MYYSAVDP1xOxidatio  0.00079 0 1 1 1 P00450 1 2363.166 High 0 2.77E-05 35
High NDLSPTTVM 0.002377 0 1 1 1 P30043 0 1477.695 High 0 0.000123 37
High NDIASHPPV 0.005095 0 1 1 1 Q7KZF4 0 1709.824 High 0 0.000345 32
High NDFTEEEEA 0.00132 0 0 0 2 0 1466.639 High 0 5.57E-05 58
High NDFSIWSIL 0.002164 0 1 1 1 Q9BXW6 0 1250.653 High 0 0.000108 29
High NCVILPHIG 1xCarbami  0.001041 0 1 1 2 Q9UBQ7 0 1574.822 High 0 4.04E-05 29
High NCIVLIDSTP1xCarbami  0.000103 0 1 1 1 P62241 0 1450.736 High 0 1.77E-06 51
High NAYAVLYD 0.002377 0 1 1 2 Q06323 0 1395.788 High 0 0.000123 24
High NDLGWYQ 0.001054 0 2 2 3 A0A0C4DH  0 1433.717 High 0 4.11E-05 31
High NELLHFER 0.005845 0 1 1 1 P98160 0 1057.543 High 0 0.000415 30
High MYYSAVDP 2.5E-06 0 1 1 5 P00450 1 2347.171 High 0 7.7E-08 63
High MYLGYEYV 6.49E-05 0 1 1 2 P02787 0 1478.735 High 0 9.61E-07 57
High MLTYDPML1xOxidatio  7.31E-05 0 1 1 3 P40394 0 1573.775 High 0 1.12E-06 50
High MNDLTIIQT1xCarbami  5.43E-06 0 1 1 1 Q96G03 0 1797.862 High 0 3.39E-08 52
High MNTVIAAL 0.000747 0 1 1 1 P08185 0 1075.593 High 0 2.58E-05 45
High MNVLADA 0.001397 0 1 1 1 P62244 0 974.5339 High 0 6.01E-05 39
High MNYSDAIV 0.001468 0 1 1 1 O43776 0 1339.671 High 0 6.43E-05 53
High MPCAEDYL 2xCarbami   8.02E-08 0 1 1 9 P02768 0 2518.214 High 0 1.15E-10 61
High MPCAEDYL 2xCarbami     4.89E-08 0 1 1 6 P02768 0 2534.209 High 0 5.88E-11 60
High MPCQLHQV1xCarbami  2.43E-05 0 1 1 2 P17655 0 1451.761 High 0 2.55E-07 61
High MPILGLGTW 0.000846 0 1 1 6 P14550 0 1115.628 High 0 3.05E-05 32
High MPPYTVVY 0.000171 0 1 1 2 P09211 0 1468.766 High 0 3.55E-06 57
High MREHLELF 0.007785 0 1 1 1 Q00610 1 1503.753 High 6.52E-05 0.000611 22
High MRPSTDTIT 0.001143 0 1 2 1 P0C0L4 0 2144.059 High 0 4.58E-05 20
High MSLLQLVE 0.00051 0 0 0 1 0 1501.866 High 0 1.55E-05 31
High MSIYQAMW 0.00718 0 1 1 2 P58107 0 1157.548 High 0 0.00055 35
High MSSYAFFV 1xCarbami  7.27E-05 0 1 2 1 P09429 0 1496.666 High 0 1.11E-06 64
High MTELETAM 0.003034 0 1 1 2 P25815 0 1943.928 High 0 0.000171 22
High MTELETAM1xOxidatio  0.001002 0 1 1 2 P25815 0 1959.922 High 0 3.85E-05 43
High MYGISLCQA1xCarbami  0.004386 0 1 1 1 P04083 1 2334.099 High 0 0.000281 31
High MWSIENIA 2.76E-07 0 1 1 3 P43490 0 1907.968 High 0 6.05E-10 102
High MWEVQTG1xCarbami  0.001362 0 1 1 1 P43034 0 1400.634 High 0 5.83E-05 27
High MVVPVAAL 0.002333 0 1 1 1 Q15436 0 1385.823 High 0 0.00012 51
High MVVNEGSD 0.000105 0 1 1 4 P49773 0 2547.252 High 0 1.16E-05 44
High MVSAVLQF 1.57E-06 0 1 1 1 Q7Z406 0 1490.84 High 0 6.37E-09 68
High MYLGYEYV 1xOxidatio  2.88E-05 0 1 1 2 P02787 0 1494.73 High 0 3.2E-07 44
High MVRPNQD 1xCarbami    0.003547 0 1 1 1 P43034 0 2378.119 High 0 0.000211 22
High MVMTVFA 1xCarbami  0.002151 0 2 2 1 Q14651; P1 0 1387.66 High 0 0.000108 41
High MVIPNQPP 0.001706 0 1 1 1 Q93052 0 1409.782 High 0 7.86E-05 32
High MVETALTP 1xCarbami    0.005918 0 1 1 2 P01591 0 1598.671 High 0 0.000421 27
High MVETALTP 1xCarbami  0.001202 0 1 1 3 P01591 0 1582.676 High 0 4.92E-05 36
High MVAAATN 1xCarbami  0.001108 0 1 1 1 Q9Y490 0 2556.193 High 0 4.4E-05 44
High MTNTNLAV 0.000107 0 1 1 1 Q07960 0 1989.063 High 0 1.88E-06 49
High MVPVSVQQ 6.4E-08 0 1 1 1 Q8WUM4 0 1790.922 High 0 8.5E-11 81
High NELSGALTG 7.27E-05 0 1 1 2 P26639 0 1231.664 High 0 1.12E-06 34
High NENTFLDLT 1.16E-07 0 1 1 4 Q16851 0 2156.098 High 0 7.52E-10 86
High NFGLMMH 1xCarbami  4.19E-07 0 1 1 18 O75556 0 2246.985 High 0 1.07E-09 66
High NLLFNDNT 1xCarbami  1.13E-06 0 1 1 57 P02788 0 1579.753 High 0 3.67E-08 79
High NILFVITKPD 0.001886 0 0 0 1 0 1549.899 High 0 9.01E-05 32
High NIILEEGKEI 0.000311 0 1 1 7 P23528 1 3062.593 High 0 0.000332 49
High NILMQLYEA 0.000207 0 1 1 3 Q14515 0 2337.118 High 0 4.58E-06 58
High NILQLHDLT 0.000286 0 1 1 3 P48147 0 1649.958 High 0 7.1E-06 50
High NILTSNNID 0.001886 0 0 0 3 0 1230.669 High 0 9.02E-05 46
High NLNEKDYE 1xCarbami  3.11E-08 0 1 1 8 P02787 1 1952.938 High 0 3.21E-11 104
High NLQDAMQ 1xCarbami  0.001534 0 1 1 2 P49368 0 1234.567 High 0 6.81E-05 39
High NLQNLLILT 0.001613 0 1 2 2 Q00610 0 1353.846 High 0 7.32E-05 54
High NISNQLSIG 0.001794 0 1 1 2 Q96FV2 0 2193.126 High 0 0.000146 32
High NLSSDDAN 0.001304 0 1 1 2 O14933 0 2955.536 High 0 5.46E-05 30
High NLTALGLN 5.64E-06 0 1 1 2 P31939 0 1599.906 High 0 3.55E-08 87
High NLTEDNSQ 5.2E-06 0 1 1 1 Q9UBB4 0 1702.824 High 0 3.19E-08 72
High NLTNPNTV 2.79E-05 0 1 1 1 P61106 0 1623.943 High 0 3.08E-07 44
High NIVAVGAG 1xCarbami  3.17E-06 0 1 1 1 Q8N335 0 1448.731 High 0 1.64E-08 56
High NLVLHSAR 1.01E-06 0 1 1 2 P98160 0 2413.321 High 0 3.48E-09 34
High NIVLSGGST 0.001101 0 1 1 1 P61158 0 1281.662 High 0 4.36E-05 55
High NPAEGTWY1xCarbami  0.002996 0 1 1 1 Q14790 0 2022.97 High 0 0.000168 34
High NNVSLLQS 1xCarbami  4.24E-05 0 1 1 1 Q9Y5X3 0 1650.852 High 0 5.41E-07 45



High NNQLVAGY 6.88E-07 0 1 1 3 P18510 0 2100.072 High 0 2.09E-09 72
High NNQFQALL 0.000283 0 1 1 1 P26599 0 2243.12 High 0 6.98E-06 32
High NNLEALED 0.000267 0 1 1 3 P31025 1 1747.861 High 0 2.67E-05 61
High NNLEALED 1.43E-05 0 1 1 111 P31025 0 1321.627 High 0 1.25E-07 74
High NLIEWLNK 0.00497 0 0 0 6 0 1029.573 High 0 0.000335 25
High NNEVWLIQ 0.000385 0 1 1 3 Q9Y5Z4 0 1143.616 High 0 1.05E-05 61
High NMQNVEH 1xOxidatio  0.00043 0 1 1 1 P20618 0 1667.817 High 0 1.23E-05 38
High NMQNVEH 0.002362 0 1 1 1 P20618 0 1651.822 High 0 0.000122 44
High NMITGTSQ 1xCarbami    0.000519 0 2 3 1 Q05639; P6 0 2925.433 High 0 1.58E-05 27
High NMITGTSQ 1xCarbami  6.29E-05 0 2 3 3 Q05639; P6 0 2909.438 High 0 9.19E-07 32
High NMATRPYS 0.004582 0 1 1 3 P00450 0 3872.928 High 0.001899 0.02172 10
High NMAEQIIQ 6.88E-09 0 1 1 4 P29401 0 2023.016 High 0 4.2E-12 88
High NNEGTYYS 1.01E-05 0 1 1 2 P00450 0 1903.821 High 0 7.77E-08 57
High NILDRQDP 4.6E-07 0 1 1 7 P25311 1 2387.231 High 0 1.21E-09 70
High NLICAFLTD 1xCarbami  0.000836 0 0 0 1 0 1222.625 High 0 2.99E-05 23
High NILAAASPY 0.001922 0 0 0 1 0 1188.674 High 0 9.25E-05 29
High NGSDCPDK 2xCarbami   0.000116 0 1 1 2 P02788 1 2032.874 High 0 2.1E-06 44
High NGPVEGAF 6.5E-07 0 1 1 3 P07858 0 2005.991 High 0 1.94E-09 84
High NGPALQEA 0.000232 0 0 0 1 0 1217.627 High 0 5.31E-06 56
High NFTTEQVTA 5.22E-07 0 1 1 2 P34932 0 1582.815 High 0 1.44E-09 93
High NFSGAELEG 0.000286 0 1 1 1 P46459 0 1291.664 High 0 7.08E-06 41
High NFPSPVDA 0.004332 0 1 1 4 P02790 0 1220.606 High 0 0.000276 39
High NGSEADID 0.000841 0 1 1 1 P22314 0 1525.677 High 0 3.02E-05 34
High NFPPSQDA 1xCarbami  7.89E-07 0 2 2 36 P01877; P0 0 3196.474 High 0 2.51E-09 58
High NFPNAIEHT 5.08E-05 0 1 1 2 P22314 0 1696.855 High 0 6.91E-07 50
High NFINNPLAQ 1.4E-06 0 1 1 2 P35579 0 1672.844 High 0 5.39E-09 87
High NFLINYYNR 0.007453 0 1 1 1 Q9Y5X3 0 1216.611 High 0 0.000577 20
High NFIAQGPYE 0.004095 0 1 1 2 P21281 0 1308.633 High 0 0.000257 36
High NFGLMMH 1xCarbami    7.12E-08 0 1 1 15 O75556 0 2278.975 High 0 9.78E-11 86
High NFGLMMH 1xCarbami    8.33E-08 0 1 1 33 O75556 0 2262.98 High 0 1.21E-10 74
High NFPPSQDA 1xCarbami  0.000611 0 1 1 27 P01876 0 3168.515 High 0 0.000128 48
High MLTGPVYS 0.000148 0 1 1 2 Q86VP6 0 1733.889 High 0 3.46E-06 64
High NKDQGTYE 1.78E-05 0 1 1 2 P60660 1 1786.824 High 0 1.59E-06 61
High NLALCPAN 1xCarbami  0.002046 0 1 1 2 P14923 0 2155.144 High 0 0.000233 29
High NLKPIKPMQ 0.003969 0 1 1 2 P18669 1 2243.222 High 0 0.000309 16
High NLKPIKPMQ 4.49E-05 0 1 1 5 P18669 0 2115.127 High 0 8.48E-07 62
High NLGTNQCL 1xCarbami  1.66E-07 0 1 1 1 Q8NCL4 0 1703.777 High 0 3.06E-10 96
High NIETIINTFH 0.000103 0 1 1 6 P06702 0 1806.938 High 0 3.02E-06 63
High NLEPLFETY 0.006788 0 1 1 1 P19013 0 1693.916 High 0 0.000509 43
High NLEGYVGF 5.42E-07 0 0 0 3 0 1953.982 High 0 1.51E-09 67
High NKDVLQAE 2xCarbami   5.29E-07 0 1 1 2 Q9UNH7 1 2049.969 High 0 1.46E-09 78
High NIEDVIAQG 8.75E-06 0 1 1 1 P05387 0 1256.684 High 0 6.41E-08 64
High NIDVFNVE 0.000323 0 1 1 1 Q8NBJ4 1 1476.744 High 0 8.32E-06 24
High NIDNPALAD 1.55E-06 0 1 1 3 O75083 0 2418.241 High 0 6.23E-09 53
High NLDLDSIIA 0.00023 0 1 1 5 P19013 0 1357.732 High 0 5.55E-06 57
High NLDLDSIIA 2.55E-05 0 2 3 2 P35908; P0 1 2418.251 High 0 2.73E-07 43
High NICQFLVEI 1xCarbami  1.85E-05 0 0 0 1 0 1504.819 High 0 1.77E-07 48
High NLATAYDN 3.67E-08 0 1 1 3 Q8WUM4 0 1894.991 High 0 4.01E-11 103
High NLDYVATS 0.003799 0 1 1 1 P17174 0 1660.854 High 0 0.000231 30
High MLTFLMLV 0.000676 0 1 1 1 Q86VP6 0 1123.637 High 0 2.26E-05 49
High MISDLIAGG 5.54E-08 0 1 1 1 O43708 0 2110.194 High 0 6.96E-11 93
High MLSAVSQQ1xCarbami  2.66E-08 0 1 1 2 Q14204 0 1960.994 High 0 2.61E-11 90
High LVNHFVEE 0.005526 0 1 1 2 P0DMV8 1 1417.759 High 0.000342 0.006257 36
High IVNTPQGC 1xCarbami  0.002333 0 1 1 1 O43847 0 1478.746 High 0 0.00012 31
High LVPLLDTGD 3.61E-09 0 1 1 5 P52209 0 2160.118 High 0 1.75E-12 78
High LVPNMTPE 2.75E-06 0 1 1 2 Q96KP4 0 2205.147 High 0 1.35E-08 57
High LVQAFQFT 0.000229 0 1 1 8 Q06830 0 1196.631 High 0 5.23E-06 58
High LVQAFQFT 1xCarbami  0.002886 0 1 1 2 Q06830 1 3583.8 High 0 0.000359 18
High LVQIEYALA 8.34E-05 0 1 1 3 P25787 0 2027.154 High 0 1.35E-06 53
High LVQSPNSY 0.004469 0 0 0 2 0 1527.751 High 0 0.000289 14
High LVQWGPG 0.002694 0 0 0 1 0 2616.393 High 0 0.000146 19
High LVRPEVDV 1xCarbami  2.4E-05 0 1 1 5 P02768 0 2650.264 High 0 2.5E-07 53
High LVRPEVDV 1xCarbami    0.000325 0 1 1 3 P02768 0 2666.259 High 0 8.4E-06 39
High LVRPEVDV 1xCarbami  4.08E-05 0 1 1 15 P02768 1 2778.359 High 0 8.29E-07 35
High LVRPEVDV 1xCarbami    1.76E-05 0 1 1 9 P02768 1 2794.354 High 0 4.74E-06 35
High IVRPWAEG 0.000115 0 0 0 3 0 1570.797 High 0 3.27E-06 39
High LVSCPGPLD1xCarbami  1.3E-06 0 1 1 9 Q13421 0 1883.892 High 0 2.71E-08 63
High LVSEDPIND 4.26E-06 0 1 1 2 P98160 0 1666.782 High 0 2.42E-08 90
High IVSLLAASEA 0.00082 0 1 1 3 Q99538 0 2057.112 High 0 2.93E-05 21
High IWCFGPDG 1xCarbami  8.67E-07 0 1 1 2 P13639 0 2105.037 High 0 2.84E-09 54
High LVYLYLMN 7.74E-05 0 2 2 1 P63010; Q1 0 1390.744 High 0 1.21E-06 44
High LVVPATQC 1xCarbami  0.002832 0 1 1 1 Q15365 0 1442.804 High 0 0.000156 25
High LVVPASQC 1xCarbami  0.002219 0 1 1 1 Q15366 0 1428.788 High 0 0.000112 43
High LVVECVMN2xCarbami     6.18E-07 0 1 1 4 Q01469 0 1710.797 High 0 1.8E-09 89
High LVVECVMN2xCarbami   1.79E-07 0 1 1 7 Q01469 0 1694.802 High 0 3.4E-10 100
High LVNEVTEFA 0.001934 0 1 1 21 P02768 0 1149.615 High 0 9.35E-05 45
High LVVDLTDID 0.000503 0 1 1 1 P09960 0 2338.17 High 0 1.51E-05 45
High LVTSIGDVV 0.000428 0 1 1 2 P11216 0 1891.987 High 0 3.07E-05 33
High LVTLEEFLA 1.29E-05 0 1 1 9 Q02818 0 1506.816 High 0 1.08E-07 56
High IVSWSQVG 9.11E-05 0 1 1 4 Q9BWD1 0 2378.315 High 0 1.51E-06 55
High LVSSPCCIVT2xCarbami   3.53E-06 0 1 1 2 P08238 0 2432.104 High 0 1.89E-08 54
High IVSSAMEPD 0.003871 0 1 1 3 P08603 1 2192.055 High 0 0.000237 36
High IVSQLLTLM 2.82E-08 0 1 1 3 P55072 0 1430.829 High 0 2.81E-11 95
High LVTSPCCIV 2xCarbami   0.000121 0 1 1 2 P07900 0 2446.12 High 0 2.23E-06 61
High LVLWTAEE 0.003895 0 0 0 1 0 2537.282 High 0 0.000239 18
High LVLVNAIYF 0.000647 0 2 3 5 P30740; P5 0 1179.714 High 0 2.12E-05 55
High LVIQSYFVQ 0.001129 0 0 0 1 0 1438.83 High 0 4.53E-05 50
High LVAYYTLIG 3.2E-07 0 1 1 8 P01024 0 1511.822 High 0 7.42E-10 75
High LVASAYSIA 0.003569 0 1 1 1 O95861 0 1150.647 High 0 0.000214 30
High LVARPEPAT 0.002008 0 0 0 1 0 1819.97 High 0 9.82E-05 12
High LVAIVDPHI 0.002437 0 1 1 1 Q14697 0 1104.678 High 0 0.000127 43
High LVALLNTLD 0.004146 0 1 1 1 Q15257 0 1127.678 High 0 0.000262 30
High LVAASQAA 1.8E-06 0 1 1 15 P02768 0 1013.599 High 0 7.62E-09 95
High LVCYFTNW 1xCarbami  0.001839 0 1 1 2 Q15782 0 1588.721 High 0 8.68E-05 31
High ITYVANVNP 2.14E-05 0 0 0 1 0 1985.06 High 0 2.15E-07 55



High LTYLGCASV1xCarbami  0.002484 0 1 1 1 Q9Y3P9 0 1421.721 High 0 0.00013 38
High ITVVGVGQ 1xCarbami  2.01E-06 0 1 1 4 P07195 0 1973.092 High 0 8.83E-09 73
High ITVVGVGAV1xCarbami  5.52E-05 0 1 1 3 P00338 0 1990.09 High 0 1.24E-06 39
High LTVGAAQV 9.82E-05 0 1 1 3 P08571 0 1777.069 High 0 1.67E-06 50
High LTVEDPVTV 1.22E-06 0 1 2 1 O14818 0 1634.864 High 0 4.5E-09 70
High LTTPTYGDL1xCarbami  0.007785 0 3 5 3 P07437; P6  0 2708.338 High 6.52E-05 0.001254 27
High LTYTAEVSV 0.000125 0 1 1 1 P09960 0 1207.657 High 0 2.33E-06 71
High LWDEESAQ 9.22E-05 0 1 1 1 Q8TE77 0 1751.875 High 0 1.53E-06 28
High LVDQNIFSF 6.56E-06 0 1 1 2 P07339 0 1601.832 High 0 4.37E-08 66
High LVFVHSAEG 2.23E-08 0 1 1 4 P07384 0 2176.107 High 0 2.05E-11 66
High LVIQSTGGG1xCarbami  0.000815 0 1 1 1 Q5GLZ8 0 2987.518 High 0 2.9E-05 16
High IVLQIDNAR 0.00191 0 1 1 1 P08727 0 1041.605 High 0 9.13E-05 42
High LVINGNPIT 0.006338 0 1 1 2 P04406 0 1613.901 High 0 0.000465 54
High IVILPDYLEIA 9.82E-05 0 1 1 2 P45974 0 1414.83 High 0 1.67E-06 46
High LVLLGESAV 9.63E-05 0 3 3 1 P51148; P2  0 1085.656 High 0 1.63E-06 42
High IVIEYVDR 0.007315 0 1 1 1 P05156 0 1006.557 High 0 0.000562 31
High LVEIAQVPK 0.006916 0 1 1 4 Q16851 0 996.6088 High 0 0.000523 40
High IVLDNSVFS 0.001143 0 1 2 2 Q00610 0 1415.728 High 0 4.58E-05 47
High LVKEEVFW 0.007546 0 0 0 1 1 1205.668 High 0 0.000585 28
High LVGQSIIAY 1.92E-06 0 1 1 6 P53621 0 1332.789 High 0 2.92E-08 73
High LVGITSWG 1xCarbami  2.96E-06 0 1 1 1 P03952 0 1405.689 High 0 1.49E-08 64
High LVGIQIQTL 1xOxidatio  0.000313 0 1 1 1 P20061 0 1387.798 High 0 7.97E-06 41
High LVGIQIQTL 1.64E-06 0 1 1 6 P20061 0 1371.803 High 0 6.71E-09 72
High LVGGPMDA 3.11E-06 0 1 1 5 P01034 0 1644.79 High 0 1.6E-08 84
High LVLADGVSY1xCarbami  0.002868 0 1 1 1 Q8NDH3 0 1295.666 High 0 0.000158 35
High NPCQDPYIL1xCarbami  0.002205 0 1 1 2 Q12805 0 1716.801 High 0 0.000111 48
High LWDHATM 0.000924 0 1 1 1 Q9Y3F4 0 1330.646 High 0 3.43E-05 22
High LWEEQLAA 0.002124 0 1 1 1 P14314 0 1158.615 High 0 0.000106 47
High MCEDLWR 1xCarbami  0.00556 0 1 1 4 Q14376 0 1009.423 High 0.000234 0.003199 40
High MDELQLFR 9.94E-05 0 1 1 2 P55072 0 1051.524 High 0 1.71E-06 64
High MDLADLLT 1.41E-05 0 1 1 1 O14933 0 1775.9 High 0 1.22E-07 70
High MDILSYMR 0.000647 0 1 1 4 P22352 0 1028.49 High 0 6.15E-05 45
High MEFGTAGL 0.003395 0 1 1 5 Q96G03 0 981.4822 High 0 0.000199 40
High MFGIDRDA 0.001397 0 1 1 1 P29401 1 1562.811 High 0 6.03E-05 32
High MFLGDNAH 0.001054 0 1 1 1 P46940 0 2571.255 High 0 4.11E-05 29
High MFTTAPDQ 4.4E-05 0 1 1 5 P00450 1 2474.066 High 0 5.67E-07 48
High MFTTAPDQ1xOxidatio  0.000232 0 1 1 1 P00450 1 2490.061 High 0 5.33E-06 32
High MGAMAKP 2xCarbami   0.000684 0 1 1 3 Q01469 0 1767.79 High 0 5.76E-05 44
High MGAMAKP 2xCarbami     0.005918 0 1 1 1 Q01469 0 1783.785 High 0 0.000422 23
High MGFAVLLV 0.000389 0 1 1 2 P13798 0 1282.698 High 0 1.08E-05 46
High MGGSSGA 1.73E-07 0 1 1 4 Q3LXA3 0 2053.079 High 0 3.25E-10 62
High MGNFPWQ 0.004669 0 1 1 2 P00736 0 1803.875 High 0 0.000306 25
High MKEIAEAYL 7.59E-05 0 1 1 2 P11142 1 1252.661 High 0 1.18E-06 41
High MLAAQGV 0.001067 0 1 1 2 P19971 0 1298.689 High 0 4.19E-05 56
High MLAAQGV 1xOxidatio  1.29E-05 0 1 1 1 P19971 0 1314.683 High 0 1.08E-07 67
High MLPTIIADN 0.000325 0 1 1 2 P78371 0 2347.196 High 0 8.38E-06 39
High MIPCDFLIP 1xCarbami  2.79E-05 0 1 1 3 P06744 0 2065.072 High 0 3.05E-07 37
High MLLYTEVTR 0.001554 0 2 2 1 P31150; P5 0 1125.597 High 0 6.91E-05 41
High MILIYLLPVK 0.002124 0 0 0 1 0 1202.758 High 0 0.000106 33
High MLLADQGQ 1.17E-05 0 1 1 4 P09211 1 2991.477 High 0 9.53E-08 50
High MLLADQGQ 0.007785 0 1 1 1 P09211 0 1276.635 High 6.52E-05 0.000614 37
High MCALYASL 1xCarbami  0.001851 0 0 0 6 0 2061.014 High 0 8.77E-05 32
High MLKPAFIFD 0.006916 0 1 1 2 O60701 0 1294.698 High 0 0.000522 31
High MIEAVQNH 3.34E-05 0 1 1 2 Q16881 0 1987.981 High 0 3.92E-07 26
High MLDGEVTD 1.12E-08 0 1 1 1 P09958 0 1405.663 High 0 8.11E-12 99
High MLDAEDIV 0.000936 0 1 1 2 O43707 0 1816.875 High 0 3.51E-05 45
High MLAEDELR 1xOxidatio  0.001664 0 1 2 2 P61204 1 2063.084 High 0 7.58E-05 27
High MLAEDELR 0.001851 0 1 2 2 P61204 1 2047.089 High 0 8.78E-05 37
High MLAAYLYEV 0.002694 0 1 1 2 Q96KP4 1 1643.835 High 0 0.000215 53
High MLENIFLPL 0.000947 0 1 1 2 Q01432 0 1364.765 High 0 3.57E-05 37
High MAPYQGPD 6.28E-08 0 1 1 2 O43707 0 1792.857 High 0 8.3E-11 68
High MAGAIPLV 0.000261 0 1 1 1 Q53FA7 0 1343.735 High 0 6.26E-06 35
High MACPLEKA 1xCarbami  0.001583 0 1 1 1 P26447 1 2077.028 High 0 7.09E-05 53
High LYIGLAGLA 5.96E-09 0 1 1 7 P49720 0 1889.049 High 0 3.46E-12 78
High LYIFQASPA 1xCarbami  5.9E-08 0 1 1 7 P98160 0 1958.943 High 0 2.78E-07 62
High IYKVPSTEA 3.34E-05 0 1 1 2 P50395 1 2384.242 High 0 3.92E-07 50
High LYHSEAFTV 1.78E-06 0 1 1 3 P01009 1 2186.04 High 0 7.54E-09 59
High LYHSEAFTV 0.003729 0 1 1 2 P01009 0 2057.945 High 0 0.000227 23
High LYGSEAFAT 1.69E-06 0 1 1 3 P01011 0 1891.871 High 0 7.02E-09 67
High LYLILDFLR 0.002815 0 2 4 1 P51812; Q1 0 1165.698 High 0 0.000154 27
High IYFMAGSSR 0.001136 0 1 1 1 P14625 0 1031.498 High 0 4.53E-05 47
High IYELAAGGT 3.04E-05 0 1 1 1 P07954 0 1763.929 High 0 3.45E-07 75
High IYDYDPLYK 0.00529 0 1 2 2 P31941 0 1189.578 High 0.000392 0.006891 44
High IYDDDFFQN 7.9E-09 0 1 1 7 P22314 0 2600.19 High 0 5.05E-12 95
High LWSNFWG 0.002392 0 1 1 1 Q02809 0 1976.929 High 0 0.000125 32
High IWQYVYSK 0.004069 0 2 2 1 P61163; P4 0 1086.562 High 0 0.000254 46
High IWHHTFYN 8.64E-06 0 2 9 10 P60709; P6 0 1515.749 High 0 6.3E-08 52
High LYENFISEFE 0.000533 0 1 1 2 Q9UNM6 0 1583.749 High 0 1.64E-05 29
High LWDLTTGT 0.001515 0 1 1 1 P63244 0 1264.653 High 0 6.72E-05 48
High LYITTSLYSA 0.000368 0 1 1 3 Q13228 0 1560.794 High 0 9.94E-06 50
High LYMVSDAS 0.001644 0 1 1 1 Q9Y6U3 0 1316.597 High 0 7.45E-05 38
High MAAISNTV 1xCarbami  2.69E-07 0 1 1 2 O95361 0 1903.893 High 0 5.88E-10 81
High IYVVDVGSE 3.38E-06 0 1 1 1 Q13228 0 1233.647 High 0 1.78E-08 67
High IYTSPTWSA 1.35E-08 0 1 1 11 Q08380 0 2162.019 High 0 1.5E-11 121
High LYTLVTYVP 0.000292 0 0 0 2 0 1644.925 High 0 7.28E-06 33
High LYSNAYLND1xCarbami  1.31E-07 0 1 1 8 P00352 0 1714.847 High 0 2.23E-10 77
High LYSILGTTLK 0.000604 0 1 1 3 O75083 1 1537.847 High 0 1.93E-05 51
High LYLVQGTQ 1.96E-07 0 1 1 2 P02790 0 1771.999 High 0 3.83E-10 75
High LYQVEYAFK 0.001983 0 1 1 1 P60900 0 1160.599 High 0 9.63E-05 40
High LYQSATQA 4.24E-05 0 1 1 1 Q92696 0 1383.727 High 0 5.41E-07 46
High LYQQHGAG 0.000113 0 1 1 1 O14773 0 1604.818 High 0 2.04E-06 43
High IYQNIQDGS 0.005808 0 1 1 1 P61106 0 3150.556 High 0 0.00041 16
High LYQASPAD 1xCarbami  0.000152 0 1 1 1 P98160 0 1715.769 High 0 3.03E-06 53
High IYNVIGTLR 0.000533 0 0 0 1 0 1048.615 High 0 1.64E-05 56
High IYNLGTGTG 7.66E-09 0 1 1 2 Q14376 0 2303.141 High 0 4.85E-12 96



High LYQTDPSGT 3.41E-05 0 1 2 1 O14818 0 1666.786 High 0 4.02E-07 48
High LTSFIGAIAI 1.96E-07 0 1 1 3 P78371 0 1517.894 High 0 3.86E-10 79
High NPDDITNE 2.38E-06 0 1 1 2 P07900 0 1833.781 High 0 1.11E-08 75
High NPDGDVGG1xCarbami  0.006299 0 1 1 1 P00747 0 1905.818 High 0 0.00046 30
High QQQHLFGS2xCarbami   2.28E-05 0 1 1 1 P02787 0 2515.124 High 0 2.33E-07 41
High QQTHMLD 0.000337 0 1 1 4 P10909 0 1872.848 High 0 1.05E-05 42
High QQTVGGVN 1.24E-06 0 1 1 50 P01037 0 1914.934 High 0 4.6E-09 77
High QQVEGTAQ 3.11E-06 0 1 1 3 Q15847 0 3041.477 High 0 1.88E-07 53
High QQWQQLY 0.001675 0 1 1 1 Q7L2H7 0 1821.892 High 0 7.64E-05 39
High QSEDSTFYL 4E-06 0 1 1 3 P00450 0 1431.639 High 0 2.24E-08 85
High QSFTMVAD 0.000771 0 1 1 1 Q14847 0 1608.769 High 0 2.69E-05 37
High QSFVFIVTK 0.004305 0 1 1 2 Q9HAB8 0 1068.609 High 0.000129 0.002101 48
High QSGQTDPL 0.000392 0 1 1 1 P46940 1 3147.494 High 0 1.08E-05 37
High QSLGELIGT 3.63E-05 0 1 1 2 P60174 0 1414.79 High 0 4.38E-07 46
High QSSFALLGD 0.000873 0 1 2 1 Q92973 0 1279.689 High 0 3.19E-05 41
High QSSGENCD 1xCarbami  1.82E-07 0 1 1 10 P01833 0 1706.801 High 0 3.47E-10 82
High QSTSFLVLQ 0.002797 0 1 1 2 O00151 1 3035.532 High 0 0.000153 31
High QSVFPFESG 5.48E-05 0 1 1 5 P17931 0 1497.774 High 0 7.62E-07 63
High QSVVTLQG 5.98E-05 0 1 1 1 Q8TE77 0 1528.844 High 0 8.56E-07 56
High QTCSTLSGL1xCarbami  6.02E-05 0 1 1 2 P04424 0 1776.931 High 0 8.68E-07 63
High QTFTPPPQ 0.00029 0 1 1 3 Q9UBC9 0 1767.939 High 0 8.03E-05 37
High QVKPYVEE 0.004199 0 1 1 3 Q99832 0 2019.139 High 0 0.000266 29
High QVGSGVTT 5.57E-06 0 2 2 1 P0DOX6; P0 0 1617.808 High 0 3.51E-08 61
High QVELALWD 1.71E-08 0 2 3 2 P08134; P6 0 2008.925 High 0 1.43E-11 84
High QVEKEETN 0.003637 0 1 1 2 Q8NBJ4 1 2298.121 High 0 0.000218 34
High QVEGMED 1xOxidatio  0.004727 0 1 1 3 P25311 1 1964.902 High 0.0022 0.02713 28
High QVEGMED 0.006144 0 1 1 7 P25311 1 1948.907 High 6.52E-05 0.000616 40
High QQQFNVQ 0.002377 0 1 1 1 P14868 0 1939.998 High 0 0.000123 16
High QVEDLQAT 1.62E-05 0 1 1 1 O60664 0 2994.48 High 0 1.46E-07 61
High QVAASTAQ1xCarbami  2.23E-06 0 1 1 1 Q9Y490 0 1459.794 High 0 1.02E-08 92
High QTVSWAVT 0.000996 0 1 1 2 P01023 0 1116.605 High 0 3.81E-05 57
High QTVADQVL1xCarbami  6.53E-05 0 1 1 3 P56537 0 2703.356 High 0 9.63E-07 40
High QTTVSNSQ 0.001345 0 1 1 2 P31946 1 2287.12 High 0 5.72E-05 30
High QTTVSNSQ 4.56E-08 0 1 1 3 P31946 0 2159.025 High 0 5.38E-11 94
High QTLLDMIA 0.007785 0 1 1 1 Q13618 0 1060.582 High 6.52E-05 0.000612 32
High QVATALQN 0.000168 0 1 1 1 P18206 0 1314.738 High 0 3.47E-06 48
High QVIDVLETD 0.000387 0 1 1 2 P80303 1 1599.849 High 0 1.07E-05 57
High QQPTQFIN 2.25E-05 0 1 1 1 Q15019 0 2952.475 High 0 2.31E-07 46
High QQHVIETLI 0.00718 0 1 1 2 P48643 0 1265.721 High 6.52E-05 0.000838 26
High QLLNCLHV 1xCarbami  7.22E-05 0 1 1 2 P06737 0 1774.909 High 0 1.11E-06 59
High QLLNCLHV 1xCarbami  0.005159 0 1 1 2 P11216 0 1742.937 High 0 0.000349 45
High QLLQANPIL 0.000212 0 2 3 2 P35579; Q7 0 1726.949 High 0 4.72E-06 64
High QLLQLLTTY 0.004611 0 1 1 1 Q5T4S7 0 1460.884 High 0 0.000302 26
High QLNSESLSQ 4.07E-06 0 1 1 2 P36952 0 2207.04 High 0 2.29E-08 56
High QINWTVLY 0.0008 0 1 1 1 P83731 0 1192.647 High 0 2.84E-05 39
High QIPAITCIQS1xCarbami  5.91E-05 0 1 1 1 P46940 0 1600.826 High 0 8.47E-07 45
High QLQIYQGIL 5.14E-06 0 1 1 2 Q8TE77 0 1490.833 High 0 3.13E-08 72
High QLQNISLAA 3.02E-05 0 1 1 1 Q14204 0 1428.781 High 0 3.41E-07 57
High QLSQSLLPA 2E-05 0 1 2 1 P30153 0 1925.059 High 0 1.96E-07 47
High QLSSGVSEI 0.003053 0 1 1 1 P04792 0 1075.574 High 0 0.000173 39
High QLTLEQLR 0.00392 0 1 1 2 Q16204 0 1000.579 High 0 0.000242 52
High QITVNDLPV 7.18E-05 0 2 2 3 Q06830; P3 0 1211.674 High 0 1.09E-06 55
High QIVGYAIGT 0.001158 0 0 0 1 0 2086.068 High 0 4.67E-05 56
High QLVHELDEA 8.34E-05 0 1 1 2 Q06323 0 1501.728 High 0 3.59E-06 45
High QIVLTGILEQ1xCarbami  0.002579 0 1 1 1 Q96QK1 0 1741.963 High 0 0.000138 22
High QLYNVEAT 6.76E-11 0 1 1 4 P01024 0 2151.206 High 0 8.26E-15 116
High QPSQPPPQ 0.002275 0 1 1 1 Q9UBC9 0 1793.943 High 0 0.000116 23
High QPINISSQQ 0.005127 0 1 1 1 Q8N1Q1 0 1326.738 High 0 0.000348 36
High QPFVQGLA 0.000348 0 1 1 4 P01019 0 1898.09 High 0 9.19E-06 54
High QPFSIEEIEV 8.99E-05 0 1 1 1 P40394 0 1583.832 High 0 1.48E-06 64
High QPDFISFGL 0.003091 0 1 1 2 P98160 0 1921.992 High 0 0.000175 19
High QPCQPPPQ2xCarbami   0.005918 0 2 2 2 P22528; P3 0 1675.793 High 0 0.000423 29
High QQNAQGG 0.000294 0 1 1 1 P01023 0 2387.195 High 0 7.34E-06 36
High QNLFQEAE 6.41E-05 0 1 1 3 Q9UL46 0 1686.812 High 0 9.43E-07 38
High QNCELFEQ 1xCarbami  0.000212 0 1 1 2 P02768 1 2599.297 High 0 9.66E-06 43
High QNCELFEQ 1xCarbami  3.15E-06 0 1 1 12 P02768 0 1657.753 High 0 1.62E-08 64
High QMLYQAG 0.007047 0 1 1 1 O00462 0 1335.688 High 0 0.000533 13
High QMLVNAFT 0.000237 0 1 1 2 Q53FA7 0 2543.271 High 0 5.5E-06 33
High QMEQISQF 0.000164 0 1 1 1 P37802 0 1678.822 High 0 3.33E-06 65
High QIYPPINVL 0.000115 0 1 2 14 P21281 0 1596.911 High 0 6.35E-06 54
High QNCGFPGV2xCarbami   0.000239 0 0 0 1 0 1764.779 High 0 5.54E-06 51
High QVLLHQQA 0.004847 0 1 1 8 P02788 0 1064.621 High 0 0.000322 34
High QVLSQQSL 0.00285 0 1 2 2 O95361 0 1471.802 High 0 0.000158 42
High QVQFSEEH 1.43E-05 0 1 1 3 P98160 0 2335.133 High 0 1.24E-07 50
High RLTGFHETS 4.64E-09 0 1 1 4 P15104 1 2306.127 High 0 2.46E-12 80
High RLYGSEAFA 2.01E-05 0 1 1 3 P01011 1 2047.972 High 0 1.98E-07 51
High RLYITTSLYS 0.004441 0 1 1 2 Q13228 1 1716.896 High 0 0.000286 28
High RMPCAEDY2xCarbami   1.19E-06 0 1 1 56 P02768 1 2674.315 High 0 9.09E-07 50
High RMPCAEDY2xCarbami     6.33E-05 0 1 1 23 P02768 1 2690.31 High 0 3.23E-06 42
High RPAILTYHD 2.56E-07 0 1 1 4 Q9UN36 0 1759.949 High 0 5.49E-10 60
High RPCFSALEV1xCarbami  1.79E-06 0 1 1 76 P02768 0 1910.932 High 0 1.11E-08 61
High RPCGHPGD1xCarbami  0.000924 0 1 1 2 P08603 0 2911.383 High 0 0.000145 30
High RPDLLTMV 0.000363 0 1 1 3 Q15121 0 1477.783 High 0 2.57E-05 36
High RPFGVSLLY 0.000207 0 1 1 2 P25789 0 1650.9 High 0 8.31E-05 42
High RPGGEPSP 1.36E-06 0 1 1 1 P02751 0 2396.086 High 0 5.23E-09 60
High RPHGDIYG 2.72E-05 0 1 1 2 P23743 0 1881.993 High 0 2.95E-07 45
High RPLEQQQP 0.004698 0 1 1 1 Q14847 1 4934.508 High 0 0.000308 18
High RPLHSAQA 3.11E-06 0 1 1 1 Q9H4A4 0 1925.994 High 0 1.6E-08 67
High RPSANCDP 1xCarbami  7.29E-06 0 1 1 4 P15104 0 1932.96 High 0 5.8E-08 51
High RPTEICADP 1xCarbami  1.15E-05 0 1 1 14 P17655 0 2002.017 High 0 9.21E-08 57
High RPTELLSNP 6.98E-06 0 1 1 3 P07384 0 2014.072 High 0 4.76E-08 55
High SADTLWDI 0.003525 0 1 1 1 P07195 0 1176.59 High 0 0.00021 40
High SAATVLAYA 0.000879 0 1 1 1 Q8TE77 0 1125.597 High 0 3.2E-05 59
High RWLLLCNP 1xCarbami  0.001696 0 1 1 1 P11216 1 1998.084 High 0 7.79E-05 33
High RVVIACEGN1xCarbami  4.72E-05 0 1 1 3 P34096 1 1993.991 High 0 6.24E-07 49



High RVIAEGDLG 0.003591 0 1 1 2 O95861 1 1398.795 High 0 0.000214 55
High RVASGPSPG 0.001983 0 1 1 3 Q14764 1 3275.688 High 0 0.000234 42
High RIQTYLQST 0.001515 0 1 1 1 P30085 1 2526.327 High 0 6.73E-05 26
High RTVAAPSV 5.72E-08 0 1 1 30 P01834 1 2102.128 High 0 1.91E-06 61
High RSVQWCAV1xCarbami  4.7E-06 0 1 1 12 P02788 1 1746.859 High 0 2.79E-08 65
High RSDTSLTW 1.84E-05 0 1 1 13 P02788 1 1393.707 High 0 1.76E-07 59
High RQVEDLQA 8.49E-08 0 1 1 2 O60664 1 3150.581 High 0 1.24E-10 83
High RQGLEQFIN 0.004757 0 0 0 1 1 1232.675 High 0 0.000314 22
High RQFHLTDD 0.003614 0 0 0 1 1 1528.787 High 0 0.000217 27
High RQECSIPVC2xCarbami   5.21E-05 0 1 1 2 P00734 1 2432.148 High 0 7.15E-07 37
High RSYDVPPPP 0.002922 0 1 1 2 P18669 1 2573.213 High 0 0.000162 26
High RLQQHIQE 4.06E-05 0 1 1 1 Q7Z406 1 2357.196 High 0 5.07E-07 52
High RIPIEDGSG 2.58E-06 0 1 1 6 P01024 1 1626.881 High 0 1.24E-08 58
High RLLAGDHP 0.007361 0 1 1 3 Q14515 1 1601.949 High 0 0.000567 36
High RDSPIQCIQ 1xCarbami  2.65E-08 0 1 1 11 P02788 1 1770.892 High 0 2.58E-11 84
High RDELLAQH 0.000122 0 1 1 1 P58107 1 2499.404 High 0 2.24E-06 31
High RAQGPDGG 7.72E-06 0 1 1 2 Q6XQN6 1 3245.582 High 0 5.43E-08 56
High RAQEILSQL 0.005526 0 1 1 2 P35754 1 1395.832 High 0 0.000385 47
High RAPFDLFEN 0.004698 0 1 1 8 P07900 1 1264.643 High 0.0006 0.008499 43
High RANSTDYG 3.88E-05 0 1 1 2 P47895 1 1714.876 High 0 4.78E-07 65
High REGDVAAC 1xCarbami  0.000285 0 1 1 1 Q14376 1 3133.501 High 0 7.03E-06 27
High RAEDGSVID 2.96E-06 0 1 1 9 P07355 1 2064.983 High 0 1.49E-08 68
High QYMPWEA 0.002868 0 0 0 1 0 1920.92 High 0 0.000158 46
High QYASLTGTQ 0.001329 0 1 1 1 Q14697 0 2535.299 High 0 5.59E-05 46
High QVVESAYEV 0.000153 0 1 1 4 P00338 0 1264.678 High 0 3.05E-06 70
High QVVDCQLA1xCarbami  0.002661 0 1 1 1 P28838 0 1672.832 High 0 0.000144 43
High QVTITGSAA 9.57E-10 0 1 1 2 Q15365 0 2177.192 High 0 2.94E-13 114
High QVREPGQD 0.000327 0 1 1 1 P01024 1 2827.535 High 0 8.43E-06 40
High QYSLQNW 0.001506 0 1 1 1 P48637 0 1294.617 High 0 6.65E-05 39
High QLLLEEWG 5.12E-07 0 1 1 3 Q6ZVX7 0 2135.15 High 0 1.4E-09 83
High REPWLLPSQ 0.000103 0 1 1 1 Q14697 1 1874.003 High 0 1.78E-06 29
High RFPFIGEDD 8.62E-07 0 0 0 10 1 3091.502 High 0 4.35E-08 45
High RIHQESELH 0.005665 0 1 1 1 Q9UNE7 1 1754.893 High 0 0.000398 18
High RLELQLQEV 8.19E-05 0 1 1 3 Q7Z406 1 1468.823 High 0 5.6E-06 53
High RLEAAYLDL 0.001172 0 0 0 1 1 1347.738 High 0 4.73E-05 40
High RLDGESSEL1xOxidatio  7.98E-05 0 1 1 2 Q7Z406 1 2306.068 High 0 1.27E-06 50
High RLDGESSEL 3.97E-09 0 1 1 3 Q7Z406 1 2290.073 High 0 1.99E-12 87
High RLAPITSDP 2.41E-05 0 1 1 3 P14618 1 2331.219 High 0 2.53E-07 58
High RFDEILEAS 0.000122 0 1 1 3 P14618 1 1821.916 High 0 3.05E-06 50
High RHVFGESD 2.02E-06 0 1 1 4 P60174 1 1614.823 High 0 8.93E-09 66
High RHPDYSVV 5.23E-06 0 1 1 79 P02768 1 1467.843 High 0 4.45E-07 66
High RHEVTICNY1xCarbami  2.26E-06 0 1 1 3 Q9GZP4 1 2240.026 High 0 3.47E-05 38
High RHEVPPHV 6.41E-05 0 1 1 3 Q7Z406 1 1981.004 High 0 9.39E-07 40
High RGHLFLQT 0.00018 0 1 2 4 P0C0L4 1 2140.105 High 0 7.48E-06 36
High RFSMVVQD 6.91E-05 0 1 1 5 P30044 1 1378.751 High 0 1.04E-06 60
High RFSDTCFLD3xCarbami    8.45E-07 0 1 1 2 P98160 1 2942.214 High 0 2.75E-09 69
High RHPYFYAPE 5.81E-07 0 1 1 52 P02768 1 1898.995 High 0 1.66E-09 69
High QLLHNFPP 0.000688 0 1 1 6 P22314 0 2524.262 High 0 2.31E-05 37
High QIIGYVIGTQ 9.68E-08 0 0 0 4 0 2177.135 High 0 1.48E-10 69
High QLLGFPCAE1xCarbami  2.25E-05 0 1 1 5 Q13421 0 1863.927 High 0 2.3E-07 60
High NTGIICTIGP1xCarbami  8.29E-05 0 1 1 7 P14618 0 1359.705 High 0 9.17E-06 61
High NTGTEAPD 8.39E-05 0 1 1 2 Q13228 0 1905.908 High 0 1.35E-06 64
High NTLIIYLDK 0.000243 0 1 1 8 P01024 0 1092.63 High 0 5.67E-06 58
High NTLYLQMG 2.24E-05 0 1 1 4 A0A075B6Q 0 1295.678 High 0 2.29E-07 69
High NTLYLQMG1xOxidatio  0.00056 0 1 1 2 A0A075B6Q 0 1311.673 High 0 1.75E-05 34
High NTLYLQMN 0.002886 0 1 1 3 A0A0B4J1V 0 1324.693 High 6.52E-05 0.001252 35
High NTLYLQMN1xOxidatio  0.000533 0 1 1 1 A0A0B4J1V 0 1340.688 High 0 1.64E-05 45
High NTLYLQMN 0.00015 0 2 7 16 A0A0B4J1X  0 1352.699 High 0 6.14E-06 53
High NTLYLQMN1xOxidatio  0.000404 0 2 7 13 A0A0B4J1X  0 1368.694 High 0 1.89E-05 43
High NTLYLQMS 0.000158 0 1 1 6 A0A0J9YX3 0 1325.688 High 0 3.18E-06 49
High NTLYLQMS 1xOxidatio  0.000171 0 1 1 3 A0A0J9YX3 0 1341.683 High 0 3.53E-06 38
High NTMILEICT 1xCarbami  0.00556 0 1 1 4 P01024 0 1250.623 High 6.52E-05 0.001265 30
High NTMILEICT 1xCarbami    0.00024 0 1 1 2 P01024 0 1266.618 High 0 5.57E-06 50
High NTMSLLAA 8.89E-07 0 1 1 5 Q9UBQ7 0 1671.921 High 0 2.95E-09 68
High NTNDANSC1xCarbami  2.25E-05 0 2 2 2 P31150; P5 0 2199.057 High 0 2.31E-07 73
High NTNDANSC1xCarbami  0.000913 0 2 2 3 P31150; P5 1 2327.152 High 0 3.39E-05 33
High NTPVYVSSP 0.002033 0 1 1 2 P17174 0 2623.258 High 0 9.94E-05 18
High NVPLPVIAE 0.001696 0 2 2 4 P0DOX6; P0 0 1386.836 High 0 7.77E-05 40
High NVNVQNFH 0.000385 0 1 1 4 O43707 0 1485.76 High 0 1.06E-05 55
High NVMILTNP 0.000444 0 1 1 2 Q9UGI8 0 1270.719 High 0 1.28E-05 50
High NVIGLQMG 2.54E-05 0 1 1 2 P37802 0 1202.631 High 0 2.71E-07 62
High NVIEAVYNR 0.002437 0 1 1 1 P35813 0 1077.569 High 0 0.000127 44
High NVFIIGATN 0.000536 0 1 1 4 P55072 0 2518.425 High 0 1.65E-05 26
High NTAYLQMN 0.003614 0 1 1 1 A0A0B4J1V 0 1282.646 High 0 0.000216 32
High NVFDEAILA 0.000382 0 1 1 5 P60953 0 1852.969 High 0 1.61E-05 40
High NVDCVLLA 1xCarbami  0.001794 0 1 1 1 Q13126 0 1059.562 High 0 8.42E-05 48
High BTVYLQMB1xOxidatio  0.002261 0 1 1 1 P0DOX2 0 1354.678 High 0 0.000115 25
High BTVYLQMB 5.66E-05 0 1 1 9 P0DOX2 0 1338.683 High 0 7.96E-07 65
High BTVYLQMB1xOxidatio  0.00497 0 1 1 3 P0DOX2 0 1355.662 High 0 0.000525 34
High BTVYLQMB 0.000428 0 1 1 11 P0DOX2 0 1339.667 High 0 6.24E-05 40
High NTVLCNVV 1xCarbami  5.92E-07 0 1 1 3 Q14258 0 2090.07 High 0 1.88E-08 59
High NVDGVNYA 0.0001 0 1 1 2 Q9UBR2 0 1308.654 High 0 1.72E-06 40
High NTAWPYFL 0.003459 0 1 1 2 Q9UI12 0 1622.815 High 0 0.000204 28
High NSYVAGQY 1.75E-07 0 1 1 1 P11413 0 1807.788 High 0 3.3E-10 88
High NSVSQISVL 3.2E-05 0 1 1 2 O15143 0 1275.69 High 0 3.68E-07 68
High NQLTSLPSA1xCarbami  0.001312 0 1 1 2 Q13045 0 1331.699 High 0 5.52E-05 39
High NQLPPICYN1xCarbami  0.000596 0 1 1 1 P98088 0 1679.821 High 0 1.91E-05 34
High NQLDQEVE 1.59E-08 0 0 0 2 0 2063.066 High 0 1.3E-11 99
High NQGNTWL 2.81E-06 0 1 2 3 P01023 0 1491.795 High 0 1.39E-08 84
High NQFLDIWQ 0.006704 0 1 1 1 Q63HN8 0 1332.706 High 0 0.000502 41
High NQEQLLTLA 5.86E-06 0 1 1 11 Q9Y5Z4 0 1498.859 High 0 4.22E-08 90
High NQSFCPTV 1xCarbami  0.000237 0 0 0 2 1 2636.314 High 0 5.53E-06 31
High NPWSMDE 0.000117 0 1 1 1 P00966 0 2688.243 High 0 2.12E-06 48
High NPLVWVHA 0.000341 0 1 1 2 Q14624 0 1940.05 High 0 8.96E-06 33
High NPLVAVYYT 0.000357 0 1 1 1 Q9UNE7 0 1309.69 High 0 9.54E-06 38



High NPLEIVSIPD 0.003091 0 1 1 3 P49788 0 2223.152 High 0 0.000175 27
High NPEPELLVR 0.005881 0 1 1 1 Q14697 0 1066.589 High 0 0.000418 40
High NPELQNLL 7.57E-06 0 1 1 1 P52209 0 1705.88 High 0 5.31E-08 59
High NPDSSTTG 1xCarbami  3.82E-07 0 1 1 1 P00734 0 2154.94 High 0 9.42E-10 75
High NPTFMCLA 2xCarbami   9.28E-05 0 1 1 2 O95782 0 2060.983 High 0 4.53E-05 18
High NVSLGNVL 2E-08 0 1 1 5 Q9NY33 0 1675.913 High 0 1.76E-11 101
High NQVALNPQ 3.11E-06 0 1 1 4 P0DMV8 0 1658.85 High 0 5.8E-08 74
High NQVAMNP 1xOxidatio  2.62E-05 0 1 1 2 P11142 0 1665.79 High 0 3.75E-07 62
High NSQSFFSG 0.000368 0 1 1 2 P54920 0 1549.728 High 0 1.76E-05 49
High NSNILEDLE 4.88E-06 0 1 1 1 P48444 0 1416.733 High 0 2.94E-08 56
High NSLYLQMN1xOxidatio  0.000175 0 4 4 4 A0A0B4J1X    0 1354.678 High 0 3.64E-06 49
High NSLYLQMN 0.000248 0 4 4 10 A0A0B4J1X    0 1338.683 High 0 5.85E-06 48
High NSLYLQMN 0.000366 0 1 1 1 A0A0B4J1Y 0 1310.677 High 0 9.82E-06 50
High NSILAQVLD 4.72E-05 0 1 1 1 O14737 0 1414.765 High 0 6.25E-07 70
High NQVAMNP 6.52E-06 0 1 1 3 P11142 0 1649.795 High 0 4.3E-08 54
High NSLFGSVET 2.66E-06 0 1 1 2 Q9NRV9 0 1978.007 High 0 1.29E-08 55
High NSASWCVE1xCarbami  0.000607 0 1 1 1 Q14258 0 1628.716 High 0 1.96E-05 28
High NRPTSISW 2.49E-05 0 1 1 2 P30086 0 1632.798 High 0 8.91E-07 52
High NRPSSGSLI 0.007689 0 1 1 1 P09417 0 1800.956 High 0 0.000604 20
High NRPSHVW 1xCarbami  0.001217 0 1 1 2 Q92696 0 3072.522 High 0 5E-05 29
High NQYDNDVT 7.31E-05 0 1 1 1 P25786 0 1778.809 High 0 1.13E-06 47
High NQYCTFND1xCarbami  0.007407 0 1 1 1 P48163 0 2768.367 High 0 0.00057 8
High NSCPPTSEL1xCarbami  1.23E-05 0 1 1 1 P22352 0 1633.749 High 0 1.01E-07 67
High NPDELAEA 0.000428 0 1 1 1 O14908 0 1371.639 High 0 1.22E-05 46
High NVSTGDVN1xOxidatio  0.000392 0 1 1 1 P13645 0 2888.388 High 0 1.09E-05 42
High NVTDVVNT1xCarbami  3.14E-05 0 1 1 1 Q9Y3I0 0 1729.817 High 0 3.6E-07 54
High QFVTPADV 0.000785 0 2 2 1 Q14651; P1 0 1458.759 High 0 2.76E-05 43
High QGDTGDW 0.005224 0 1 1 1 Q9Y3F4 0 1631.781 High 0 0.000356 20
High QGFDFLCM1xCarbami  0.001304 0 0 0 2 0 1750.819 High 0 5.48E-05 39
High QGGLGPM 0.003729 0 1 1 1 Q06830 0 1622.857 High 0 0.000226 30
High QGHEPPTF 0.000122 0 1 1 1 Q9Y6U3 0 2177.009 High 0 2.25E-06 22
High QGHFYGET 5.78E-09 0 1 1 125 P01833 0 2025.966 High 0 3.3E-12 102
High QGLSSSIFT 0.005457 0 1 1 1 P49419 0 1067.573 High 0 0.000378 37
High QGNAVTLG 0.000162 0 1 1 1 Q86X29 0 1541.734 High 0 3.29E-06 46
High QHLENDPG 0.004121 0 1 1 1 O43396 0 1908.857 High 0 0.000258 25
High QHQLYVGV 0.000536 0 1 1 1 O94760 0 1328.732 High 0 1.65E-05 22
High QKLPDGSE 0.002072 0 1 1 2 Q96KP4 1 1943.132 High 0 0.000103 63
High QKPDGVFQ 2.35E-06 0 1 1 4 P01024 0 2564.293 High 0 1.2E-07 57
High QKPDGVFQ1xOxidatio  0.003752 0 1 1 3 P01024 0 2580.288 High 0 0.000228 26
High QKWEAEPV 0.000301 0 1 1 13 P25311 1 1532.786 High 0 7.56E-06 46
High QLCEKEPLG2xCarbami   2.69E-06 0 1 1 1 P36952 1 3259.707 High 0 1.31E-08 68
High QLCSFEIYEV1xCarbami  1.12E-06 0 1 1 54 P01036 0 1970.895 High 0 7.33E-09 60
High QLCSFEIYEV1xCarbami  9.17E-07 0 1 1 3 P01037 0 1969.911 High 0 3.07E-09 53
High QLICDPSYIP1xCarbami  0.007737 0 1 1 2 P31150 0 1476.715 High 0.000187 0.00282 40
High QLIAQVML 1.08E-07 0 1 1 1 Q14204 0 1653.878 High 0 1.71E-10 88
High QLKNPLEIV 0.00563 0 1 1 1 P49788 1 2592.389 High 0 0.000393 14
High QLKEHAVE 1xCarbami  0.000309 0 1 1 3 P02765 1 2030.001 High 0 2.15E-05 42
High QLGCGWA 1xCarbami  0.007003 0 1 1 3 Q9UGM3 0 1545.723 High 6.52E-05 0.001074 31
High QLGCGWA 1xCarbami    3.16E-05 0 1 1 2 Q9UGM3 0 1591.71 High 0 3.62E-07 59
High QFLFRPWD 0.002111 0 1 1 2 P22314 0 1436.769 High 0 0.000105 29
High QLGCGWA 1xCarbami  0.001345 0 1 1 2 Q9UGM3 0 2988.409 High 0 6.74E-05 43
High QLEMILNK 0.000154 0 1 3 2 P42330 0 1383.803 High 0 3.07E-06 52
High QIEINTISAS 2.16E-06 0 1 1 4 P48637 0 1763.929 High 0 9.74E-09 96
High QLEEAEEEA 0.007785 0 1 1 2 Q7Z406 0 1290.581 High 6.52E-05 0.000612 34
High QIDDILSVA 2xCarbami   0.000947 0 1 1 6 P14550 0 4114.096 High 0 3.58E-05 9
High QLDDLKVE 0.001851 0 0 0 1 1 1556.864 High 0 8.77E-05 38
High QLCSFEIYEV1xCarbami  6.68E-06 0 1 1 57 P01037 1 2126.012 High 0 4.48E-08 59
High QLFHPEQL 0.002124 0 2 6 3 Q9BQE3; P 1 2415.205 High 0 0.000329 37
High QFIENGSEF 0.000259 0 1 1 8 Q9GZZ8 0 1397.67 High 0 3.61E-05 48
High QFASQANV 1.93E-06 0 1 1 1 O43707 0 1773.928 High 0 8.36E-09 72
High QEYVLTQQ 0.000116 0 1 1 2 P21980 0 1959.981 High 0 2.1E-06 69
High PNSEPASLL 0.000194 0 1 1 2 P23381 0 2485.293 High 0 4.21E-06 40
High PLAQLADPW 0.00022 0 1 1 2 P51812 0 1266.684 High 0 3.27E-05 49
High PGGLLLGDV 1.08E-07 0 1 1 3 P30041 0 2098.093 High 0 1.73E-10 78
High PEIVDTCSL 2xCarbami   2.91E-08 0 1 1 1 P09960 0 1861.878 High 0 2.93E-11 99
High NYTDEAIET 1.98E-08 0 1 1 2 O14818 0 1740.817 High 0 3.96E-11 94
High NYSWMDII 1xCarbami  0.002531 0 1 1 1 Q9BV57 0 1543.728 High 0 0.000134 51
High PYQYPALTP 0.000193 0 1 1 7 P04075 0 1434.726 High 0 4.18E-06 66
High NYPNTFWM1xOxidatio  1.1E-05 0 1 1 2 P17655 0 1944.931 High 0 8.77E-08 60
High NYPATFWV 0.000156 0 1 1 5 P07384 0 1611.795 High 0 3.14E-06 49
High NWSAAGN 1xCarbami  0.005491 0 1 1 2 P54920 0 2443.194 High 0 0.000381 27
High NWRDPDQ 2.05E-08 0 1 1 3 P06396 1 2843.371 High 0 1.82E-11 63
High NWADVQS 0.002959 0 1 1 1 Q15437 0 1216.607 High 0 0.000166 35
High NVYMLATT 1.1E-05 0 1 1 1 Q6PCE3 0 1313.677 High 0 8.69E-08 63
High NVVTIFSAP1xCarbami  7.13E-05 0 1 2 1 P62714 0 1703.821 High 0 1.09E-06 47
High NYPNTFWM 0.000197 0 1 1 6 P17655 0 1928.936 High 0 4.26E-06 49
High NVSTGDVN2xOxidatio   0.000184 0 1 1 2 P13645 0 2904.383 High 0 0.000123 34
High QAAASATQ 0.004019 0 1 1 2 Q9Y490 0 1995.025 High 0 0.00025 25
High QAAPCVLF 1xCarbami  5.21E-05 0 1 1 4 P55072 0 1923.952 High 0 7.11E-07 53
High QEPSQGTT 1.65E-06 0 1 1 124 P01876 0 1835.95 High 0 7.23E-09 106
High QEPGKFTP 1xCarbami  0.001362 0 1 1 2 Q15782 1 3495.689 High 0 5.79E-05 24
High QEPGENSE 0.000223 0 1 1 1 P22352 0 1554.801 High 0 5.05E-06 48
High QELSEAEQA 0.002085 0 1 1 1 P01024 0 1261.602 High 0 0.000103 47
High QEALEWLIR 0.003525 0 1 1 1 Q9NQW7 0 1157.631 High 0 0.00021 42
High QDVSPFNV 0.001194 0 1 1 2 Q93099 0 2222.067 High 0 4.86E-05 34
High QAALQVAE 3.69E-05 0 1 1 4 P40121 0 1389.748 High 0 4.47E-07 63
High QDPPSVVV 0.00115 0 1 1 9 P25311 0 1775.892 High 0 4.62E-05 39
High QAWFIENE 4.56E-08 0 1 1 3 P04083 0 2141.019 High 0 5.39E-11 80
High QATVGDIN 0.000953 0 1 1 1 P07108 0 2150.055 High 0 0.000036 39
High QASPNIVIA 0.002595 0 1 1 2 P51148 0 1395.795 High 0 0.000139 46
High QAPQTIHLP 5.15E-05 0 1 1 2 P21399 0 2407.225 High 0 1.98E-06 46
High QAMFHYFQ 0.001312 0 1 1 1 Q9UJ70 0 1538.721 High 0 5.53E-05 37
High QAKEEAQA 0.004044 0 1 1 1 O75348 1 1692.819 High 0 0.000253 30
High QDLPNAM 3.01E-07 0 1 2 1 P61204 0 1630.774 High 0 6.84E-10 81
High ITSEALLVTQ 1.54E-05 0 1 1 2 Q86VP6 0 1542.91 High 0 1.37E-07 54



High ITSCIFQLLQ1xCarbami  1.37E-07 0 1 1 3 P22234 0 1720.93 High 0 2.36E-10 99
High ITQLVSDQA 5.25E-05 0 1 1 2 Q7Z4S6 0 1664.908 High 0 7.16E-07 48
High LHSEGDQL 3.67E-05 0 1 1 3 O60437 0 1729.862 High 0 4.45E-07 26
High IHVFYIDYG 0.003459 0 1 1 2 Q7KZF4 0 1396.701 High 0 0.000204 23
High IHVYGYSM 3.98E-05 0 1 1 2 Q9NRX4 0 2323.118 High 0 7.2E-07 41
High IHWESASLL 0.002362 0 1 1 4 P01024 0 1211.653 High 6.52E-05 0.000863 32
High IKAEYEGDG 0.005881 0 1 1 1 P22234 1 2092.107 High 0 0.000418 26
High LKAGDTVIP2xCarbami   0.00016 0 1 1 3 P11766 1 2162.098 High 0 2.36E-05 36
High LKCDEWSV 1xCarbami  0.000978 0 1 1 3 P02787 1 1521.737 High 0 3.7E-05 43
High LKDPANFQ 2.42E-06 0 1 1 3 P15559 1 2054.059 High 0 1.13E-08 80
High LKEEYQSLIR 0.007453 0 1 1 1 Q9Y3C8 1 1278.705 High 0 0.000575 22
High IKELEAEIQQ 0.001534 0 1 1 2 O60879 1 1469.832 High 0 6.8E-05 30
High LKELIFEETA 0.000761 0 1 1 2 P28482 1 1348.747 High 0.000234 0.003827 29
High IKELVVTQL 1.54E-05 0 1 1 1 Q01813 1 1634.911 High 0 1.37E-07 46
High LKEVLEYNA 0.005772 0 1 1 2 P14324 1 1433.8 High 0 0.000408 30
High LKEVVLQVE 0.000425 0 1 1 1 Q7Z406 1 1470.816 High 0 1.21E-05 34
High LKGEMMD 0.002977 0 1 1 2 P00338 1 1874.962 High 0 0.000167 25
High IKGIVEESVT 0.001603 0 1 1 1 Q96HN2 1 1523.854 High 0 7.24E-05 46
High LKGSGNLEA 0.000216 0 1 1 1 P78371 1 1492.885 High 0 4.84E-06 46
High LIALSIDSVE 1.26E-06 0 1 1 3 P30041 0 1897.007 High 0 4.72E-09 74
High ILAIGLINEA 2.55E-08 0 1 1 4 P46940 0 1883.012 High 0 2.07E-09 88
High LLAGDHPID 0.000543 0 1 1 6 Q14515 0 1445.847 High 0 1.67E-05 37
High LLADPTGAF 0.000319 0 1 1 2 P30044 1 2977.552 High 0 8.21E-06 44
High LLADPTGAF 0.003799 0 1 1 1 P30044 0 1089.594 High 0 0.000231 43
High LLAAGQLA 5.42E-07 0 1 1 2 Q13217 0 3238.58 High 0 1.51E-09 71
High LHQMSVAD1xCarbami    5.69E-05 0 1 1 2 P98160 0 1767.779 High 0 8.04E-07 73
High LKYENEVAL 0.002178 0 1 1 3 P13645 1 1234.679 High 0 0.000127 32
High LKQEYFVVA 4.49E-05 0 2 3 5 P11216; P0 1 2007.127 High 0 5.83E-07 55
High LKPGYLEAT 0.000128 0 1 1 4 Q15181 0 1694.89 High 0 4.47E-06 50
High LKPEGLHQ 0.000539 0 0 0 2 0 1794.975 High 0 1.67E-05 25
High IKNVDCVLL1xCarbami  0.002595 0 1 1 1 Q13126 1 1300.741 High 0 0.000139 40
High LKLEDFFAR 0.00278 0 1 1 1 P11413 1 1138.626 High 0 0.000152 37
High LKHELTDEE 0.000189 0 1 1 2 P43652 1 2690.367 High 0 8.4E-06 47
High LKVPPAINQ 0.005955 0 1 1 1 P62424 1 1811.017 High 0 0.000424 28
High LIAPVAEEE 1.12E-05 0 1 1 1 P07195 0 1694.896 High 0 8.93E-08 59
High LHQMSVAD1xCarbami  0.000112 0 1 1 1 P98160 0 1751.784 High 0 2E-06 56
High IHPMAYQL 0.001761 0 1 1 2 P67870 0 1960.011 High 0 8.18E-05 41
High LGMPQFLS 0.000346 0 1 1 1 Q15418 0 1790.947 High 0 9.1E-06 26
High LGNDFMG 8.28E-10 0 1 1 5 Q9HC38 0 2052.018 High 0 2.41E-13 96
High LGPGMADI 1xCarbami  0.002644 0 1 1 1 P07602 0 1061.512 High 0 0.000142 50
High LGPHAGDV 0.001087 0 1 1 2 P06727 0 1805.918 High 0 0.000166 25
High IGPILDNST 0.004121 0 1 1 1 P30153 0 2194.233 High 0 0.000259 22
High LGQMVLSG 3.28E-05 0 1 1 2 O60664 0 1516.84 High 0 1.04E-05 51
High LGQSDPAP 0.000135 0 1 1 4 P29401 0 2069.012 High 0 1.12E-05 34
High LGQSDPAP 1xOxidatio  0.00229 0 1 1 1 P29401 0 2085.007 High 0 0.000117 21
High LGSGDDISV 0.004698 0 0 0 2 0 1997.07 High 0 0.000309 28
High IGTADRELIQ 0.002178 0 1 1 2 Q9Y371 1 2329.287 High 0 0.000109 26
High LGTLSALDI 0.0002 0 1 1 3 Q86VP6 0 1256.782 High 0 4.38E-06 52
High IGTYTGPLQ1xCarbami  0.000361 0 1 1 1 P49902 0 2980.472 High 0 9.72E-06 38
High IGVFSYGSG 1.08E-07 0 1 1 2 Q01581 0 1846.995 High 0 1.71E-10 89
High LGVQDLFN 6.66E-05 0 1 1 6 P30740 0 1207.632 High 0 9.91E-07 65
High LGVYELLLK 0.005918 0 1 1 2 Q14624 0 1047.645 High 0.000342 0.006021 28
High LGWDPKPG 5.57E-06 0 1 1 3 P55786 0 1873.992 High 0 3.48E-08 45
High LGYAGNTE 1xCarbami  0.000234 0 1 1 1 P61158 0 2192.142 High 0 5.39E-06 37
High LHLVSPADS1xCarbami  3.97E-06 0 1 1 5 P98160 0 1702.822 High 0 2.22E-08 49
High IHLISTQSAI 0.000182 0 1 1 1 P02679 0 1682.959 High 0 3.87E-06 31
High LHLGTTQN 0.00727 0 1 1 1 O75351 0 1802.903 High 0 0.000556 26
High LHLETDSLA 6.25E-05 0 1 2 3 P0C0L4 0 2613.413 High 0 4.46E-06 63
High LHHVSSLAW 5.89E-06 0 1 1 2 O75083 0 2783.411 High 0 1.36E-05 20
High LHHVSPAD 1xCarbami  0.000192 0 1 1 1 P98160 0 1726.797 High 0 4.13E-06 28
High IHQIEYAME1xOxidatio  0.000132 0 1 1 4 P25786 0 1447.725 High 0 2.49E-06 34
High IHGFDLAAI 8.64E-06 0 1 1 6 P22079 0 1455.77 High 0 6.31E-08 64
High LHFFMPGF 0.000706 0 4 8 5 Q9BUF5; P   0 1620.836 High 6.52E-05 0.001035 39
High LHEWTKPE 4.95E-08 0 1 1 7 P30740 0 2536.319 High 0 6E-11 74
High LHEAFSPVS 0.000113 0 1 1 3 P00748 0 2096.092 High 0 2.6E-05 41
High LHDVNSDG 1.71E-07 0 1 1 3 P80303 0 2420.162 High 0 3.2E-10 60
High LHCWSLTQ1xCarbami  0.001772 0 0 0 2 0 1422.683 High 0 8.27E-05 25
High IGYIYALLFV 0.001067 0 1 1 1 O43813 0 1413.814 High 0 4.18E-05 23
High IHFPLATYA 7.69E-05 0 2 6 5 Q9BQE3; P 0 1756.963 High 0 1.2E-06 47
High IIASILHLGS 0.002422 0 1 1 1 Q9ULV0 0 1791.049 High 0 0.000126 21
High ILASTQFEP 0.001623 0 1 1 1 Q9NZ08 0 1404.748 High 0 7.36E-05 38
High ILATPPQED 0.000663 0 1 1 1 P29401 0 2020.071 High 0 2.19E-05 45
High IIGNLLYYR 0.000148 0 1 1 1 P46940 0 1124.646 High 0 2.93E-06 56
High LLGPHVEG 8.39E-05 0 1 1 2 Q13421 1 1547.854 High 0 1.36E-06 59
High LLGPSAAAD 0.004698 0 1 1 2 Q7Z6Z7 0 2237.25 High 0 0.000308 27
High LLGSDGSPL 0.001041 0 1 1 4 Q6XQN6 0 2994.491 High 0 4.05E-05 26
High ILHCLGLAE 1xCarbami  0.000137 0 1 1 3 P53004 0 1523.825 High 0 4.24E-06 27
High LLHDQVGV 0.000267 0 1 1 1 P53621 0 1713.932 High 0 6.47E-06 24
High LIHFSGVAL 1xCarbami  0.00024 0 1 1 1 P78371 0 1956.074 High 0 5.61E-06 30
High ILHLLGQEG 7.4E-05 0 1 1 2 Q9Y678 0 1204.705 High 0 1.15E-06 46
High LLHQLADLV 0.0006 0 1 1 2 P47895 0 1306.748 High 0 1.92E-05 36
High LLHQLADLV 0.00718 0 1 1 1 P47895 1 1577.876 High 0 0.00055 37
High ILHVDNHIG 5.91E-05 0 1 1 2 P25786 0 2086.14 High 0 8.43E-07 35
High ILKEEQELYQ 0.006788 0 1 1 1 Q9UM54 1 1420.768 High 0 0.000509 22
High LILADALCYA1xCarbami  4.65E-06 0 1 1 3 P28838 0 1846.952 High 0 2.75E-08 47
High ILLANFLAQ 1.36E-05 0 1 1 7 P06744 0 1703.951 High 0 1.16E-07 85
High ILLANFLAQ 1xOxidatio  1.5E-05 0 1 1 3 P06744 0 1719.946 High 0 7.24E-07 75
High LLIDEAILK 0.00118 0 1 1 1 P49591 0 1027.64 High 0 4.78E-05 27
High LLLDGAPLIA 0.001194 0 1 1 1 Q9H0R4 0 1373.852 High 0 4.88E-05 36
High LLIYAASSLQ 1.67E-06 0 1 1 8 A0A0C4DH 0 1661.922 High 0 6.93E-09 70
High LIIVSNPVD 5.92E-07 0 1 1 12 P00338 0 1944.12 High 0 1.7E-09 84
High LLLTAIGYG 0.006068 0 1 2 1 Q93008 0 1312.774 High 0 0.000437 28
High ILLSIGGYLF 0.000313 0 1 1 2 Q15782 0 1367.793 High 0 8.01E-06 31
High LLLQLEATK 0.001041 0 1 1 1 Q13561 0 1028.635 High 0 4.05E-05 47
High ILLQGTPVA 2.33E-07 0 1 1 9 P01024 0 2157.086 High 0 8.01E-08 82



High LLGLGVTDF 3.57E-06 0 1 1 4 Q7Z406 0 1177.658 High 0 6.79E-07 68
High LLLPWLEAR 0.003776 0 1 1 3 Q00610 0 1110.667 High 0 0.000231 29
High ILLLGLDNA 0.000133 0 1 1 1 P36405 0 1126.683 High 0 2.53E-06 52
High ILLLGAGES 0.000131 0 1 3 2 P04899 0 1057.625 High 0 2.46E-06 52
High LLLGSNQN 0.000109 0 0 0 1 0 1527.874 High 0 1.94E-06 46
High LLLFSPSVV 0.001603 0 1 2 1 P0C0L4 0 2769.603 High 0 7.23E-05 14
High LLLEQAANE 4.11E-07 0 1 1 1 O95352 0 1756.948 High 0 1.05E-09 76
High LILDVFCGS 1xCarbami  6.02E-05 0 1 1 2 P11413 0 1821.914 High 0 8.68E-07 52
High ILLNPQDKD 4.81E-07 0 1 1 49 P01833 1 2172.202 High 0 1.29E-09 101
High IIGLDQVAG 0.006418 0 1 1 1 P35579 0 2018.063 High 0 0.00047 9
High ILGGVISAIS 0.000114 0 1 1 3 P04632 0 2447.293 High 0 1.29E-05 46
High LLGELLQDN 0.000134 0 1 1 1 P37837 0 1213.679 High 0 2.55E-06 48
High ILEDQEENP 0.00042 0 1 1 1 O95336 0 2299.193 High 0 1.19E-05 27
High LLEAQIATG 6.1E-05 0 1 2 2 P58107 0 2013.088 High 0 8.78E-07 39
High LLDYVPIGP 0.003481 0 1 1 2 P46459 0 1142.657 High 0 0.000206 35
High LLDSLPSDT 0.003438 0 1 1 1 P05155 0 1116.59 High 0 0.000203 44
High LLDNWDSV 5.73E-07 0 1 1 1 P02647 0 1612.785 High 0 1.64E-09 74
High IIDFGLAR 0.002362 0 1 1 21 Q16539 0 904.5251 High 0 0.000403 38
High ILEEIDTLILP 0.000482 0 0 0 1 0 1786.984 High 0 1.43E-05 39
High LLDEVFFSE 0.000111 0 1 1 3 P25789 0 1226.63 High 0 1.96E-06 55
High LIDDMVAQ 4.24E-05 0 1 1 3 O75874 0 1234.617 High 0 5.38E-07 62
High LICQATGFS 1xCarbami  5.66E-05 0 2 2 2 P0DOX6; P0 0 1249.636 High 0 7.99E-07 48
High LLCGLLAER 1xCarbami  0.000286 0 0 0 4 0 1044.587 High 0 7.12E-06 51
High LICCDILDVL2xCarbami   4.92E-06 0 1 1 3 P62258 1 2695.379 High 0 2.96E-08 40
High LICCDILDVL2xCarbami   1.89E-05 0 1 1 1 P62258 0 1476.744 High 0 1.81E-07 52
High LLAVYALPS 0.00313 0 0 0 2 0 1345.763 High 0 0.000178 34
High LLDEEEATD 1.62E-06 0 1 1 2 Q8WUM4 0 1532.707 High 0 6.62E-09 79
High LGLVLDQA 1xCarbami  1.5E-06 0 1 1 1 Q13938 0 1629.826 High 0 5.93E-09 83
High IIEETLALK 0.005389 0 1 1 3 O15144 0 1029.619 High 0 0.000372 37
High LLELLWNK 0.001922 0 1 1 1 Q92905 0 1028.614 High 0 9.25E-05 39
High ILGAFVQIIT 2.04E-06 0 1 1 2 P22079 0 1377.825 High 0 1.8E-08 62
High LLFLVGTAS 1.76E-06 0 1 1 1 Q9Y2A9 0 1624.881 High 0 7.38E-09 57
High IIFEDDRCLA1xCarbami  0.007785 0 1 1 3 P49773 1 3179.635 High 6.52E-05 0.000612 23
High IIEVVDAIM 1.58E-06 0 1 1 3 Q01813 0 1911.996 High 0 6.4E-09 78
High LLEVIILQCK1xCarbami  1.51E-05 0 1 1 1 O95373 0 1228.733 High 0 1.34E-07 66
High ILEVCVWD 1xCarbami  8.3E-07 0 1 1 1 Q13217 0 1502.767 High 0 2.69E-09 71
High IIELDDKGQ 0.002219 0 1 1 2 O75936 1 1384.779 High 0 0.000112 29
High IIETLTQQLQ 5.4E-06 0 1 1 1 Q9UHV9 0 1385.8 High 0 3.36E-08 66
High LLETCSIALV1xCarbami  2.63E-05 0 1 1 1 P17812 0 1303.729 High 0 2.85E-07 65
High LIESAEELIR 1.4E-05 0 1 1 1 Q13217 0 1172.652 High 0 1.21E-07 68
High ILEPVLLLLL 0.001654 0 0 0 2 0 1488.976 High 0 7.52E-05 33
High LLEMILNKP 0.000444 0 1 1 2 P52895 0 1368.828 High 0 1.28E-05 45
High LLEIVER 0.007361 0 1 1 1 Q12792 0 871.5247 High 0 0.000565 42
High LLELQYFISR 0.000433 0 1 1 1 Q92896 0 1281.72 High 0 1.24E-05 52
High LLETECPQY 1xCarbami  2.09E-05 0 1 1 2 P05109 0 1421.709 High 0 2.08E-07 57
High LGLVFDDVV 0.000327 0 1 1 2 Q01518 0 1930.09 High 0 8.45E-06 40
High LGLVEFNIL 3.76E-05 0 1 1 1 P07384 0 1473.821 High 0 4.6E-07 58
High IGLVEALCG 1xCarbami  0.001922 0 0 0 2 0 1729.898 High 0 9.21E-05 50
High IECVSAETT 2xCarbami   3.52E-07 0 1 1 3 P02787 0 1725.767 High 0 8.42E-10 66
High LEDEHLVFF1xCarbami  0.000123 0 1 1 1 Q8NFU3 0 1752.808 High 0 2.27E-06 33
High IEDGNDFG 1.9E-08 0 1 1 1 Q9UL46 0 1534.738 High 0 1.64E-11 90
High IEDGNNFG 6.46E-07 0 1 1 2 Q06323 0 1519.739 High 0 1.91E-09 97
High IEEQLTLEK 0.0006 0 1 1 1 P30740 0 1102.599 High 0 1.92E-05 61
High LEESYTLNS 3.66E-06 0 1 1 2 P30740 0 1510.738 High 0 1.98E-08 71
High LEGDTLIIPR 3.14E-05 0 1 1 1 P98160 0 1126.647 High 0 3.58E-07 52
High IEGLQNLVN 0.005423 0 1 1 2 Q15435 0 1268.732 High 0.000392 0.006423 29
High LEGSDVQL 9.17E-07 0 1 1 4 Q9NY33 0 2134.103 High 0 3.07E-09 83
High IEGSNKVPV 1.31E-05 0 1 1 3 P06396 1 3399.653 High 0 1.11E-07 69
High LEGVLAEVA 0.005595 0 1 1 1 P46940 0 2055.087 High 0 0.00039 24
High LEKHELIEFR 0.000571 0 1 1 1 Q00610 1 1313.721 High 0 1.79E-05 41
High IEKLELVPVP 2.41E-05 0 1 1 2 Q9Y6U3 1 3309.752 High 0 2.53E-07 38
High IEKVEHSDL 0.000109 0 1 1 1 P61769 1 1518.78 High 0 1.93E-06 51
High LEICNLTPD 1xCarbami  8.86E-06 0 1 1 1 P07384 0 1386.73 High 0 6.55E-08 49
High LEICNLTPD 1xCarbami  0.001783 0 1 1 1 P17655 1 2112.053 High 0 8.32E-05 32
High IELLGSYDP 0.000879 0 1 1 1 P24666 0 1262.663 High 0 3.2E-05 46
High IEVQDTSGG 0.003291 0 1 1 1 Q16531 0 2952.476 High 0 0.000191 27
High LEVDYSIGR 0.002959 0 0 0 1 0 1051.542 High 0 0.000165 35
High LETGQFLTF 0.000503 0 1 1 1 A0AVT1 0 1211.642 High 0 1.52E-05 42
High IETELRDICN1xCarbami  0.001371 0 1 1 2 P63104 1 2160.122 High 0 5.83E-05 39
High IESSSSQVA 1xCarbami  3.45E-05 0 1 1 4 P98160 0 3464.686 High 0 4.15E-07 61
High IESSSSHVA 1xCarbami  0.000162 0 1 1 1 P98160 0 3486.671 High 0 3.29E-06 41
High LEATINELV 0.007689 0 1 1 3 P10599 0 1001.551 High 6.52E-05 0.000622 43
High IESSSPTVV 1xCarbami  6.23E-09 0 1 1 3 P98160 0 2374.192 High 0 3.67E-12 113
High IEPSSSQVA 1xCarbami  0.000924 0 1 1 2 P98160 0 3502.702 High 0 3.45E-05 44
High IEPPDTGLY 0.000775 0 1 1 1 P80303 0 1815.869 High 0 2.7E-05 28
High IENVVLVVP 5.95E-05 0 1 1 1 Q9NQW7 0 1208.761 High 0 8.53E-07 68
High LENNMLM 1xCarbami  0.007689 0 1 1 1 P98160 0 2951.417 High 0 0.0006 13
High IEIQTLTGLF 0.000118 0 1 1 1 P55212 0 1262.735 High 0 2.16E-06 55
High LELQLQEVQ 2.62E-05 0 1 1 1 Q7Z406 0 1312.722 High 0 2.81E-07 66
High LESDVSAQ 1xCarbami  2.28E-08 0 1 1 1 P02675 0 1587.678 High 0 2.11E-11 102
High IEADSESQE 3.68E-07 0 1 1 3 P55957 0 1504.713 High 0 2.24E-09 89
High IDYIAGLDS 0.003091 0 1 1 4 P07741 0 1122.579 High 0 0.000303 40
High IDVVPIEPH 1.14E-06 0 1 1 2 P18510 0 2012.133 High 0 4.13E-09 63
High IDPHAPNEM 0.005808 0 1 1 2 O43813 0 1512.726 High 0.000234 0.004607 30
High LDNVPHTP 6.14E-05 0 1 1 1 Q99733 0 1910.986 High 0 8.91E-07 38
High LDNLVAILD 5.52E-05 0 1 1 3 P29401 0 1368.785 High 0 7.72E-07 51
High LDNLHSCFC3xCarbami    4.42E-06 0 1 1 1 Q9ULA0 0 3409.609 High 0 2.55E-08 39
High LDIQGTGQ 2.89E-06 0 1 1 10 P01833 0 2114.197 High 0 6.91E-08 74
High LDINLLDNV1xCarbami  0.000415 0 1 1 1 O14980 0 2541.251 High 0 1.16E-05 34
High LDPHLVLDQ 0.002275 0 1 2 1 P35579 0 1318.748 High 0 0.000116 36
High LDILDMFTE 9.75E-05 0 1 1 1 P30520 0 1337.702 High 0 1.66E-06 36
High IDIDPEETV 0.005095 0 1 1 1 P54727 0 1158.589 High 0 0.000344 45
High IDKVNEIVE 0.00037 0 1 1 2 Q15008 1 1856.971 High 0 1.01E-05 33
High IDKTDYMV 1xOxidatio  0.000959 0 1 1 1 P52565 1 1617.758 High 0 3.62E-05 25
High IDKLMIEMD 0.001002 0 1 1 3 P06733 1 1636.792 High 0 3.84E-05 40



High LDKAQIHD 4.81E-05 0 1 1 3 P0DMV8 1 1822.018 High 0 6.37E-07 64
High LDKACEPGV1xCarbami  0.000117 0 1 1 3 P01024 1 1656.794 High 0 4.09E-06 39
High LDIDSPPITA 0.000125 0 1 1 6 P14618 0 1197.647 High 0 2.33E-06 60
High LEVTVQALK 0.002233 0 1 1 1 Q7Z406 0 1000.604 High 0 0.000113 25
High IDPLAPLDK 2xCarbami   0.001685 0 1 1 1 P11766 1 2974.538 High 0 7.73E-05 19
High LDQETAQW 0.000382 0 1 1 1 Q96G03 0 1259.638 High 0 1.05E-05 50
High LDVEFKPLA 1.14E-05 0 1 1 4 P98160 0 2102.153 High 0 2.08E-06 61
High IDTQDIEAS 0.001478 0 1 1 1 P01031 0 1447.681 High 0 6.46E-05 45
High LDSLQDIGM 0.000761 0 1 1 1 P80303 0 1796.921 High 0 2.64E-05 29
High IDSLLENDR 0.007135 0 1 1 3 P10909 1 2928.373 High 0 0.000544 24
High IDSGLYLGS 0.001187 0 1 1 3 P02788 1 2216.171 High 0 0.000105 46
High IDSGLYLGS 2.19E-11 0 1 1 411 P02788 0 2088.076 High 0 1.81E-15 115
High LDPTFASAT 1.08E-05 0 1 1 2 P47989 0 1551.842 High 0 8.53E-08 63
High LDSGDLLQQ 1.16E-05 0 1 1 1 Q6XQN6 0 1585.818 High 0 9.39E-08 58
High LDQWLTTM 0.00323 0 1 2 1 P54920 0 1389.756 High 0 0.000187 29
High IDQWLEQY 5.71E-06 0 1 1 1 P33241 0 2021.993 High 0 3.62E-08 50
High LDQPMTEIV 4.92E-06 0 1 1 8 P22314 0 1288.657 High 0 2.94E-08 67
High LDQLIYIPLP 5.33E-06 0 1 1 1 P55072 0 1556.857 High 0 3.29E-08 63
High LDQGNLHT 9.74E-08 0 1 1 4 Q9UBG3 1 2656.256 High 0 1.49E-10 77
High LDQGNLHT 1.79E-05 0 1 1 1 Q9UBG3 0 2500.155 High 0 1.69E-07 56
High IDQYQGAD 7.96E-06 0 1 1 1 O43396 0 1635.786 High 0 5.65E-08 62
High LLIYAASTLQ 0.000124 0 0 0 2 0 1675.938 High 0 2.29E-06 54
High LEYHQVIQQ 0.000245 0 1 1 1 P80303 0 1673.832 High 0 5.75E-06 34
High IFDANTKPN 0.00327 0 1 1 1 O60701 0 3057.626 High 0 0.00019 26
High IGDPLLEDT 3.44E-06 0 1 1 3 P49189 0 1128.59 High 0 1.83E-08 71
High LGDVGMA 1xCarbami  6.77E-06 0 1 1 2 P13489 0 2008.994 High 0 1.86E-07 52
High LGDVISIQP 1xCarbami  0.000212 0 1 1 1 P55072 0 1540.804 High 0 4.72E-06 45
High LGDVYVND 1.37E-06 0 1 2 4 P00558 0 1634.792 High 0 1.85E-07 70
High IGEEFLTDLS 0.000592 0 1 1 5 P11216 1 1620.884 High 0 3.42E-05 37
High IGEHTPSAL 5.95E-07 0 1 1 7 P04075 0 2107.096 High 0 9.52E-09 69
High IGEHTPSAL 1xOxidatio  0.000901 0 1 1 1 P04075 0 2123.091 High 0 3.33E-05 25
High IGETIFFR 0.000684 0 0 0 1 0 982.5356 High 0 2.29E-05 46
High LGEVNTYA 1.53E-05 0 1 1 1 P06727 0 1407.711 High 0 1.36E-07 52
High IGEWELIQE 7.51E-07 0 1 1 1 P45974 0 2856.529 High 0 2.34E-09 59
High LGEWVGLC1xCarbami  0.000706 0 0 0 1 0 1061.545 High 0 2.39E-05 48
High LGFAGLVQ 1.1E-07 0 1 1 2 P48643 0 1667.9 High 0 5.43E-10 75
High IGFFNQQYA 7.74E-05 0 1 1 1 Q8NE71 0 1613.807 High 0 1.21E-06 51
High IGFPWSEIR 0.005127 0 1 3 3 P15311 0 1104.584 High 0 0.000347 37
High IGGFYALSP 0.002745 0 0 0 1 0 1510.805 High 0 0.00015 41
High IGGIGTVPV 0.000863 0 2 3 1 Q05639; P6 0 1025.61 High 0 3.13E-05 53
High LGGSAVISL 0.002219 0 1 1 6 P23528 0 1340.778 High 0 0.000113 37
High IGITNHDEY 0.003353 0 1 1 1 Q9Y490 0 1516.775 High 0 0.000195 19
High LGLSTLGEL 0.001388 0 0 0 2 0 1030.614 High 0 0.000212 41
High LGLQNDLF 1.31E-06 0 1 1 5 P55786 0 1346.743 High 0 4.95E-09 86
High LGLPLQQY 0.005356 0 1 1 1 Q8TE77 0 1087.626 High 0 0.00037 35
High LGLMEMIA 1.59E-05 0 1 1 3 Q8N335 0 1251.659 High 0 1.43E-07 55
High LGILTHLYR 0.001478 0 1 1 1 Q9UJ70 0 1085.647 High 0 6.47E-05 40
High LGDDIDLIV 5.31E-05 0 1 1 1 O15371 0 1128.626 High 0 7.34E-07 49
High IGIIGGTGLD 5.5E-06 0 1 1 1 Q13126 0 1824.97 High 0 3.43E-08 62
High LGLKEFYILW 0.001009 0 1 1 2 P17655 1 1510.867 High 0 3.86E-05 23
High LGLHQVLQ 0.000118 0 1 1 1 O60610 0 1291.748 High 0 2.16E-06 43
High LGLAPQIQD 0.001525 0 1 1 1 P46940 0 1415.789 High 0 6.76E-05 36
High LGKDAVED 0.001525 0 1 1 2 P81605 1 1459.764 High 0 6.78E-05 32
High LGHPEALSA 0.000344 0 0 0 2 0 2597.274 High 0 3.64E-05 25
High LGGTCVNV 2xCarbami   0.000965 0 1 1 2 P00390 0 1360.671 High 0 3.65E-05 52
High LGIKPSINYY 3.68E-06 0 1 1 3 O00584 0 1855.995 High 0 2E-08 60
High LGDAVEQG 0.000154 0 1 1 2 P41250 0 2235.177 High 0 3.08E-06 34
High IGCNHPLPG1xCarbami  0.002531 0 0 0 1 0 1534.758 High 0 0.000134 24
High LGCEVLGVS1xCarbami  0.002745 0 1 1 1 P32119 0 2699.361 High 0 0.00015 15
High IFPHLYLGS 1.05E-05 0 1 1 3 Q8TE77 0 2500.262 High 0 8.18E-08 43
High IFNTNNLW 1.38E-07 0 1 1 1 Q16851 0 1703.948 High 0 2.4E-10 89
High IFINNEWH 0.003969 0 1 1 1 P47895 0 1416.691 High 0 0.000246 21
High IFINNEWH 7.97E-08 0 1 1 2 P00352 0 1645.797 High 0 1.14E-10 104
High LFLGGLDAL 0.001886 0 0 0 2 0 1437.81 High 0 9.01E-05 40
High LFLFHTSLP 0.003015 0 0 0 1 0 1740.968 High 0 0.00017 16
High IFQAALYAA 8.75E-06 0 0 0 2 0 1355.736 High 0 6.45E-08 65
High LFLDFLNVR 0.000103 0 0 0 1 0 1136.646 High 0 1.77E-06 58
High LFGPYVWG 0.000643 0 1 1 1 Q9H4A4 0 1094.578 High 0 2.11E-05 58
High LFFWMQE 0.002996 0 1 1 1 Q16186 0 1225.607 High 0 0.000168 37
High IFFHLNAVA1xCarbami  0.000846 0 1 1 2 P04217 0 2148.044 High 0 3.05E-05 18
High LFDSDPITV 1.96E-07 0 1 1 11 P10909 0 1873.991 High 0 8.04E-08 67
High LFDQAFGL 9.25E-06 0 1 1 11 P04792 0 1163.621 High 0 3.08E-07 64
High LFDIFSQQV 0.000309 0 1 1 2 Q96QK1 0 1851.996 High 0 7.86E-06 43
High LFGYEPTIYY 0.000461 0 1 1 1 Q8NCW5 0 1490.757 High 0 1.35E-05 37
High IFCVHGGLS1xCarbami  0.002711 0 0 0 2 0 2141.117 High 0 0.000147 24
High IFQNAPTDP 0.000333 0 1 1 1 P45974 0 2108.029 High 0 8.69E-06 44
High LFTAESLIGL 0.002098 0 1 1 1 P48444 0 1191.698 High 0 0.000104 43
High LGASPLHVD 0.000377 0 1 1 1 Q15904 0 1462.838 High 0 1.03E-05 29
High LGALGGNT 2.57E-07 0 1 1 4 Q96DA0 0 2189.145 High 0 5.54E-10 77
High IGAFGYME 1xCarbami  5.98E-05 0 1 1 2 P61586 0 1333.592 High 0 8.56E-07 48
High LGAELIRED 0.006621 0 1 1 1 Q8TE68 1 2068.093 High 0 0.000492 14
High LGADVCAV 1xCarbami  0.00392 0 0 0 1 0 1073.577 High 0 0.000241 21
High IGADFLAR 0.00037 0 1 1 1 P17174 0 862.4781 High 0 9.98E-06 61
High LFQVEYAIE 2.37E-07 0 1 1 1 P28066 0 1423.783 High 0 4.96E-10 93
High LGAAPEEES 5.54E-06 0 1 1 1 Q9UNZ2 0 1620.775 High 0 3.45E-08 62
High LFVTNDAA 7.77E-06 0 1 1 1 P50990 0 1333.747 High 0 5.46E-08 62
High IFVMATHG 0.002437 0 0 0 1 0 1714.895 High 0 0.000127 20
High LFVGEPVW 0.00658 0 1 1 2 Q9BV57 0 2475.22 High 0.000234 0.003441 12
High IFVEESIYDE 3.81E-05 0 1 1 3 P00352 0 1645.811 High 0 1.11E-06 50
High IFTPLLHQIE 0.000121 0 1 1 6 P11413 0 2852.607 High 0 2.22E-06 31
High IFTMAEVYG 0.001432 0 1 1 1 Q96P70 0 1299.677 High 0 6.23E-05 44
High LGAAAGFN 0.001248 0 1 1 2 Q53FA7 0 1011.526 High 0.000234 0.004494 47
High LLIYDASNL 0.000184 0 1 1 1 P01594 0 1747.922 High 0 3.89E-06 56
High LLIYDASNR 0.001087 0 0 0 2 0 1064.573 High 0 4.3E-05 37
High LLIYDASSR 0.001958 0 1 1 9 A0A0C4DH 0 1037.563 High 0 0.000141 48



High IQVLVEPDH 0.005159 0 1 1 3 P17931 0 1324.726 High 0.001643 0.0166 36
High LQVSQQED 0.004069 0 1 1 1 P29218 0 1288.674 High 0 0.000255 30
High IQVVVLSAS 1.19E-07 0 1 1 1 P98160 0 1706.969 High 0 1.95E-10 107
High LQYAIISEAW 1.9E-05 0 1 1 3 Q9Y2S2 0 1349.721 High 0 1.84E-07 72
High LRDADVQF 0.000281 0 1 1 2 Q6XQN6 1 2969.516 High 0 0.000404 39
High LRENELTYY 2xCarbami   5.31E-05 0 1 1 1 P13987 1 1648.746 High 0 7.28E-07 39
High LRGDAAAG 1.02E-05 0 0 0 2 1 2116.053 High 0 7.89E-08 52
High IRLDETDDP 0.000623 0 1 1 1 P07384 1 1794.778 High 0 2.02E-05 11
High IRLENEIQTY 0.000846 0 1 1 1 P13645 1 1434.77 High 0 3.07E-05 28
High LRLPQVSPA1xCarbami  1.25E-05 0 1 1 1 P98160 1 1946.975 High 0 1.04E-07 49
High IRPGEYEQF 0.002205 0 1 1 1 Q9H4G0 0 1900.944 High 0 0.000112 26
High LRPGSIETY 0.000965 0 1 1 4 Q9BVJ7 0 1549.786 High 0 3.66E-05 23
High LRPVAAEVY 2.74E-05 0 1 1 153 P02788 0 1460.786 High 0 1.81E-05 54
High LRSPAQYQ 0.001874 0 1 1 1 Q6XQN6 1 1645.902 High 0 8.97E-05 32
High LRSPVISIDP 1.4E-05 0 1 1 3 P98160 1 2557.326 High 0 2.17E-05 41
High LRTEGDGV 3.16E-07 0 1 1 3 P00738 1 1708.85 High 0 7.32E-10 73
High ISAFGYLEC 1xCarbami  0.00229 0 1 1 1 P08134 0 1345.646 High 0 0.000117 38
High LSDVSSGEL1xCarbami  2.84E-08 0 1 1 4 P20061 0 2086.158 High 0 2.82E-11 83
High LSDQFHDIL 0.005595 0 1 1 1 O75340 0 1356.727 High 0 0.00039 23
High LSDEEVDEM 0.002437 0 1 1 2 P27482 0 1335.61 High 0 0.000127 48
High LSDAGQYL 1xCarbami  3.61E-07 0 1 1 12 P01833 1 2170.967 High 0 8.74E-10 62
High LSDAGQYL 1xCarbami  3.6E-08 0 1 1 4 P01833 0 2042.872 High 0 3.89E-11 89
High LSCVPVLIFA1xCarbami  0.000896 0 1 1 2 P36405 0 1360.766 High 0 3.29E-05 32
High IQVLGSLVS 0.000147 0 1 1 1 P49419 0 1473.835 High 0 2.9E-06 46
High LSCSYSHW 2xCarbami   0.002762 0 1 1 1 P04003 0 1878.826 High 0 0.000151 30
High LSCAASGFT1xCarbami  0.000387 0 1 1 3 P01766 0 2221.979 High 0 1.07E-05 31
High LSCAASGFT1xCarbami  6.92E-07 0 1 1 1 P01764 0 2127.963 High 0 2.11E-09 74
High LSCAASGFT1xCarbami  0.007737 0 1 2 2 A0A075B6Q 0 2177.99 High 0 0.000608 13
High LSCAASGFT1xCarbami  0.000116 0 1 1 3 P0DOX5 0 1303.61 High 0 2.08E-06 64
High LSCAASGFT1xCarbami  0.00529 0 1 1 1 A0A0B4J1Y 0 2249.974 High 0 0.000364 23
High LSCAASGFT1xCarbami  0.000146 0 1 1 3 A0A0B4J1X 0 2263.99 High 0 2.85E-06 45
High LSCAASGFT1xCarbami  0.000724 0 1 1 1 A0A0B4J1V 0 2170.968 High 0 2.48E-05 43
High LQVELDNV 3.91E-07 0 1 1 1 P35579 0 1946.008 High 0 9.77E-10 80
High IQTYLQSTK 0.000243 0 1 1 2 P30085 0 2370.226 High 0 2.46E-05 53
High LQTSSVLVS 8.19E-05 0 1 1 1 P22314 0 1259.732 High 0 1.31E-06 74
High IQLVEEELD 8.03E-05 0 2 3 3 P67936; P0 0 1243.653 High 0 1.75E-06 52
High IQKLESDVS 1xCarbami  0.001573 0 1 1 2 P02675 1 1956.915 High 0 7.05E-05 31
High IQHSITAQD1xCarbami  8.78E-07 0 1 1 4 P61970 0 3003.503 High 0 2.88E-09 49
High LQHPLGVT 0.000733 0 1 1 1 Q8NBF2 0 1293.695 High 0 2.53E-05 30
High LQHLENELT 1.71E-06 0 1 1 4 P01009 0 1803.96 High 0 7.09E-09 66
High IQGQELSAY 1.8E-05 0 1 1 4 Q96S96 0 2378.164 High 0 2.31E-07 51
High LQNLDALT 5.83E-10 0 1 1 2 Q15435 0 2131.118 High 0 1.51E-13 113
High LQGINCGP 1xCarbami  0.000191 0 1 1 1 Q04637 0 2063.997 High 0 4.09E-06 58
High LQFHDVAG1xCarbami  0.000163 0 1 1 1 P11413 0 1942.923 High 0 3.3E-06 64
High LQEVIETLLS 2.23E-06 0 1 1 1 O00232 0 1514.868 High 0 1.02E-08 72
High LQEVEVPED 8.29E-05 0 1 1 1 O95834 0 1613.817 High 0 1.33E-06 45
High LQELEKYPG 0.001034 0 1 1 1 Q9BUT1 1 1574.854 High 0 0.00004 40
High LQEGYDHS 4E-06 0 1 1 3 P10768 0 2589.241 High 0 4.62E-08 44
High LQEELAASD 3.74E-05 0 1 1 1 Q7Z406 0 1131.564 High 0 4.56E-07 61
High LQGGVLVN 0.007689 0 1 1 3 P15309 0 1664.915 High 0 0.000601 26
High ISEGFELLNS 3.74E-05 0 1 1 1 P40394 0 1649.849 High 0 4.55E-07 61
High IQNLDQSCQ2xCarbami   0.005159 0 1 1 1 P98160 0 2561.166 High 0 0.00035 20
High IQPSGGTN 0.004497 0 1 1 2 P19823 0 1582.855 High 0 0.000292 43
High IQSSHNFQ 0.000113 0 1 1 1 Q8NBJ4 0 1630.818 High 0 2.03E-06 73
High LQSQMSGQ 0.000178 0 1 1 2 Q13057 0 3359.716 High 0 3.74E-06 22
High IQSIPLVIGQ 0.002192 0 1 1 2 P43686 0 3553.854 High 0 0.00011 34
High LQSHLLTEP 0.001468 0 1 1 1 O95361 1 1973.035 High 0 6.44E-05 42
High LQSGTHCLW1xCarbami  2.73E-08 0 1 1 4 P01033 0 2201.066 High 0 2.7E-11 99
High IQSGQSSTV 0.001047 0 1 1 1 Q9UPU5 0 2351.293 High 0 4.06E-05 21
High LQNLEFALN 0.00099 0 1 1 1 O60437 0 1443.832 High 0 3.77E-05 35
High IQSFLGGAP 0.000129 0 1 1 1 Q13421 0 1475.774 High 0 2.42E-06 68
High LQQLFNHT 6.29E-05 0 1 1 2 Q7Z406 0 2453.192 High 0 9.19E-07 37
High IQQLEALQR 0.000198 0 1 1 4 P30838 0 1098.627 High 0 4.29E-06 62
High LQQHIQELE 1.14E-07 0 1 1 3 Q7Z406 0 2201.095 High 0 1.85E-10 80
High LQQGIVTST 0.000425 0 1 1 1 Q5VZK9 0 1818.938 High 0 1.2E-05 52
High IQQEIAVQN 1.23E-07 0 1 1 1 Q96FW1 0 1723.934 High 0 2.05E-10 88
High LQQDVLQF 0.000485 0 1 1 2 Q8NBJ4 0 1246.679 High 0 1.45E-05 49
High LQQVLQM 8.53E-06 0 1 1 1 Q14974 0 1999.987 High 0 6.21E-08 30
High LQEACKDIL 1xCarbami  0.000239 0 1 1 1 P13861 1 1477.808 High 0 5.55E-06 34
High ISELDAFLKE 1.12E-06 0 1 1 2 Q06323 1 2429.292 High 0 4.04E-09 57
High LSEPPEDLD1xCarbami  0.007641 0 1 1 2 Q13421 0 3524.762 High 0 0.000598 16
High ISTILFGAAY1xCarbami  2.33E-08 0 1 1 4 Q9H4A4 0 2015.027 High 0 2.19E-11 98
High LSTSQDAAC2xCarbami   3.03E-09 0 0 0 1 1 2411.034 High 0 1.39E-12 65
High LSVEGFAVD 0.003311 0 1 1 1 P55786 0 1064.562 High 0 0.000193 43
High ISVNNVLPV 0.000676 0 1 1 6 P07339 0 1959.037 High 0 2.26E-05 27
High LSVNSVTAG 0.000329 0 1 1 1 Q15631 0 3195.607 High 0 8.57E-06 27
High ISVYYNEAT 0.000436 0 1 1 1 P07437 0 1301.637 High 0 1.25E-05 57
High ISYFTFIGTP 0.00115 0 1 1 1 O43396 1 2450.217 High 0 4.6E-05 37
High ITCLCQVPQ2xCarbami   1.68E-05 0 1 1 1 P49588 0 1644.794 High 0 1.54E-07 50
High ITCQGDSLR1xCarbami  0.006873 0 0 0 3 0 1049.504 High 0 0.000518 31
High ITCTEEGWS1xCarbami  0.000607 0 1 1 1 Q03591 0 1505.694 High 0 1.96E-05 31
High LTCTLSSGH1xCarbami  3.73E-06 0 0 0 1 1 2939.422 High 0 2.04E-08 63
High LTDDHVQF 0.0001 0 1 1 1 Q16539 0 1874.017 High 0 1.71E-06 26
High LTDIHGNV 0.002579 0 1 1 1 O95861 0 1537.812 High 0 0.000138 31
High LTDSLFLWV 0.004359 0 0 0 1 0 1825.996 High 0 0.000279 23
High LTFSCLGGS1xCarbami  0.000857 0 1 1 3 Q15185 0 1445.673 High 0 3.11E-05 43
High LTGFHETSN 0.000354 0 1 1 1 P15104 0 2150.026 High 0 9.42E-06 22
High LTGLTSSIPE 0.004554 0 1 1 2 Q9UN36 0 3371.74 High 0 0.000297 25
High ITQAVLGAH1xCarbami  1.03E-08 0 1 1 7 O95834 0 2055.08 High 0 7.24E-12 91
High ITPNLAEFA 3.02E-06 0 1 1 11 P01009 0 1641.864 High 0 1.53E-08 69
High ITNSLTVLCS1xCarbami  7.62E-06 0 0 0 1 0 1364.709 High 0 5.32E-08 91
High ITNCILFFGR1xCarbami  6.49E-05 0 1 1 1 P05120 0 1240.651 High 0 9.61E-07 68
High ITMPVIFNE 2.04E-05 0 1 1 1 Q9BXW6 0 1905.03 High 0 2E-07 55
High LTMLDIASN 0.006831 0 1 1 1 Q15435 0 1133.598 High 0 0.000511 44
High LSTDHIPILY 0.007315 0 1 1 1 Q06210 0 1327.737 High 0 0.000563 14



High ITLLSALVET 0.000315 0 1 1 4 P01011 0 1215.731 High 0 1.36E-05 53
High ITLDNAYM 0.000127 0 1 1 3 P14618 0 1197.582 High 0 2.36E-06 59
High ITIADCGQL 1xCarbami  0.001946 0 1 1 2 P62937 0 1119.535 High 0 9.41E-05 32
High ITKPGSIDSN 0.005845 0 1 1 3 Q04637 0 1972.025 High 0 0.000415 34
High ITGTMPPLP1xOxidatio  7.09E-05 0 1 1 2 P08571 0 2154.184 High 0 1.08E-06 69
High ITGTMPPLP 4.06E-05 0 1 1 6 P08571 0 2138.189 High 0 0.000111 32
High LTGQLFLGG 0.000154 0 1 1 3 Q13228 0 1332.789 High 0 3.08E-06 48
High LTLHGLQQ 0.00089 0 1 1 1 Q13838 0 1462.805 High 0 3.27E-05 19
High LSSWVLLM 0.00037 0 1 1 3 P01009 0 1076.617 High 0 1.01E-05 58
High LSSVTAADT1xCarbami  5.47E-08 0 1 6 18 P06331 0 1747.832 High 0 6.84E-11 85
High LSSTWEGIQ 0.000924 0 1 1 1 P37837 0 1276.653 High 0 3.44E-05 46
High LSLEGDHST 0.002453 0 1 2 1 P07355 0 1844.902 High 0 0.000128 28
High LSIDAIAAQ 0.00071 0 1 1 3 Q9P260 0 1283.768 High 0 2.41E-05 37
High LSIAEVVHQ 4.69E-05 0 0 0 2 0 1848.034 High 0 6.16E-07 43
High ISKPAPYWE 0.000761 0 1 1 1 Q13162 0 2108.07 High 0 2.65E-05 38
High ISGVGIDQP 0.000455 0 1 1 1 Q02413 0 2045.107 High 0 1.33E-05 46
High LSGSNPYTT 5.73E-07 0 1 1 2 O43707 0 1920.007 High 0 1.63E-09 89
High ISLGLPVGA 1xCarbami  2.25E-05 0 1 1 2 P62829 0 1970.038 High 0 2.3E-07 56
High ISGSILNELI 5E-07 0 1 1 2 Q86VP6 0 1483.884 High 0 1.36E-09 81
High ISGGSVVEM 0.001593 0 1 1 1 O75874 0 1695.768 High 0 7.15E-05 42
High ISGETIFVTA 0.007135 0 1 1 1 Q00610 0 2353.251 High 0 0.000542 36
High LSFQHDPET 0.000567 0 1 1 2 Q14697 0 1740.928 High 0 2.04E-05 35
High LSFLYLITGN 0.000208 0 1 1 2 P53621 0 1510.852 High 0 4.61E-06 40
High ISFEEFVSLM 0.000453 0 1 1 1 Q14651 0 1699.861 High 0 1.32E-05 55
High ISFDLAEYTA 3.32E-05 0 1 1 1 O60547 0 2042.008 High 0 3.9E-07 61
High LSGLLDLAL 0.000103 0 1 1 2 P04745 0 1099.672 High 0 1.79E-06 50
High LSELEAALQ 0.000323 0 0 0 2 0 1129.621 High 0 8.35E-06 63
High LSLHRPALE 1xCarbami  9.64E-07 0 3 3 2 P01876; P0  0 2963.598 High 0 3.27E-09 48
High LSLQNCCLT3xCarbami    1.83E-07 0 1 1 4 P13489 0 2267.094 High 0 3.51E-10 115
High ISSPTETERC1xCarbami  0.005808 0 1 1 1 P31949 1 2308.185 High 0 0.000411 17
High ISSLLEEQFQ 0.002261 0 1 1 1 P62241 0 1506.78 High 0 0.000115 40
High LSSIIDCTGT1xCarbami  0.001272 0 1 1 2 Q7Z6Z7 0 2406.249 High 0 5.27E-05 36
High LSSFYSLK 0.005918 0 1 1 2 P36952 0 944.5088 High 0 0.000422 35
High ISQQYLATL 0.000826 0 1 1 1 Q8TAX9 0 1435.754 High 0 2.95E-05 49
High LSQERPGV 1xCarbami  0.000163 0 1 1 2 Q14166 0 2555.365 High 0 3.3E-06 33
High LSIQCYLSA 1xCarbami  0.000288 0 1 1 1 Q01581 0 1438.736 High 0 7.14E-06 51
High LSPIYNLVPV 0.007047 0 1 1 1 P02748 0 1242.746 High 0 0.000533 34
High LSPEELLLR 0.003291 0 3 3 1 Q14651; P1  0 1069.625 High 0 0.000191 44
High ISPDGEEGY 1.66E-05 0 1 1 2 Q96C23 0 1490.701 High 0 1.52E-07 53
High ISNVFTFAF 0.000607 0 1 1 1 P22079 0 1201.636 High 0 1.95E-05 29
High ISMAAYVSG 0.006068 0 1 1 2 P17858 0 1762.879 High 6.52E-05 0.000848 28
High ISLVLGGDH 0.000156 0 0 0 3 0 2060.125 High 0 3.12E-06 30
High LSLSQLNSN 0.00068 0 1 1 1 O43490 0 1470.791 High 0 2.27E-05 48
High ISPFEHQTY 1xCarbami  0.002904 0 2 2 1 P28482; P2 0 1565.717 High 0 0.000162 39
High SADTLWGI 0.002868 0 1 1 4 P00338 0 1118.584 High 0 0.000158 39
High LQDQQVPY 0.000846 0 1 1 2 Q15782 0 1288.69 High 0 3.06E-05 37
High LQDFNVGD 1.31E-08 0 1 1 3 P11216 0 1866.923 High 0 7.8E-11 91
High IITEGASILR 0.007737 0 0 0 1 0 1072.636 High 0 0.000607 34
High IITITGTQDQ 8.03E-05 0 0 0 1 0 2589.388 High 0 1.28E-06 27
High ILTPLVSLDT 9.82E-05 0 1 1 2 Q9HC38 0 1353.799 High 0 1.68E-06 61
High ILTSVDQYL 0.004251 0 1 1 2 Q96TA1 0 2333.26 High 0 0.000271 37
High ILTTNTWSS 0.000109 0 1 1 1 O60701 0 1479.769 High 0 1.92E-06 59
High ILVALCGGN1xCarbami  0.000539 0 1 1 11 P04083 0 916.4921 High 0 5.02E-05 49
High LLVLEAFQV1xCarbami  1.41E-06 0 1 1 3 O43708 0 1668.889 High 0 5.49E-09 80
High LLVILATEQ 3.9E-06 0 0 0 2 0 1509.925 High 0 2.17E-08 80
High ILVVNAAYF 4.5E-06 0 1 1 1 P36952 0 1293.757 High 0 2.63E-08 67
High LLVVYPWT 0.000619 0 1 2 1 P68871 0 1274.726 High 0 2E-05 43
High LLWTLESLV 6.02E-05 0 1 1 2 Q8IZ83 0 1387.794 High 0 3.42E-06 49
High LIYAASSLQ 4.36E-06 0 1 1 2 P01599 0 1548.838 High 0 2.25E-07 61
High IIYGGSVTG 1xCarbami  7.88E-05 0 1 1 6 P60174 0 1326.672 High 0 1.25E-06 66
High IIYLNQLLQ 1.79E-09 0 1 1 3 Q9UL46 0 2531.372 High 0 7.55E-12 110
High LLYNNVSN 5.87E-05 0 1 1 1 Q00610 0 1296.67 High 0 8.34E-07 64
High IIYPTAPPR 0.001772 0 0 0 1 0 1027.593 High 0 8.28E-05 34
High ILYSFATAFR 0.000344 0 1 1 2 Q9Y3P9 0 1188.641 High 0 9.06E-06 46
High LNDGHFM 0.001496 0 1 2 5 P52895 0 2360.174 High 0 7.42E-05 36
High LNCQVIGAS2xCarbami   9.4E-07 0 1 1 11 Q06830 0 2753.329 High 0 3.18E-09 49
High INAWNSPT 3.63E-05 0 1 1 2 O60701 0 1913.017 High 0 4.37E-07 56
High LNAIYQNN 0.007047 0 1 1 1 P00390 0 1291.7 High 0 0.000535 25
High INALTAASE 1xCarbami  0.000149 0 1 1 2 Q99832 1 2656.397 High 0 2.94E-06 49
High LMVHNWE 0.006662 0 1 1 1 Q9UI12 0 1389.698 High 0 0.000497 20
High ILTDIMWP 0.000106 0 1 1 2 Q13057 0 1413.817 High 0 1.86E-06 38
High IMNTFSVV 1.54E-06 0 2 4 1 P07437; P6 0 1319.703 High 0 6.18E-09 81
High LMIYEVSNR1xOxidatio  0.0008 0 0 0 1 0 1837.923 High 0 2.83E-05 32
High LMIYEVSNR 0.00464 0 0 0 4 0 1821.928 High 0 0.000303 26
High IMFVDPSLT 0.002362 0 1 1 4 O95994 0 1277.692 High 0 0.000123 34
High LMEPIYLVE 1xCarbami  0.002661 0 1 1 1 P13639 0 2989.553 High 0 0.000144 38
High LMDVGLIA 1.96E-05 0 1 1 2 P31948 0 1100.65 High 0 1.9E-07 60
High IMDATNILV 0.003752 0 1 1 1 P40763 1 3036.6 High 0 0.000229 41
High LMNETTAV 5.27E-08 0 1 1 1 P34932 0 1757.914 High 0 6.52E-11 97
High LISYAQLTG 0.001009 0 1 1 1 O00534 0 1121.631 High 0 3.87E-05 43
High IISYAQGFM 1.35E-05 0 1 1 1 P52209 0 1411.777 High 0 1.15E-07 56
High LISWYDNE 0.00082 0 1 1 2 P04406 0 1763.802 High 0 2.92E-05 62
High LLQDEFPGI 1xCarbami  0.000775 0 1 1 4 P02790 0 2364.165 High 0 2.72E-05 30
High ILQAVNFPF 2.13E-05 0 0 0 1 0 1388.83 High 0 2.14E-07 57
High IIPGGIYNAD 1.07E-07 0 1 1 10 P01037 0 2073.04 High 0 1.7E-10 83
High IIPGGIYDAD 2.53E-08 0 1 1 46 P01036 0 2074.024 High 0 2.43E-11 88
High ILPFQYVLC 1xCarbami  6.06E-05 0 0 0 2 0 1878.019 High 0 8.7E-07 46
High IIPAIATTTA 1xCarbami  0.004251 0 1 1 2 P22314 0 2316.325 High 0 0.000269 14
High LLQDFFNG 0.000311 0 1 1 4 P0DMV8 0 1109.574 High 0 2.13E-05 52
High LLNTFLER 0.004525 0 1 1 1 Q14204 0 1005.573 High 0 0.000293 40
High IINEPTAAA 4.79E-09 0 1 2 2 P0DMV8 0 1687.901 High 0 2.57E-12 98
High IINEPTAAA 2.19E-07 0 1 2 3 P11142 1 1787.99 High 0 4.46E-10 107
High LIMVQHW 1xCarbami  0.000213 0 1 1 3 O00584 0 1769.871 High 0 4.77E-06 37
High ILMVGLDA 0.001405 0 2 4 3 P61204; P1 0 1087.618 High 0 7.32E-05 42
High LLIYWASTR 0.000133 0 0 0 24 0 1122.631 High 0 2.53E-06 58



High LLIYSNNQR 0.005257 0 2 2 2 P01699; P0 0 1828.966 High 0 0.00036 27
High ILNHVLQHA1xCarbami  3.21E-06 0 1 1 5 P21964 0 3177.563 High 0 1.66E-08 61
High LNEAKEEFT 3.2E-07 0 1 1 2 P43034 1 1804.908 High 0 7.46E-10 70
High LLQEGQAL 1xCarbami  0.001717 0 1 1 3 P00751 0 2815.376 High 0.002388 0.02801 16
High LIQEQHPEE 0.004044 0 1 1 1 Q13813 0 1605.848 High 0 0.000252 29
High LISQIVSSITA 0.002362 0 2 4 2 Q9BQE3; P 0 1487.879 High 0 0.000365 28
High LLSNMMCQ1xCarbami  0.000245 0 1 1 1 P28062 0 1315.596 High 0 5.73E-06 66
High IISNASCTTN2xCarbami   2.66E-08 0 1 1 5 P04406 0 1833.92 High 0 2.59E-11 101
High LLSLGAGEF 0.002868 0 1 1 1 P12259 0 1034.588 High 0 0.000158 27
High IIRQEPSDS 1xOxidatio  0.004847 0 1 1 2 Q02413 1 1932.001 High 0 0.000322 27
High LLQYLYSLK 0.004469 0 0 0 1 0 1140.666 High 0 0.000288 25
High LIQEQEQEL 7.34E-06 0 1 1 1 P30838 0 2105.124 High 0 5.07E-08 38
High LLQTAATAA 7.43E-06 0 1 1 2 P40763 0 2576.343 High 0 1.99E-07 55
High LLQPPAPIM 0.007546 0 1 1 2 P53621 0 2444.362 High 0 0.000586 21
High LIQPDHPQ 0.00392 0 1 1 1 Q5GLZ8 0 2102.124 High 0 0.000242 14
High IIQLLDDYPK 0.000619 0 1 2 2 P05388 0 1217.678 High 0 2E-05 39
High ILQLCMGN 1xCarbami  1.25E-06 0 1 1 4 P15311 0 1777.855 High 0 4.68E-09 69
High ILQHKDELN 4.27E-05 0 1 1 1 P36952 1 2335.256 High 0 5.42E-07 59
High ILQEYITQQ 0.001041 0 1 1 3 Q9Y6Q5 1 1993.06 High 0 0.000252 43
High LLQQVSQIY 1.65E-06 0 1 1 2 Q14152 0 1939.028 High 0 6.78E-09 59
High LQDGLLHIT1xCarbami  1.12E-05 0 1 1 1 P01033 0 2827.456 High 0 8.91E-08 32
High LNEDMACS1xCarbami  9.58E-07 0 1 1 2 P25789 0 2593.223 High 0 3.26E-09 63
High INEVQTDV 2.2E-05 0 1 1 2 Q12792 0 1417.717 High 0 3.22E-07 63
High LPGPTLWA 5.69E-05 0 1 1 1 P07741 0 1781.911 High 0 8E-07 42
High IPIEDGSGEV 6.39E-06 0 1 1 2 P01024 0 1470.78 High 0 4.19E-08 75
High IPIFSAAGLP1xCarbami  1.45E-06 0 1 2 4 P21281 0 2178.149 High 0 5.71E-09 68
High LPIIGVVEN 1xCarbami  0.000101 0 0 0 2 0 1873.991 High 0 1.74E-06 55
High IPILYGEVEK 0.001264 0 0 0 1 1 2510.31 High 0 5.23E-05 18
High LPMPNLKD 2xCarbami   0.006299 0 1 1 3 Q13228 1 3118.382 High 0 0.000458 28
High IPMPVNFN 6.45E-05 0 0 0 1 0 1885.966 High 0 9.52E-07 53
High IPNQFQSD 0.003072 0 1 1 1 Q9NRV9 0 1640.791 High 0 0.000174 43
High LPPTTTCQQ1xCarbami  0.006144 0 1 1 2 P00751 1 2438.26 High 0 0.000443 13
High IPPVNTNLE 0.000137 0 1 1 3 Q06828 0 1955.035 High 0 2.61E-06 47
High IPPYHYIHV 0.000267 0 1 1 2 Q14764 0 2152.093 High 0 6.47E-06 26
High IPQSHIQQI 1xCarbami  0.001414 0 1 1 2 O43813 0 2508.288 High 0.000234 0.00466 19
High LPQVSPAD 1xCarbami  9.4E-07 0 1 1 1 P98160 0 1677.79 High 0 3.18E-09 80
High LPSEGPRPA 0.000611 0 1 1 2 P30043 0 2469.31 High 0 1.97E-05 39
High LPSEGPRPA 4.73E-06 0 1 1 3 P30043 1 3963.166 High 0 2.82E-08 45
High LPSGLPVSL 0.000385 0 0 0 9 0 1957.1 High 0 1.06E-05 49
High IPSHLPEYV 0.000785 0 0 0 2 0 1539.817 High 0 2.77E-05 31
High LQDAFSSIG1xCarbami  0.003944 0 1 1 2 P50570 0 2983.494 High 0 0.000243 26
High LQDAEIAR 0.001256 0 1 1 12 P06703 0 915.4894 High 0 5.19E-05 49
High LQCPQVDL 2xCarbami   0.005736 0 1 1 1 O43488 0 3431.626 High 0 0.000404 32
High IQCAAGYEQ4xCarbami     0.00099 0 1 1 1 Q12805 0 3423.384 High 0 3.78E-05 8
High LQAVEVVIT 5.55E-05 0 0 0 3 0 1675.974 High 0 7.77E-07 69
High IQALQQQA 1.12E-05 0 1 1 1 P67936 0 1614.772 High 0 8.92E-08 70
High IPGGIIEDSC1xCarbami  0.001034 0 1 1 1 P49368 0 1428.752 High 0 4E-05 40
High LQAGTVFV 0.001187 0 1 1 1 O75891 0 1454.764 High 0 4.82E-05 51
High LPYDVTPEQ 0.003481 0 1 1 1 P46940 0 1938.981 High 0 0.000206 25
High LPVQECLSY3xCarbami    0.005736 0 0 0 1 0 2011.903 High 0 0.000406 13
High LPVIDPESG 0.000947 0 1 1 2 P54619 0 2010.091 High 0 3.55E-05 18
High LPVDFSNIP 3.79E-05 0 0 0 1 0 1619.904 High 0 4.62E-07 39
High IPTEAPQLE 0.000724 0 1 1 1 Q5VW32 0 1238.699 High 0 2.48E-05 47
High LPTAEVMF 1xCarbami  0.003416 0 1 1 2 O14908 0 1761.866 High 0 0.0002 32
High LQAFSAAIE 1xCarbami  2.8E-06 0 1 1 1 Q02790 0 1438.699 High 0 1.38E-08 70
High LPFTALGSG 0.002164 0 0 0 2 0 2044.071 High 0 0.000109 31
High LPFPIIDDR 0.000596 0 1 1 1 P30041 0 1085.599 High 0 1.9E-05 47
High LPEWAADE 6.37E-05 0 1 1 2 P30838 0 1383.679 High 0 9.37E-07 52
High LNSPLSLPF 0.001143 0 1 1 17 Q99935 0 1396.795 High 0 0.000121 41
High LNSNTQVV 0.002407 0 1 1 1 P60842 1 2587.401 High 0 0.000126 35
High LNQQFVHF 0.003503 0 1 1 1 P26572 0 2250.167 High 0 0.000208 18
High INQDPQVM 5.45E-05 0 1 1 4 P36871 0 1964.125 High 0 7.58E-07 56
High LNPQWDG 0.00497 0 1 1 2 P22079 1 1846.908 High 0 0.000332 40
High LNPNFLVD 0.000175 0 1 1 5 Q13228 1 2547.372 High 0 6.2E-06 55
High INVNEIFYD 5.2E-06 0 0 0 1 0 1494.795 High 0 3.2E-08 72
High LNMGITDL 0.000174 0 1 2 1 P0C0L4 0 1330.715 High 0 3.61E-06 45
High LNLPINIIGL 1xCarbami    0.004251 0 1 1 2 P28838 0 2280.209 High 0 0.000269 21
High LNLPINIIGL 1xCarbami  4.62E-06 0 1 1 8 P28838 0 2264.214 High 0 2.72E-08 64
High LNIISNLDCV1xCarbami  1.59E-05 0 1 2 2 P30153 0 1942.043 High 0 1.44E-07 42
High LNILDTLSK 0.004757 0 1 1 2 Q13200 0 1016.599 High 0 0.000315 26
High LNLAFVAN 1.19E-05 0 1 1 1 P13797 0 1363.773 High 0 9.68E-08 64
High LNFSHGTH 4.14E-07 0 1 1 12 P14618 0 1883.903 High 0 1.05E-09 64
High LNLSPHGTF 0.002904 0 0 0 4 0 1529.847 High 0 0.000162 24
High INEGFDLLR 0.000191 0 1 1 1 P00326 0 1076.573 High 0 4.11E-06 57
High LNVWDIGG 4.14E-05 0 1 1 3 P36405 0 1157.606 High 0 5.22E-07 63
High INVYYNEAT 0.000294 0 1 1 1 Q9BVA1 0 1385.67 High 0 7.32E-06 42
High LPEVEVPQH 0.004469 0 1 1 1 Q02818 0 1160.631 High 0 0.000288 49
High LPEPCPSTV 1xCarbami  5.14E-06 0 1 1 2 Q9UBC9 0 1806.905 High 0 3.12E-08 53
High LPEGDLGKE 0.000756 0 1 2 3 P63241 1 1455.769 High 0 2.62E-05 32
High YYYDGKDY 5.33E-06 0 1 1 15 P25311 1 1717.774 High 0 3.28E-08 55
High LPEDVLLK 0.006788 0 1 1 3 Q92696 0 926.5557 High 0 0.000507 34
High LPEAAFLAR 0.001122 0 1 1 1 P35606 0 987.5622 High 0 4.47E-05 53
High INVYYNEAT 0.000267 0 1 1 3 P68371 0 1328.648 High 0 3.34E-05 49
High IPDWFLNR 0.003332 0 0 0 3 0 1060.557 High 6.52E-05 0.000765 34
High LPDGSEIPL 9.2E-06 0 1 1 2 Q96KP4 0 1686.979 High 0 6.86E-08 51
High LPAVEPTDQ1xCarbami  3.31E-06 0 1 1 2 P98160 0 1760.864 High 0 1.73E-08 74
High IPAFLNVVD 9.64E-07 0 0 0 5 0 1568.941 High 0 6.87E-09 74
High IPAEVLILNS 1.87E-06 0 1 1 2 Q96IJ6 0 1756.073 High 0 8.06E-09 47
High LPACVVDC 2xCarbami   4.11E-05 0 1 1 3 P61158 0 1540.713 High 0 1.48E-06 54
High INWDQPAE 0.00068 0 1 1 2 O75891 0 1862.93 High 0 2.27E-05 27
High LPDGTSLTQ 0.00556 0 0 0 1 0 1335.69 High 0 0.000389 48
High SAGACTAA 1xCarbami  0.005955 0 1 1 1 P28838 0 1167.583 High 0 0.000426 42
High SAGFHPSG 1.84E-05 0 1 1 1 O95834 0 1799.94 High 0 1.75E-07 43
High SAGWNIPIG1xCarbami  1.14E-08 0 1 1 6 P02787 0 2171.095 High 0 8.28E-12 94
High VLSMTGVG1xCarbami  0.003072 0 0 0 3 1 2058.051 High 0 0.000174 33



High VISSGSVAS 3.84E-07 0 1 1 1 P98160 0 2117.066 High 0 9.5E-10 75
High VLTEIIASR 0.00078 0 1 1 3 P08758 0 1001.599 High 0 2.73E-05 45
High VITESTVHL 0.000942 0 1 2 1 O95361 0 2000.106 High 0 3.52E-05 30
High VITFIDLAG 0.006106 0 0 0 1 0 1342.737 High 0 0.000441 32
High VLTHSELAP 1.84E-05 0 1 1 2 Q14515 0 1235.711 High 0 1.75E-07 43
High VLTSEDEYN 1.45E-06 0 1 1 1 Q9BZQ8 0 1653.797 High 0 5.69E-09 68
High VLTTGYWP 0.00018 0 1 1 2 Q13618 0 1649.853 High 0 3.8E-06 43
High VLVIGAGG 1xCarbami  2.31E-05 0 1 1 1 Q8TBC4 0 1498.866 High 0 2.38E-07 43
High VLVPEHEKD1xCarbami  0.001971 0 1 1 2 P48147 1 2192.153 High 0 9.58E-05 20
High VLVSGLQG 3.6E-05 0 1 1 1 P41226 0 1440.842 High 0 4.35E-07 57
High VLWLADCD2xCarbami   2.08E-07 0 1 1 1 P13489 0 3061.472 High 0 4.16E-10 69
High VIYTLSALSW 0.001312 0 1 1 1 P15498 0 1933.054 High 0 5.54E-05 40
High VMDKYTFE 0.004386 0 1 1 2 P02774 1 1388.688 High 0 0.000507 41
High VMDKYTFE 1xOxidatio  0.006498 0 1 1 3 P02774 1 1404.683 High 6.52E-05 0.001074 37
High VMFTEDLK 0.005526 0 1 1 2 P07858 1 1839.931 High 0 0.000385 40
High VMGSSGPL 0.001087 0 1 1 1 P98160 0 3397.778 High 0 4.3E-05 24
High VNPDTGYIN 2.93E-08 0 1 1 3 P34896 0 2110.968 High 0 2.95E-11 87
High VNPCIGGV 1xCarbami  2.49E-07 0 1 1 2 P04075 0 2088.095 High 0 5.31E-10 78
High VNLTGTIQL 1.25E-05 0 1 1 1 Q14376 0 1572.903 High 0 1.04E-07 38
High VNLLSFTGS 3.65E-05 0 1 1 2 P49419 0 1450.79 High 0 1.51E-06 59
High VNLAELFK 0.002977 0 1 1 5 P30044 0 933.5404 High 0 0.000484 36
High VNHEPEPA 0.006418 0 0 0 1 0 1842.934 High 0 0.000469 23
High VLSIAQAHS1xCarbami  7.5E-05 0 1 1 2 P08571 0 2000.002 High 0 1.17E-06 44
High VNEAAPEK 3.96E-05 0 1 1 2 Q5T4S7 0 2745.292 High 0 1.08E-06 45
High VMYTPMA 0.004332 0 1 1 1 O75369 0 1783.912 High 0 0.000277 35
High VMVLDFVT 0.000254 0 1 1 1 Q16881 0 1645.898 High 0 6.05E-06 62
High VMPICLPSK1xCarbami    0.00145 0 1 1 2 P00738 1 1850.914 High 0 6.31E-05 39
High VMPICLPSK1xCarbami  3.86E-05 0 1 1 2 P00738 1 1834.919 High 0 4.76E-07 51
High VMLGETNP1xOxidatio  7.57E-06 0 1 3 3 P22392 0 1801.911 High 0 5.28E-08 50
High VMLGETNP 0.000373 0 1 3 2 P22392 0 1785.916 High 0 1.01E-05 57
High VNAIEHVIIP 0.000482 0 1 1 1 Q9Y5K8 0 1260.742 High 0 1.43E-05 43
High VNPTVFFD 2.73E-08 0 1 1 6 P62937 0 1946.002 High 0 2.69E-11 73
High VISGVLQLG 4.96E-07 0 1 1 1 P35579 0 1486.899 High 0 1.34E-09 71
High VLRPQVTA 0.000197 0 1 1 1 Q14204 0 2662.362 High 0 4.27E-06 36
High VIGGDDLST 0.000224 0 1 1 1 P00492 0 1275.679 High 0 5.11E-06 52
High VIGLSSDLQ 2.86E-07 0 1 1 1 O00303 0 1657.887 High 0 6.4E-10 58
High VLGTAFDP 0.000623 0 0 0 1 0 1321.715 High 0 2.02E-05 31
High VIHDNFGIV 2.72E-07 0 1 1 10 P04406 0 2595.36 High 0 5.97E-10 70
High VIHDNFGIV1xOxidatio  7.16E-06 0 1 1 2 P04406 0 2611.355 High 0 4.95E-07 51
High VIKDFMIQG 0.004332 0 1 1 2 P23284 1 1626.831 High 0 0.000278 28
High VLLATLSIPI 0.003547 0 1 1 1 Q14152 0 1522.92 High 0 0.000211 29
High VLLDGVQN 0.00024 0 1 1 1 P01024 0 1110.627 High 0 5.61E-06 44
High VLLEAGEGL 4.79E-06 0 1 1 1 Q9NY33 0 2525.321 High 0 2.86E-08 68
High VILGAHQEV 3.35E-06 0 1 1 3 P00747 0 2496.321 High 0 1.77E-08 39
High VILHLKEDQ 2.93E-05 0 2 4 2 P07900; P0 1 2015.044 High 0 3.27E-07 42
High VIILGDSGV 0.007737 0 1 1 1 P51149 0 1057.625 High 0 0.000609 37
High VIILTAAAQ 4.07E-06 0 1 1 2 Q9BUT1 0 2026.181 High 0 2.3E-08 48
High VLLPVWEA 3.97E-06 0 0 0 1 0 1551.889 High 0 2.22E-08 56
High VLLSALER 0.002904 0 1 1 1 P11586 0 900.5513 High 0 0.000162 46
High VLITTDLLA 0.000415 0 1 2 1 P60842 0 1114.683 High 0 1.17E-05 40
High VLLVLELQG 0.000775 0 1 1 1 Q14697 0 1352.851 High 0 2.71E-05 55
High VIRPLDQPS 0.000361 0 1 1 1 Q86VP6 0 2047.086 High 0 9.67E-06 37
High VIQYLAYVA 1.79E-05 0 1 1 2 P35579 0 1478.8 High 0 1.69E-07 59
High VIQYLAHVA 8.99E-05 0 1 1 1 Q7Z406 0 1412.79 High 0 1.49E-06 47
High VLQYHKPV 2.63E-05 0 0 0 1 0 2079.102 High 0 2.83E-07 44
High VIQQLEGA 0.001272 0 1 2 1 Q06210 0 1562.894 High 0 5.27E-05 62
High VLQLYQITQ 0.000121 0 1 1 1 Q14204 0 2571.342 High 0 2.23E-06 36
High VLSALQAVQ 2.93E-07 0 1 1 2 P01019 0 1723.022 High 0 1.86E-09 72
High VLQLINDNT 3.17E-09 0 1 1 1 Q9Y4L1 0 2095.118 High 0 1.47E-12 108
High VLQDLVMD 0.000256 0 1 1 1 P53618 0 1314.745 High 0 6.09E-06 49
High VIQCFAETG1xCarbami  6.1E-05 0 1 1 1 Q00610 0 1507.757 High 0 8.77E-07 60
High VLPIEQSLST 5.47E-06 0 1 1 1 O43490 0 1805.005 High 0 3.4E-08 56
High VLPGVDAL 0.001971 0 1 1 5 P00558 0 1097.62 High 0 9.59E-05 50
High VLNVPLCKE3xCarbami    0.000513 0 1 1 1 P15328 1 2536.105 High 0 1.55E-05 21
High VLNLIQSW 1.9E-05 0 0 0 5 0 1532.822 High 0 1.83E-07 70
High VIQGDGVD 2.72E-09 0 1 1 1 P43490 0 2158.106 High 0 1.2E-12 102
High VNQAIWLL 1xCarbami  5.09E-07 0 1 1 1 P46782 0 1501.794 High 0 1.39E-09 70
High VNQIGSVT 1xCarbami  8.92E-08 0 1 2 14 P06733 0 1633.821 High 0 1.32E-10 99
High VNYEEFAR 0.001021 0 1 1 1 Q9NZT1 0 1027.484 High 0 3.93E-05 40
High VSHSEDDC 1xCarbami  1.26E-05 0 1 1 3 P01024 0 1407.621 High 0 1.05E-07 49
High VSHVSTGG 1.59E-06 0 1 2 3 P00558 0 1740.913 High 0 6.45E-09 75
High VSVADHSL 0.00229 0 1 1 2 Q13162 0 1292.696 High 0 0.000117 31
High VSVGLLLVK 0.006916 0 1 1 3 Q96DA0 0 927.6237 High 0 0.000523 39
High VSWYQQP 0.001468 0 0 0 1 0 1458.738 High 0 6.43E-05 46
High VSYPLCFIFS2xCarbami   0.000177 0 0 0 2 0 3111.445 High 0 3.7E-06 35
High VTASDPLDT 5.95E-05 0 1 2 3 P0C0L4 0 2483.299 High 0 8.48E-07 36
High VTCVGHIIG1xCarbami  0.000169 0 1 1 2 P47989 0 2260.15 High 0 3.5E-06 37
High VTFLGLQH 0.00191 0 1 1 2 Q08431 0 1765.975 High 0 9.18E-05 30
High VTGIQLLNT1xCarbami  0.003525 0 1 1 1 P34913 0 3450.751 High 0 0.000209 18
High VTLENFYSN 0.007737 0 1 1 2 Q15208 0 2063.019 High 0 0.000606 26
High VTISCSGSS 1xCarbami  6.87E-05 0 1 1 2 A0A0B4J1U 0 2781.326 High 0 1.04E-06 31
High VTISCSGSS 1xCarbami  0.001983 0 1 1 3 P01699 0 3053.463 High 0 0.000335 30
High VTISCTGSS 1xCarbami  1.36E-05 0 1 1 3 P01703 0 3194.521 High 0 1.55E-05 56
High VTLSFPSTL 0.000165 0 1 2 1 P55786 0 1750.959 High 0 3.38E-06 42
High VTITCQASQ1xCarbami  2.77E-05 0 1 1 2 P01594 0 2842.383 High 0 3.03E-07 50
High VTLTSEEEA 0.000436 0 1 1 4 P00338 0 1134.564 High 0 1.24E-05 44
High VVACTSAFL1xCarbami  1.51E-05 0 1 1 2 P30043 0 1707.877 High 0 1.34E-07 73
High VTWDSTFC 1xCarbami  8.77E-05 0 1 1 2 Q9BR76 0 1524.715 High 0 1.44E-06 52
High VTVLTHCN 1xCarbami  1.31E-05 0 1 1 2 Q9BV20 0 2516.329 High 0 3.98E-06 37
High VTVAGLAG 1xCarbami  8.75E-06 0 1 1 3 Q99497 1 1657.869 High 0 6.44E-08 91
High VTVAGGVH 0.000327 0 1 1 1 P49327 0 1888.004 High 0 8.49E-06 29
High VTTVVATLG 0.000458 0 0 0 1 0 1427.785 High 0 1.34E-05 31
High VSGLAGSIY 0.0005 0 1 1 1 O60271 0 1022.563 High 0 1.5E-05 47
High VTTVASHTS 9.25E-06 0 1 1 5 P10909 0 2314.177 High 0 6.91E-08 46
High VTSIQDWV 8.03E-05 0 1 1 7 P00738 0 1203.637 High 0 7.94E-06 59



High VTQLYMQL 9.39E-05 0 1 1 3 O95841 0 1756.978 High 0 1.57E-06 49
High VTNVEWLL 4.75E-05 0 1 1 1 Q9ULZ3 0 1620.863 High 0 6.28E-07 40
High VTNTTPWE 0.000317 0 1 2 7 O95361 0 2009.972 High 0 8.11E-06 22
High VTMTTDTS 5.39E-07 0 1 1 1 A0A0C4DH 0 1907.873 High 0 1.5E-09 92
High VTLVVGAS 0.003311 0 1 1 2 P21964 0 1680.989 High 6.52E-05 0.002072 28
High VTSVVVDV 0.003374 0 1 1 1 P13798 0 1169.689 High 0 0.000197 39
High VSFLSALEE 5.59E-05 0 1 1 3 P02647 1 1514.81 High 0 7.83E-07 65
High VSFLSALEE 7.43E-06 0 1 1 1 P02647 0 1386.715 High 0 5.15E-08 64
High VSFELFADK 4.08E-05 0 1 1 7 P62937 1 1379.757 High 0 5.13E-07 67
High VPHNAAVQ 0.001264 0 1 1 1 Q14764 0 1531.765 High 0 5.24E-05 29
High VPGLYYFTY 0.000159 0 0 0 2 0 1660.812 High 0 3.19E-06 35
High VPFDAATLH 8.99E-05 0 1 1 6 P06396 0 2873.283 High 0 1.48E-06 36
High VPEPCPSTV1xCarbami  2.25E-05 0 1 1 3 P35321 0 1806.905 High 0 2.3E-07 47
High VPEPCPSIV 1xCarbami  1.72E-07 0 1 1 7 P22528 0 1818.942 High 0 3.21E-10 63
High VPEARPNS 1xOxidatio  0.001312 0 1 1 1 P06396 0 2095.064 High 0 5.54E-05 16
High VPLLLEEQG 8.86E-06 0 1 1 1 P17812 0 1890.037 High 0 6.53E-08 50
High VPEARPNS 0.00078 0 1 1 2 P06396 0 2079.069 High 0 2.73E-05 22
High VPAINVND 4.57E-05 0 1 1 2 P23526 0 1256.684 High 0 5.97E-07 70
High VPAGSAAV 1xCarbami  1.29E-05 0 1 1 8 P98160 0 2578.265 High 0 1.08E-07 57
High VPAFLSAAE 5.62E-05 0 0 0 1 0 1667.875 High 0 7.89E-07 48
High VPADTEVV 1xCarbami  1.35E-07 0 1 1 7 P60174 0 2192.069 High 0 5.88E-09 73
High VPADLGAE 8.35E-12 0 1 1 3 P35270 0 1892.06 High 0 4.92E-16 126
High VNYQANIW 0.001654 0 1 1 1 Q13126 0 1319.711 High 0 7.57E-05 41
High VPCFLAGD 1xCarbami  0.006182 0 1 1 5 P22079 0 1121.541 High 0.000288 0.005522 26
High VLGFSHEEI 3.91E-05 0 1 1 2 Q7Z406 0 1630.862 High 0 4.83E-07 40
High VPLQQNFQ 2.33E-06 0 1 1 8 P80188 0 1790.882 High 0 1.61E-08 63
High VPSTEAEAL 7.87E-08 0 1 1 4 P50395 0 1979.999 High 0 1.12E-10 82
High VSFELFADK 0.004095 0 1 1 1 P62937 0 1055.541 High 0 0.000257 49
High VRVELLHN 1xCarbami  6.94E-08 0 1 1 9 P01024 1 2056.101 High 0 9.49E-11 66
High VRPCVVYG 1xCarbami  4.43E-07 0 1 1 2 O00571 0 1887.986 High 0 1.16E-09 63
High VQTVLGLV 0.006831 0 1 1 4 Q96BW5 0 1269.741 High 6.52E-05 0.001433 30
High VQLSNDFD 1xOxidatio  2.33E-07 0 1 1 4 P01024 0 2273.101 High 0 4.85E-10 93
High VQLSNDFD 1.19E-07 0 1 1 4 P01024 0 2257.106 High 0 1.96E-10 82
High VPPRIDSGL 4.58E-07 0 1 1 6 P02788 1 2537.351 High 0 1.2E-09 72
High VQDDEVGD 0.000254 0 1 1 2 P78371 0 2288.162 High 0 6.03E-06 42
High VPVFRPMD 0.001028 0 1 1 1 P63151 0 1843.956 High 0 3.97E-05 25
High VPVAVQGE 1.63E-07 0 1 1 7 P01024 0 2198.13 High 0 2.06E-09 84
High VPVASPSAH 0.000344 0 0 0 2 0 1905.941 High 0 9.05E-06 30
High VPTGGVEE 5.17E-06 0 1 2 1 P0DOX3 0 1355.717 High 0 3.15E-08 70
High VPTANVSV 1xCarbami  0.000164 0 1 1 12 P04406 0 1530.794 High 0 6.57E-06 59
High VPTADLEDV 2.62E-09 0 1 1 8 P02774 0 2366.27 High 0 1.15E-12 70
High VPVPGYTK 1xCarbami  0.005323 0 1 1 1 Q9UBC9 1 2648.375 High 0 0.000366 30
High VLGEKPELP 0.000161 0 1 1 1 Q9Y6U3 0 2553.231 High 0 3.26E-06 38
High VLGATLLPD 0.000237 0 1 1 2 P55786 0 1380.846 High 0 5.5E-06 48
High VIFLENYR 0.00327 0 2 3 1 P11216; P0 0 1053.573 High 0 0.000189 41
High VDNNAIEF 0.002453 0 0 0 1 0 2715.389 High 0 0.000128 31
High VDQSAVGF 0.00392 0 1 1 1 Q14247 0 1427.68 High 0 0.000241 31
High VDRDVAPG1xCarbami  0.000519 0 0 0 2 1 2535.252 High 0 1.58E-05 48
High VDVVLGPIQ 0.000107 0 1 1 10 Q9UGM3 0 1631.948 High 0 4.91E-06 44
High VEADIPGHG 0.002362 0 1 1 2 P02144 0 1632.87 High 0 0.000122 31
High VECTYISIDQ1xCarbami  0.000533 0 1 1 2 Q12765 0 1579.778 High 0 1.64E-05 40
High VEKFDLVPV 0.004469 0 1 1 1 P06396 1 3060.597 High 0 0.000289 28
High VEIIANDQG 5.48E-05 0 3 7 6 P11142; P1  0 1228.628 High 0 7.64E-07 46
High VELLHNPA 1xCarbami  0.001136 0 1 1 3 P01024 0 1800.931 High 0 4.54E-05 45
High VENQENVS 2.22E-06 0 1 1 1 Q01518 0 2073.035 High 0 1.01E-08 74
High VEQIAAIAQ 0.003637 0 1 1 1 O43707 0 2905.396 High 0 0.000218 13
High VESTDVSD 0.000168 0 1 1 3 P28062 0 1661.813 High 0 3.45E-06 64
High VETELQGV 1xCarbami  0.000299 0 1 1 4 P31947 0 2439.28 High 0 7.5E-06 56
High VETGVLKPG 6.66E-05 0 1 2 9 P68104 0 2515.384 High 0 1.51E-06 45
High VEVTEFEDI 0.000191 0 0 0 2 0 1208.605 High 0 4.09E-06 55
High VFAIPPSFA 1.04E-06 0 2 2 9 P0DOX6; P0 0 1637.93 High 0 3.64E-09 71
High VFANAPDS 1xCarbami  0.000539 0 1 1 2 P17858 0 1561.804 High 0 1.67E-05 48
High VFQSLPHEN 3.03E-06 0 1 1 4 P04080 0 2458.273 High 0 1.54E-08 48
High VFQEPLFYE 4.28E-06 0 0 0 1 0 1495.758 High 0 2.45E-08 70
High VFPLSCAVQ1xCarbami  0.000108 0 1 1 1 P34949 0 1753.873 High 0 1.91E-06 59
High VFNYNTLER 0.00045 0 1 1 1 P35606 0 1155.579 High 0 1.3E-05 49
High VFLDPNILS 0.000301 0 1 1 1 P48147 0 1844.975 High 0 7.59E-06 28
High VFLDCCNY 2xCarbami   1.47E-07 0 1 1 1 P01024 0 1702.793 High 0 2.6E-10 81
High VDNALQSG 1.39E-06 0 2 2 21 P01834; P0 1 3619.709 High 0 7.42E-08 85
High VFGFSLITN 0.00229 0 0 0 1 0 1125.63 High 0 0.000117 48
High VFEFGGPEV 4.4E-05 0 1 1 2 Q08257 0 1221.651 High 0 5.68E-07 51
High VFDKDGNG 2.19E-07 0 1 1 2 P0DP23 1 1754.871 High 0 4.44E-10 86
High VFDFTFSPE 0.002233 0 1 1 2 P14550 0 1476.672 High 0 0.000114 37
High VFDEFKPLV 8.91E-06 0 1 1 52 P02768 0 2045.095 High 0 6.6E-08 59
High VFDAIMNF 0.007135 0 1 1 1 P13639 0 1084.55 High 0 0.000544 43
High VFASLPQV 0.000563 0 1 1 1 O75083 0 1145.631 High 0 1.76E-05 40
High VFELMTSLH 0.000179 0 1 1 3 Q06323 0 1305.687 High 0 3.76E-06 41
High VDNALQSG 1.71E-09 0 2 2 6 P01834; P0 0 2135.969 High 0 4.13E-12 97
High VDIIPGFEFD 0.001644 0 1 1 1 Q9H4A4 0 1307.663 High 0 7.46E-05 35
High VDIDAPDV 0.000918 0 1 1 1 Q09666 0 2027.982 High 0 3.4E-05 41
High VATYWSGV 8.97E-06 0 0 0 1 0 1453.743 High 0 6.65E-08 56
High VATAQDDI 8.82E-05 0 1 1 1 P40227 0 2544.34 High 0 1.45E-06 37
High VASVLGTM 0.001468 0 1 1 1 O43488 0 1250.623 High 0 6.43E-05 53
High VASLLEHHA1xCarbami  5.49E-07 0 0 0 3 0 2061.066 High 0 1.54E-09 56
High VASGPSPG 0.000733 0 1 1 1 Q14764 0 3119.587 High 0 2.51E-05 32
High VAQLEEER 0.001312 0 1 1 1 Q7Z406 0 973.4949 High 0 5.53E-05 47
High VAVNDAHL 2.54E-07 0 1 1 6 P17931 0 1649.851 High 0 5.45E-10 88
High VAQLEAQC 2xCarbami   0.002595 0 1 1 2 P02679 1 2768.334 High 0 0.000277 30
High VANVSLLA 0.001739 0 0 0 1 0 1190.714 High 0 8.08E-05 47
High VANLLLCM 1xCarbami  0.000503 0 0 0 1 0 1295.685 High 0 1.52E-05 42
High VANIIAEVA 0.00089 0 0 0 2 0 1027.615 High 0 3.28E-05 34
High VALSNMNV 0.00327 0 1 2 1 P55786 0 1231.646 High 0 0.000189 53
High VAIQLNDTH 0.001805 0 1 1 1 P11216 0 2118.138 High 0 8.51E-05 30
High VALHLDEED 7.59E-05 0 1 1 3 Q16719 1 1437.77 High 0 1.18E-06 46
High VAPEEHPV 1.56E-05 0 1 2 5 P60709 0 1954.064 High 0 5.99E-07 49



High VFQSSANY 0.004069 0 1 1 2 P36871 0 2799.395 High 0 0.000254 19
High VAVPLLSSG 3.28E-05 0 1 1 1 P57737 0 1808.064 High 0 3.81E-07 44
High VAYGGTGD 0.000121 0 1 1 3 P30838 0 1138.549 High 0 2.22E-06 54
High VDKGVVPL 1.95E-06 0 1 1 5 P09972 1 2615.316 High 0 8.46E-09 74
High VDEYLAWQ 0.002164 0 1 1 1 P30711 0 1631.818 High 0 0.000108 27
High VDCTQHYE 2xCarbami   0.000317 0 1 1 2 Q8NBS9 0 1965.854 High 0 8.11E-06 20
High VDAYGNLL 1xCarbami  0.002977 0 1 1 3 P49902 0 2066.028 High 0 0.000167 33
High VDATEESD 5.05E-08 0 1 1 1 P07237 0 1780.835 High 0 6.15E-11 79
High VDAQFGGI 0.000285 0 1 1 2 P54577 0 1205.591 High 0 7.01E-06 51
High VAWVSHD 1xCarbami  0.000815 0 1 1 3 O15143 1 2001.97 High 0 2.9E-05 31
High VCSTLLGLE 1xCarbami  0.000901 0 1 1 1 Q3LXA3 0 1939.991 High 0 3.34E-05 24
High VCIVGSGNW1xCarbami  5.17E-06 0 1 1 1 Q8N335 0 1504.758 High 0 3.15E-08 61
High VCLLGCGIS 2xCarbami   3.97E-12 0 1 1 2 P11766 0 2011.994 High 0 1.8E-16 119
High VCLIGCGFS 2xCarbami   1.32E-06 0 1 1 1 P00326 0 1775.846 High 0 5E-09 79
High VCLIGCGFS 2xCarbami   1.11E-08 0 1 1 3 P40394 0 1759.851 High 0 8.05E-12 90
High VCIESEHSM1xCarbami  0.00556 0 0 0 2 1 2075.051 High 0 0.00039 14
High VCIEHHTFF 1xCarbami  0.000526 0 1 1 1 Q9H4G0 0 1345.647 High 0 1.6E-05 33
High VCSEVLQM1xCarbami  7.88E-05 0 1 1 1 Q13217 1 2217.064 High 0 1.25E-06 34
High VVACTSAFL1xCarbami  0.000279 0 1 1 3 P30043 1 2157.153 High 0 0.00018 35
High VFSNGADL 2.04E-07 0 1 1 1 P01009 0 1833.923 High 0 4.03E-10 86
High VFSWGFGG 0.000147 0 0 0 1 0 1232.585 High 0 2.9E-06 49
High VHTECCHG 3xCarbami    3.52E-07 0 1 1 5 P02768 0 2086.838 High 0 4.18E-08 55
High VHTECCHG 3xCarbami    9.91E-06 0 1 1 34 P02768 1 2585.118 High 0 1.91E-07 48
High VHVGDEDF 5.07E-06 0 1 1 5 P04080 0 1422.712 High 0 7.73E-08 60
High VKDLATVYV 0.007641 0 1 1 3 P02647 1 1462.852 High 6.52E-05 0.000978 39
High VKEEIIEAFV 0.000188 0 1 1 1 P50552 1 1702.937 High 0 4.01E-06 37
High VKEGMNIV 0.002886 0 1 1 2 P62937 1 1505.745 High 0 0.00016 29
High VKEGMNIV 1xOxidatio  0.001515 0 1 1 3 P62937 1 1521.74 High 0 6.68E-05 36
High VKIEPGVDP 6.96E-05 0 1 1 1 Q9H4A4 1 2309.082 High 0 1.06E-06 45
High VKIPEGTILT 0.001329 0 1 1 1 Q9NR45 1 1889.049 High 0 5.63E-05 33
High VKPFMTGA 0.001034 0 0 0 2 0 1419.766 High 0 4.01E-05 38
High VLAALPAAE1xCarbami  8.24E-05 0 1 1 1 Q9UK22 0 1581.878 High 0 1.32E-06 40
High VIADNVKD 0.002644 0 1 1 2 P60174 1 1274.674 High 0 0.000142 47
High VIAINVDDP 0.000105 0 1 1 3 Q15181 1 2444.205 High 0 1.82E-06 43
High VLAMSGDP 0.000174 0 1 1 2 P30153 0 1472.731 High 0 3.6E-06 44
High VLAMSGDP1xOxidatio  0.002247 0 1 1 1 P30153 0 1488.726 High 0 0.000114 23
High VLATAFDTT 7.27E-07 0 1 1 2 P34932 0 1321.711 High 0 2.25E-09 90
High VLAVNQEN 1.02E-07 0 1 1 7 O43707 0 2060.959 High 0 1.59E-10 88
High VIFLEDDDV 3.94E-09 0 1 1 1 Q06210 0 1732.875 High 0 1.98E-12 98
High VLFKPGTTE1xCarbami  2.65E-05 0 1 1 1 P47989 0 2554.279 High 0 2.87E-07 35
High VLFGFLYR 0.004787 0 0 0 3 0 1014.577 High 0 0.000318 33
High VLEQLTGQ 0.002233 0 0 0 1 0 1546.848 High 0 0.000114 42
High VLELLLPIR 0.000305 0 1 1 2 Q5R3I4 0 1065.703 High 0 7.7E-06 47
High VIEHIMEDL 0.003034 0 1 1 1 P06702 0 1742.827 High 0 0.000172 36
High VHQYFNVE 1.51E-07 0 1 1 5 P01024 0 1841.991 High 0 2.69E-10 65
High VLDSGFREI 0.002996 0 1 1 3 P01833 1 1406.727 High 0 0.000168 47
High VLDLDLFR 0.000971 0 1 1 6 P49591 0 990.5619 High 0 8.19E-05 42
High VLDFEHFLP1xOxidatio  0.004441 0 1 1 5 P60660 0 1903.999 High 0 0.000287 34
High VLDFEHFLP 6.17E-05 0 1 1 2 P60660 0 1888.004 High 0 8.96E-07 46
High VLDELTLSK 0.000715 0 1 1 2 P13646 0 1017.583 High 0 2.44E-05 41
High VLDELTLAR 9.94E-05 0 1 5 3 P08727 0 1029.594 High 0 1.71E-06 53
High VLDDGELLV 0.000139 0 1 1 1 P46459 0 1457.785 High 0 2.69E-06 62
High VIDPATATS 0.004908 0 1 1 1 P50991 0 1357.732 High 0 0.000327 37
High VHLFSYPCC2xCarbami   0.001441 0 1 1 3 O95834 0 1563.72 High 0 6.27E-05 32
High VHCCPHGA3xCarbami    2.98E-06 0 1 1 3 P28799 0 1965.863 High 0 1.5E-08 51
High VHAVDSCM2xCarbami   5.28E-05 0 1 1 2 Q14515 0 1568.665 High 0 1.43E-06 63
High VGHSELVG 0.000269 0 1 1 1 P38606 0 1308.727 High 0 6.5E-06 44
High VGGIYTVIQ 0.003799 0 0 0 2 0 1178.678 High 0 0.000231 40
High VGFYESDV 4.81E-05 0 1 1 1 P01023 0 1259.573 High 0 6.41E-07 55
High VGFAEAAR 0.003944 0 1 1 1 P07339 1 933.5152 High 0 0.000245 34
High VGEVCHITC2xCarbami   9.37E-06 0 1 1 1 Q02790 0 2507.169 High 0 7.05E-08 38
High VGEEFEEQT1xCarbami  1.34E-06 0 1 1 2 P29373 0 1879.849 High 0 5.08E-09 59
High VGKGEPGA 7.74E-05 0 1 1 3 Q92616 1 2400.333 High 0 1.22E-06 31
High VGEAWQE 0.001256 0 1 1 2 O15231 0 1452.734 High 0 5.21E-05 41
High VGDSVDAE 0.000128 0 1 1 1 Q96NY7 0 1902.831 High 0 2.38E-06 44
High VGDAIPAV 0.000567 0 1 1 4 P30044 1 2742.435 High 0 1.77E-05 48
High VGAHAGEY 0.000389 0 1 1 1 P69905 0 1529.734 High 0 1.07E-05 58
High VFVHYTGW 0.002333 0 1 1 1 Q02790 0 1635.853 High 0 0.00012 37
High VFTTQELVQ 1.11E-05 0 0 0 2 0 2445.241 High 0 2.39E-07 58
High VFTSSTISG 0.000563 0 1 1 2 Q08257 0 2551.235 High 0 1.77E-05 32
High VGDTLNLN 1.3E-05 0 1 2 1 P0C0L4 0 1114.622 High 0 1.09E-07 72
High VFSVAITPD 0.002362 0 1 1 1 P12109 0 1580.843 High 0 0.000122 27
High VGLGLGYLE 0.002304 0 1 1 1 Q13045 0 1776.989 High 0 0.000118 31
High VGLSGMAI 0.00037 0 1 2 2 P0C0L4 0 2128.158 High 0 9.99E-06 43
High VHAELADV 3.43E-05 0 1 1 1 P40227 0 2206.233 High 0 4.04E-07 34
High VHACGVNP1xCarbami  0.000309 0 1 1 2 Q08257 0 1614.806 High 0 7.86E-06 48
High VGYTPDWI 0.000182 0 1 2 2 Q00610 0 1479.799 High 0 3.87E-06 46
High VGWEQLLT 6.62E-05 0 2 2 5 P12814; O4 0 1386.774 High 0 9.84E-07 64
High VGVWNVP 4.72E-05 0 0 0 2 0 1864.012 High 0 6.2E-07 47
High VGVWNVP 0.005127 0 1 1 2 Q02809 0 1878.052 High 0 0.000347 16
High VGINYQPPT 0.000124 0 2 7 4 Q9BQE3; P 0 1824.985 High 0 2.29E-06 52
High VGVLTVSD 1xCarbami  0.006662 0 1 1 1 Q9NQX3 0 1339.667 High 0 0.000495 25
High VGTGEPCC 2xCarbami   2.42E-06 0 1 1 3 P52209 0 2276.97 High 0 1.14E-08 49
High VGSGGATL 8.08E-05 0 0 0 2 0 2007.098 High 0 1.29E-06 34
High VGSGDTNN 1.82E-05 0 1 1 1 Q9NR45 0 1540.728 High 0 1.73E-07 74
High VGPLLACLL 1xCarbami  0.007546 0 1 1 1 P22079 0 1140.681 High 0 0.000589 36
High VGNLGLAT 4.93E-05 0 1 1 2 O00571 0 1524.781 High 0 6.61E-07 51
High VGLTNYAA 1xCarbami  1.48E-08 0 1 1 1 P46777 0 1927.011 High 0 1.17E-11 112
High VGTYQLAIV 0.001129 0 1 1 1 Q9BV20 0 1162.683 High 0 4.52E-05 46
High VVAGVANA 0.000852 0 1 2 1 P68871 1 1449.796 High 0 3.09E-05 43
High VVAQSTNS 0.000676 0 1 1 1 Q16881 0 2723.356 High 0 2.26E-05 26
High VVDLLAQD 1xCarbami  2.15E-06 0 1 1 1 P30520 0 1586.821 High 0 9.7E-09 62
High YLDGLTAER 0.002611 0 1 1 1 P35908 0 1037.526 High 0 0.000139 31
High YIDSADLEP 1.48E-07 0 1 1 1 P17812 0 2061.998 High 0 2.64E-10 65
High YLEEIATQM 0.000402 0 1 1 1 Q01813 0 1253.619 High 0 1.12E-05 42



High YLENYDAIR 0.000303 0 0 0 2 0 1156.563 High 0 7.66E-06 49
High YLESLVQTQ 0.00099 0 1 1 1 O60749 0 1690.937 High 0 3.77E-05 30
High YLGPQYVA 2E-08 0 1 1 147 P02788 0 1536.842 High 0 1.77E-11 95
High YLGPQYVA 0.006498 0 1 1 2 P02788 1 1664.937 High 0 0.000477 42
High YLGQDYEQ 0.006788 0 1 1 1 P07384 0 1284.622 High 0 0.00051 35
High YLLDHFLSM 0.000896 0 1 1 1 Q7Z4S6 0 1550.804 High 0 3.29E-05 30
High YILGNPLTP 0.000907 0 1 1 1 P00352 0 2011.086 High 0 3.37E-05 26
High YLLNLNLEP 9.52E-07 0 1 1 3 P21980 0 1579.837 High 0 3.24E-09 71
High YLLQLPGK 0.007641 0 1 1 1 O95749 0 931.5611 High 0 0.000595 39
High YLLQYQEPI 2xCarbami   2.5E-06 0 1 1 3 P25789 0 2694.352 High 0 8.64E-08 63
High YILVTGGVIS 7.69E-05 0 2 2 2 Q9NRF8; P 0 1376.815 High 0 1.2E-06 64
High YLPDTLLLE 1xCarbami  2.07E-06 0 1 1 3 P21964 0 1804.951 High 0 1.5E-08 49
High YLQAVGMF 0.000113 0 1 1 3 P21399 0 1084.561 High 0 2.02E-06 40
High YLQEFAPLG 9.94E-05 0 1 1 1 Q96IJ6 0 2026.018 High 0 1.71E-06 42
High YLYVDKNFI 0.000761 0 1 1 1 P35579 1 2454.245 High 0 2.65E-05 27
High YLYTLVITDK 0.003311 0 0 0 2 1 1485.82 High 0 0.000474 44
High YLYEIAR 0.007453 0 1 1 41 P02768 0 927.4934 High 0 0.000576 38
High YIVPMLTVD 0.004817 0 1 1 1 P14550 0 1235.67 High 0 0.000319 35
High YLVNDACV 1xCarbami  8.19E-05 0 1 1 2 O95396 0 2245.212 High 0 6.09E-06 56
High YIVHLGQH 1xCarbami  0.0075 0 0 0 2 1 2439.183 High 0.000342 0.005957 12
High YLCGAHSD 1xCarbami  0.000236 0 1 1 25 P01833 0 3630.728 High 0 8.7E-05 44
High YLTWASRQ 9.28E-05 0 1 1 3 P01876 1 2713.394 High 0 1.55E-06 52
High YLTLENVAD 0.000389 0 1 1 1 O14773 0 2607.45 High 0 1.08E-05 40
High YISPDQLAD 0.000236 0 1 1 1 P06733 0 1425.726 High 0 5.45E-06 62
High YISLIYTNYE 3.73E-06 0 1 1 4 P09211 1 2155.059 High 0 2.03E-08 64
High YISLIYTNYE 7.18E-05 0 1 1 1 P09211 0 1534.779 High 0 1.1E-06 43
High YLQEVIDVL 0.000467 0 1 1 1 Q02818 0 1933.965 High 0 1.36E-05 40
High YIQELWR 0.004939 0 1 1 8 P61313 0 1007.531 High 0 0.000329 48
High YLTVAAVFR 0.000299 0 2 3 2 P07437; P6 0 1039.593 High 0 7.49E-06 45
High YICENQDSI 1xCarbami  0.000206 0 1 1 3 P02768 1 1684.821 High 0 4.54E-06 43
High YICENQDSI 1xCarbami  2.47E-05 0 1 1 7 P02768 0 1443.642 High 0 2.62E-07 55
High YLAEVAAG 0.001371 0 1 1 4 P63104 1 1279.653 High 6.52E-05 0.000656 42
High YGKDATNV 1.16E-06 0 1 1 5 P06733 1 2309.104 High 0 7.23E-07 73
High YGFYTHVFR 0.002111 0 1 1 2 P00734 0 1189.579 High 0 0.000105 36
High YGFIEGHVV 0.000135 0 1 1 2 P16070 0 1386.753 High 0 0.000103 42
High YGAAMALG2xCarbami   3.56E-05 0 1 1 1 Q99460 0 1714.771 High 0 4.26E-07 47
High YFYFYNTGL 6.6E-06 0 1 1 2 P48147 0 1713.802 High 0 4.39E-08 64
High YFVQGMGY 7.97E-08 0 1 1 2 Q92597 0 1825.807 High 0 2.2E-10 75
High YGIICMEDL 1xCarbami  0.001971 0 1 1 1 P18124 0 2154.061 High 0 9.53E-05 16
High YFVISNTTG 1.18E-05 0 1 1 1 P49354 0 1549.728 High 0 9.66E-08 67
High YFSTTEDYD 1.18E-07 0 1 1 4 Q96DA0 0 1946.877 High 0 1.94E-10 83
High YFSTSVSW 6.06E-05 0 0 0 1 0 1286.616 High 0 8.72E-07 57
High YFQFQEEG 0.00392 0 1 1 2 O15144 1 1760.787 High 0 0.000242 36
High YFLVGAGA 1xCarbami  1.05E-08 0 1 1 1 P22314 0 1610.861 High 0 7.42E-12 83
High YFLQGMGY1xCarbami  8.66E-05 0 1 1 2 Q9UN36 0 1902.801 High 0 1.58E-06 59
High YFLNHIDQT 0.000959 0 0 0 1 0 2034.967 High 0 3.63E-05 30
High YFTLGLPTG1xCarbami  0.000756 0 1 2 3 P46926 0 1874.936 High 0 2.63E-05 31
High YMACCLLY 2xCarbami   0.000752 0 2 4 3 Q9BQE3; P 0 1249.553 High 0 2.6E-05 36
High YGIICMEDL 1xCarbami  0.001272 0 1 1 1 P18124 1 2310.162 High 0 5.29E-05 25
High YGISGELAM 0.006299 0 1 1 1 Q9NUQ8 0 2035.064 High 0 0.000459 24
High YLAEKYEW 4.18E-06 0 1 1 2 P13639 1 1742.838 High 0 2.38E-08 63
High YKPVCNQV 2xCarbami   4.95E-06 0 1 2 5 P52895 0 2239.017 High 0 2.99E-08 51
High YKKPECQSD2xCarbami   0.002059 0 1 1 3 P03973 1 1910.852 High 0 0.000101 24
High YHSLAPMY 0.000246 0 3 3 4 P51148; P2  0 1300.614 High 0 5.79E-06 32
High YHALLIPSC 1xCarbami  0.000104 0 0 0 1 0 2470.276 High 0 1.81E-06 31
High YGYTHLSTG 4.88E-06 0 1 1 2 P00568 0 1495.754 High 0 2.92E-08 62
High YGINTTDIF 5.65E-08 0 1 1 2 P37802 0 2100.028 High 0 1.27E-10 89
High YGYTHLSAG 2.11E-06 0 1 1 5 P30085 0 1479.759 High 0 9.47E-09 46
High YGQCWVFA2xCarbami   0.00012 0 1 1 3 P21980 0 1900.92 High 0 2.79E-05 36
High YGPPCPSCP2xCarbami   2.52E-05 0 1 1 8 P01861 0 2943.457 High 0 2.68E-07 49
High YGMNPHQ 1xOxidatio  5.31E-05 0 1 1 1 P31939 0 2103.033 High 0 7.34E-07 41
High YGMNPHQ 5.38E-05 0 1 1 3 P31939 0 2087.038 High 0 7.45E-07 40
High YGLVTYATY 0.000461 0 1 1 1 P00751 0 1275.662 High 0 1.35E-05 50
High YGLSSMQG 0.000106 0 2 2 1 P35813; O7 0 1184.552 High 0 1.86E-06 46
High YGQTIRPIC 2xCarbami   0.002515 0 1 1 3 P00751 0 2123.037 High 0 0.000133 18
High YFIDFVAR 0.000706 0 1 1 4 P01042 0 1030.536 High 0 2.39E-05 42
High YMEAFKPF 3.44E-06 0 1 1 3 Q14974 0 1613.876 High 0 1.83E-08 48
High YMNSGPVV 1.47E-05 0 1 2 3 P22392 0 2093.056 High 0 1.3E-07 54
High YVGSMVAD 0.003091 0 2 2 3 P09467; O0 0 1233.604 High 6.52E-05 0.00154 40
High YVIHTVGPI 0.004095 0 0 0 2 0 1225.705 High 0 0.000256 25
High YVMLPVAD1xCarbami  4.35E-07 0 1 1 3 P00738 0 1707.819 High 0 3.21E-09 60
High YVPTPFVPY 0.007315 0 1 1 1 Q6PCE3 0 1508.815 High 0 0.000564 31
High YVRPGGGF 0.001354 0 1 1 2 P07203 0 1987.973 High 0 5.75E-05 36
High YVRPGGGF 3.55E-06 0 1 1 3 P22352 0 1955.017 High 0 0.000212 49
High YVSEVVIGA 0.000261 0 1 1 2 Q99447 0 2393.275 High 0 6.25E-06 29
High YVSSLTEEIS 0.001613 0 1 1 1 P49257 1 1411.743 High 0 7.28E-05 48
High YVTSAPMP 0.000589 0 2 2 2 P0DOX6; P0 0 1600.779 High 0 1.87E-05 26
High YVTSAPMP 1xOxidatio  0.000108 0 2 2 6 P0DOX6; P0 0 1616.774 High 0 2.9E-05 57
High YVVVTGITP 0.000272 0 1 1 1 P11586 0 1630.905 High 0 6.65E-06 50
High YVWLVYEQ 0.001922 0 1 1 2 P30086 0 1708.906 High 0 9.21E-05 19
High YVWLVYEQ1xCarbami  0.002261 0 1 1 3 P30086 1 2793.403 High 0.000234 0.003439 19
High YVYIAELLA 0.002348 0 0 0 1 0 1319.736 High 0 0.000121 22
High YWCLWEG 1xCarbami  8.5E-05 0 1 1 2 P01833 0 1539.68 High 0 1.38E-06 45
High YWCNDGKT4xCarbami     5.87E-05 0 1 1 59 P61626 1 3850.74 High 0 0.000134 45
High YYAGGCSP 1xCarbami  3.87E-06 0 0 0 2 0 1771.822 High 0 2.14E-08 50
High YYVTIIDAPG 0.000385 0 1 2 4 P68104 1 1908.001 High 0 1.05E-05 27
High YYVTIIDAPG 3.45E-05 0 1 2 6 P68104 0 1404.727 High 0 4.13E-07 57
High YYTYLIMNK 0.002996 0 1 1 6 P01024 0 1208.602 High 0 0.000168 41
High YYSSEPQAV1xCarbami  0.00124 0 1 1 1 P05120 0 2263.981 High 0 5.14E-05 31
High YYRPTEVDF1xCarbami  0.000209 0 1 1 1 O60547 0 1991.917 High 0 4.63E-06 29
High YYQTIGNHA 0.00013 0 1 1 1 Q9UNM6 0 1607.749 High 0 2.46E-06 46
High YVGQNIGL 1xCarbami  0.000299 0 0 0 2 0 1367.674 High 0 7.53E-06 48
High YYPYQSFQT 0.002392 0 1 1 5 Q08380 1 2677.283 High 0 0.000124 29
High YYITIIDAPG 0.003015 0 1 1 2 Q05639 0 1418.743 High 0 0.000277 31
High YYGYTGAF 0.000936 0 1 1 110 P02788 0 1097.505 High 0.0008 0.01161 41



High YYGLQILEN 0.001717 0 1 1 1 O14980 0 1452.81 High 0 7.95E-05 51
High YYGGGYGS 9.94E-05 0 1 1 2 P01024 0 2679.255 High 0 1.7E-06 35
High YYDQICSIEP1xCarbami  0.000984 0 1 1 1 Q8WUM4 0 1415.651 High 0 3.74E-05 40
High YYCFQGNQ1xCarbami  0.007003 0 1 1 5 P02790 0 1495.679 High 0 0.000529 38
High YYPYQSFQT 0.001209 0 1 1 5 Q08380 0 2521.182 High 0 0.000106 39
High YVGGQEHF 1.21E-07 0 1 1 5 P02763 0 1752.954 High 0 2E-10 77
High YVAVMPPH 8.91E-06 0 1 1 2 P30043 0 2671.355 High 0 6.57E-08 65
High YVATLGVEV 8.82E-05 0 1 1 5 P62826 0 2052.103 High 0 1.45E-06 47
High YQQGDFGY1xCarbami  0.001015 0 1 1 2 P67870 0 1390.584 High 0 3.89E-05 39
High YQQAGLPL 0.002745 0 1 1 1 P21399 0 1470.868 High 0 0.00015 30
High YQLDKDGV 0.000346 0 1 1 1 P07237 1 1424.778 High 0 9.15E-06 27
High YQFFVYLQ 0.000212 0 1 1 1 Q96S96 0 1421.71 High 0 4.74E-06 38
High YQELINDIA 0.000447 0 1 1 2 P46940 0 1234.643 High 0 1.29E-05 43
High YQEALHLG 0.000143 0 1 1 2 O00231 0 1527.828 High 0 2.78E-06 61
High YQVFFFGT 0.000375 0 1 1 1 P51858 0 1988.991 High 0 1.02E-05 44
High YPSYSQAQ 0.002059 0 1 1 1 P0C870 0 1283.638 High 0 0.000101 35
High YPSHSFIGE 0.001515 0 1 1 2 P29218 0 1807.85 High 6.52E-05 0.001228 22
High YPGAYYIFQ 0.002205 0 0 0 1 0 1362.709 High 0 0.000111 21
High YNSQNQSN 5.3E-06 0 1 1 4 P01042 0 1874.878 High 0 3.27E-08 66
High YNPESLLQE 8.13E-05 0 1 1 1 P49788 0 1491.707 High 0 1.29E-06 53
High YNEDLELED 1.83E-06 0 1 1 3 P25787 0 2201.134 High 0 7.75E-09 59
High YNALLAVQ 0.000936 0 1 1 1 Q9UI12 0 1019.588 High 0 3.49E-05 39
High YPSLSLHGI 3.18E-07 0 1 1 4 Q96KP4 0 1877.939 High 0 7.39E-10 67
High YMLLPNQV 1.78E-05 0 1 1 3 O14980 0 2148.116 High 0 1.67E-07 52
High YRDCLTESN1xCarbami  0.004611 0 1 1 2 P21980 1 1511.752 High 0 0.000302 24
High YSFLQFDPA 0.000693 0 1 2 1 P62714 0 1340.663 High 0 2.33E-05 41
High YVASYLLAA 5.54E-06 0 1 1 2 P05387 0 1868.975 High 0 3.47E-08 63
High YVALTSLLR 0.000607 0 0 0 1 0 1035.62 High 0 1.96E-05 49
High YTQPQPPP 0.00079 0 1 1 2 Q9BW04 0 1734.892 High 0 2.8E-05 28
High YTQLQYIGE 0.000292 0 1 1 1 P27361 0 2608.214 High 0 7.3E-06 33
High YTPSGQAG 1.15E-07 0 1 1 3 P04075 0 2228.025 High 0 1.86E-10 86
High YTIGHAWT 1xCarbami  0.000305 0 1 1 1 P48147 0 1961.833 High 0 7.68E-06 29
High YREWHHFL 8.42E-06 0 1 1 1 P30086 1 1758.89 High 0 6.08E-08 65
High YTIAALLSPY 4.96E-07 0 1 1 1 P02766 1 2489.281 High 0 1.34E-09 77
High YSYFQLLDS 0.000436 0 1 1 1 P0C870 0 1477.757 High 0 1.25E-05 44
High YSSDYFQAP 0.000771 0 1 1 1 Q08380 0 1598.676 High 0 2.69E-05 37
High YSPSFQGQ 3.86E-07 0 1 1 1 A0A0C4DH 0 1627.796 High 0 9.57E-10 75
High YSLTYIYTGL 3.07E-06 0 1 1 75 P25311 0 1408.736 High 0 6.24E-07 62
High YSGSEGSTQ 5.17E-06 0 1 1 9 P25815 0 1358.643 High 0 3.16E-08 79
High YSGLCPHVV1xCarbami  0.001623 0 1 1 1 P11586 0 1769.973 High 0 7.38E-05 25
High YTACLCDD 2xCarbami   0.000101 0 1 1 4 P12273 0 1356.556 High 0 1.74E-06 47
High VALDMTTL 5.66E-05 0 1 1 1 P62333 0 1364.728 High 0 7.92E-07 53
High YFKPGMPF 1xOxidatio  1.27E-05 0 1 1 2 P01024 0 2765.31 High 0 1.05E-07 37
High YFEITEEPPY 0.004554 0 1 1 1 Q9BR76 0 2476.207 High 0 0.000296 23
High VYACEVTH 1xCarbami  6.16E-06 0 2 2 66 P01834; P0 0 1875.927 High 0 4.35E-08 75
High VYACEVTH 1xCarbami  2.3E-05 0 2 2 1 P01834; P0 1 2380.171 High 0 2.36E-07 44
High VYAILTHGI 4.17E-07 0 1 2 2 P11908 0 1801.996 High 0 1.06E-09 67
High VYAYYNLEE1xCarbami  4.34E-06 0 1 1 3 P01024 0 1667.737 High 0 2.5E-08 65
High VYDFLSTFIT 2.99E-05 0 1 1 4 P55058 0 1636.804 High 0 3.36E-07 71
High VYDPKNEE 2.75E-06 0 1 1 4 P80303 1 2256.927 High 0 1.34E-08 52
High VYDPKNEE 1xOxidatio  0.000179 0 1 1 1 P80303 1 2272.922 High 0 3.75E-06 36
High VYFGGFFIR 0.001423 0 1 1 1 Q9NVE7 0 1105.583 High 0 6.17E-05 31
High VYGAPQLQ 0.004698 0 1 1 1 P26572 0 1231.668 High 0 0.000309 28
High VYGVSLATH 0.002362 0 0 0 1 0 1642.891 High 0 0.000122 25
High VYIGSFWSH 0.003823 0 0 0 2 0 2014.055 High 0 0.000233 33
High VYLLYRPGH 0.005159 0 1 1 2 Q96FW1 0 1913.032 High 0 0.000351 30
High VYMGHGG 8.59E-08 0 1 1 3 Q96KP4 0 2598.246 High 0 1.26E-10 45
High VYNVTQHA 0.00106 0 0 0 2 0 1640.912 High 0 4.16E-05 36
High VYPVSGGLS 0.000101 0 1 1 2 Q9Y259 0 1521.842 High 0 1.75E-06 54
High VYQGLYCV 1xCarbami  0.000242 0 1 1 1 Q15008 0 1341.698 High 0 5.65E-06 55
High VYTLTPFLA 0.005001 0 1 1 2 P49407 0 1408.758 High 0 0.000336 31
High WEFTSWV 0.000311 0 1 1 2 Q8IZ07 0 1506.774 High 0 7.94E-06 41
High WEAEPVYV 0.000724 0 1 1 6 P25311 0 1276.632 High 0 2.48E-05 35
High WDTCAPEV1xCarbami  0.00556 0 1 1 1 O95861 0 1752.874 High 0 0.000387 27
High WDNNYGD 2.55E-08 0 1 1 6 P21980 0 2481.15 High 0 5.5E-11 82
High WCVLSTPE 1xCarbami  0.005323 0 1 1 2 P08582 0 1360.693 High 6.52E-05 0.000849 37
High WCAVSEHE1xCarbami  0.001067 0 1 1 3 P02787 0 1317.589 High 6.52E-05 0.000646 25
High VWYVSNID 0.003729 0 1 1 1 P06744 0 1602.827 High 0 0.000226 30
High WARPPISM 0.000971 0 1 1 2 Q96CW1 0 2244.163 High 0 3.67E-05 27
High WALSQSNP 0.005127 0 1 1 1 P55072 0 1329.691 High 0 0.000348 51
High WAEYHAD 0.000482 0 1 1 2 Q9NRX4 0 1410.632 High 0 1.43E-05 45
High WAELLPLLQ1xCarbami  8.3E-07 0 1 1 4 P13489 0 1853.01 High 0 2.68E-09 65
High VYYTAGYN 0.000133 0 1 1 4 Q9Y5Z4 0 1361.674 High 0 2.51E-06 54
High VYWSGPCA1xCarbami  4.24E-07 0 1 1 2 O14896 0 2129.085 High 0 1.09E-09 47
High VYVTLTCAF1xCarbami  0.001248 0 1 1 1 P49407 0 1229.635 High 0 5.17E-05 26
High WANFHLEN 4.93E-05 0 1 1 1 P13797 0 1616.76 High 0 6.6E-07 32
High VWSPLVTE 0.002627 0 1 1 2 O00151 1 1400.753 High 0 0.000141 49
High VWDYETGD 3.47E-05 0 1 1 2 P43034 0 1416.607 High 0 4.12E-07 60
High VWDLAQQ 9.34E-05 0 1 1 1 Q9BQA1 0 1663.88 High 0 1.56E-06 54
High VVPYFTQT 5.97E-06 0 1 1 2 P98160 0 2211.21 High 0 3.82E-08 48
High VVPLADIITP 0.000627 0 1 1 4 O00764 0 2282.239 High 0 2.31E-05 38
High VVNVANVG 0.00323 0 0 0 1 0 1946.02 High 0 0.000186 21
High VVNNSPQP 2.67E-05 0 1 1 2 P19823 0 2122.129 High 0 2.89E-07 76
High VVISLQLTA 8.03E-05 0 1 1 2 P30041 0 1200.72 High 0 1.28E-06 40
High VVLHPNYS 3.73E-06 0 1 1 4 P00738 0 1795.011 High 0 4.18E-07 39
High VVQCISELG1xCarbami  0.00018 0 1 1 3 P48637 0 1838.983 High 0 3.79E-06 52
High VVIGMDVA 4.21E-05 0 1 1 4 P06733 0 1540.783 High 0 7.85E-07 78
High VVGSSGTQ 5.25E-07 0 1 1 4 P98160 0 1959.051 High 0 1.45E-09 63
High VVGMEESQ 0.003091 0 1 1 2 Q8TE77 1 2164.082 High 0 0.000176 31
High VVGFHVLG 0.000129 0 1 1 1 Q16881 0 2282.229 High 0 2.4E-06 58
High VVFVFGPD 0.006221 0 1 1 1 P30041 0 1007.556 High 0 0.000452 33
High VVEVLAGH 0.000226 0 1 1 2 P49327 0 1536.828 High 0 5.14E-06 35
High VVDLMAHM 1.11E-06 0 1 1 4 P04406 1 1330.649 High 0 3.99E-09 87
High VVLAYEPVW 3.53E-06 0 1 1 8 P60174 0 1602.889 High 0 1.89E-08 66
High WELCDIPR 1xCarbami  0.001388 0 1 1 1 P00747 0 1088.519 High 0 5.97E-05 43



High VVSGMVN 1xCarbami  3.33E-06 0 1 1 4 P21980 0 1932.927 High 0 1.75E-08 71
High VVSIIAELLS 0.000352 0 0 0 1 0 1272.777 High 0 9.39E-06 52
High VWAQEML 0.001441 0 1 1 1 Q8TE68 0 1145.614 High 0 6.29E-05 29
High VVYENAYG 0.002098 0 1 1 3 Q16881 0 1749.871 High 0 0.000215 60
High VVWPSAVV 1.69E-07 0 0 0 1 0 1770.99 High 0 3.14E-10 71
High VVWCAVG 1xCarbami  9.75E-05 0 1 1 37 P02788 1 1573.816 High 0 1.66E-06 61
High VVWCAVG 1xCarbami  6.66E-07 0 1 1 119 P02788 0 1445.721 High 0 2.52E-07 72
High VVTVFSVA 0.000276 0 1 1 3 O75083 0 2540.22 High 0 6.73E-06 36
High VVSGMVN 1xCarbami    0.001087 0 1 1 1 P21980 0 1948.922 High 0 0.000043 48
High VVTNYNSA 1.29E-06 0 1 1 4 P21980 0 2497.211 High 0 4.86E-09 74
High VVSVLTVLH 1.12E-06 0 3 4 1 P01861; P0  0 1808.006 High 0 4.01E-09 63
High VVSTNYNQ1xOxidatio  0.000167 0 1 1 2 P80188 0 1800.874 High 0 3.42E-06 58
High VVSTNYNQ 0.000394 0 1 1 2 P80188 0 1784.879 High 0 1.09E-05 54
High VVSSSIVDK 0.001087 0 1 1 2 P62333 1 1709.907 High 0 4.28E-05 33
High VVSQYSSLL 8.19E-07 0 1 1 4 P50991 0 2040.05 High 0 4.7E-06 68
High VVSNFILQA 0.001015 0 0 0 1 0 2664.399 High 0 3.92E-05 29
High VVSVLTVLH 0.001478 0 3 4 2 P01861; P0  1 2228.207 High 6.52E-05 0.000994 21
High YFKPGMPF 0.000473 0 1 1 2 P01024 0 2749.315 High 0 1.39E-05 22
High WERPFEVK 1.15E-05 0 1 1 2 P01009 1 2963.406 High 0 9.34E-08 40
High WFHPNITG 0.000884 0 1 1 1 Q06124 0 2110.108 High 0 3.23E-05 24
High YAASSYLSL 0.000106 0 0 0 1 0 1771.865 High 0 1.86E-06 65
High YAATSQVL 1.97E-05 0 2 2 2 P0DOX6; P0 0 1277.71 High 0 1.93E-07 57
High YAATSQVL 1xCarbami  7.05E-07 0 1 1 3 P01871 1 2776.364 High 0 1.17E-08 67
High YAATSQVL 1xCarbami    0.000243 0 1 1 3 P01871 1 2792.359 High 0 3.26E-05 24
High YACWYQQ 1xCarbami  0.001783 0 0 0 1 0 2658.302 High 0 8.33E-05 27
High YAFSLLAR 0.002499 0 1 1 1 Q8TE68 0 940.5251 High 0 0.000131 32
High YAGKDGYN 0.00124 0 1 1 7 P31949 1 1479.711 High 0 5.13E-05 50
High YAGLSTCFR1xCarbami  0.001345 0 1 1 1 P49591 0 1074.504 High 0 5.7E-05 45
High YAICSALAA 1xCarbami  1.16E-08 0 1 1 3 P36578 0 1937.023 High 0 8.44E-12 93
High YALSVGYR 0.005063 0 1 1 2 P14550 0 928.4887 High 0 0.000342 42
High YALYDATYE 0.005001 0 1 2 2 P23528 0 1337.626 High 0 0.000337 28
High YAMVYGYN 3.03E-06 0 0 0 1 0 1555.7 High 0 1.55E-08 58
High YAPSGFYIA 3.09E-06 0 1 1 1 O75083 0 1618.775 High 0 1.58E-08 69
High YASNAVSEA 4.63E-05 0 1 1 2 Q9ULA0 0 1293.68 High 0 6.05E-07 61
High YATDTFAG 1xCarbami  0.002745 0 1 1 1 Q9UNS2 0 2280.108 High 0 0.00015 23
High YCNTWPVA1xCarbami  4.93E-05 0 1 1 2 Q00796 0 1740.845 High 0 6.61E-07 43
High YCRPESQEH1xCarbami  7.88E-05 0 1 1 1 P40763 0 2502.135 High 0 1.24E-06 32
High YEYGIFNQK 0.001506 0 1 1 3 P06737 0 1161.558 High 0 6.65E-05 40
High YESLTDPSK 0.004939 0 2 4 1 P07900; P0 1 1539.754 High 0 0.000331 39
High YEITTIHNLF 0.002977 0 1 1 3 P05546 0 1406.743 High 0 0.000167 26
High YELDKAFSD 0.00327 0 1 1 2 P01024 1 1243.595 High 0 0.00019 30
High YEHALSQCS1xCarbami  0.001828 0 1 1 1 Q14203 1 1826.874 High 0 8.63E-05 29
High YEGGREHV 0.002531 0 1 1 1 P19652 1 1796.955 High 0 0.000134 22
High YAASSYLSL 2.56E-08 0 2 7 98 P0DOY2; P0 0 1743.859 High 0 2.47E-11 99
High YEEVSVSGF 6.33E-05 0 1 1 2 Q9BRA2 0 1714.771 High 0 9.25E-07 36
High YEASILTHD 0.001074 0 1 1 1 P02679 0 1491.744 High 0 4.23E-05 32
High YDYVLTGYT 0.000245 0 1 1 1 O00764 0 1250.605 High 0 5.76E-06 55
High YDYNSGEE 1.79E-06 0 1 1 1 Q9Y3F4 0 1596.67 High 0 7.6E-09 70
High YDYEEVEAE 1.77E-06 0 1 1 1 P36871 0 1516.644 High 0 7.47E-09 63
High YDGQVAVF 1.86E-07 0 1 1 1 P22314 0 1655.791 High 0 3.56E-10 78
High YDAPFVFA 0.004877 0 1 1 2 P21980 0 3064.432 High 0 0.000326 30
High YEDMAAFM 0.004044 0 1 1 1 P31947 0 1105.469 High 0 0.000253 51
High WYVVGLAG 0.000139 0 1 1 7 P80188 0 1431.811 High 0 4.34E-05 60
High WYVDGVEV 0.006704 0 1 1 1 P01860 0 1416.691 High 0 0.000499 21
High WVGGPEIE 2.61E-06 0 1 1 2 P48643 0 1738.949 High 0 1.26E-08 79
High WLQGSQE 0.001983 0 3 3 2 P01876; P0  1 1470.77 High 0 9.61E-05 46
High WLQGSQE 4.05E-06 0 3 3 123 P01876; P0  0 1213.632 High 0 6.54E-07 69
High WLPAEYED 3.89E-07 0 1 1 4 P22079 0 2263.107 High 0 9.69E-10 87
High WLLLTGISA 1.72E-06 0 1 1 1 Q00610 0 1499.833 High 0 7.17E-09 60
High WIDETPPV 0.003705 0 1 1 1 Q15257 0 1539.744 High 0 0.000225 43
High WIAQDLSS 0.000341 0 0 0 2 0 2079.098 High 0 8.98E-06 25
High WLSTSIPEA 0.00626 0 1 1 1 P49327 0 1968.993 High 0 0.000455 19
High WLAIDANA 0.001874 0 1 1 3 Q14974 0 1029.548 High 0 0.000313 30
High WKNFPSPV 6.81E-06 0 1 1 5 P02790 1 1534.78 High 0 4.58E-08 53
High WGGGYEG 0.001054 0 1 1 1 P23743 0 1279.607 High 0 4.12E-05 49
High WGDAGAE 5.08E-08 0 1 1 2 P04406 0 2277.038 High 0 6.22E-11 81
High WFYIASAFR 0.001256 0 2 2 5 P02763; P1 0 1160.589 High 0 9.49E-05 36
High WFLTCINQ 1xCarbami  0.000366 0 1 1 1 P26641 0 1609.794 High 0 9.83E-06 40
High WFLLEQPE 0.007737 0 1 1 1 P08697 0 2129.122 High 0 0.000608 22
High WKRPTELLS 0.000574 0 1 1 2 P07384 1 2328.246 High 0 1.81E-05 22
High WESGYNTR 0.002407 0 1 1 304 P61626 0 1012.448 High 0.000234 0.004043 28
High WMHPQVT 2.47E-05 0 1 1 1 Q03154 0 2529.14 High 0 2.61E-07 44
High WNTEDKVS 2.56E-09 0 1 2 4 P00558 1 2514.247 High 0 1.11E-12 68
High WVEQHLG 0.000852 0 1 1 1 Q8TCD5 0 1624.823 High 0 3.08E-05 40
High WVAIQSVS 0.000197 0 1 1 2 Q96KP4 1 1656.886 High 0 4.27E-06 64
High WVAIQSVS 9.52E-07 0 1 1 3 Q96KP4 0 1500.785 High 0 1.31E-08 84
High WTQLGAFY 1.17E-05 0 1 1 1 P10253 0 1516.741 High 0 9.48E-08 32
High WTAISALEY 4.6E-05 0 1 1 2 P52209 0 2463.328 High 0 6.04E-07 44
High WSTAVEFC 1xCarbami  0.006959 0 1 1 2 P08174 0 1127.519 High 6.52E-05 0.001848 32
High WNNTGCQ 1xCarbami  3.76E-08 0 1 1 7 P01833 0 1988.877 High 0 4.14E-11 86
High WSSPPQCE2xCarbami   5.62E-05 0 1 1 2 P08603 0 1545.682 High 0 7.89E-07 67
High WSPIASTLP 0.004787 0 1 1 2 Q13561 0 1596.874 High 0 0.000318 21
High WSGPLSLQ 0.00023 0 1 1 1 P30086 0 3471.718 High 0 5.26E-06 55
High WSDVAGLE 0.001388 0 1 1 1 O75351 0 1132.563 High 0 5.97E-05 44
High WSAGLTSS 2.58E-06 0 1 1 1 P08185 0 1764.917 High 0 1.24E-08 68
High WQQGNIFS1xCarbami  0.000359 0 1 1 2 P01860 0 2314.06 High 0 9.64E-06 24
High WNTTLYEG 0.002531 0 1 1 2 P07384 0 1426.675 High 0 0.000135 30
High WSSLACNIA1xCarbami  8.9E-09 0 1 1 1 P49368 0 1547.789 High 0 5.92E-12 98
High LDGLVETPT 0.00042 0 1 1 1 P55209 0 1859.975 High 0 1.19E-05 57
High VAHALAEG 1xCarbami  0.003481 0 1 1 2 P60174 1 2321.228 High 0 0.000206 29
High VAGYAALL 1.68E-06 0 1 1 1 P54920 0 1453.769 High 0 6.97E-09 59
High SNFSLAILN 4.35E-05 0 1 1 3 P17858 0 2144.128 High 0 4.02E-06 55
High SNLAYDIVQ 2.81E-06 0 1 1 4 P34932 0 1903.054 High 0 1.87E-08 74
High SNLCALCIG 2xCarbami   1.02E-08 0 1 1 43 P02788 0 1807.795 High 0 7.16E-12 90
High SNLCALCIG 3xCarbami    1.4E-05 0 1 1 3 P02788 1 2764.208 High 0 1.21E-07 74



High SNLDEDIIA 2.14E-07 0 1 1 10 P01024 0 1816.892 High 0 4.53E-09 72
High SNLVDNTN 5.05E-05 0 1 2 2 Q9NUU7 0 1728.888 High 0 3.32E-06 81
High SNPSENEEK 3.54E-05 0 1 1 2 Q13217 1 1930.935 High 0 4.22E-07 58
High SNRLEELVL 0.00175 0 1 1 1 Q5VZK9 1 1712.929 High 0 8.15E-05 40
High SNVSDAVA 0.00145 0 1 1 1 P60174 0 1234.602 High 0 6.32E-05 24
High SNYNFEKPF 0.000461 0 1 1 4 P62826 0 1784.912 High 0 1.34E-05 37
High SPAGSIVHE 0.005845 0 1 1 1 O43776 0 1931.997 High 0 0.000416 20
High SPALQILLTN 1.57E-06 0 0 0 1 0 1298.768 High 0 6.34E-09 75
High SPAQYQVV 1.35E-05 0 1 1 5 Q6XQN6 0 1376.717 High 0 7.37E-07 68
High SPAYTLVW 3.98E-05 0 1 1 2 P98160 0 1193.631 High 0 4.95E-07 55
High SPCIVLADA 3xCarbami    6.66E-05 0 1 1 5 P00352 0 3928.795 High 0 1.36E-06 24
High SPCYVDKN 3xCarbami    5.52E-05 0 1 1 2 P30838 1 1971.836 High 0 7.72E-07 33
High SPELQAEAK 0.001654 0 1 1 1 P02652 0 972.4997 High 0 7.56E-05 37
High SQGMASLN 0.005423 0 1 1 2 P35221 0 1588.815 High 0 0.000375 35
High SQEQLAAE 5.15E-05 0 1 1 1 P15311 0 1651.817 High 0 6.98E-07 50
High SQDAEVGD 0.00025 0 1 1 2 Q99832 0 2252.129 High 0 5.91E-06 32
High SPYLYPLYG 2.38E-06 0 2 2 6 P31150; P5 0 2141.107 High 0 1.17E-08 58
High SPWSNKYD 0.000539 0 1 1 1 P47756 1 2218.023 High 0 1.66E-05 21
High SPVISIDPPS 1.16E-06 0 1 1 3 P98160 0 2288.14 High 0 4.23E-09 74
High SNFLVLCYL 1xCarbami  0.000337 0 1 1 2 P48147 0 1607.825 High 0 8.82E-06 33
High SPVGVQPIL1xCarbami  8.38E-08 0 1 1 8 P00738 0 2172.058 High 0 1.22E-10 81
High SPTVEYISA 0.006498 0 1 1 1 Q9H9S4 0 2196.189 High 0 0.000477 16
High SPTLVIAYLM 1.21E-05 0 0 0 1 0 1394.753 High 0 9.93E-08 68
High SPPSQLFSS 1.7E-05 0 0 0 1 0 1550.785 High 0 1.57E-07 59
High SPNPEGINI 0.003799 0 1 1 2 Q6ZVX7 0 3262.649 High 0 0.000232 34
High SPLSWGLL 0.002046 0 0 0 2 0 1028.589 High 6.52E-05 0.000665 30
High SPGADLLQV 2.67E-05 0 1 1 2 Q3LXA3 0 1241.71 High 0 2.88E-07 54
High SPVDVLQIF 0.001423 0 0 0 1 0 1173.663 High 0 6.16E-05 38
High SQLCECDKA3xCarbami    1.18E-08 0 1 1 8 P14555 1 1887.815 High 0 2.37E-11 132
High SNFLNCYVS1xCarbami  0.000119 0 1 1 8 P61769 0 2554.228 High 0 2.17E-06 58
High SNELGDVG 2xCarbami   4.63E-07 0 1 1 4 P13489 0 2398.149 High 0 1.22E-09 78
High SINTEVVAC1xCarbami  0.001496 0 1 1 2 Q13162 0 2845.394 High 0 6.57E-05 39
High SLNYWCNL1xCarbami  9.63E-05 0 1 1 2 Q9HC38 0 1498.718 High 0 1.64E-06 54
High SLNYWCNL1xCarbami    0.000236 0 1 1 1 Q9HC38 0 1514.713 High 0 5.48E-06 42
High SLPAPWLS 0.000936 0 1 1 1 P04217 0 2151.167 High 0 3.49E-05 32
High SLPAPWLS 1xOxidatio  0.000178 0 1 1 1 P04217 0 2167.162 High 0 3.73E-06 66
High SIPAYLAET 0.000688 0 1 1 4 P08758 0 1733.882 High 0 2.31E-05 46
High SIPTCTDFEV1xCarbami  6.25E-05 0 1 1 8 Q14515 0 1922.968 High 0 5.22E-06 37
High SLPYNQPG 1xCarbami  0.000184 0 1 1 3 Q9Y678 0 2022.036 High 0 3.06E-05 35
High SIQEIQELD 1.67E-05 0 1 1 2 P52565 1 1917.94 High 0 1.53E-07 65
High SIQFVDWC 1xCarbami  0.000348 0 1 2 4 P68366 0 1584.752 High 0 7.68E-05 44
High SIQLDGLVW 5.5E-06 0 1 1 3 P29692 0 1373.742 High 0 3.43E-08 69
High SLSALGNVI 4.7E-06 0 0 0 3 0 2268.187 High 0 2.78E-08 66
High SISISVAGG 1.22E-08 0 1 1 4 P35908 0 1838.914 High 0 9.06E-12 90
High SLSNVIAHE 0.00024 0 1 1 3 P09960 0 2407.236 High 0 6.12E-06 26
High SLSSAINAS 1.57E-08 0 1 1 2 P05120 0 2068.056 High 0 1.28E-11 95
High SISTAYLQW 0.000635 0 2 2 4 A0A0J9YXX  0 1483.779 High 0 2.07E-05 24
High SISTSLPVLD 8.16E-06 0 1 1 4 Q14651 0 2165.218 High 0 5.87E-08 71
High SNEEGSEEK 0.003847 0 1 1 3 P31947 1 1546.698 High 0.007555 0.1149 31
High SNAQRQDI 9.75E-05 0 1 1 1 P07355 1 1667.825 High 0 1.66E-06 38
High SMLQDRED1xCarbami  1.28E-07 0 1 2 3 Q7Z406 1 2282.039 High 0 2.17E-10 64
High SMGGKEDL1xOxidatio  8.11E-06 0 1 1 2 P02787 1 2546.234 High 0 5.78E-08 62
High SMGGKEDL 0.001172 0 1 1 2 P02787 1 2530.239 High 0 0.000116 22
High SLYYYIQQD 4.35E-05 0 1 2 2 P07355 1 2012.96 High 0 5.56E-07 49
High SNEILTAIIQ 0.000581 0 1 1 1 Q14974 0 1445.778 High 0 1.84E-05 52
High SLYYYIQQD 0.000978 0 1 2 1 P07355 0 1421.695 High 0 3.72E-05 43
High SIYGEKFED 1.6E-05 0 1 1 3 P62937 1 1831.911 High 0 1.45E-07 50
High SIVEKSILLT 0.005159 0 1 1 2 Q9GZZ8 1 1743.026 High 0 0.00035 25
High SIVDYKPNL 0.000141 0 1 1 4 O43707 0 3324.747 High 0 8.2E-06 30
High SLTNDWED 0.001081 0 2 2 2 P07900; P0 0 1527.744 High 0 4.26E-05 44
High SITCIHGVW2xCarbami   0.00464 0 1 1 1 P08603 0 2326.168 High 0 0.000305 29
High SISVNQWG 4.14E-05 0 1 1 1 Q7Z6Z7 0 1903.028 High 0 5.23E-07 68
High SLYHDISGD 0.002164 0 1 1 1 P50995 1 1813.835 High 0 0.000109 36
High SQIFSTASD 0.000464 0 1 1 1 P11021 0 1836.934 High 0 1.36E-05 39
High SQIHDIVLV 0.000172 0 1 1 2 P11142 0 1481.807 High 0 3.57E-06 46
High SQLSCVVV 1xCarbami  2.86E-05 0 1 1 1 P46459 0 1519.742 High 0 3.16E-07 67
High STSESTAAL 1xCarbami  1.57E-05 0 2 2 7 P01861; P0 0 1423.71 High 0 1.41E-07 60
High STSGGTAA 1xCarbami  2.55E-05 0 2 3 8 P0DOX5; P0 0 1321.678 High 0 2.73E-07 59
High STVVSTAVA 9.79E-06 0 1 1 1 P47989 0 1380.773 High 0 7.46E-08 59
High SVAADFIQQ 6.43E-06 0 1 1 2 Q9BUT1 0 1304.696 High 0 4.56E-07 50
High SVAWAPSG1xCarbami  0.001158 0 0 0 1 0 1689.838 High 0 4.65E-05 30
High SVCTEAGM1xCarbami  0.000523 0 1 1 1 P35998 0 1341.629 High 0 1.6E-05 52
High SVDEVFDEV 1.26E-05 0 1 1 2 P30085 0 1768.864 High 0 1.05E-07 46
High SVDEVFDEV 3.31E-06 0 1 1 9 P30085 1 1954.928 High 0 1.74E-08 61
High SVDPDSPA 0.001515 0 1 1 1 O14745 0 1400.665 High 0 6.72E-05 43
High SVFPEQAN 0.000317 0 1 1 1 O43242 0 1661.767 High 0 8.12E-06 29
High SVHPYEVA 8.48E-06 0 1 1 2 O60888 0 3140.62 High 0 6.16E-08 45
High SVHWYQQ 7.04E-05 0 1 1 6 P80748 0 3423.708 High 0 4.77E-06 43
High SVIEQGGIQ 4.56E-08 0 1 1 1 Q8WUM4 0 1727.954 High 0 5.39E-11 89
High SVIPSDGPS 1xCarbami  0.000331 0 1 1 7 P02787 0 1415.72 High 6.52E-05 0.000773 54
High SVLWWLPV 0.00327 0 0 0 1 0 1256.704 High 0 0.000189 39
High SVNGKEDA 5.35E-05 0 1 1 5 P02788 1 1614.86 High 0 7.35E-07 66
High SVPPSASHV 0.007737 0 1 1 4 P00450 0 2531.245 High 6.52E-05 0.001006 16
High SWIEEQAM 1.42E-06 0 1 1 2 P28838 0 1782.873 High 0 5.55E-09 70
High SWHPEEFN2xCarbami   0.005701 0 1 1 2 Q96HC4 0 1701.69 High 0 0.0004 16
High SWGPYITC 2xCarbami   3.58E-07 0 1 1 7 P20061 0 2239.002 High 0 8.66E-10 62
High SVYLYLSSLR 0.002124 0 0 0 1 0 1200.662 High 0 0.000106 33
High SVVTGGVQ 2.01E-05 0 1 1 1 O60664 0 1363.7 High 0 1.97E-07 63
High SVVLMSHL 0.000879 0 1 1 2 P00558 0 2035.046 High 6.52E-05 0.000779 28
High STQDTVIAL 0.00658 0 1 2 1 P0C0L4 0 2778.358 High 0 0.000487 29
High SVVALHNL 0.002611 0 1 1 1 P51665 0 1321.759 High 0 0.00014 34
High SVSAFAPIC 2xCarbami   0.000348 0 1 1 2 P10768 0 2002.988 High 0 9.2E-06 38
High SVRPNDEV 1xCarbami    7.79E-07 0 1 1 6 P12273 1 2831.464 High 0 2.58E-09 78
High SVRPNDEV 1xCarbami  3.54E-09 0 1 1 146 P12273 1 2815.469 High 0 2.75E-07 71
High SVRPNDEV 1.4E-08 0 1 1 11 P12273 0 2069.124 High 0 1.09E-11 84



High SVQWCAVS1xCarbami  2.89E-06 0 1 1 80 P02788 0 1590.758 High 0 1.23E-07 62
High SVPVSAGG 0.002362 0 1 1 1 Q7Z6Z7 0 3610.788 High 0 0.000122 38
High SVSGSPGQ 1xCarbami  1.01E-05 0 1 1 4 P01706 0 3777.709 High 0 7.78E-08 63
High STQAPLIIRP 0.000354 0 1 1 2 P43490 0 2235.234 High 0 9.45E-06 37
High STLLLLLTGK 0.000841 0 1 1 2 Q8NE71 0 1058.682 High 0 3.03E-05 47
High STIGVEFAT 0.0075 0 1 2 1 Q15907 0 1080.568 High 0 0.00058 29
High SSAQLSDG 0.000761 0 1 1 2 O15231 0 2945.42 High 0 0.000141 45
High SRYPVCGSD2xCarbami   0.001272 0 0 0 2 1 2261.007 High 0 0.000053 25
High SRPSFHPLS 0.000363 0 1 1 5 P07858 1 2258.168 High 0 0.000249 37
High SRLDTLAQE 0.000286 0 1 1 3 P05452 1 1556.901 High 0 2.96E-05 35
High SREIFLSQP 6.01E-06 0 2 3 1 P62136; P6 1 2196.264 High 0 3.87E-08 53
High SQYLLTAIH 0.0075 0 1 1 4 Q8N474 0 1173.663 High 0.001004 0.01281 29
High SSEDPNED 6.7E-05 0 1 1 8 P01591 0 1389.613 High 0 1.33E-06 59
High SQVVAGTN 0.000984 0 1 1 5 P04080 0 1326.705 High 0 0.000423 41
High SQTSQAVT 4.15E-06 0 1 1 3 Q9UBG3 0 2853.336 High 0 2.34E-08 55
High SQSVRPGA 1xCarbami  5.87E-05 0 1 1 7 P98160 0 1836.927 High 0 8.38E-07 43
High SQQSSDPD 1xCarbami  9.79E-06 0 1 1 96 P02788 0 2858.374 High 0 2.58E-07 63
High SQPVSQPLT 9.17E-07 0 1 1 1 Q9H6S3 0 1988.956 High 0 3.07E-09 63
High SQPNLDTC 1xCarbami  0.000354 0 2 3 11 P01036; P0 1 2270.087 High 0 3.03E-05 39
High SQPNLDTC 1xCarbami  5.35E-07 0 2 3 11 P01036; P0 0 2141.992 High 0 1.49E-09 68
High SQTTYYAQ 1xCarbami  0.004414 0 1 1 2 Q9NR46 0 1440.621 High 0 0.000283 27
High SLNNQFAS 5.15E-05 0 1 1 4 P04264 1 1638.86 High 0 7.03E-07 70
High SSGGGECT 1xCarbami  0.002085 0 0 0 1 0 2193.947 High 0 0.000104 26
High SSGSPYGG 3.7E-07 0 0 0 1 0 1910.79 High 0 9E-10 77
High STGKPTLYN1xCarbami  1.72E-07 0 2 2 3 P0DOX6; P0 0 2365.105 High 0 3.21E-10 72
High STGGAPTF 0.001021 0 1 1 16 P07737 0 1379.717 High 0 3.93E-05 36
High STDYGIFQI 1.25E-06 0 1 1 243 P61626 0 1400.68 High 0 8.3E-08 81
High STAISLFYEL 0.000104 0 1 1 2 P13639 0 2204.112 High 0 3.31E-05 51
High STACQMLV2xCarbami   0.00024 0 1 1 1 O00410 0 1431.643 High 0 5.58E-06 44
High SSTSPTTNV 0.000271 0 1 1 2 P36955 0 2971.595 High 0 6.58E-06 38
High SSGSALTVW 3.77E-07 0 1 1 3 Q13630 0 1489.739 High 0 9.27E-10 77
High SSSGNISLY 2xCarbami   1.14E-05 0 0 0 1 0 2075.952 High 0 9.18E-08 63
High SSQSLVYSD 4.4E-05 0 1 2 3 A0A075B6S 0 3015.434 High 0 9.61E-07 54
High SSQSLVHSD 0.001525 0 1 1 5 A0A0C4DH 0 2938.455 High 0 6.74E-05 24
High SSQLNNPQ 1.74E-05 0 1 1 2 Q9UPU5 0 1955.05 High 0 1.63E-07 44
High SSPWNFAF 0.005772 0 1 1 3 Q9H4G0 0 1283.642 High 0 0.000407 39
High SSIWQFFSR 0.005001 0 1 1 1 O60271 0 1157.574 High 0 0.000335 30
High SSLSVPYVIV 0.00012 0 1 1 9 P01024 0 1401.835 High 0 2.2E-06 66
High SSSAGGQG 9.05E-05 0 1 1 1 Q86X29 0 1478.76 High 0 1.5E-06 67
High SLNILTAFQ 0.002904 0 0 0 1 0 1134.652 High 0 0.000161 33
High SLMPYFLLT 5.15E-05 0 1 1 5 O43242 0 1538.84 High 0 7.03E-07 58
High SLLVTELGS 3.51E-05 0 1 1 4 P29218 0 1161.647 High 0 1.21E-05 53
High SESELIDELS1xCarbami  0.007641 0 1 1 2 P20810 1 2287.987 High 0 0.000596 29
High SETDLLDIR 0.001379 0 1 1 1 P50995 0 1061.547 High 0 5.91E-05 52
High SETEIHQGF 0.001534 0 1 1 1 P08185 0 2150.078 High 0 6.83E-05 27
High SEWGSLLE 1.61E-07 0 1 1 1 P17858 0 1646.827 High 0 2.92E-10 78
High SFAVYAATA 0.002694 0 0 0 1 0 1258.631 High 0 0.000145 51
High SFDSNAFTL 6.18E-07 0 0 0 1 0 1383.727 High 0 1.8E-09 91
High SFENSLGIN 0.000857 0 1 1 3 Q16851 0 1332.691 High 0 3.1E-05 74
High SFFSEIISSIS 5.49E-07 0 1 1 1 P63151 0 1558.8 High 0 1.54E-09 86
High SFLEEVLAS 0.004525 0 0 0 1 0 1544.807 High 0 0.000293 25
High SFIKDYPVV 0.0002 0 1 1 2 P06733 1 2985.394 High 0 4.4E-06 32
High SFLLDLLNA 7.09E-05 0 1 1 1 O00571 0 1291.726 High 0 1.08E-06 60
High SFNLSALEK 0.002085 0 1 1 1 P13798 0 1008.536 High 0 0.000103 34
High SFPDFPTPG 0.007047 0 1 1 3 P07741 0 1465.747 High 0 0.000533 33
High SGAGTEDS 1xCarbami  5.98E-05 0 1 1 1 P00450 0 2505.124 High 0 8.56E-07 39
High SGAQATWT 4.19E-05 0 1 1 3 P02790 0 1837.887 High 0 5.32E-07 34
High SGCVRDDT 1xCarbami  1.12E-06 0 1 1 3 Q9UGM3 1 2016.908 High 0 4.02E-09 73
High SGDAAIVD 1xCarbami  0.002333 0 1 2 2 P68104 0 2995.4 High 0 0.000139 21
High SGQSEDRQ 0.001329 0 1 1 1 P01024 1 1985.971 High 0 5.63E-05 30
High SGPFGQIFR 9.56E-08 0 3 5 1 P07437; P6  0 2798.343 High 0 1.45E-10 54
High SGNTFRPEV1xCarbami  1.75E-06 0 3 3 91 P01876; P0  0 3573.873 High 0 1.37E-08 67
High SGNIINMSS 7.29E-06 0 1 1 1 Q9BUT1 0 1493.763 High 0 5.01E-08 63
High SGLSTGWT 0.002362 0 1 1 2 P04217 0 1264.653 High 0 0.000122 44
High SGLPNFLAV 5.44E-08 0 1 1 3 Q6XQN6 0 1961.085 High 0 6.8E-11 80
High SEQFINLR 0.003659 0 1 1 4 P07384 0 1006.532 High 0 0.00022 43
High SGIPIVTSPY 1.52E-05 0 1 1 5 P01024 0 1787.969 High 0 1.35E-07 62
High SGGGGGGG 6.06E-05 0 1 1 1 P35527 0 1232.598 High 0 8.72E-07 49
High SGGGGDIH 0.000785 0 1 1 1 P35237 0 2044.009 High 0 2.76E-05 31
High SGGGFSSG 4.35E-07 0 1 1 2 P04264 0 1657.793 High 0 1.13E-09 85
High SGEWTEDE 0.003053 0 1 1 2 Q13938 1 1476.708 High 0 0.000173 36
High SGETEDTFI 1xCarbami  1.59E-05 0 2 3 6 P09104; P0 0 2353.159 High 0 1.44E-07 73
High SGEHDFGA 0.006704 0 1 1 1 P36871 0 1652.657 High 0 0.000498 20
High SGLLVLTTP 0.004757 0 1 1 1 Q13057 0 1608.968 High 0 0.000315 38
High SENFEELLK 0.000651 0 1 1 3 P29373 0 1108.552 High 0 4.57E-05 52
High SELTQQLNA 6.37E-05 0 1 1 1 P06727 0 1634.838 High 0 9.32E-07 43
High SELIVVEEG 5.86E-06 0 1 1 1 Q9Y6U3 0 1857.969 High 0 3.74E-08 68
High SCESNSPFP3xCarbami    0.000121 0 1 1 4 P02774 0 2264.937 High 0 1.08E-05 48
High SCDKTHTC 3xCarbami    1.45E-05 0 1 2 14 P0DOX5 1 3334.642 High 0 1.27E-07 41
High SCDFLSSFR 1xCarbami  0.000156 0 1 1 2 P35237 0 1118.494 High 0 3.12E-06 44
High SCCSCCPVG5xCarbami      0.000978 0 0 0 1 0 1445.51 High 0 3.71E-05 41
High SCAVAEYGV1xCarbami  3.16E-05 0 1 2 4 P00738 0 1345.646 High 0 3.63E-07 56
High SAYQEAMD 0.003729 0 1 1 5 P31947 1 1370.662 High 0 0.000226 39
High SCHLAMAP1xCarbami  7.14E-07 0 1 1 16 P02788 0 1649.8 High 0 2.19E-09 49
High SAVQGPPE 3xCarbami    0.005032 0 1 1 1 P01876 1 3514.594 High 0 0.000339 15
High SAVEAQNE 3.03E-06 0 1 1 1 Q32MZ4 0 1515.729 High 0 1.54E-08 58
High SASDLTWD 0.006831 0 1 1 1 P02787 0 1249.606 High 0 0.000513 28
High SALYYVDLI 6.02E-05 0 1 1 4 P13798 0 1298.699 High 0 8.65E-07 56
High SALYSPSDP 4.01E-05 0 1 1 1 O00391 0 2047.071 High 0 5.01E-07 61
High SALSGHLET 7.27E-05 0 1 2 3 P07355 0 1650.979 High 0 1.12E-06 51
High SALKDTYM 1.01E-07 0 1 1 1 Q96G03 1 1717.868 High 0 1.58E-10 94
High SAVQGPPE 0.004069 0 2 2 7 P01876; P0 0 940.4847 High 0 0.000254 40
High SGSAADTQ 0.003895 0 0 0 2 0 4056.035 High 0 0.00024 20
High SCHLAMAP1xCarbami    2.54E-05 0 1 1 12 P02788 0 1665.795 High 0 1.43E-06 52
High SCNQGPYP 1xCarbami  6.49E-05 0 1 1 3 Q15782 0 1560.784 High 0 7.08E-06 57



High SEIDMNDIK 0.00327 0 1 1 1 P04083 0 1064.493 High 0 0.00019 45
High SEIDLLDIR 0.002627 0 1 1 4 P12429 0 1073.584 High 0 0.000141 53
High SEIDLFNIRK 0.006182 0 1 1 2 P08758 1 1234.679 High 0 0.000448 29
High SEGTYCCG 2xCarbami   0.000285 0 1 1 4 P21980 0 1481.651 High 0 7.04E-06 43
High SEETKENEG 5.12E-05 0 1 1 4 P01024 1 1855.856 High 0 1.07E-06 63
High SEDFGVNE 5.86E-06 0 1 1 3 P04083 0 1739.735 High 0 3.75E-08 82
High SCLTCMVN 3xCarbami    0.002046 0 1 1 2 O95361 0 2760.236 High 0 0.0001 14
High SEAITSVDD 2.38E-05 0 1 1 1 Q9H6S3 0 1276.638 High 0 2.48E-07 56
High SDVYCEVC 2xCarbami   2.15E-06 0 1 1 3 P07602 0 1647.739 High 0 9.7E-09 75
High SDTSLTWN 0.000288 0 1 1 32 P02788 0 1237.606 High 0 7.17E-06 66
High SDIIFFQR 0.002531 0 1 1 1 Q14116 0 1025.541 High 0 0.000134 40
High SDKGEELDN 0.004069 0 1 1 1 O95171 1 1360.695 High 0 0.000254 23
High SDAPDTLLL 0.004386 0 0 0 1 0 1201.631 High 0 0.000281 34
High SCSFTAACC3xCarbami    2.37E-07 0 1 1 2 P13489 0 2289.98 High 0 4.96E-10 77
High SEAACLAAG1xCarbami  5.25E-05 0 1 1 2 O75882 0 1272.637 High 0 7.19E-07 57
High SYDWSQIT 2.36E-06 0 1 1 2 Q01459 0 1703.828 High 0 1.1E-08 79
High SGSDEVQV 0.000128 0 1 1 1 P01024 0 1289.608 High 0 2.39E-06 52
High SGSGTMNL 4.38E-05 0 1 1 1 P47756 0 1337.648 High 0 5.62E-07 72
High SLDLDSIIAE 1.78E-05 0 1 1 2 P04264 0 1302.715 High 0 1.66E-07 75
High SLDLDSIIAE 1.83E-06 0 1 1 6 P04264 1 2349.218 High 0 7.78E-09 49
High SLDPENSET 0.001573 0 0 0 1 0 1518.692 High 0 7.02E-05 29
High SIEDFAHSS 0.000127 0 1 1 5 O75874 0 1797.848 High 0 2.37E-06 40
High SLEDLQDEY 3.98E-05 0 1 1 1 P42224 0 1501.669 High 0 4.97E-07 58
High SLEDQVEM 7.5E-05 0 1 1 1 P14314 0 1219.599 High 0 1.16E-06 59
High SLEEAIQFIN 2.84E-05 0 1 1 7 P30838 0 1447.754 High 0 5.85E-07 56
High SLEEIYLFSL 1.94E-05 0 1 1 1 P15880 0 1551.867 High 0 1.88E-07 55
High SLEHSEGPV 0.000346 0 1 1 2 Q9HBR0 1 2626.213 High 0 3.53E-05 37
High SIEYSPQLE 1.13E-05 0 1 1 1 P98160 0 1551.729 High 0 9.12E-08 56
High SLFDYFLTD 0.00022 0 0 0 1 0 1361.699 High 0 4.99E-06 55
High SIFKPFIFVD 6.28E-06 0 1 1 4 Q12765 0 1554.857 High 0 4.11E-08 66
High SLFTDLEAE 1xCarbami  9.16E-05 0 1 1 2 P01023 0 2475.222 High 0 1.53E-06 26
High SIGASVEFH1xCarbami  7.13E-05 0 1 1 1 P98160 0 1731.812 High 0 1.09E-06 49
High SLGDDISSE 1.12E-05 0 1 1 1 P12429 0 1585.698 High 0 9E-08 62
High SLGECCDV 3xCarbami    1.55E-06 0 1 1 5 P02774 0 2092.826 High 0 6.25E-09 71
High SLGLPENHI 1xCarbami  0.004225 0 1 1 3 P80188 0 2320.164 High 0 0.000267 42
High SILTDNPTW 6.35E-06 0 1 1 2 P29218 0 2625.331 High 0 4.19E-08 63
High SLLQALNEV 0.007737 0 1 1 1 Q14204 0 1114.647 High 0 0.000608 41
High SILLTEQALA 7.69E-05 0 1 1 174 Q9GZZ8 0 1186.704 High 0 1.21E-06 66
High SIILSGTVLP 0.005491 0 0 0 2 0 1441.837 High 0 0.00038 17
High SLIIQQQGC1xCarbami  2.77E-07 0 1 1 1 P98088 0 1788.891 High 0 6.11E-10 85
High SLILLDLSYN 4.32E-05 0 1 1 4 Q06828 0 1556.88 High 0 5.52E-07 47
High SICTTVLELL1xCarbami  0.001717 0 1 1 1 P27348 1 2693.407 High 0 7.96E-05 27
High SLLLLAYLIR 0.000204 0 1 1 2 Q14677 0 1174.756 High 0 5.29E-06 52
High SLIANLAAA 1xCarbami  6.72E-06 0 1 1 3 P55263 0 1408.725 High 0 4.51E-08 75
High SLIAEVLVK 0.001958 0 0 0 1 0 971.6136 High 0 9.47E-05 36
High SLHTLFGDK1xCarbami  2.1E-06 0 1 1 44 P02768 1 1932.037 High 0 2.65E-07 55
High SLHQQSTQ 2.27E-07 0 1 1 1 O43490 0 1830.956 High 0 4.67E-10 74
High SIHDALCVI 1xCarbami  0.000684 0 2 2 2 P50991; P4 0 1183.625 High 0 2.3E-05 47
High SLGLQMPV 3.28E-05 0 1 1 2 Q5SRE7 0 1940.038 High 0 3.82E-07 55
High SIIGMGTGA 0.000185 0 1 1 2 Q92597 0 1580.846 High 0 5.45E-06 48
High SICTTVLELL1xCarbami  8.42E-06 0 1 1 1 P27348 0 1391.745 High 0 6.13E-08 73
High SIAYLQMN 0.000112 0 1 1 3 A0A0A0MS 0 1267.671 High 0 5.85E-05 48
High SIAVAEAAC1xCarbami  3.4E-06 0 1 1 1 Q9P289 0 1502.752 High 0 1.8E-08 55
High SHGLLVQQ 0.000415 0 0 0 2 0 1290.753 High 0 1.17E-05 34
High SHFELPHYP 0.000428 0 0 0 2 0 2387.277 High 0 1.22E-05 18
High SHCIAEVEN2xCarbami   8.53E-06 0 1 1 1 P02768 1 3476.565 High 0 6.19E-08 41
High SHCIAEVEN1xCarbami    1.15E-05 0 1 1 4 P02768 0 2990.339 High 0 9.33E-08 45
High SHCIAEVEN1xCarbami  2.1E-06 0 1 1 15 P02768 0 2974.344 High 0 9.41E-08 75
High SGYHQSAS 0.00047 0 1 1 1 P10768 0 2308.132 High 0 1.38E-05 23
High SHLPLALLP 1.67E-05 0 0 0 3 0 1787.043 High 0 1.53E-07 63
High SGVYQHVT 1xOxidatio  4.15E-06 0 1 1 6 P07858 0 1945.901 High 0 2.35E-08 53
High SGVGNIFIK 0.00029 0 1 1 1 P11940 0 934.5356 High 0 7.22E-06 69
High SGVAYIAAP1xCarbami  0.005918 0 1 1 2 P31939 1 3581.863 High 0.001899 0.0209 16
High SGTSASLAI 0.000567 0 1 1 4 P01700 0 1219.664 High 0 1.78E-05 59
High SGTASVVC 1xCarbami  5.63E-07 0 2 2 128 P01834; P0 0 1797.895 High 0 2.07E-09 92
High SGSTAVGV 1xCarbami  5.25E-05 0 1 1 3 P35813 0 2566.235 High 0 7.21E-07 35
High SGSLENVPN 0.000439 0 1 1 1 P53004 0 1413.733 High 0 1.26E-05 49
High SGVYQHVT 6.83E-07 0 1 1 2 P07858 0 1929.906 High 0 2.06E-09 53
High SGSGQSSG 0.004069 0 1 1 1 Q5D862 1 3926.669 High 0 0.000254 16
High SHIYFWTLE 1.83E-05 0 1 1 3 O95834 0 1724.864 High 0 1.75E-07 60
High SHSAHFFEF 0.002815 0 1 1 3 P30046 0 1450.711 High 0 0.000154 21
High SIATLAITTL 3.8E-06 0 1 1 1 Q9Y678 0 1244.782 High 0 2.08E-08 67
High SIAQYWLG 1xCarbami  0.002046 0 1 1 2 P04004 0 1669.816 High 0 0.0001 25
High SLAGSSGPG 2.57E-07 0 1 1 3 P29692 0 2185.048 High 0 5.54E-10 78
High SLAGPAGA 9.14E-06 0 1 1 1 Q8NES3 0 2155.198 High 0 6.79E-08 52
High SLAELGGH 0.005127 0 1 1 2 P06727 1 2084.052 High 0 0.000349 21
High SLAEGYFDA 0.000223 0 1 1 1 O43813 0 1256.591 High 0 5.06E-06 50
High SHPEVSIEH 1xCarbami  0.000299 0 1 1 1 P98088 0 2062.013 High 0 7.51E-06 25
High SKVDQIQEI 1.58E-07 0 1 1 1 P46940 1 1969.096 High 0 2.86E-10 70
High SKLTFSCLG 1xCarbami  2.4E-05 0 1 1 3 Q15185 1 1660.8 High 0 2.49E-07 63
High SKDIVLVAY 0.002046 0 1 2 3 P52895 1 1715.944 High 0 0.0001 31
High SKDDQVTV 1.82E-06 0 1 1 4 P29401 1 2649.446 High 0 7.73E-09 50
High SHVKDHYIF1xCarbami  7.35E-08 0 1 1 340 P31025 1 2571.256 High 0 6.94E-07 71
High SHTSEGAH 0.005491 0 1 1 1 Q92597 0 2376.117 High 0 0.00038 32
High SHSWLESC 1xCarbami  0.000676 0 1 1 2 Q9Y5P6 0 1616.764 High 0 2.26E-05 50
High SKSEEAHAE 0.001202 0 1 1 2 Q8NC51 1 2111.92 High 0 4.92E-05 41
High SYELPDGQV 3.1E-07 0 3 10 5 P60709; Q5  0 1790.892 High 0 7.14E-10 79
High SYLMTNYE 0.007785 0 0 0 2 0 1975.911 High 6.52E-05 0.000612 26
High SYLSMVGS 3xCarbami    1.2E-08 0 1 1 7 P02774 0 2355.049 High 0 1.6E-11 96
High TPGAAANL 1.92E-08 0 1 1 6 P04217 0 2296.183 High 0 1.68E-11 85
High TPGAVNAC 3xCarbami    1.43E-08 0 1 1 354 P61626 0 2927.381 High 0 1.67E-10 84
High TPGAVNAC 3xCarbami    6.24E-06 0 1 1 4 P61626 1 3083.482 High 0 4.06E-08 43
High TPLVSVLLE 0.000259 0 1 1 4 P46459 0 1630.916 High 0 6.18E-06 37
High TPSAAYLW 2.05E-08 0 1 1 3 P06396 0 1837.897 High 0 1.78E-09 71
High TPSAAYLW 6.56E-06 0 1 1 3 P06396 1 2706.373 High 0 4.35E-08 51



High TPSGLYLGT1xCarbami  6.24E-06 0 1 1 2 P98160 0 1353.647 High 0 4.06E-08 60
High TPVIDADKP 0.00727 0 1 1 1 Q14204 0 1625.886 High 0 0.00056 25
High TPVQMMY 0.000543 0 1 1 5 P05120 0 1138.575 High 0 1.68E-05 50
High TQEFPQILT 0.000232 0 1 1 1 Q9NZ08 0 1515.853 High 0 5.34E-06 37
High TQGNVFAT1xCarbami  3.93E-08 0 1 1 3 O15371 0 2170.063 High 0 4.39E-11 79
High TQGVSTTD 0.000335 0 1 1 1 Q99447 0 1233.643 High 0 8.76E-06 42
High TQNPMVTG 0.001898 0 1 1 5 P28070 0 1531.815 High 0 9.08E-05 47
High TQNPMVTG1xOxidatio  0.003637 0 1 1 1 P28070 0 1547.81 High 0 0.00022 44
High TQPNLDNC1xCarbami  0.00035 0 1 1 10 P01034 0 2060.961 High 0 9.32E-06 59
High TQTSDPAM 2.65E-05 0 1 1 2 O43175 0 2272.168 High 0 2.86E-07 60
High TQTVCNFT 1xCarbami  0.000536 0 1 2 3 Q01469 0 2434.109 High 0 1.65E-05 37
High TSTTSSMVA 0.005772 0 0 0 1 0 1552.727 High 0 0.00041 43
High TSIYPFLDFM 4.23E-06 0 0 0 2 0 1997.02 High 0 2.41E-08 54
High TSLMAFLR 0.001728 0 1 1 2 O75363 0 938.5128 High 0 8.02E-05 39
High TSIEDQDEL 0.000596 0 1 1 1 P56537 0 2584.346 High 0 1.91E-05 29
High TSFFQALGI 2.88E-05 0 1 2 1 P05388 0 1313.71 High 0 3.19E-07 65
High TSEVDLAKP 0.00278 0 1 1 3 Q8WUM4 0 1299.752 High 0 0.000152 40
High TPEVTCVVV1xCarbami  2.64E-06 0 1 2 2 P0DOX5 0 2139.027 High 0 1.28E-08 68
High TSDTIAPW 7.31E-05 0 1 1 3 Q9H788 0 1799.969 High 0 0.000191 29
High TSDLIVLGL 0.000269 0 0 0 1 0 1341.778 High 0 6.53E-06 50
High TSACGLFSV2xCarbami   2.86E-05 0 1 2 3 P30153 0 1517.688 High 0 3.18E-07 58
High TRLEQEIAT 0.000134 0 1 5 1 P13646 1 1379.728 High 0 2.55E-06 50
High TREEECHFY1xCarbami  2.33E-06 0 1 1 1 Q13162 1 2443.073 High 0 1.09E-08 41
High TQVVAGTN 4.99E-05 0 0 0 2 0 1356.716 High 0 6.71E-07 45
High TQTVCNFT 1xCarbami  0.001122 0 1 2 4 Q01469 1 3121.464 High 0 4.47E-05 46
High TSDSTFLVF 0.000197 0 1 1 3 P29466 0 1697.832 High 0 5.73E-06 51
High TPEQCPSVV1xCarbami  0.007003 0 1 1 1 Q99460 0 2399.166 High 0 0.000531 22
High TPCTVSCNI 3xCarbami    1.84E-06 0 1 1 2 P02675 1 2548.22 High 0 7.84E-09 43
High TPCTVSCNI 2xCarbami   4.84E-05 0 1 1 2 P02675 0 1618.793 High 0 6.43E-07 43
High TLVWSEKE 0.000965 0 1 1 2 P09960 1 1475.774 High 0 3.64E-05 47
High TIVWEGKN 0.000971 0 1 1 1 O60547 1 1630.818 High 0 3.69E-05 36
High TIVITSHPGQ 0.001839 0 0 0 1 0 1392.821 High 0 8.7E-05 43
High TLVLLMGK 0.005257 0 1 1 5 P07737 0 874.543 High 0 0.000359 44
High TLVGVGAS 6.41E-05 0 1 1 2 P19971 0 1142.689 High 0 9.44E-07 42
High TLTSSGQVT1xCarbami  1.91E-08 0 1 1 1 Q7Z4S6 0 1998.94 High 0 1.67E-11 102
High TLVYGGIFL 2.56E-06 0 1 1 4 P09467 0 1555.852 High 0 8.09E-08 61
High TLTSGGHA 2xCarbami   2.55E-05 0 0 0 3 0 3117.376 High 0 2.72E-07 40
High TLTIVDTGIG 9.91E-06 0 2 3 14 P07900; P0 0 1349.734 High 0 2.03E-07 65
High TLTGTAALT 4.77E-08 0 1 1 2 P09960 0 1917.988 High 0 1.31E-10 93
High TITFEQFQE 1.56E-08 0 0 0 2 0 1896.959 High 0 1.27E-11 103
High TLTAAAVSG 0.000346 0 1 1 3 O60664 0 1527.874 High 0 9.16E-06 60
High TLSSSAQED 0.007453 0 1 1 1 Q9H788 0 1319.68 High 0 0.000576 45
High TLSDYNIQK 0.002304 0 1 4 2 P62979 1 2130.155 High 0 0.000118 24
High TLTIVDTGIG1xOxidatio  0.000105 0 2 3 2 P07900; P0 0 1365.729 High 0 1.83E-06 60
High TSVQTVVV 1xCarbami  3.34E-05 0 1 1 3 P98160 0 3282.683 High 0 3.92E-07 45
High TLWIWECG1xCarbami  0.000187 0 1 1 3 P13489 0 1477.751 High 0 4.31E-05 41
High TMLLQPAG 1.51E-06 0 0 0 2 0 1743.873 High 0 1.45E-08 68
High TPAQFDAD 0.004278 0 1 1 2 P04083 0 1262.601 High 0 0.000428 58
High TPALIVYGD 6.78E-05 0 1 1 1 Q96IU4 0 2447.191 High 0 1.02E-06 49
High TPALIALR 0.002437 0 2 3 2 P52895; P4 0 854.5458 High 0 0.000128 53
High TPAGNFVT 8.77E-05 0 1 1 2 P43490 1 3207.584 High 0 5.34E-06 35
High TNVLGHLQ 7.51E-07 0 1 1 5 P17858 0 1907.972 High 0 2.34E-09 64
High TNIFQIQR 0.000382 0 1 1 1 Q7Z6Z7 0 1019.563 High 0 1.05E-05 48
High TIYTPGSTV 0.002319 0 1 1 11 P01024 0 1370.731 High 0 0.000272 35
High TNLESILSYP 0.004441 0 1 1 1 P05155 0 1264.678 High 0 0.000287 40
High TNAENEFV 0.006831 0 1 1 1 P04264 1 1393.732 High 0 0.000511 40
High TNAENEFV 0.001021 0 1 1 1 P04264 0 1265.637 High 0 3.93E-05 52
High TMQGSEVV 5.59E-05 0 1 1 1 Q8WUM4 0 1304.688 High 0 7.81E-07 57
High TMQALPYS 1xOxidatio  0.000488 0 1 1 5 P01024 0 2594.303 High 0 3.58E-05 34
High TMQALPYS 3.21E-08 0 1 1 6 P01024 0 2578.308 High 0 3.36E-11 108
High TMLQIGVM 0.000219 0 1 1 3 P55058 0 1632.827 High 0 1.96E-05 55
High TNFDNDIA 0.004414 0 0 0 1 0 1277.648 High 0 0.000285 32
High TIQQCCEN 2xCarbami   1.48E-06 0 1 1 4 P55786 0 2075.041 High 0 5.83E-09 80
High TTCHDFLEC2xCarbami   0.002728 0 1 1 1 P98095 0 1835.78 High 0 0.000149 22
High TTGIVMDS 1xOxidatio  1.17E-05 0 1 2 3 P60709 0 3199.609 High 0 1.07E-05 50
High TVVQPSVG 1xCarbami  7.21E-08 0 1 1 18 P02765 0 2016.07 High 0 9.96E-11 88
High TVYFAEEVQ1xCarbami  3.41E-07 0 1 1 3 P21291 0 2044.907 High 0 8.07E-10 52
High TVYSHLFDH 0.006299 0 1 1 1 Q9UM54 0 1586.807 High 0 0.00046 20
High TWGADVIN 9.29E-07 0 1 1 1 Q13126 0 2044.078 High 0 3.12E-09 84
High TWNAVLLR 0.000863 0 1 1 4 Q14376 0 972.5625 High 0 3.15E-05 50
High TWNDPSVQ 0.001478 0 1 1 1 P11021 0 1430.691 High 0 6.48E-05 37
High TYAICGAIR 1xCarbami  0.002515 0 0 0 3 0 1024.524 High 0 0.000133 30
High TYDATTHFE1xCarbami  9.49E-06 0 1 1 4 P50395 0 1917.817 High 0 7.19E-08 63
High TYEEGLKHE 0.002008 0 1 1 3 P31948 1 1870.929 High 0.000234 0.003978 31
High TYETTLEKC 3xCarbami    0.000116 0 1 1 3 P02768 1 2518.068 High 0 2.11E-06 30
High TYGADLASV 1.86E-07 0 1 1 8 P30740 0 2052.926 High 0 3.56E-10 79
High TYGADLASV 2.51E-05 0 1 1 4 P30740 1 2181.021 High 0 2.58E-06 54
High TYLCYEVER 1xCarbami  0.006106 0 1 1 2 P31941 0 1232.562 High 0 0.000441 27
High TYLGNALVC2xCarbami   2.02E-06 0 1 1 1 P02751 0 1791.815 High 0 8.9E-09 56
High TYLISSIPLQ 4.3E-07 0 1 1 129 P12273 0 1814.969 High 0 2.23E-09 62
High TYIQCIAAIS 1xCarbami  0.002362 0 1 1 4 Q86VP6 0 1295.678 High 0 0.000161 53
High TYNFLPEFL 0.001021 0 1 1 5 P30740 0 1686.874 High 0 0.000117 41
High VAGGPQM 5.87E-05 0 1 1 3 Q13228 0 1513.804 High 0 7.81E-06 56
High VAFDELVR 0.00132 0 1 1 2 O60547 0 948.5149 High 0 5.55E-05 48
High VAELSSDDF 6.1E-05 0 1 1 2 Q92896 0 1503.707 High 0 8.81E-07 52
High VAEKEELEQ 0.001165 0 1 1 3 Q9H788 1 2369.183 High 0 0.000297 38
High VADPDHDH 1.85E-05 0 1 1 2 P28482 0 2144.004 High 0 1.77E-07 39
High VADIGLAAW 0.00056 0 1 1 4 P23526 0 1128.616 High 0 4.07E-05 56
High TVVNISSLC 1xCarbami  0.000191 0 1 1 1 P35270 0 1676.904 High 0 4.09E-06 51
High VADKIQLIN 0.000107 0 1 1 2 P00558 1 1614.888 High 0 1.88E-06 52
High VAALEASGT 0.00071 0 0 0 2 0 2512.381 High 0 2.41E-05 19
High VAAEDWK 0.004939 0 3 3 23 P01876; P0  0 818.4043 High 0 0.000555 41
High TYWELLSG 2.55E-10 0 1 1 8 P20061 0 2369.177 High 0 4.94E-14 98
High TYSTSFTPM 0.00071 0 1 1 2 P00390 0 1733.82 High 0 2.4E-05 61
High TYQLVYFLD 0.000213 0 1 1 3 Q9H4A4 0 1289.678 High 0 1.36E-05 46



High TYNNLDVS 0.000901 0 1 1 1 P54619 0 1253.637 High 0 3.32E-05 49
High VAAVGGQS 0.005127 0 0 0 1 0 1520.843 High 0 0.000348 31
High TVTNAVVT 0.000596 0 1 1 4 P11142 0 1981.998 High 0 4.55E-05 31
High TVTINCPFK 1xCarbami  2.57E-05 0 1 1 7 P01833 1 1750.879 High 0 6.77E-07 63
High TVSYNGILG1xCarbami  0.000123 0 1 1 1 P21980 0 1595.773 High 0 2.27E-06 70
High TVAGGAW 1.36E-05 0 0 0 3 0 1826.928 High 0 1.16E-07 53
High TVAEGHGD 4.66E-07 0 1 1 2 O95834 0 1676.824 High 0 2.46E-09 80
High TVAAPSVFI 3.74E-05 0 1 1 92 P01834 0 1946.027 High 0 9.34E-06 53
High TTYEKYLGP 0.004386 0 1 1 2 P02788 1 2159.138 High 0 0.000282 26
High TTQFSCTLG1xCarbami  0.00727 0 1 1 1 Q01469 0 1271.594 High 0 0.00056 38
High TTQETIDKT 8.55E-05 0 1 1 2 Q15847 1 2313.12 High 0 1.39E-06 43
High TVAGQDAV 3.23E-06 0 1 1 5 P30043 0 1512.874 High 0 1.67E-08 78
High TTPSYVAFT 5.69E-05 0 2 6 4 P11142; P0 0 1487.701 High 0 8.03E-07 61
High TTPPVLDSD 8.06E-06 0 1 2 5 P0DOX5 0 1873.922 High 0 5.75E-08 57
High TTPDVIFVF 0.005736 0 0 0 3 0 1398.742 High 0 0.000406 31
High TTNIQGINL 7.68E-08 0 1 2 5 P0C0L4 0 1563.849 High 0 1.08E-10 88
High TTLSGAPCQ1xCarbami  1.96E-06 0 1 1 5 P00748 0 1995.923 High 0 8.54E-09 79
High TTLPTFQSP 0.001478 0 1 1 1 Q9Y5X3 0 1710.87 High 0 6.48E-05 48
High TTIEKPVWL 0.000497 0 1 1 8 P00450 0 1912.131 High 0 5.89E-05 46
High TTPPVLDSD 1.94E-05 0 1 1 2 P01861 0 1901.928 High 0 1.87E-07 88
High TTGIVMDS 3.84E-05 0 1 2 15 P60709 0 3183.614 High 0 9.41E-07 40
High TVALSSAGV 0.001371 0 1 1 2 P41226 0 2613.435 High 0 5.86E-05 28
High TVDFTSPLF 0.000112 0 1 1 1 Q99102 0 2338.244 High 0 2E-06 39
High TVSKVDDF 0.000245 0 1 1 2 P52209 1 1536.79 High 0 5.75E-06 56
High TVQPKPDY 0.001506 0 1 1 1 Q03154 0 2197.092 High 0 6.66E-05 35
High TVQIAAVV 2.04E-06 0 1 1 125 P12273 0 1283.768 High 0 1.63E-08 76
High TVQDLTSVV 9.08E-06 0 0 0 2 0 2175.133 High 0 6.75E-08 48
High TVQAVLTV 0.0005 0 1 1 1 P36955 0 1055.646 High 0 1.51E-05 55
High TVPFCSTFA1xCarbami  7.5E-05 0 1 1 6 P29401 0 1651.794 High 0 1.16E-06 58
High TVANLLSGK 0.005992 0 0 0 1 1 1242.716 High 0 0.00043 37
High TVIGELPPA 1xCarbami  8.51E-07 0 1 1 2 Q86VP6 0 2042.059 High 0 2.77E-09 50
High TVGWNVPV 0.000148 0 1 1 2 P08582 0 1732.902 High 0 2.93E-06 38
High TVGNIEELA1xCarbami  0.00051 0 1 1 1 Q6UWP2 0 1433.694 High 0 1.54E-05 49
High TVGMLSNM 2.99E-05 0 1 1 1 P38606 0 1819.854 High 0 3.36E-07 47
High TVFGVEPD 0.004939 0 1 1 1 Q96KP4 0 1233.647 High 0 0.000331 50
High TVEVLEPEV 0.001863 0 1 2 1 Q7L576 0 1243.678 High 0 8.87E-05 41
High TVDNFVAL 0.000461 0 1 1 1 P23284 0 1364.706 High 0 1.35E-05 56
High TVLELMNP 0.002515 0 1 1 1 P46940 0 2878.47 High 0 0.000133 14
High VAHALAEG 1xCarbami  3.32E-07 0 1 1 1 P60174 0 1807.973 High 0 7.82E-10 76
High TIQFVDWC 1xCarbami  0.002072 0 1 5 2 Q9BQE3 0 1598.767 High 0 0.000103 44
High TLQALEFHT 1.24E-06 0 1 1 17 Q08380 0 1984.101 High 0 6.54E-09 58
High TDGFSLDTC1xCarbami  0.000237 0 1 1 2 Q96L46 0 1171.505 High 0 7.23E-06 51
High TDKTLVLLM 0.001414 0 1 1 4 P07737 1 1218.713 High 0 6.1E-05 41
High TDLEKDIISD 0.003752 0 1 2 2 P07355 1 1811.866 High 0 0.000228 43
High TDPTTLTDE 0.000147 0 1 1 2 P11586 0 1504.713 High 0 8.8E-06 49
High TDTESELDL 0.0002 0 1 1 1 P11586 0 1378.67 High 0 4.4E-06 40
High TDTVLILCR 1xCarbami  0.00081 0 1 1 1 Q9HB71 0 1090.593 High 0 2.88E-05 43
High TDVNKIEEF 0.005526 0 1 1 2 Q96NY7 1 1593.801 High 0 0.000554 41
High TEAWVLET 0.003994 0 1 1 1 Q96FV2 0 1232.627 High 0 0.000248 36
High TEDTIFLR 0.00081 0 2 2 4 P02763; P1 0 994.5204 High 0 0.000107 50
High TEFLSFMNT 1.04E-06 0 1 1 4 P31949 0 1849.904 High 0 3.62E-09 68
High TEFLSFMNT1xOxidatio  5.8E-05 0 1 1 3 P31949 0 1865.899 High 0 8.23E-07 55
High TEHPFTVEE 8.22E-06 0 1 1 5 P01023 0 1672.858 High 0 5.92E-08 46
High TEIIILATR 3.38E-05 0 1 1 4 P23396 0 1029.63 High 0 3.99E-07 65
High TELLNVCM 1xCarbami  0.005191 0 1 1 1 P15328 0 1292.634 High 0 0.000353 36
High TELPQFVSY 0.000868 0 1 1 1 Q14166 0 1642.822 High 0 3.15E-05 32
High TELRPGETL 7.46E-07 0 1 1 7 P01024 0 1872.034 High 0 2.32E-09 61
High TENLLGSYF 0.000399 0 1 1 4 Q06323 0 1268.652 High 0 1.11E-05 50
High TFTAWCNS1xCarbami  0.007135 0 2 4 2 P12814; O4 0 1392.648 High 0 0.000545 27
High TFSEILNR 0.004095 0 1 1 1 Q14204 0 979.5207 High 0 0.000256 41
High TFPLDVGSI 4.96E-05 0 1 1 2 P48147 0 1667.864 High 0 6.64E-07 49
High TFPGFFSPM 4.24E-05 0 1 1 4 P02671 0 2265.053 High 0 5.4E-07 52
High TFLTLSLQD 0.000101 0 1 1 1 Q9UNS2 0 1482.762 High 0 1.75E-06 45
High TFLRPSPED 0.000131 0 1 1 4 Q9UDY2 0 2035.013 High 0 2.48E-06 30
High TDGFGIDTC1xCarbami  0.001248 0 1 1 1 P04632 0 1141.494 High 0 5.16E-05 47
High TFIAIKPDGV 0.003416 0 1 2 4 P22392 0 1344.763 High 0 0.000201 33
High TFDCGPGL 3xCarbami    0.000543 0 1 1 1 Q9UBT3 0 1413.571 High 0 1.68E-05 42
High TFDAQIVIIE 0.001783 0 1 1 2 P15170 0 1413.774 High 0 8.34E-05 21
High TFCQLILDP 1xCarbami  0.000607 0 1 1 8 P13639 0 1494.803 High 0 5.46E-05 59
High TFAYTNHTV 0.000115 0 1 1 1 P06737 0 1861.944 High 0 2.07E-06 38
High TEVSSNHV 5.04E-06 0 1 1 2 P01023 0 1617.848 High 0 3.06E-08 75
High TEVNYTQLV 0.001009 0 0 0 1 0 1658.85 High 0 3.87E-05 33
High TFHFNTVE 7.07E-06 0 1 1 10 P30740 0 1602.766 High 0 1.01E-07 62
High TDEPGKYTA 7.53E-06 0 1 1 17 P31025 1 1338.617 High 0 5.25E-08 69
High TDDYLDQP 1xCarbami  0.005881 0 1 1 1 P31150 0 1838.823 High 0 0.000418 34
High TDCPGDAL 1xCarbami  8.42E-06 0 1 1 1 Q96PD5 0 1492.71 High 0 6.11E-08 73
High TAFQEALDA 0.000119 0 1 1 1 P10599 0 1336.638 High 0 2.18E-06 56
High TAFDEAIAE 2.05E-05 0 1 1 5 P63104 0 2131.992 High 0 5.02E-07 66
High TAFDEAIAE 1.93E-05 0 1 1 4 P31946 0 2159.003 High 0 9.47E-07 55
High TAFDEAIAE 0.002247 0 1 1 1 P27348 0 2144.987 High 0 0.000114 16
High TAAFVLAM 0.000151 0 1 1 1 Q9NUU7 0 1179.655 High 0 2.99E-06 63
High TAAFLLPILS 0.000311 0 1 1 2 O00571 0 2332.255 High 0 2.05E-05 34
High TAGWNIPM 1.51E-05 0 1 1 11 P02787 0 1577.814 High 0 2.31E-07 48
High TAAENDFV 0.003438 0 1 1 1 P19013 1 1334.731 High 0 0.000202 25
High SYTVAIAGY 5.88E-07 0 1 1 11 P01024 0 1671.852 High 0 1.68E-09 73
High SYSFDFYVP 0.005224 0 1 1 2 Q86UD1 0 1408.653 High 6.52E-05 0.002 26
High SYSCQVTH 1xCarbami  1.53E-06 0 2 6 39 P0DOY2; P0 0 1711.759 High 0 6.16E-09 72
High SYRPGAVV 3xCarbami    5.37E-06 0 1 1 2 P98088 1 2584.17 High 0 1.17E-07 59
High SYPGLTSYL 0.000311 0 1 1 9 P80188 0 1255.668 High 0 7.89E-06 53
High SYIYSGSHD 3.86E-05 0 1 1 2 O75083 0 3136.319 High 0 4.77E-07 52
High SYTVAIAGY 1xOxidatio  3.05E-06 0 1 1 2 P01024 0 1687.847 High 0 1.56E-08 59
High TFTCTAAYP1xCarbami  0.000281 0 1 1 28 P01876 0 1375.62 High 0 1.34E-05 53
High TAGWNIPM1xOxidatio  0.001115 0 1 1 6 P02787 0 1593.809 High 6.52E-05 0.000727 49
High TALVANTSN 0.000264 0 1 1 3 P38606 0 1515.795 High 0 6.38E-06 60
High TCVADESA 2xCarbami   4.11E-05 0 1 1 4 P02768 1 2497.097 High 0 5.19E-07 44



High TCVADESA 2xCarbami   2.33E-07 0 1 1 10 P02768 0 1498.578 High 0 4.84E-10 90
High TCPKPDDLP1xCarbami  0.000132 0 1 1 5 P02749 0 1914.004 High 0 2.48E-06 41
High TCLLNETGD1xCarbami  0.002499 0 1 1 1 P15104 1 1928.869 High 0 0.000131 28
High TCLLIVFSK 1xCarbami  0.000623 0 2 3 5 P08134; P6 0 1080.612 High 0 2.03E-05 48
High TCLLISYTTN1xCarbami  0.001202 0 1 1 3 P60953 0 1313.677 High 0 0.000117 45
High TAGWNVP 8.95E-07 0 1 1 12 P02788 0 3230.711 High 0 2.98E-09 43
High TAYFSLDTR 0.000227 0 1 1 2 P12830 0 1073.526 High 0 5.2E-06 64
High TAVETAVLL 7.27E-05 0 1 1 2 P49368 0 1185.72 High 0 1.11E-06 59
High TAVCDIPPR1xCarbami  0.002247 0 3 7 2 P07437; P6  0 1028.519 High 0 0.000114 35
High TATESFASD 0.000303 0 1 1 2 P14618 1 3017.594 High 0 7.67E-06 47
High TATESFASD 0.000186 0 1 1 3 P14618 0 2465.292 High 0 3.96E-06 41
High TASNVEEA 2.68E-06 0 1 1 1 P61019 0 1494.743 High 0 1.3E-08 79
High TAQNLSIFL 0.000984 0 1 1 1 O60610 0 1453.78 High 0 3.75E-05 48
High TAVSCLSQN1xCarbami  0.00082 0 0 0 1 0 1408.653 High 0 2.92E-05 60
High TLQALQIPA 0.0002 0 1 1 1 P46940 0 1153.694 High 0 4.39E-06 49
High TFTTQETIT 1.33E-05 0 1 1 1 P06744 0 1655.812 High 0 1.13E-07 75
High TFVNITPAE 0.000663 0 1 1 1 P07737 1 1915.065 High 0 2.2E-05 53
High TIAQDYGV 0.003705 0 1 1 9 Q06830 0 1107.604 High 0 0.000224 54
High TLAQLNPES 1.04E-07 0 1 1 5 P06744 0 1832.016 High 0 1.64E-10 76
High TICSHVQN 1xCarbami  0.002677 0 0 0 1 0 1330.661 High 0 0.000145 19
High TLDGGLNV 0.000433 0 1 1 2 Q16851 0 1983.112 High 0 3.25E-05 46
High TIDLEWVVS 0.00106 0 1 1 2 Q11201 0 2812.513 High 0 4.15E-05 29
High TLDLGENQ 0.00029 0 1 1 1 P02750 0 2037.086 High 0 7.18E-06 34
High TLDVFNIILA 3.04E-05 0 0 0 2 0 1274.747 High 0 3.46E-07 63
High TLEAQLTPR 0.001194 0 1 1 1 P05546 0 1028.573 High 0 4.85E-05 47
High TLEEGHDFI 0.0002 0 0 0 1 0 2904.441 High 0 4.4E-06 32
High TLFANIVLS 6.52E-06 0 1 1 2 P42025 0 1667.937 High 0 4.3E-08 55
High TLFGLHLSQ 0.001094 0 1 1 1 P31939 0 1143.652 High 0 4.33E-05 39
High TLFSNIVLSG 9.5E-08 0 1 1 6 P61163 0 1683.932 High 0 1.44E-10 82
High TLGECGFTS1xCarbami  6.74E-05 0 0 0 2 0 2636.325 High 0 1.01E-06 39
High TIGGGDDS 2.85E-08 0 1 5 1 Q9BQE3 0 2007.893 High 0 2.84E-11 87
High TLGLYGKDQ 1.83E-07 0 1 1 5 P09211 1 2849.399 High 0 3.5E-10 74
High TLGLYGKDQ1xOxidatio  7.31E-05 0 1 1 1 P09211 1 2865.393 High 0 1.12E-06 48
High TLHNLVIQY 0.000971 0 0 0 4 0 1599.86 High 0 3.67E-05 38
High TIPIDGNFFT 0.000227 0 1 1 5 P00352 0 1544.774 High 0 5.21E-06 59
High TINSDISIPE 1xOxidatio  0.000159 0 1 1 4 O75556 1 3314.598 High 0 3.21E-06 47
High TINSDISIPE 2.85E-06 0 1 1 15 O75556 1 3298.604 High 0 5.66E-07 50
High TINSDISIPE 3.49E-05 0 1 1 28 O75556 0 1379.705 High 0 4.16E-07 61
High TINEVENQ 0.00056 0 2 2 1 P12814; O4 0 1429.765 High 0 1.74E-05 39
High TLNDMRQ 1xOxidatio  0.002694 0 1 1 5 P35527 1 1867.922 High 0 0.000145 33
High TLAMDTILA 3.49E-05 0 1 1 2 P46926 0 1289.688 High 0 4.17E-07 66
High TLNDMRQ 0.001067 0 1 1 4 P35527 1 1851.927 High 0 4.18E-05 36
High TLMAQSIYG 7.18E-05 0 1 1 1 Q14204 0 1196.609 High 0 1.1E-06 54
High TLLSNLEEA 0.001613 0 1 1 2 P10909 0 1117.61 High 0 7.28E-05 39
High TILQCALNR1xCarbami  0.006338 0 1 1 3 P20073 0 1906.996 High 6.52E-05 0.000779 19
High TLLGDGPVV 0.001371 0 1 1 2 P52566 0 1311.715 High 0 5.85E-05 63
High TLIEFLLR 0.001623 0 1 1 5 P28838 0 1004.614 High 0 0.000107 42
High TLHYECIVLV1xCarbami  0.001525 0 1 1 4 Q9UKK9 0 1374.745 High 0 6.73E-05 35
High TLMNLGGL 4.63E-05 0 1 1 5 P37802 0 1215.688 High 0 2.45E-06 57
High TLAGGIHAT 0.002033 0 0 0 1 0 1425.733 High 0 9.93E-05 41
High TLAESALQL 0.000733 0 1 1 1 Q9Y490 0 1521.852 High 0 2.52E-05 36
High TLAEINANR 0.001863 0 0 0 1 1 2044.989 High 0 8.87E-05 34
High TGYYFDGIS 0.002192 0 1 1 1 P23142 0 1178.548 High 0 0.000111 44
High TGTITTFEH 0.001478 0 1 1 3 P13639 0 1615.765 High 0 6.48E-05 40
High TGSGDIENY 6.52E-08 0 1 3 1 P04745 0 1739.783 High 0 8.68E-11 83
High TGQEIPVNV 0.001094 0 1 1 2 Q96KP4 0 1112.606 High 0 4.31E-05 30
High TGQAAELG 0.000918 0 1 1 1 O00231 0 1157.652 High 0 3.4E-05 61
High TGPLNFVTC1xCarbami  0.007135 0 1 1 1 Q9H0W9 0 1295.623 High 0 0.000545 31
High THLLTCGTG2xCarbami   2.74E-05 0 0 0 2 0 2136.036 High 0 2.99E-07 30
High TGPFAEHS 0.002377 0 1 1 2 Q15257 0 2456.199 High 0 0.000123 29
High TGEMSGPV 0.000111 0 0 0 1 0 2030.038 High 0 1.99E-06 39
High TGAQELLR 0.001573 0 1 1 1 P06396 0 887.4945 High 0 7.05E-05 49
High TGALLLQG 0.000536 0 0 0 2 0 1431.795 High 0 1.65E-05 48
High TFYGLHQD 4.21E-05 0 1 1 5 P28838 0 2077.112 High 0 7.03E-06 50
High TFYEPGEEIT1xCarbami  2.85E-08 0 1 1 4 P02749 0 2383.091 High 0 2.84E-11 90
High TFVPGCQP 1xCarbami  0.000464 0 1 1 5 P80188 0 1864.926 High 0 5.75E-05 45
High TGPAATTLP 1.58E-06 0 1 1 3 P07237 0 2935.494 High 0 6.39E-09 55
High TFVNITPAE 5.21E-05 0 1 1 7 P07737 0 1643.937 High 0 1.5E-05 69
High THINIVVIG 1.9E-06 0 2 3 6 Q05639; P6 0 1588.881 High 0 8.2E-09 77
High THNLEPYFE 0.000239 0 1 1 1 P04264 0 1993.977 High 0 5.54E-06 46
High TIAECLADE 1xCarbami  7.89E-07 0 1 1 3 P46782 0 1631.831 High 0 2.5E-09 76
High TLADVLVQ 4.26E-06 0 0 0 1 0 1327.783 High 0 2.44E-08 53
High TKVHAELA 0.002797 0 1 1 1 P40227 1 2435.376 High 0 0.000153 40
High TKPYIQVDI 0.000488 0 1 1 1 P11021 0 1604.864 High 0 1.45E-05 55
High TKPSDEEM 3.84E-07 0 1 1 5 P07108 0 1957.936 High 0 9.51E-10 78
High TKPQDMIS 0.000325 0 1 1 3 P20810 0 2615.335 High 0 8.42E-06 29
High THLPGFVEQ 0.003752 0 1 1 6 P30044 0 1539.817 High 6.52E-05 0.000839 36
High TKGVDEVT 8.54E-08 0 1 1 2 P07355 1 1771.991 High 0 1.26E-10 80
High TKEVIFSVE 0.00392 0 1 1 3 O95834 1 1537.811 High 0 0.000242 30
High TKEEYGHSE1xCarbami  0.000752 0 1 1 1 P08603 1 2259.998 High 0 2.6E-05 25
High THYYAVAV 0.000294 0 1 1 15 P02788 0 1150.626 High 0 7.36E-06 60
High THYSNIEAN 4.85E-09 0 1 1 3 P04632 0 1777.799 High 0 2.61E-12 88
High THTCPPCPA2xCarbami   9.35E-07 0 1 2 24 P0DOX5 0 2844.458 High 0 6.65E-08 48
High THPHFVIPY 0.001129 0 0 0 3 0 1266.674 High 0 4.5E-05 32
High TKFPAEQYY 0.000441 0 1 1 4 Q15631 1 1302.648 High 0 1.27E-05 44
High LDGAWWF 0.00022 0 1 1 1 Q9GZM7 0 1163.6 High 0 4.97E-06 40
High LPEEWSQW 4.47E-06 0 1 1 7 P04792 0 4093.061 High 0 2.6E-08 68
High LDFLRPYTV 0.001886 0 0 0 1 0 1462.805 High 0 9E-05 20
High EKLEAYQH 0.000488 0 1 1 2 P46940 1 2683.413 High 0 1.45E-05 34
High EIAEAYETLS 0.002904 0 0 0 1 0 1581.739 High 0 0.000161 44
High ELAEDGYSG 4.24E-05 0 1 1 1 P23396 0 1423.67 High 0 5.38E-07 63
High ELAKVEEEIQ 3.69E-05 0 1 1 2 P55327 1 2099.159 High 0 4.49E-07 45
High ELAILLGML 0.000366 0 1 1 3 P30041 1 1884.999 High 0 1.22E-05 59
High ELAPAVSVL1xCarbami  1.93E-06 0 1 1 3 Q9Y678 0 1845.978 High 0 2.84E-08 74
High ELASQPDV 0.002563 0 1 1 3 P60174 0 3029.583 High 6.52E-05 0.000978 47



High ELCQGLGQ 1xCarbami  0.001432 0 1 1 4 P13489 0 1513.779 High 0 6.23E-05 61
High EIDESLIFYK 0.003799 0 1 1 3 Q13421 0 1256.641 High 0 0.000233 38
High ELDESLQVA 0.000389 0 1 1 10 P10909 0 1288.638 High 0 1.48E-05 44
High ELDLSNNC 1xCarbami  1.91E-08 0 1 1 4 P13489 0 2415.218 High 0 1.66E-11 105
High ELDRDTVFA 1.57E-05 0 1 1 3 P01009 1 2090.096 High 0 1.41E-07 59
High ELEDVTESA 9.43E-06 0 1 1 2 Q7Z406 0 1609.701 High 0 2.36E-07 73
High EKLCYVALD1xCarbami  7.11E-06 0 1 3 2 P60709 1 2807.311 High 0 4.85E-08 66
High ELEDVTESA1xOxidatio  8.08E-05 0 1 1 1 Q7Z406 0 1625.696 High 0 1.29E-06 46
High ELENEENQ 0.002437 0 0 0 1 1 2636.159 High 0 0.000127 29
High ELEQVCNP 1xCarbami  1.78E-06 0 1 1 5 P0DMV8 0 3055.494 High 0 7.5E-09 63
High ELETVCNDV1xCarbami  0.000271 0 1 1 2 Q04917 0 1747.878 High 0 2.99E-05 43
High ELFASLTPW1xCarbami  0.007546 0 0 0 1 0 2284.154 High 0 0.000587 29
High EIFLSQPILL 1.38E-07 0 2 3 5 P62136; P6 0 1953.131 High 0 2.4E-10 63
High ELFQETLES 0.005701 0 1 1 1 Q7Z406 0 1364.706 High 0 0.000402 36
High ELFSPLHAL 1.55E-06 0 0 0 2 0 2045.045 High 0 6.26E-09 54
High ELGATECIN 1xCarbami  6.49E-05 0 1 3 1 P00326 0 1637.748 High 0 9.56E-07 78
High ELGEYALAE 2.07E-06 0 1 1 1 P47895 0 1614.79 High 0 9.22E-09 52
High ELGICPDDA1xCarbami  0.000307 0 1 1 7 P12273 0 1610.846 High 0 4.61E-05 49
High ELGICPDDA1xCarbami  4.43E-07 0 1 1 2 P12273 1 1995.033 High 0 1.47E-09 82
High ELGIWEPLA 0.003209 0 1 1 1 P49368 0 1254.709 High 0 0.000184 36
High ELGVGIALR 0.00464 0 1 1 15 Q01469 0 927.5622 High 0.000187 0.002614 34
High EIEIDIEPTD 0.002644 0 0 0 2 1 1685.859 High 0 0.000142 34
High EKEDDVPQ 2.68E-05 0 1 1 6 P28838 1 2055.914 High 0 2.91E-07 51
High EKAPSIIFID 0.00081 0 1 1 1 P17980 1 1960.064 High 0 2.89E-05 32
High EHVAHLLFL 0.003438 0 1 1 3 P19652 0 1234.706 High 0 0.000202 24
High EGFGHLSPT 3.87E-06 0 1 1 1 P02679 0 2207.04 High 0 2.14E-08 72
High EGFLLALTQ 0.000181 0 1 1 2 Q9UJ70 0 1204.668 High 0 3.81E-06 41
High EGGFLLLHT 0.007737 0 1 1 1 P49327 0 1368.8 High 0 0.000608 34
High EGGLLTLAG 0.000473 0 1 1 5 P09417 0 1029.594 High 0 1.4E-05 36
High EGGQLPPG 0.000671 0 1 1 5 P98160 0 1745.893 High 0 2.24E-05 50
High EGIAQTVFL 7.74E-05 0 1 1 3 P48637 0 1417.78 High 0 1.87E-06 64
High EGIDPTPYY 3.08E-05 0 1 1 1 O43776 0 1903.85 High 0 3.49E-07 67
High EGLELPEDE 0.005323 0 2 5 2 P07900; P0 0 1416.638 High 6.52E-05 0.000655 14
High EGLLLWCQ 1xCarbami  0.002868 0 2 4 4 P12814; O4 0 1174.604 High 0 0.000159 28
High EGILSDEIYC1xCarbami  1.54E-05 0 1 1 4 P15311 0 2823.412 High 0 1.37E-07 59
High EGNPEEDLT 0.005955 0 1 1 2 P40121 1 2319.11 High 0 0.000426 35
High EGPGPEDT 0.000553 0 1 1 1 P33241 0 2864.245 High 0 1.72E-05 11
High EGPYDVVV 3.58E-05 0 1 1 2 Q99497 0 2584.325 High 0 4.29E-07 47
High EGQGEGET 6.49E-05 0 1 1 1 P58107 0 1817.826 High 0 9.6E-07 57
High EGSCPQVN 2xCarbami   4.29E-05 0 1 1 3 Q14508 0 2088.995 High 0 5.47E-07 48
High EGSVMLQV 0.000264 0 1 1 1 Q13228 0 1519.767 High 0 6.34E-06 36
High EGTCPEAPT2xCarbami   0.007689 0 1 1 2 P02787 0 1817.804 High 0 0.000601 21
High EGTIQVQG 0.001946 0 1 1 2 Q96IU4 0 1593.838 High 0 9.36E-05 53
High EGVCAASL 1xCarbami  0.005356 0 0 0 1 0 2527.362 High 0 0.000367 19
High EGVQKEDIP 1.27E-05 0 1 1 11 P01024 1 2755.29 High 0 4.1E-07 46
High EGYYGYTG 0.00089 0 1 1 3 P02787 0 1283.569 High 0 3.27E-05 37
High EHALLAYTL 0.000116 0 2 3 7 Q05639; P6 0 1314.742 High 0 2.11E-06 38
High EHANSKQE 0.000245 0 1 1 3 Q14515 1 3301.457 High 0 5.75E-06 30
High EHAVEGDC 1xCarbami  7.84E-07 0 1 1 2 P02765 0 1660.764 High 0 2.48E-09 54
High EHGVGGVS1xCarbami  0.005918 0 1 1 2 Q9C0C2 0 1678.797 High 0 0.000421 24
High EHHFEAIAL 0.000139 0 1 1 1 O43488 0 1422.738 High 0 2.69E-06 40
High EHLLMALA 0.000556 0 1 1 2 P98160 0 1865.02 High 0 4.58E-05 22
High EHLLMALA 3.03E-07 0 1 1 2 P98160 0 1779.02 High 0 6.89E-10 83
High EHTYGQAG 0.004611 0 1 1 1 Q5D862 0 2468.086 High 0 0.000301 16
High EIIDLVLDR 0.003569 0 1 3 2 Q9BQE3 0 1085.62 High 0 0.000221 30
High ELLDTVTAP 0.002499 0 1 1 1 P36955 0 1214.663 High 0 0.000131 43
High ELLESYIDG 0.001232 0 1 1 1 P00734 0 1194.6 High 0 5.06E-05 44
High EILGTAQSV1xCarbami  0.00043 0 1 1 1 P30050 0 1675.807 High 0 1.23E-05 39
High EMVQNLM 0.001115 0 1 1 2 P11413 0 1232.649 High 0 4.44E-05 41
High ENAPAIIFID 0.000234 0 1 1 3 P43686 0 1944.032 High 0 5.42E-06 49
High ENKPSIIFID 1xCarbami  1.93E-05 0 1 1 2 O75351 0 2193.086 High 0 3.96E-07 47
High ENNAVYAF 0.000133 0 1 1 3 O75368 0 1848.949 High 0 2.5E-06 39
High ENQLEVLEV 0.003503 0 1 1 1 P02750 0 1894.007 High 0 0.000209 18
High ENVIMSQIL1xCarbami  0.000978 0 1 1 2 P30153 0 1544.818 High 0 3.7E-05 45
High EPAHLMSL 6.57E-05 0 1 1 3 P06396 0 2032.076 High 0 9.76E-07 44
High EPCVESLVS 1xCarbami  8.14E-07 0 1 1 3 P02652 0 2350.091 High 0 2.62E-09 67
High EPDCFKDIV1xCarbami  0.005808 0 1 1 2 P11216 1 2156.967 High 0 0.000412 17
High EPGLCTWQ1xCarbami  0.002377 0 1 1 5 P01033 0 1346.652 High 0 0.000123 38
High EPGLQIWR 0.003895 0 1 1 4 P06396 0 998.5418 High 0 0.000239 36
High EPGQDLVV 6.68E-06 0 1 1 6 P01024 0 2444.307 High 0 5.23E-07 58
High EPQDTYHY 8.82E-05 0 1 1 5 P10909 0 1999.966 High 0 1.45E-06 42
High EQADFAIEA 0.004877 0 2 2 12 P35579; Q7 0 1305.669 High 6.52E-05 0.000621 45
High EQDRAHQT 0.000399 0 1 1 1 Q9UBG3 1 3884.763 High 0 1.11E-05 37
High EQGYDVIAY 0.000154 0 1 1 3 P00966 0 1781.907 High 0 3.07E-06 29
High EQLAIAEFA 0.003072 0 1 1 2 P17987 0 1147.611 High 0 0.000173 40
High EQICEVEEG1xCarbami  2.32E-06 0 1 1 1 P47895 0 1889.843 High 0 1.07E-08 65
High EQLGEFYEA2xCarbami   7.36E-05 0 1 1 1 P19652 0 2112.973 High 0 1.13E-06 59
High EQLGEFYEA1xCarbami  0.000407 0 1 1 3 P02763 0 1742.805 High 0 1.14E-05 50
High EQTFGGVN 1.03E-05 0 1 1 24 P01036 0 1963.918 High 0 1.44E-07 90
High IDFVGELND 0.000303 0 1 2 1 P55786 0 1149.579 High 0 7.62E-06 49
High ERGPEEEH 4.06E-10 0 1 1 2 P00450 1 2772.432 High 0 9.19E-14 84
High ERPPNPIEF 0.002515 0 0 0 2 0 1887.037 High 0 0.000133 36
High ESATITCLVT1xCarbami  0.000747 0 2 2 1 P0DOX6; P0 0 2743.322 High 0 2.58E-05 32
High ESDQGAYT 1xCarbami  0.002661 0 1 1 3 P98160 0 1702.68 High 0 0.000203 38
High ESGLQAAH 1xCarbami  0.000133 0 1 1 2 Q14166 0 2523.22 High 0 2.5E-06 55
High ESLKELSLAG 0.002085 0 1 1 2 P13489 1 1987.993 High 0 0.000104 19
High ESNTVFSFL 0.00285 0 0 0 2 0 1594.859 High 0 0.000157 29
High EMACTTGV1xCarbami  1.12E-05 0 1 1 1 Q9ULA0 0 1812.923 High 0 8.95E-08 52
High EGAMSAQ 0.003111 0 0 0 1 0 2128.064 High 0 0.000178 26
High EIYTHFTCA 1xCarbami  0.001534 0 1 3 2 P04899 0 1586.716 High 0 6.8E-05 39
High EIVDSYLPV 1.76E-05 0 1 1 5 P07602 0 1729.999 High 0 1.65E-07 66
High ELLLTGPGL 0.002098 0 1 1 1 Q8N1G4 0 1326.726 High 0 0.000104 37
High ELLQEFIDS 1.72E-09 0 1 1 87 O75556 0 1937.916 High 0 1.25E-10 104
High ELLQEFIDS 1xOxidatio  7.21E-08 0 1 1 35 O75556 0 1953.911 High 0 1.32E-08 90
High ELIQKELTIG 0.00081 0 1 1 2 P06703 1 1358.789 High 0 2.88E-05 54



High ELISNSSDA 0.002033 0 1 2 1 P07900 0 1291.638 High 0 9.94E-05 51
High ELISNSSDA 3.84E-05 0 1 1 4 P07900 1 1560.823 High 0 4.72E-07 74
High EILTLLQGV 0.001015 0 1 1 2 Q15631 0 2164.176 High 0 3.89E-05 25
High EILTLLQGV 0.001544 0 1 1 3 Q15631 1 2320.277 High 0 6.88E-05 28
High ELLTTMGD 0.002437 0 1 2 1 O14950 1 2432.129 High 0 0.000127 27
High EILVGDVGQ 8.62E-09 0 1 1 2 P23528 0 2166.096 High 0 5.69E-12 84
High EIMENYNIA 0.001898 0 2 2 2 P08603; Q0 0 1365.683 High 0.000234 0.003276 44
High ELNELVSAI 0.001783 0 1 1 2 Q96G03 0 2158.082 High 6.52E-05 0.000918 20
High EIPAWVPF 0.001828 0 1 1 14 P25311 0 1782.943 High 0 9.68E-05 34
High ELPGFLQSG 0.003823 0 1 1 5 P25815 0 1075.578 High 0 0.000233 35
High ELPVNAQN 0.000627 0 1 1 1 P30520 0 1302.68 High 0 2.03E-05 55
High ELQAHGAD 0.004611 0 1 1 2 O15144 1 1479.791 High 0 0.000301 25
High EIQAQNFFS 1.22E-06 0 1 1 1 Q9UJ70 0 1790.878 High 0 4.47E-09 66
High ELQTAQAQ 8.89E-07 0 1 1 1 Q7Z406 0 1559.781 High 0 2.94E-09 91
High ELSEALGQI 1.76E-06 0 1 1 3 Q08380 0 1592.791 High 0 7.42E-09 69
High ELSLAGNEL 1.52E-06 0 1 1 3 P13489 0 1530.739 High 0 3.44E-08 74
High EISLWFKPE 0.001371 0 1 1 1 P22392 0 1895.979 High 0 5.85E-05 21
High ELSSTEAQL 0.000643 0 1 1 1 Q7Z406 0 2427.163 High 0 0.000021 35
High EITALAPST 0.006182 0 2 6 6 P60709; P6 0 1161.618 High 0 0.000448 32
High ELTIGSKLQ 0.000129 0 1 1 5 P06703 1 1643.896 High 0 5.99E-05 55
High ELTNQQEA 0.0075 0 1 1 1 Q14203 0 1403.676 High 0 0.00058 31
High ELTSELKEN 5.8E-05 0 1 1 1 P80188 1 1478.785 High 0 8.2E-07 59
High ELTVSNND 2.62E-07 0 1 1 3 P13489 0 1630.803 High 0 2.9E-09 82
High ELVALMSA 0.002261 0 1 1 1 P09960 0 1102.629 High 0 0.000115 44
High ELVDDSVN 2.6E-05 0 1 1 3 P22061 0 1259.623 High 0 2.79E-07 69
High EIVHIQAGQ1xCarbami  4.93E-07 0 3 6 8 P07437; P6  0 1822.923 High 0 1.33E-09 58
High EGAIHREEL 0.001194 0 1 2 3 P0C0L4 1 2290.157 High 0 4.88E-05 24
High EFVEEFIWP 0.001248 0 1 1 3 P00966 0 2429.166 High 0 5.16E-05 27
High EFSHLGKED 0.000884 0 1 1 5 P02774 1 2328.187 High 0 3.55E-05 30
High DQQEAALV 5.36E-09 0 1 1 7 P09211 0 2116.982 High 0 3.55E-12 100
High DQQEAALV1xOxidatio  0.000133 0 1 1 1 P09211 0 2132.976 High 0 2.53E-06 34
High DQYELLCLD1xCarbami  0.000127 0 1 1 2 P02787 0 1539.711 High 0 5.42E-06 60
High DREVGIPPE 0.000394 0 1 1 2 P61158 1 1768.908 High 0 1.09E-05 30
High DRVPTYQY 3.66E-06 0 0 0 2 1 1804.832 High 0 1.98E-08 66
High DSGFQMN 0.002275 0 1 1 3 P02787 0 1195.552 High 0 0.000116 41
High DSGRDYVS 1.75E-06 0 1 1 2 P02647 1 1815.851 High 0 7.36E-09 54
High DSHSLTTNI 0.00012 0 1 1 4 P02671 0 1629.826 High 0 2.19E-06 31
High DSLLQDGE 6.2E-06 0 1 1 8 P07737 0 1625.748 High 0 4.05E-08 69
High DSLLQDGE 1xOxidatio  1.02E-06 0 1 1 1 P07737 0 1641.742 High 0 3.54E-09 75
High DSPCQLEA 3xCarbami    0.002515 0 1 1 2 P13489 1 2539.122 High 0 0.000133 35
High DSPLLLQQI 0.000719 0 1 1 1 Q14203 0 1471.794 High 0 2.46E-05 34
High DSPIQCIQA 1xCarbami  3.29E-06 0 1 1 50 P02788 0 1614.79 High 0 1.36E-07 75
High DSPVLIDFF 2.89E-05 0 1 1 3 P04196 0 1682.791 High 0 3.23E-07 39
High DSQEEEKTE 0.004069 0 1 1 1 P06396 1 1665.781 High 0 0.000256 35
High DSTLIMQLL 5.25E-05 0 7 7 8 P63104; P3      0 1189.661 High 0 7.21E-07 49
High DSTLIMQLL1xOxidatio  0.000311 0 7 7 5 P63104; P3      0 1205.656 High 0 7.94E-06 42
High DSTSELVPIA 0.002563 0 1 1 2 P08582 0 3090.488 High 0 0.000136 15
High DSTYSLSST 0.001644 0 2 2 30 P01834; P0 0 1502.758 High 0 9.51E-05 52
High DSWVFIGA 0.004582 0 1 1 3 Q96BQ1 0 1022.531 High 0 0.000298 30
High DSYVGDEA 0.000181 0 2 6 10 P60709; P6 0 1198.522 High 0 3.84E-06 49
High DSYVGDEA 0.000596 0 2 6 2 P60709; P6 1 1354.623 High 0 0.000019 41
High DTDTGALL 1.09E-06 0 1 1 2 P36955 0 1250.663 High 0 3.88E-09 81
High DTEEEDFHV 0.001654 0 1 1 1 P01009 0 1891.856 High 0 7.52E-05 13
High DTSCVNPP 1xCarbami  1.07E-06 0 1 1 5 P08603 0 2020.976 High 0 4.13E-09 73
High DTSTSTVYM 8.88E-05 0 1 1 1 P01743 0 1689.8 High 0 1.46E-06 70
High DTVATQLS 2.64E-07 0 1 1 1 O60664 0 1576.781 High 0 5.74E-10 84
High BTVYLQMB 0.000567 0 1 1 4 P0DOX2 0 1340.651 High 0 8.99E-05 46
High BTVYLQMB 0.000108 0 1 1 10 P0DOX2 0 1339.667 High 0 4.17E-06 56
High DQLIYNLLK 2.23E-07 0 1 1 2 P00338 1 2074.082 High 0 4.94E-10 75
High DTWVEHW1xCarbami  3.4E-08 0 1 1 2 P01024 0 2603.026 High 0 3.62E-11 60
High DQLKEVWE 2.4E-05 0 1 1 2 P80303 1 2490.131 High 0 2.51E-07 51
High DQGSCGSC2xCarbami   2.07E-09 0 1 1 2 P07858 0 2172.907 High 0 8.27E-13 93
High DIQMTQSP 2.03E-07 0 1 1 11 P0DOX7 0 1892.902 High 0 9.21E-09 80
High DIQMTQSP 1xOxidatio  1.69E-07 0 1 1 4 P0DOX7 0 1908.897 High 0 3.14E-10 75
High DISPVLKDP 0.002815 0 1 1 4 P07741 1 1444.779 High 0 0.000545 45
High DISQAYYTV 0.000761 0 1 1 1 P12429 1 1478.753 High 0 2.64E-05 51
High DITSDTSGD 3.91E-05 0 1 1 4 P04083 0 1213.533 High 0 1.31E-05 55
High DITYFIQQL 5.69E-05 0 1 1 2 P61158 0 1409.779 High 0 8E-07 54
High DIVLVAYSA 2.1E-05 0 1 2 2 P52895 0 1500.817 High 0 2.09E-07 53
High DLYANTVLS 7.34E-06 0 1 2 3 P60709 0 2215.07 High 0 5.07E-08 68
High DLYANTVLS1xOxidatio  1.96E-07 0 1 2 4 P60709 0 2231.065 High 0 3.84E-10 73
High DLYSGLIGP 1xCarbami  1.94E-05 0 1 1 8 P00450 0 1575.856 High 0 9.58E-07 42
High DMETIGFA 0.00132 0 1 1 1 P07384 0 2739.406 High 0 5.58E-05 23
High DMNQVLD 0.001739 0 1 1 1 P23381 0 1439.647 High 0 8.1E-05 31
High DNCPCSDC 3xCarbami    0.006144 0 1 1 1 O75936 0 1704.63 High 0 0.000442 43
High DNENVVNE 1.13E-06 0 1 1 3 P02675 0 1768.787 High 0 4.1E-09 73
High DNLTLWTS 0.000196 0 1 1 1 P63104 0 2408.996 High 0 4.24E-06 41
High DNPGVVTC1xCarbami  8.53E-06 0 1 1 2 P22314 0 1445.669 High 0 6.23E-08 75
High DNSKNTLY 0.000129 0 1 6 1 P01764 1 1796.896 High 0 2.43E-06 53
High DNTIEHLLP 1xCarbami  6.85E-06 0 1 1 3 P30153 1 2750.418 High 0 4.61E-08 50
High DPDAQPGG 6.25E-05 0 1 1 1 P07339 0 1787.812 High 0 9.13E-07 45
High DPDAQPGG1xOxidatio  8.61E-05 0 1 1 1 P07339 0 1803.807 High 0 1.41E-06 43
High DPDQTDGL 8.07E-08 0 1 1 2 P06396 0 2387.147 High 0 1.16E-10 50
High DPKNNLEA 0.001706 0 1 1 3 P31025 1 1661.802 High 0 7.87E-05 40
High DPPSWSVL 0.000761 0 1 1 1 Q9Y490 0 1408.697 High 0 2.64E-05 43
High DPQALSEH 0.001329 0 1 1 2 P31948 1 1888.029 High 0 5.61E-05 31
High DPVQEAWA 0.001794 0 1 1 1 P14618 0 1642.771 High 0 8.41E-05 50
High DQADFSVL 1.99E-05 0 1 1 1 Q7Z406 0 1450.696 High 0 1.94E-07 59
High DQCQVDSQ2xCarbami   0.000671 0 1 1 2 Q14508 0 1680.677 High 0 2.25E-05 40
High DQFPEVYV 0.006418 0 1 1 1 P61586 0 2773.324 High 0 0.000471 12
High DQGNQEQ 8.19E-05 0 1 1 4 Q14515 1 3851.61 High 0 1.36E-05 25
High DQGTYEDY 2.5E-06 0 1 1 1 P60660 0 1544.686 High 0 1.19E-08 76
High ESQDTSFTT 4.21E-05 0 1 1 1 Q06210 0 1512.718 High 0 5.36E-07 58
High DVAQIFNN 0.000281 0 1 1 2 Q9Y376 0 1302.716 High 0 6.99E-06 44
High DVDLEFLAK 0.000553 0 1 1 3 P55072 0 1049.551 High 0 5.71E-05 48



High EALGTPGAA 8.11E-06 0 1 1 2 P15498 0 1791.964 High 0 5.81E-08 49
High EALLSSAVD 9.37E-06 0 1 1 2 P78371 0 1656.808 High 0 7.06E-08 55
High EALNVFGN 0.000428 0 1 1 1 Q14376 0 2071.92 High 0 1.22E-05 35
High EALQQQHS 0.001783 0 0 0 2 0 1778.914 High 0.000392 0.007047 19
High EAIVNSCVF1xCarbami  0.001675 0 1 1 1 Q14204 0 2294.146 High 0 7.65E-05 30
High EANLLNAV 0.000918 0 1 1 1 Q9UNZ2 0 1339.769 High 0 3.41E-05 36
High EAQAALAE 1.33E-07 0 1 1 5 Q7Z406 0 1859.862 High 0 2.27E-10 79
High EASFVLHTI 0.004582 0 1 1 1 Q15418 0 1201.658 High 0 0.000298 47
High EASITVSVL 0.00323 0 1 1 1 P98160 0 3003.565 High 0 0.000187 4
High EASSCAVN 1xCarbami  0.003015 0 1 1 1 Q9UEW8 0 1318.678 High 0 0.000169 44
High EAVIAAAFA 0.00325 0 1 1 2 Q13938 0 990.5619 High 0 0.000187 30
High EDAIWNLL 9.34E-05 0 1 1 6 P02788 0 1129.6 High 0 2.05E-06 56
High EDGGGWW 0.000458 0 1 1 1 P02675 0 1239.518 High 0 1.34E-05 43
High EDIFMETLK 0.005423 0 1 1 3 P25311 0 1125.55 High 0.001772 0.01866 36
High EDLIWELLN 0.007135 0 1 1 2 P02787 1 2313.151 High 0 0.000544 29
High EDIQGALH 0.00325 0 1 1 1 Q8TE68 0 1315.639 High 0 0.000189 30
High EDPQTFYYA 6.01E-06 0 1 1 3 P02787 0 1629.816 High 0 3.86E-08 57
High EEAPSLRPA 0.000688 0 1 1 3 P02675 0 1951.003 High 0 2.31E-05 29
High EEAQAEIEQ 0.000647 0 1 1 1 O75348 0 1365.628 High 0 2.13E-05 64
High EEDRIIPGG 2.19E-07 0 1 1 4 P01037 1 2602.253 High 0 4.45E-10 55
High EEFASTCPD1xCarbami  8.99E-05 0 1 1 3 O00299 0 2573.124 High 0 1.49E-06 58
High EEPWVDPN1xCarbami  2.77E-05 0 1 2 4 P52895 0 2591.306 High 0 3.03E-07 33
High EFADSLGIP 0.000879 0 1 3 1 P62820 0 1724.874 High 0 3.22E-05 54
High EFCQQEVE 2xCarbami   0.000261 0 1 1 1 Q96FW1 0 1584.649 High 0 6.24E-06 36
High EFNAETFTF1xCarbami  1.18E-09 0 1 1 19 P02768 0 2260.023 High 0 3.89E-13 129
High EFNAETFTF1xCarbami  4.82E-06 0 1 1 12 P02768 1 2545.166 High 0 9.05E-07 80
High EFPEMNLE 3.35E-06 0 1 1 25 P31025 0 2851.374 High 0 4.58E-08 65
High EFPEMNLE 1xOxidatio  8.95E-07 0 1 1 17 P31025 0 2867.369 High 0 2.97E-09 87
High EFREVSEAV 0.005063 0 1 1 1 P98160 1 2243.108 High 0 0.000341 29
High EALENANT 4.93E-05 0 0 0 2 0 1545.775 High 0 6.63E-07 61
High DVCTELLPL 1xCarbami  0.001288 0 1 1 4 P16152 0 1738.952 High 0 5.4E-05 51
High EAGFPPGV 0.000301 0 1 1 3 P00352 0 3067.519 High 0 9.21E-06 27
High EAFSLFDKD 3.28E-05 0 1 1 5 P0DP23 1 1844.891 High 0 3.8E-07 59
High DVEDESTG 1.33E-05 0 1 1 1 P36952 1 1591.77 High 0 1.14E-07 56
High DVFHTTVN 0.005257 0 1 1 1 P55957 0 1817.929 High 0 0.000359 30
High DVFLGMFL 0.002261 0 1 1 1 P02768 0 1623.788 High 0 0.000115 39
High DVGAQILLH 0.000162 0 1 1 1 Q96KP4 0 1317.727 High 0 3.28E-06 51
High DVNAAIAA 0.000556 0 1 1 2 P68366 0 985.5677 High 0 1.74E-05 48
High DVNAAIAT 0.000242 0 1 5 4 Q9BQE3 0 1015.578 High 0 5.67E-06 55
High DVPFGFQT 3.76E-08 0 1 1 2 P36952 0 1653.812 High 0 4.15E-11 93
High DVQDSLTV 4.46E-05 0 1 1 1 P52907 0 1705.824 High 0 5.77E-07 54
High DVSELTGFP 0.000108 0 1 1 2 P31939 0 1607.773 High 0 5.85E-06 40
High DVTVLQNT 1.22E-07 0 1 1 22 P02788 0 1988.931 High 0 2.03E-10 97
High DVVICPDAS1xCarbami  0.002579 0 1 1 1 Q99497 0 1531.731 High 0 0.000137 29
High DVVICPDAS1xCarbami  0.003053 0 1 1 4 Q99497 1 1659.826 High 0 0.000172 35
High DVWGIEGP 0.001593 0 1 1 1 P04004 0 1646.817 High 0 7.15E-05 38
High DWHGVPG 4.95E-06 0 1 1 3 P04004 0 1666.775 High 0 2.98E-08 56
High DYFFALAHT 0.001423 0 1 1 1 P11216 0 1339.679 High 0 6.13E-05 27
High DYGVYLED 0.007689 0 1 1 1 Q13162 0 1624.76 High 0 0.000599 29
High DYIHVVDLA 0.000236 0 1 1 1 Q14376 0 1172.631 High 0 5.46E-06 47
High DYLLCDYNR1xCarbami  0.00128 0 1 1 1 P47756 0 1231.541 High 0 5.32E-05 32
High DYPDFSPSV 0.002008 0 1 1 1 P12429 0 1781.823 High 0 9.82E-05 35
High DYPVVSIED 1.86E-06 0 1 1 5 P06733 0 2510.115 High 0 6.25E-07 76
High DYSHYYTTI 0.002124 0 1 1 2 P08727 0 1674.776 High 0 0.000105 22
High DYTQMNE 0.006378 0 1 1 1 P07203 0 1297.584 High 0 0.000466 36
High DYYFALAHT 0.000352 0 1 2 2 P06737 0 1355.674 High 0 9.34E-06 37
High EAALSYGFY2xCarbami   9.69E-05 0 1 1 16 P14555 0 1960.843 High 0 1.42E-05 59
High EADDIVNW 0.00099 0 1 1 1 P07237 0 1202.605 High 0 3.78E-05 32
High EAEAAIYHL 1.97E-05 0 1 1 4 P14618 0 1931.986 High 0 1.93E-07 43
High EAEAAIYHL 0.002261 0 1 1 5 P14618 1 2088.087 High 0.001726 0.01734 34
High EAFNMIDQ 0.000237 0 1 2 2 O14950 0 1237.563 High 0 5.5E-06 57
High EAFQLFDR 2.93E-05 0 1 1 3 P60660 0 1025.505 High 0 3.29E-07 70
High EAGFPPGV 2.24E-05 0 1 1 5 P47895 0 3057.616 High 0 2.28E-07 38
High ESQSHPGD 0.003969 0 1 1 2 Q06124 0 1557.766 High 6.52E-05 0.000961 24
High ESTLHLVLR 0.00071 0 1 4 2 P62979 0 1067.621 High 0 2.41E-05 45
High ESTITLQQA 2.13E-05 0 1 1 2 Q9Y3B8 0 2161.081 High 0 9.72E-07 70
High FSHEEIAMA 0.005356 0 1 1 4 P04075 1 1831.948 High 0 0.000369 33
High FSLENNFLL 7.39E-06 0 1 1 2 P42224 0 1744.913 High 0 5.13E-08 62
High FSMVVQDG 0.000123 0 1 1 5 P30044 0 1222.65 High 0 2.94E-06 51
High FSMVVQDG1xOxidatio  0.000329 0 1 1 1 P30044 0 1238.645 High 0 8.55E-06 50
High FSPATHPSE1xCarbami  1.62E-05 0 1 1 3 P00747 0 1993.871 High 0 1.48E-07 58
High FSPLMTAA 0.003525 0 0 0 1 0 1363.74 High 0 0.000209 50
High FSQAVILSQ 1.59E-05 0 1 1 153 Q99935 0 1948.09 High 0 1.12E-06 63
High FSQAVILSQ 0.000647 0 1 1 2 Q99935 1 2329.303 High 0 2.13E-05 33
High FSQFLETEY 0.00106 0 1 1 1 P06737 0 1291.62 High 0 4.15E-05 37
High FSSETWQN 0.000133 0 1 1 1 Q96IU4 0 1675.819 High 0 2.54E-06 49
High FSSSSGYGG 0.003311 0 1 1 1 P35527 0 1235.529 High 0 0.000193 39
High FSTIASSYEE1xCarbami  0.002407 0 1 1 1 Q9NY33 0 1449.631 High 0 0.000125 51
High FSVLLLHGI 0.003729 0 1 1 1 Q96IU4 0 1154.704 High 0 0.000225 32
High FTAGDFSTT 1.93E-05 0 1 1 1 Q9Y5K8 0 1741.876 High 0 1.86E-07 42
High FTASAGIQV 0.000215 0 1 1 4 P06733 0 2033.055 High 0 4.81E-06 60
High FTASAGIQV 1.21E-07 0 1 1 3 P06733 1 2189.156 High 0 1.99E-10 97
High FTCTVTHTD1xCarbami  1.44E-05 0 2 2 5 P0DOX6; P0 0 1716.863 High 0 1.26E-07 50
High FTDEEVDEL 0.000129 0 1 2 2 O14950 0 1415.633 High 0 2.43E-06 61
High FTFGLDWV 0.001423 0 1 2 1 P45974 0 1209.63 High 0 6.17E-05 28
High FTITPSTTQV 2.93E-05 0 1 1 1 P47755 0 1604.926 High 0 3.27E-07 45
High FTNLLTSILD 0.001554 0 1 1 2 Q16719 1 1766.917 High 0 6.91E-05 45
High FTPGTFTNQ 6.02E-05 0 1 1 3 P08865 0 1698.86 High 0 8.63E-07 81
High FTTDAIALA 5.62E-05 0 1 1 1 P28065 0 1296.662 High 0 7.87E-07 53
High FVAESAEVL 2.82E-05 0 1 1 3 Q13421 0 1330.737 High 0 3.11E-07 57
High FVAVGDW 0.004441 0 0 0 1 0 1997.998 High 0 0.000287 15
High FVEGLPIND 0.003034 0 1 1 1 P40925 0 1393.711 High 0 0.000172 36
High FVFDIFQFA 0.000399 0 0 0 2 0 1261.662 High 0 1.11E-05 37
High FVHTSVHG 0.001995 0 1 1 1 Q96G03 0 2071.051 High 0 9.72E-05 31
High FVIFPIQYPD 0.004278 0 0 0 1 0 1665.904 High 0 0.000272 24



High FSHEEIAMA1xOxidatio  0.005191 0 1 1 1 P04075 0 1691.842 High 0 0.000355 22
High FVIGGPQG 1.42E-06 0 1 1 3 P31153 0 1444.754 High 0 5.55E-09 74
High FSHEEIAMA 0.007407 0 1 1 9 P04075 0 1675.847 High 0 0.00057 26
High FSGWYDAD 1.95E-05 0 1 1 1 P18669 0 1979.877 High 0 1.9E-07 41
High FPSVSLQEA 2.59E-05 0 1 1 1 Q16378 0 1729.854 High 0 2.77E-07 47
High FPVIVGHEA 0.000166 0 1 1 4 P40394 0 2836.509 High 0 1.38E-05 29
High FQDGDLTL 3.35E-07 0 1 1 4 P09211 0 1883.95 High 0 7.87E-10 86
High FQGIKHECQ1xCarbami  0.00294 0 0 0 1 1 2112.988 High 0 0.000164 29
High FQHGVIAA 0.005992 0 1 1 1 P28062 0 1299.68 High 0 0.00043 29
High FQIATVTEK 0.002762 0 1 1 2 P28070 0 1036.567 High 0 0.000151 43
High FQLFGSPSG 0.003034 0 1 1 52 P02788 0 1195.611 High 0 0.0005 46
High FQLFGSPSG 4.78E-05 0 1 1 3 P02788 1 1811.969 High 0 6.35E-07 79
High FQLQSDLLR 0.000248 0 1 1 1 Q96C23 0 1119.616 High 0 5.86E-06 51
High FQNALLVR 0.002453 0 1 1 27 P02768 0 960.5625 High 0 0.000128 48
High FQSAVLYAA 6.83E-07 0 1 1 1 O00462 0 1440.748 High 0 2.07E-09 73
High FQSLGVAFY 0.002868 0 1 1 1 P51149 0 1187.621 High 0 0.000159 36
High FQSISTEFLA 0.000375 0 1 1 2 Q14204 0 1514.792 High 0 2.55E-05 47
High FQSVPAQP 0.004525 0 1 1 2 Q00610 0 3187.679 High 0 0.000294 8
High FRCPEALFQ2xCarbami   1.58E-05 0 1 2 4 P60709 1 3534.631 High 0 1.42E-07 41
High FRCPEALFQ2xCarbami     0.005955 0 1 2 2 P60709 1 3550.626 High 0 0.000425 23
High FRHENIIGIN 0.003481 0 1 1 1 P28482 1 1709.945 High 0 0.000207 24
High FRIEDGFSL 0.000631 0 1 1 1 P01008 1 1211.642 High 0 2.06E-05 31
High FRQDLMNI 4.9E-05 0 1 1 4 P78371 1 1781.921 High 0 6.57E-07 61
High FSCMCPQG2xCarbami   4.11E-05 0 1 1 1 Q12805 0 1631.713 High 0 5.17E-07 48
High FSDTCFLDT3xCarbami    6.33E-05 0 1 1 1 P98160 0 2786.113 High 0 9.25E-07 67
High FSEPVYAAF 1E-05 0 1 2 3 O95361 0 1544.778 High 0 7.72E-08 78
High FSFEQPDG 0.004757 0 1 1 1 P29466 0 1082.49 High 0 0.000314 37
High FSGQLNSH 1xCarbami  5.31E-05 0 1 1 2 P01023 0 1899.881 High 0 7.31E-07 43
High FSGSGAGT 0.000756 0 1 1 3 A0A0C4DH 0 1287.622 High 0 2.63E-05 52
High FSGSGSGT 4.53E-06 0 3 6 5 A0A087WW   0 1303.616 High 0 2.66E-08 74
High FSGSGSGT 3.61E-07 0 1 2 9 A0A0C4DH 0 1632.786 High 0 4.35E-09 85
High FSGSIDSSS 5.2E-06 0 0 0 1 0 1957.971 High 0 3.18E-08 87
High FSGSNSGN 6.32E-08 0 1 1 16 P80748 0 1612.793 High 0 1.28E-10 105
High FSGWYDAD 2.2E-05 0 1 1 5 P18669 1 2135.978 High 0 2.22E-07 61
High FPQQWYLS 9.57E-05 0 1 1 1 P09958 0 1609.812 High 0 1.62E-06 61
High FVLSGANIM1xCarbami  1.14E-06 0 1 1 1 Q9ULC4 0 1919.972 High 0 4.13E-09 56
High FVYHLSDLC1xCarbami  0.000262 0 1 1 24 P01591 0 1281.63 High 0 6.32E-06 54
High GDTANEIG 0.001613 0 1 1 1 P36952 0 1870.929 High 0 7.27E-05 37
High GDTFSCMV1xCarbami  9.44E-08 0 1 1 14 P01876 0 2209.042 High 0 5.49E-10 70
High GDTFSCMV1xCarbami    5.76E-05 0 1 1 6 P01876 0 2225.037 High 0 8.16E-07 40
High GDVVNQD 1.23E-07 0 1 1 2 Q9UBQ7 0 1792.871 High 0 3.2E-10 79
High GDYDAFFE 0.000209 0 1 1 1 O75368 0 1190.511 High 0 4.63E-06 53
High GEADAMSL 4.86E-08 0 1 1 30 P02788 0 1804.806 High 0 7.04E-10 86
High GEADAMSL1xOxidatio  2.76E-07 0 1 1 8 P02788 0 1820.801 High 0 6.09E-10 83
High GEFEGFVAV 0.000309 0 1 1 2 Q9NY33 0 1295.663 High 0 7.82E-06 54
High GEMSRPGE2xCarbami   7.69E-05 0 1 1 2 P07602 0 2365.094 High 0 1.21E-06 33
High GEVLPLPEA 0.002547 0 1 1 1 P04196 0 2226.171 High 0 0.000136 28
High GFGFGQGA 2.52E-05 0 1 1 1 P21291 0 1433.681 High 0 2.67E-07 87
High GFGHIGIAV1xCarbami  2.41E-06 0 1 1 3 Q04760 0 1790.889 High 0 1.28E-07 59
High GFKDQIYDI 0.000761 0 1 1 4 P60842 1 1501.769 High 0 2.65E-05 47
High GFLFGPSLA1xCarbami  3.42E-08 0 1 1 1 P07741 0 2147.168 High 0 3.65E-11 60
High GFQALGDA 5.55E-05 0 1 1 1 P01033 0 1233.622 High 0 7.74E-07 48
High GFQFVSSSL1xCarbami  0.000519 0 1 1 1 P62633 0 1775.842 High 0 1.58E-05 50
High GFSVVADT 0.001143 0 1 1 1 Q14847 0 1418.727 High 0 4.57E-05 41
High GGCITLISSE1xCarbami  2.17E-07 0 1 1 104 P01833 0 1657.81 High 0 2.5E-09 81
High GGFVLLDG 0.000619 0 1 1 1 Q13228 0 1510.779 High 0 2.01E-05 54
High GGGFGGGS 2.26E-09 0 1 1 2 P35908 0 2399.018 High 0 9.36E-13 99
High GGGGGGYG 2.19E-08 0 1 1 4 P04264 0 2383.952 High 0 2E-11 96
High GGGGSFGY 4.7E-06 0 1 1 4 P35527 0 2705.161 High 0 3.14E-08 85
High GGIVDEGA 0.00317 0 1 1 1 O43175 0 1099.611 High 0 0.000182 52
High GGPGSAVS 6.87E-05 0 1 1 10 P04083 0 2356.157 High 0 4.43E-06 46
High GGPVQVLE 0.000341 0 1 1 1 Q13228 0 1412.727 High 0 8.95E-06 44
High GGPVQVLE 8.99E-05 0 1 1 1 Q13228 1 2390.281 High 0 1.49E-06 36
High GGQGDPAV 0.004669 0 1 1 5 O15231 0 2074.979 High 0 0.000306 35
High GGSFQLNE 0.001202 0 1 1 23 P02788 0 1390.733 High 0 0.000178 55
High GGSGGGGS 0.000253 0 1 1 6 P35908 0 1741.748 High 0 6.01E-06 69
High GDRSEDFG 7.74E-07 0 1 1 5 P04083 1 2067.885 High 0 2.44E-09 64
High FVTHVSDW 0.004669 0 0 0 2 0 2273.192 High 0 0.000306 19
High GDAVCTES 2xCarbami   0.000163 0 1 1 3 P08603 0 2177.959 High 0 0.000548 29
High GCTDNLTLT1xCarbami  0.006378 0 1 1 1 O00151 0 1320.658 High 0 0.000467 56
High FVYHLSDLC1xCarbami  0.001009 0 1 1 5 P01591 1 1409.725 High 0 3.86E-05 55
High FWEVISDEH 0.000453 0 1 2 1 P68371 0 3116.423 High 0 1.31E-05 47
High FYALSASFE 3.83E-06 0 0 0 1 0 1607.774 High 0 2.1E-08 66
High FYEEVHDLE 0.005389 0 2 2 2 P55209; Q9 0 1336.617 High 0 0.000372 42
High FYFQEDE 0.002178 0 1 1 6 P18510 0 977.3887 High 0 0.00011 42
High FYKNEGGT 0.000663 0 1 1 7 Q13228 1 1544.738 High 0 0.000494 38
High FYNELTEILV 8.75E-06 0 1 1 2 Q8WUM4 0 1396.747 High 0 6.4E-08 65
High FYNQVSTP 0.003705 0 1 1 1 P19823 0 1337.721 High 0 0.000225 23
High FYPEDVAEE 3.76E-08 0 1 1 6 P15311 0 2038.002 High 0 4.14E-11 78
High FYQASTSEL 0.001898 0 1 1 1 O60547 0 1393.663 High 0 9.09E-05 42
High FYTKPPQCV1xCarbami  0.000227 0 1 1 3 Q8N474 0 1919.968 High 0 5.2E-06 32
High FYTIEILKVE 2.99E-05 0 1 1 67 P12273 1 1254.698 High 0 3.37E-07 79
High GAAGALLV 0.000317 0 1 2 1 P61019 0 1319.732 High 0 8.14E-06 41
High GAEEMETV 0.00392 0 1 1 1 Q99497 0 1675.803 High 0 0.000241 49
High GAGTNEDA 9.91E-06 0 1 1 2 P12429 0 1673.87 High 0 7.58E-08 72
High GAGTVFDA 1.08E-05 0 1 1 1 P06737 0 3307.678 High 0 8.56E-08 29
High GALQAAGF 8.8E-06 0 1 1 3 Q96L46 0 2250.17 High 0 6.45E-08 59
High GALTTVEG 0.000667 0 0 0 1 0 1230.705 High 0 2.23E-05 51
High GASQAGM 0.006418 0 1 1 1 P37802 0 1383.614 High 0 0.00047 34
High GATQQILD 0.000611 0 1 1 1 P78371 0 1330.66 High 0 1.97E-05 41
High GAVEAAHQ 0.005457 0 1 1 4 Q8IZ83 0 2065 High 0 0.000595 28
High GAVEKGEE 1xCarbami  0.000464 0 1 1 3 P31947 1 1592.722 High 0 0.000336 50
High GAVGALLV 5.48E-05 0 1 2 1 Q15907 0 1289.746 High 0 7.64E-07 56
High GAVSAEQV 0.000165 0 1 1 1 Q9UHV9 0 1418.739 High 0 3.36E-06 39
High GAVVVLNM 0.00563 0 0 0 1 0 1344.73 High 0 0.000395 45



High GAVYSFDPV 0.000234 0 1 1 2 P20618 0 1545.733 High 0 5.42E-06 43
High GAWDWSM 0.001623 0 1 1 1 Q86SF2 0 1279.593 High 0 7.34E-05 49
High GAYPLSIEP 0.007047 0 1 1 8 P00450 0 1371.763 High 6.52E-05 0.001199 36
High GCITIIGGG 3xCarbami    3.5E-07 0 1 1 2 P00558 0 1754.787 High 0 9.33E-10 56
High GDAAVRDE 0.003353 0 1 1 1 Q15008 1 1473.748 High 0 0.000196 36
High DLPLLLFR 0.005701 0 1 1 5 O43175 0 986.6033 High 0 0.0004 39
High FPPPLSPPY 0.002468 0 0 0 43 0 1381.726 High 0.000187 0.002782 43
High FNVLQYVV 8.42E-06 0 1 1 2 Q14152 0 1434.799 High 0 1.59E-07 64
High FAELVYTGF1xCarbami  1.95E-06 0 1 1 4 P00966 0 2374.096 High 0 8.45E-09 55
High FALEVAAK 0.007453 0 1 2 1 P55786 0 848.4876 High 0 0.000575 42
High FAIQDISVE 0.000428 0 2 4 2 P12814; O4 0 1537.774 High 0 2.35E-05 57
High FAQDVSQD 0.004146 0 0 0 1 0 1406.691 High 0 0.00026 29
High FATEAAITIL 0.001015 0 1 1 1 P17987 0 1205.689 High 0 3.91E-05 36
High FAVEEIIQK 0.001468 0 1 1 1 Q9BS40 0 1076.599 High 0 6.44E-05 44
High FAYGYIEDL 0.00285 0 1 1 1 P30740 0 1218.604 High 0 0.000157 37
High FCADHPFLF1xCarbami  6.45E-05 0 1 2 3 P50453 0 1569.767 High 0 9.48E-07 40
High FCLFQSETK 1xCarbami  0.003503 0 1 1 16 P02788 0 1159.545 High 0 0.000208 40
High FDASFFGV 0.000619 0 1 1 1 P49327 0 1251.616 High 0 2.01E-05 34
High FDDAVVQS 0.002886 0 1 1 1 P11142 0 1254.567 High 0 0.00016 47
High FDEFFSEGC1xCarbami  1.3E-07 0 1 1 2 P02787 0 1577.658 High 0 2.19E-10 86
High FDEFFSEGC1xCarbami  5.66E-05 0 1 1 5 P02787 1 1705.753 High 0 7.98E-07 57
High FDEYFSQSC1xCarbami  4.96E-07 0 1 1 35 P02788 0 1862.765 High 0 2.33E-08 75
High FDGALNVD 3.73E-06 0 2 7 3 Q9BQE3; P 0 2409.209 High 0 2.03E-08 68
High FDGILGMA 0.002959 0 1 1 1 P07339 0 1239.619 High 0 0.000166 38
High FDHILYTGS 0.000129 0 1 1 6 P30838 0 1494.759 High 0 2.44E-06 44
High FDLGQDVID 1.29E-06 0 2 2 1 P31150; P5 0 2151.087 High 0 4.84E-09 78
High FDPTQFQD 1xCarbami  0.000366 0 1 1 3 Q7L1Q6 0 2897.387 High 0 0.000212 31
High FDTIYQILLK 0.007003 0 1 1 2 Q14258 0 1253.714 High 0 0.000532 37
High FEDENFILK 0.003729 0 1 1 2 P62937 0 1154.573 High 0 0.000225 45
High FEDGVLDP 0.001761 0 1 1 1 P04004 0 1422.654 High 0 8.2E-05 39
High FEEEIKAEQ 0.001839 0 1 1 2 Q96C19 1 1536.718 High 0 8.74E-05 34
High FEELCSDLF 1xCarbami  0.001337 0 1 3 2 P0DMV8 0 1315.599 High 0 5.65E-05 51
High FEELNADLF 0.001129 0 1 2 2 P11142 0 1253.616 High 0 4.5E-05 51
High FEGFIQTR 0.003291 0 0 0 1 0 997.5102 High 0 0.000191 40
High FEHCNFND 1xCarbami  0.000368 0 1 1 3 P13987 0 1539.665 High 0 9.91E-06 43
High FEQAFITSL 0.00115 0 0 0 1 0 1668.921 High 0 4.62E-05 42
High FEVQVTVP 0.001405 0 1 1 1 P01023 0 1046.588 High 0 6.06E-05 47
High FAEAFEAIP 0.004121 0 1 1 1 P50990 0 1150.589 High 0 0.000258 26
High FFADLLDYI 8.66E-05 0 1 1 1 P00492 0 1244.656 High 0 1.42E-06 53
High FADDQLIID 1.27E-05 0 1 1 4 P17655 0 1827.891 High 0 1.06E-07 68
High EYVLPSFEV 8.83E-07 0 1 1 4 P01024 0 1878.974 High 0 2.91E-09 62
High ESTVFEDLS 1xCarbami  7.08E-08 0 1 1 114 P02788 1 3132.359 High 0 1.1E-10 66
High ESVDGQW 1xCarbami  3.84E-05 0 0 0 1 0 1735.796 High 0 4.7E-07 44
High ETAAVIFLH 3.74E-07 0 0 0 4 0 2738.39 High 0 9.2E-10 53
High ETDLLLDDS 1.95E-07 0 1 1 7 P30044 0 1906.976 High 0 3.82E-10 81
High ETGANLAIC1xCarbami  0.005095 0 1 1 1 P48643 0 3379.649 High 0 0.000345 23
High ETKDTDIVD 1.96E-05 0 1 1 2 O15145 1 1949.938 High 0 1.91E-07 53
High ETLLQDFR 0.001487 0 1 1 2 P02760 0 1021.531 High 0 6.53E-05 57
High ETLNISGPP 0.005224 0 1 1 1 P28838 0 1168.657 High 0 0.000356 41
High ETSLIVTIQG 0.003111 0 1 1 1 P98160 0 2448.309 High 0 0.000177 27
High ETTDTDTAD 3.34E-08 0 1 1 3 O43707 0 1741.813 High 0 3.52E-11 99
High ETVSEESNV1xCarbami  7.34E-06 0 1 1 2 P13639 0 1594.763 High 0 5.07E-08 69
High ETVSQRPG 0.001054 0 1 1 1 Q14203 0 2682.352 High 0 4.11E-05 23
High ETYGEMAD2xCarbami   0.003799 0 1 1 3 P02768 0 1434.533 High 0 0.000296 37
High ETYGEMAD2xCarbami     0.002137 0 1 1 3 P02768 0 1450.528 High 0 0.000106 40
High EVDEQMLN 0.000354 0 3 4 2 P07437; P6  0 1446.689 High 0 9.42E-06 58
High EVDLKDYED 0.002362 0 1 1 1 P02671 1 1509.707 High 0 0.000122 36
High EVGPTNAD 1xCarbami  0.002453 0 1 1 2 P00450 0 1470.726 High 0 0.000129 48
High EVGTPHGII 1xCarbami  3.65E-07 0 1 1 7 P02790 0 2498.234 High 0 7.51E-07 65
High EVGVYEALK 4.72E-05 0 1 1 2 P40925 1 1751.885 High 0 6.23E-07 61
High EVNVSPCPT2xCarbami   0.000574 0 1 1 3 P61916 0 1843.868 High 0 1.81E-05 49
High EVPLNTIIFM 0.000146 0 1 1 3 P01008 0 1389.756 High 0 2.85E-06 43
High EVPLNTIIFM1xOxidatio  0.001136 0 1 1 2 P01008 0 1405.751 High 0 4.54E-05 40
High EVQGFESA 1.27E-07 0 1 1 4 P06396 0 1722.837 High 0 2.13E-10 94
High EVQGNESD 0.000494 0 1 1 3 P40121 0 1918.864 High 0 1.48E-05 41
High EVSEAVVD 8.08E-05 0 1 1 1 P98160 0 1810.896 High 0 1.29E-06 56
High EVVSAQPA 0.003395 0 1 1 4 P28799 0 1388.753 High 0 0.000248 34
High EVVSLTEAC3xCarbami    6.11E-09 0 1 1 6 P02774 0 2518.017 High 0 3.58E-12 91
High EVWYFGLH 5.73E-05 0 1 1 4 P15311 0 1669.801 High 0 8.1E-07 52
High EYFSWEGA 0.005323 0 1 1 3 P26641 0 1684.775 High 0 0.000366 35
High EYVNASEVS 9.75E-05 0 1 1 2 O15231 0 1779.887 High 0 1.66E-06 63
High FNWYVDGV 9.43E-06 0 1 2 14 P0DOX5 0 1677.802 High 0 8.95E-08 56
High FFDANYDG 0.001329 0 1 1 2 Q15691 1 1963.882 High 0 0.00026 34
High FFGLPITGM 0.000526 0 1 1 2 P09237 0 1452.767 High 0 1.62E-05 29
High FLFPFFDSA 4.38E-07 0 1 1 1 P17174 0 2313.097 High 0 1.14E-09 64
High FLGDKVTSY 0.00016 0 1 1 3 P98160 1 1541.796 High 0 3.24E-06 45
High FLGSGGFIG 0.000473 0 1 1 1 Q02809 0 1627.848 High 0 1.4E-05 37
High FLHNPDAA 1xCarbami  2.2E-07 0 1 1 7 Q13228 0 2389.172 High 0 4.43E-09 87
High FLLADNLYC1xCarbami  0.001087 0 0 0 1 0 1256.634 High 0 4.3E-05 31
High FLLGSWLEQ 3.34E-05 0 1 1 3 P54802 0 1319.711 High 0 3.91E-07 54
High FIIHAPPGE 7.31E-05 0 1 1 2 P47755 0 2101.05 High 0 1.13E-06 36
High FLIPNASQA 0.003091 0 1 1 4 P63104 0 1304.684 High 0.000748 0.01124 36
High FINMFAVL 0.001009 0 1 2 1 Q7L576 0 1439.76 High 0 3.87E-05 44
High FINPFGLAS 3.39E-07 0 1 1 1 Q12882 0 2082.069 High 0 8E-10 67
High FIQQTYPSG1xCarbami  0.000223 0 1 1 2 Q8WUM4 0 2161.961 High 0 5.04E-06 44
High FIQYLASR 0.002728 0 0 0 1 0 997.5465 High 0 0.000148 39
High FLSLDYIPQ 0.004787 0 1 1 1 Q14790 0 1251.673 High 0 0.000316 34
High FLTALAQDG 6.32E-06 0 1 1 2 Q8WUM4 0 2504.288 High 0 4.14E-08 86
High FITHAPPGE 4.81E-05 0 1 1 2 P52907 0 2089.014 High 0 6.41E-07 34
High FLVGPDGIP 0.002868 0 1 1 2 P22352 0 1314.724 High 0 0.000158 35
High FLVHDSFW 1.51E-05 0 1 1 4 P98160 0 2148.091 High 0 1.34E-07 50
High FLYFSNWL 0.001087 0 1 1 2 Q13228 0 1667.833 High 0 4.27E-05 50
High FMEQVIFK 0.006704 0 1 1 1 P61158 0 1041.544 High 0 0.000501 44
High FMFDLFQQ 0.000104 0 1 1 1 P29508 0 1378.661 High 0 1.81E-06 56
High FMNPFNM 7.07E-06 0 1 1 2 P31948 0 1643.771 High 0 4.83E-08 59



High FNASIAYDR 0.005191 0 1 1 1 P04424 0 1056.511 High 0 0.000354 41
High FNKNNEGT 7.46E-07 0 1 1 5 P00450 1 2293.027 High 0 1.8E-08 69
High FNKPFVFLM 8.62E-07 0 1 1 4 P01009 0 1855.978 High 0 2.83E-09 69
High FNKPFVFLM1xOxidatio  0.000226 0 1 1 2 P01009 0 1871.972 High 6.52E-05 0.001052 28
High FNLMAIVS 0.001225 0 1 1 1 Q9Y5K5 0 1165.603 High 0 5.04E-05 43
High FNQAQSGN 6.68E-06 0 1 1 1 P42224 0 1880.917 High 0 4.48E-08 95
High FNSLNELVD 4.49E-05 0 1 1 1 P62993 0 1506.734 High 0 5.8E-07 40
High FNTFIHEDIW 1.97E-06 0 1 1 3 P34096 0 1704.849 High 0 4.72E-08 56
High FLEQQNQV 7.18E-05 0 2 2 2 P35908; P0 0 1475.785 High 0 1.1E-06 70
High FFEVILIDPF 3.51E-05 0 1 1 3 P61313 0 1504.82 High 0 4.2E-07 35
High FLEQELETIT 4.24E-05 0 1 1 6 P55058 0 1816.969 High 0 1.39E-05 41
High FLDLVPSLQ 0.001136 0 1 2 2 P31941 0 1988.085 High 0 4.53E-05 45
High FFGNSWAE 8.82E-05 0 1 1 3 O43488 0 1377.622 High 0 1.45E-06 47
High FFHPEEWA 0.004698 0 0 0 1 0 1963.934 High 0 0.000308 16
High FFSASCVPG1xCarbami  2.98E-06 0 1 1 54 P02788 0 1285.588 High 0 7.43E-08 59
High FFSASCVPG2xCarbami   5.06E-07 0 1 1 200 P02788 1 2258.048 High 0 1.38E-09 75
High FGANAILGV1xCarbami  7.94E-07 0 2 3 23 P09104; P0 0 1519.83 High 0 8.8E-09 94
High FGAVFLWD 0.000258 0 1 1 2 O75083 0 2208.072 High 0 6.12E-06 31
High FGDPVVQS 0.007315 0 1 1 3 P0DMV8 0 1222.577 High 0 0.000564 49
High FGIQAQMV 1.5E-06 0 1 1 2 P49720 0 1613.799 High 0 5.92E-09 74
High FGQGSGPIV 0.002832 0 1 1 3 Q9UGM3 0 1459.754 High 0 0.000156 45
High FGSYCPTTC2xCarbami   1.91E-09 0 1 1 2 P02679 0 2417.079 High 0 7.41E-13 113
High FGTVLTEHV 8.03E-05 0 0 0 1 0 1741.923 High 0 1.28E-06 63
High FGVEQDVD 1.38E-08 0 1 1 7 P14618 0 1859.9 High 0 1.07E-11 109
High FGVEQDVD1xOxidatio  4.8E-08 0 1 1 7 P14618 0 1875.895 High 0 5.73E-11 90
High FGVTDFPSC1xCarbami  1.3E-05 0 1 1 1 O00391 0 1721.836 High 0 1.09E-07 58
High FGYQFTQQ 2.12E-05 0 0 0 1 0 1328.638 High 0 2.12E-07 66
High FHDFLGDS 2.09E-05 0 1 1 6 P30041 0 2030.987 High 0 4.02E-07 43
High FHQLDIDD 0.000264 0 2 2 1 O75828; P1 0 1599.813 High 0 6.33E-06 40
High FKAPLEAVA 0.005701 0 1 1 13 O95968 1 1144.672 High 0 0.000403 44
High FKDIFQEIYD 2.89E-05 0 1 1 8 O75874 1 1445.731 High 0 3.23E-07 56
High FKDLGEEN 0.004251 0 1 1 28 P02768 1 1226.605 High 0 0.000395 51
High FKDPGLVD 0.000578 0 1 1 1 P49591 1 1358.768 High 0 1.82E-05 30
High FKEANNFLW 0.000479 0 1 1 1 P18124 1 1540.795 High 0 1.41E-05 31
High FKLEESYTL 2.54E-05 0 1 1 5 P30740 1 1785.902 High 0 6.38E-05 32
High FKVGTDGV 0.000151 0 1 1 3 P12830 1 1263.731 High 0 2.99E-06 57
High FIATLQYIVG 3.44E-06 0 1 1 1 P48147 0 1280.736 High 0 1.83E-08 67
High FICPLTGLW1xCarbami  0.001478 0 1 1 3 P02749 0 1772.977 High 0 6.51E-05 39
High FLCTGGVSP2xCarbami   1.69E-07 0 1 1 3 P00751 0 1914.847 High 0 3.14E-10 63
High FLCTGGVSP2xCarbami   0.00392 0 1 1 3 P00751 1 2975.414 High 0 0.000242 21
High FLDGNELTL1xCarbami  9.51E-05 0 1 1 1 O00299 0 1932.974 High 0 1.6E-06 30
High FLDNFSSGR 0.001165 0 1 1 2 Q9HAB8 0 1042.495 High 0 4.69E-05 44
High GGSGGSHG 1.42E-10 0 1 1 4 P35527 0 3223.282 High 0 2.24E-14 125
High DINAYNCEE1xCarbami  0.000118 0 1 1 2 P30041 1 2649.25 High 0 7.76E-06 38
High DLMVGDEA 0.000428 0 1 1 2 P61160 0 1334.626 High 0 2.57E-05 36
High AIEEGVNH 1.95E-07 0 1 2 4 P46926 0 2337.119 High 0 3.83E-10 56
High ALEHFTDLY 0.006916 0 1 1 1 Q00610 1 1620.838 High 0 0.000521 47
High ALELDSNLY 0.001696 0 1 1 1 P35579 0 1193.616 High 0 7.77E-05 32
High AIENELLAR 0.00012 0 1 1 3 P48637 0 1028.573 High 0 2.2E-06 53
High AIENIDTLTN 4.58E-07 0 1 1 2 Q15435 0 1991.07 High 0 1.2E-09 74
High AIEQADLLQ 1.63E-07 0 0 0 1 0 1842.872 High 0 3E-10 76
High ALESPERPF 0.000251 0 1 1 11 P00558 0 1768.996 High 0 1.59E-05 40
High ALESSIAPIV 0.000245 0 0 0 2 0 1687.938 High 0 5.74E-06 27
High ALEWLAR 0.001143 0 1 1 3 P0DOX6 0 858.4832 High 0 4.59E-05 53
High AIFLADGNV 8.31E-09 0 0 0 1 0 1715.875 High 0 5.38E-12 103
High AIGAVPLIQ 1xCarbami  8.11E-06 0 1 1 1 P07339 0 1989.018 High 0 5.79E-08 59
High ALGGLACD 1xCarbami  9.08E-06 0 1 1 6 Q13421 0 1199.62 High 0 6.76E-08 71
High ALGISPFHE 0.000581 0 1 1 2 P02766 0 2451.205 High 0 1.84E-05 34
High ALDVSASD 1.21E-05 0 1 1 2 P13798 0 1361.654 High 0 9.94E-08 54
High ALGQNPTN 0.004199 0 1 1 2 P60660 0 1354.733 High 0 0.000266 45
High AIGVLTSGG 1.76E-05 0 2 2 2 Q01813; P1 0 1787.907 High 0 1.65E-07 65
High ALHFAISEY 1.81E-05 0 2 2 85 P01036; P0 0 1292.663 High 0 1.71E-07 66
High AIHVHQFG 1xCarbami  0.001706 0 1 1 1 P08294 0 4491.122 High 0 7.89E-05 28
High AIHYALNCC3xCarbami    3.34E-05 0 0 0 3 0 2793.316 High 0 4.42E-06 32
High ALIAAQYSG 1.02E-05 0 1 1 1 P26641 0 1347.738 High 0 7.88E-08 69
High AIIASNIMY 4.02E-06 0 1 1 2 O14980 0 1808.973 High 0 2.25E-08 50
High ALLAYAFAL 1.88E-07 0 1 1 3 P01023 0 1565.832 High 0 1.65E-09 74
High ALIESYQNL 0.00132 0 0 0 1 0 1307.695 High 0 5.58E-05 43
High ALIEVLQPL 9.34E-05 0 1 1 2 P23381 0 1801.033 High 0 1.56E-06 46
High ALLEVVQSG 0.002922 0 1 2 3 O14818 0 1100.631 High 0 0.000163 39
High ALLGYADN 1xCarbami  1.2E-05 0 1 1 1 Q9HC38 1 2020.053 High 0 9.8E-08 53
High ALLLLCGED1xCarbami  0.004525 0 1 1 1 P08758 0 1118.54 High 0 0.000293 43
High ALINSPEGA 0.001828 0 0 0 1 0 1183.643 High 0 8.65E-05 43
High AIGSASEGA 4.27E-07 0 1 1 4 P28066 0 1961.956 High 0 1.31E-09 84
High ALDVNVAL 0.007594 0 1 1 1 P09455 0 970.568 High 0 0.00059 40
High ALDVMVST 0.000392 0 1 1 26 P26447 0 1247.645 High 0 9.53E-05 49
High ALDVGSGS 1xCarbami  0.000181 0 1 1 2 P22061 0 1694.853 High 0 3.82E-06 52
High AGYDGESIG1xCarbami  3.47E-07 0 1 1 1 Q96NY7 0 1757.755 High 0 8.31E-10 77
High AHDGGIYA 1.12E-08 0 1 1 5 O75083 0 2585.227 High 0 1.07E-11 76
High AHFSPSNII 1.97E-06 0 1 1 2 O00391 0 2042.045 High 0 8.59E-09 70
High AHQLVMEG1xCarbami  0.000309 0 1 2 2 P62714 0 1915.833 High 0 7.83E-06 31
High AHQTGETV 7.41E-07 0 1 1 5 Q9UBG3 0 3356.533 High 0 2.3E-09 51
High AHQVVEDG 0.00529 0 2 3 3 P62136; P6 0 1639.775 High 0 0.000361 42
High AHTDVGPG 0.001654 0 1 1 1 P10586 0 1717.887 High 0 7.57E-05 18
High AHTMTDDV 0.005127 0 1 1 1 Q00610 0 1451.662 High 0 0.000348 32
High AHYGGFTV 0.000546 0 1 1 1 P02675 0 1535.724 High 0 1.7E-05 31
High AKAEKPPLS 0.001074 0 0 0 2 1 3090.545 High 0 4.22E-05 30
High AKAYLEEEC1xCarbami  1.6E-06 0 1 1 2 P25311 1 1650.816 High 0 6.53E-09 86
High AKEGISINC 1xCarbami  0.004582 0 1 1 2 Q7Z4S6 1 2413.312 High 0 0.0003 40
High AKELGATEC1xCarbami  0.000227 0 1 3 2 P00326 1 1836.88 High 0 5.17E-06 30
High AKFYPEDVA 0.000607 0 1 1 3 P15311 1 2237.134 High 0 0.000219 30
High AKLDSLQD 4.76E-06 0 1 1 5 P80303 1 1996.053 High 0 7.28E-08 63
High AKPPSEAEY 0.000667 0 1 1 1 Q8TE68 0 1675.854 High 0 2.21E-05 32
High AKWDAWN 0.000473 0 1 1 5 P07108 1 1260.637 High 0 1.4E-05 35
High AKWEMPF 5.15E-05 0 1 1 3 P01011 1 1972.897 High 0 6.99E-07 39



High AIAANEADA 6.7E-05 0 1 1 3 P02787 0 3954.017 High 0 9.96E-07 71
High AIADTGAN 4.57E-05 0 1 1 2 P50990 0 1372.743 High 0 9.47E-07 60
High ALAEGVLLR 0.000179 0 1 1 4 P48637 0 941.5778 High 0 4.76E-06 54
High ALAELFGLL 8.75E-06 0 1 1 1 Q7Z6Z7 0 1173.724 High 0 6.44E-08 60
High ALAGCDFLT1xCarbami  0.001593 0 1 1 1 P37837 0 1392.719 High 0 7.15E-05 27
High AIAHYEQSA 0.004469 0 1 2 3 P54920 1 2562.138 High 0.000129 0.002261 25
High AIANECQA 1xCarbami  4.21E-05 0 1 1 2 P55072 0 1578.794 High 0 5.34E-07 76
High ALAQCAPP 2xCarbami   0.005224 0 0 0 1 0 1822.93 High 0 0.000357 24
High ALASQLQD 0.004698 0 1 1 1 P18206 0 1173.647 High 0 0.000308 58
High AIAVTVQEM 2.17E-05 0 1 1 1 Q9Y490 0 1289.713 High 0 2.18E-07 66
High ALDEGDIAL 0.007315 0 1 1 1 P35998 0 1157.641 High 0 0.000562 42
High ALLQEMPL 0.000208 0 1 1 2 P10155 0 1468.856 High 0 4.61E-06 45
High ALIQYFSPY 0.006539 0 0 0 1 0 1897.927 High 0 0.000484 19
High ALLTLADGR 0.001272 0 1 1 3 P12429 0 929.5415 High 0 5.31E-05 30
High ALLVEPVIN 1.95E-08 0 1 1 4 P21980 0 1800.027 High 0 1.71E-11 73
High AMGAAQV 3.3E-08 0 1 1 3 Q00796 0 1589.832 High 0 3.46E-11 103
High AMSVEQLT 5.93E-06 0 1 1 2 Q96BW5 0 2672.327 High 0 3.79E-08 56
High AMTVDREF 1.2E-06 0 1 1 79 P31025 1 3524.696 High 0 4.4E-09 73
High AMTVDREF1xOxidatio  5.47E-06 0 1 1 21 P31025 1 3540.691 High 0 2.74E-07 55
High AMTVDREF2xOxidatio  0.00024 0 1 1 4 P31025 1 3556.686 High 0 5.61E-06 42
High ANEGTVGV 0.000246 0 1 1 1 P05186 0 1361.666 High 0 5.8E-06 47
High ANILYAWA 0.00497 0 1 1 1 P19021 0 1077.584 High 0 0.000334 41
High ANINVENA 1.88E-05 0 1 1 1 P61006 0 1579.823 High 0 1.8E-07 57
High ANNTFYGL 4.77E-08 0 1 1 9 P00352 0 1589.796 High 0 5.71E-11 92
High ANSTDYGL 2.2E-07 0 1 1 2 P47895 0 1558.775 High 0 4.48E-10 89
High ANVDLLPR 0.007407 0 1 1 2 Q13421 0 897.5152 High 0 0.000571 37
High ANYLASPPL 5.3E-06 0 1 1 3 P21399 0 2074.17 High 0 8.37E-06 50
High APDFVFYA 2.12E-05 0 1 3 3 P15311 0 1182.594 High 0 2.12E-07 51
High APDVFPIISG1xCarbami  0.005063 0 1 2 5 P0DOX3 0 1331.678 High 6.52E-05 0.001642 31
High APEDAGPQ 4.4E-08 0 1 1 3 Q9Y5Z4 0 1586.745 High 0 5.11E-11 83
High APEPHVEE 8.45E-07 0 1 1 2 P52566 0 1939.804 High 0 2.76E-09 74
High APEPHVEE 0.000491 0 1 1 1 P52566 1 3005.401 High 0 1.47E-05 17
High APGQLALFS 0.000918 0 1 1 1 P31939 0 1332.716 High 0 3.41E-05 41
High APLDLDKYV 0.005389 0 1 1 1 O00743 1 1502.821 High 0 0.000373 20
High APLDIPVPD 0.006916 0 1 1 4 Q06323 1 1517.857 High 0 0.000523 37
High APLEAVAA 0.000251 0 1 1 13 O95968 0 869.5091 High 0 8.46E-06 44
High APLTGHSCY1xCarbami  0.00043 0 1 1 2 Q99538 0 1968.975 High 0 1.23E-05 26
High APNTPDILE 0.000143 0 1 1 1 P00966 0 1486.779 High 0 2.78E-06 57
High APNTPDILE 6.25E-05 0 1 1 2 P00966 1 1614.874 High 0 9.13E-07 49
High APPPSLTDC1xCarbami  5.3E-06 0 0 0 1 0 1685.816 High 0 3.27E-08 82
High APPSVFAEV 0.000394 0 1 1 2 P17174 0 2024.122 High 0 1.09E-05 52
High APSEEELHG 0.001664 0 1 1 2 Q8TE77 1 3142.394 High 0 7.59E-05 30
High APSWFDTG 1.63E-06 0 1 1 1 P02511 0 1496.684 High 0 6.67E-09 73
High APVAGTCY 1xCarbami  0.000133 0 1 1 2 P30086 0 2069.927 High 0 2.52E-06 47
High AMAVGAT 1xCarbami  6.04E-06 0 1 1 5 P40394 0 1334.644 High 0 3.22E-07 62
High AGVNTVTT 0.002468 0 1 1 1 P62424 0 1345.732 High 0 0.00013 55
High ALYTFEPR 0.001863 0 1 1 2 Q92882 0 996.5149 High 0 8.89E-05 40
High AIYHDLEQS 0.005491 0 1 1 2 Q9UNF0 0 1344.691 High 0 0.000383 29
High ALIVLAHSE 0.003823 0 1 1 1 P15559 0 1108.647 High 0 0.000234 51
High ALLVTASQC1xCarbami  5.12E-07 0 1 1 7 Q01518 0 1757.885 High 0 1.4E-09 90
High ALNSIIDVY 0.003111 0 1 1 4 P05109 0 1272.695 High 0 0.000341 32
High ALNVEPDG 1xCarbami  0.002407 0 1 1 3 P30044 0 2383.217 High 0 0.000125 31
High ALPAVQQN 7.53E-08 0 1 1 2 P22314 0 1808.95 High 0 1.05E-10 77
High ALPAVQQN 1.83E-07 0 1 1 1 P22314 1 1937.045 High 0 3.5E-10 91
High AIPDLTAPV 1.16E-06 0 1 1 3 P18206 0 2076.181 High 0 4.21E-09 47
High ALPGQLKP 0.000229 0 1 1 7 P09211 0 2126.16 High 0 5.23E-06 40
High ALPLALVLH 2.62E-05 0 1 1 1 P19971 0 1529.916 High 0 2.81E-07 50
High ALQAAYGA 3.57E-06 0 1 1 2 O43488 0 1804.955 High 0 1.91E-08 57
High ALQEALVLS 4.16E-05 0 1 1 1 P19971 0 1214.674 High 0 5.28E-07 76
High ALQEGEGD 0.001506 0 0 0 2 0 1560.75 High 0 6.62E-05 45
High ALQGASQI 0.000138 0 0 0 4 0 1369.78 High 0 9.36E-06 49
High ALQQGLVG 0.007047 0 1 1 1 P58107 0 1268.757 High 0 0.000534 27
High ALQSVGQIV 3.28E-07 0 1 1 1 P62333 0 1440.842 High 0 7.71E-10 82
High AIRDGVIEA 0.004044 0 1 1 2 O43242 1 1651.876 High 0 0.000252 28
High ALSEALTEL 1.37E-05 0 1 1 1 P34896 0 1294.689 High 0 1.18E-07 69
High ALSGYCGFM1xCarbami  1.02E-05 0 1 1 1 P53618 0 1764.82 High 0 7.91E-08 50
High AITGASLAD 0.000262 0 1 1 1 P83731 0 1261.682 High 0 6.27E-06 46
High ALTGHLEEV 4.5E-06 0 1 1 2 P04083 0 1605.957 High 0 2.62E-08 52
High AITPPHPAS 1.73E-05 0 1 1 2 P23142 0 2475.299 High 0 1.61E-07 46
High AITVFSPDG 0.002348 0 1 2 2 O14818 0 2449.24 High 0 0.000121 29
High ALTVPELTQ 0.004199 0 1 3 1 P68371 0 1691.867 High 0 0.000265 30
High ALTVPELTQ 0.002677 0 1 1 3 P07437 0 1659.895 High 0 0.000145 44
High ALVHERDE 1.66E-06 0 1 1 4 Q9UL46 1 1728.866 High 0 2.01E-07 54
High ALVLIAFAQ 1xCarbami  7.03E-08 0 1 1 34 P02768 0 2490.285 High 0 2.82E-10 72
High ALVQQMEQ 0.000317 0 1 1 1 P06727 0 1215.651 High 0 8.09E-06 46
High ALVSAQWV 1.26E-06 0 0 0 1 0 1413.785 High 0 4.73E-09 77
High ALYDTFSAF1xCarbami  4.19E-07 0 1 1 2 P11940 0 1806.873 High 0 1.07E-09 77
High ALYLQYTDE 5.59E-05 0 1 1 1 P00450 0 1519.743 High 0 7.8E-07 64
High AGVNFSEFT 0.000346 0 1 1 1 O75340 0 1441.711 High 0 9.12E-06 63
High AGVLAQLE 0.00023 0 1 1 1 Q7Z406 0 1214.638 High 0 5.27E-06 55
High AGVLAHLE 2.52E-05 0 1 2 2 P35579 0 1223.638 High 0 2.68E-07 61
High AAYLQETG 0.000157 0 1 1 4 P04083 0 1776.938 High 0 3.15E-06 48
High AAYLQETG 0.004582 0 1 1 7 P04083 1 1905.033 High 0 0.000436 34
High ACANPAAG1xCarbami  5.56E-07 0 1 1 8 P00558 0 1768.937 High 0 3.56E-09 79
High ACEPGVDY 1xCarbami  0.003705 0 1 1 1 P01024 0 1300.588 High 0 0.000224 46
High ACYLSINPQ1xCarbami  0.003291 0 1 1 1 P61163 1 2139.027 High 0 0.00019 38
High ADAVTLDG 2.38E-10 0 1 1 271 P02788 0 2071.038 High 0 4.5E-14 110
High ADDGRPFP 0.004939 0 1 1 5 P04075 0 1342.711 High 0.001899 0.02134 28
High ADDKETCFA1xCarbami  0.001441 0 1 1 8 P02768 1 1499.632 High 0.000234 0.00334 41
High ADEGISFR 0.001644 0 1 1 1 Q06830 0 894.4316 High 0 7.51E-05 46
High ADEGWYW1xCarbami  1.97E-05 0 1 1 57 P01833 0 1370.583 High 0 3.73E-07 66
High ADEHVIDQ 0.000184 0 1 1 1 P13861 0 2307.016 High 0 3.89E-06 31
High ADFCIIHYA 1xCarbami  0.000863 0 1 2 1 P35579 0 1294.625 High 0 3.13E-05 35
High ADFDNTVA 2.31E-05 0 1 1 1 P00390 0 2315.151 High 0 2.39E-07 55
High ADFSGMSQ 6.85E-06 0 1 1 1 P35237 0 1586.737 High 0 4.61E-08 61



High ADGDCDLA1xCarbami  0.000165 0 0 0 3 0 1596.805 High 0 5.6E-06 44
High ADGESCSA 1xCarbami  0.0001 0 1 1 1 P01008 0 1750.672 High 0 1.71E-06 61
High ADGYVDNL 0.000363 0 1 1 1 Q9H008 0 2270.13 High 0 9.81E-06 32
High ADLFYDVEA 1.78E-06 0 1 1 2 P04196 0 1824.89 High 0 7.5E-09 63
High ADIGCTPGS1xCarbami  0.001623 0 1 1 1 P01024 1 3537.619 High 0 7.34E-05 32
High ADILQVGLR 1.6E-05 0 0 0 1 0 984.5837 High 0 1.44E-07 72
High ADLSGMSG 0.003034 0 1 1 2 P30740 0 964.4517 High 0 0.000171 38
High ADLTALFLP 0.000329 0 1 1 1 Q13045 0 1116.641 High 0 8.53E-06 32
High ADIWSFGIT 0.000105 0 0 0 3 0 2332.197 High 0 1.83E-06 43
High ADMGGAA 1xCarbami  1.76E-06 0 1 1 1 P28838 0 1693.825 High 0 7.41E-09 61
High ADMGGAA 1xCarbami    4.12E-06 0 1 1 1 P28838 0 1709.82 High 0 2.33E-08 53
High ADMWSFG 0.000191 0 1 1 1 Q9UEW8 0 2350.154 High 0 4.08E-06 39
High ADNFEYSD 6.66E-07 0 1 1 1 P36871 0 1771.777 High 0 1.99E-09 80
High ADRDQYEL 1xCarbami  8.22E-06 0 1 1 4 P02787 1 1881.876 High 0 5.93E-08 55
High ADVAFHFN 0.007785 0 0 0 1 0 1173.58 High 6.52E-05 0.000614 31
High AAVYHHFIS 0.000455 0 1 1 3 P01024 0 1471.744 High 0 1.33E-05 47
High ADVFHAYL 0.000543 0 1 1 3 Q86VP6 0 1376.757 High 0 1.67E-05 44
High AAVPSGAS 9.95E-07 0 2 3 12 P09104; P0 0 1804.944 High 0 3.42E-09 94
High AAVLEAMT 5.76E-05 0 1 1 2 P13716 0 1179.619 High 0 3.73E-06 57
High AAAGIQPPG1xCarbami  0.003637 0 1 1 2 Q8WVQ1 0 2641.283 High 0 0.000219 19
High AAAIGIDLG 1xCarbami  3.79E-07 0 1 1 5 P0DMV8 0 2265.133 High 0 9.37E-10 87
High AAAQCYID 1xCarbami  0.00045 0 1 1 2 P53618 0 1378.74 High 0 1.93E-05 40
High AAAYNLVQ 1xCarbami  0.002151 0 1 1 1 P17858 0 3102.579 High 0 0.000108 36
High AADTDGDG 3.22E-05 0 1 1 1 P27482 0 1885.82 High 0 3.72E-07 48
High AAFGQGSG2xCarbami   9.73E-06 0 1 1 1 Q08380 0 2913.306 High 0 7.41E-08 42
High AAFTECCQA2xCarbami   4.14E-05 0 1 1 27 P02768 0 1371.567 High 0 5.23E-07 62
High AAFTECCQA3xCarbami    0.005772 0 1 1 2 P02768 1 2124.987 High 0 0.000409 27
High AAGEGLLTL 0.000321 0 1 1 3 Q8TE68 0 1000.579 High 0 8.26E-06 55
High AAGIDEQE 0.002499 0 1 1 3 P28838 1 2095.979 High 6.52E-05 0.001294 22
High AAGVNVEP 6.62E-05 0 0 0 2 0 1702.895 High 0 9.8E-07 43
High AAHIFFTDT1xCarbami  6.78E-05 0 1 1 2 Q15833 0 2308.107 High 0 1.02E-06 32
High AALADVLR 0.00497 0 0 0 1 0 828.4938 High 0 0.000333 32
High AALCHFCID2xCarbami   0.000461 0 1 1 3 P54920 0 1663.775 High 0 5.76E-05 36
High AALEDTLAE 4.28E-06 0 1 1 2 P08727 0 1389.686 High 0 3.33E-07 72
High AALQGGGP 2.61E-08 0 1 1 8 Q13421 0 2516.224 High 0 2.54E-11 106
High AALQGGGP1xOxidatio  0.002627 0 1 1 2 Q13421 0 2532.219 High 0 0.000141 45
High AALVAQNY 5.34E-08 0 1 1 5 Q9BS40 0 2044.036 High 0 6.66E-11 78
High AAMIWIVG 3.91E-05 0 2 2 1 P63010; Q1 0 1508.757 High 0 4.83E-07 48
High AAPFSLEYR 0.004121 0 1 1 3 Q15181 0 1053.536 High 0 0.000258 39
High AAPSVTLFP 1.74E-05 0 1 4 57 P0DOY2 0 1986.018 High 0 1.63E-07 59
High AAQAPSSF 5.62E-05 0 1 1 1 P11586 0 1651.869 High 0 7.9E-07 44
High AAQLIGTCS1xCarbami  0.00093 0 0 0 1 0 2681.44 High 0 3.46E-05 18
High AAQQQEEQ 7.5E-05 0 0 0 1 1 2699.166 High 0 1.16E-06 35
High AASFQAWG 0.000497 0 0 0 2 0 1996.029 High 0 1.49E-05 73
High AATSDLEHY 0.000879 0 1 1 2 P80303 0 1249.57 High 0 3.22E-05 44
High AAVATFLQ 0.000176 0 1 1 8 P22314 0 1933.043 High 0 1.95E-05 64
High AAVESLGFI 0.000333 0 1 1 2 Q99460 0 1322.747 High 0 8.7E-06 35
High AAVGRPLD 0.006182 0 1 1 2 Q8WUM4 1 2046.145 High 0 0.000446 16
High AAVLWELK 0.002008 0 1 2 4 P00326 0 929.5455 High 0 9.84E-05 47
High APVGSAPG 0.005356 0 1 1 1 Q5SRE7 1 3054.564 High 0 0.000369 24
High AEAELCAEA1xCarbami  0.000168 0 1 1 3 Q7Z406 0 1478.643 High 0 1.78E-05 63
High AEATTLHVA 3.98E-05 0 0 0 1 0 2159.091 High 0 4.96E-07 28
High AGALNSND 2.92E-06 0 1 1 7 P06396 0 1319.695 High 0 2.27E-07 71
High AGALQLLLV 1.64E-06 0 1 1 3 P55058 0 1197.72 High 0 6.74E-09 79
High AGALQLLLV 4.79E-06 0 1 1 4 P55058 1 2387.348 High 0 2.85E-08 54
High AGCAVTSL 1xCarbami  0.004386 0 1 1 1 O60610 0 1520.799 High 0 0.000281 38
High AGCECLNE 3xCarbami    1.67E-06 0 1 1 1 O43396 0 2282.886 High 0 6.91E-09 48
High AGDFLEAN 0.000139 0 1 1 2 P01024 0 1641.769 High 0 2.68E-06 50
High AGEAGKLE 0.000319 0 1 1 1 Q9BR76 1 1659.837 High 0 8.18E-06 58
High AGESVLVH 1xCarbami  1.12E-05 0 1 1 3 Q08257 0 2180.124 High 0 8.91E-08 50
High AGEVQEPE 0.002745 0 1 1 3 P25311 0 1127.569 High 0 0.00015 39
High AGFAGDDA 0.000519 0 2 10 4 P60709; P6 0 976.4483 High 0 1.58E-05 40
High AGGADAVQ 4.66E-05 0 0 0 2 0 1372.718 High 0 6.11E-07 60
High AGGGAAEQ 0.002611 0 0 0 1 0 1810.908 High 0 0.00014 32
High AGGIETIAN 0.00016 0 1 1 1 P34932 0 1495.702 High 0 3.24E-06 47
High AGGSASAM 2.04E-05 0 1 1 4 P20618 0 2004.022 High 0 2.01E-07 59
High AGGSASAM1xOxidatio  0.000121 0 1 1 1 P20618 0 2020.017 High 0 2.22E-06 45
High AGGVASGL 0.005127 0 1 1 2 Q9Y6U3 0 1837.977 High 0 0.000348 30
High AGKPVICAT1xCarbami  4.08E-05 0 1 1 2 P14618 0 1876.969 High 0 5.11E-07 53
High AGKPVICAT1xCarbami    0.002219 0 1 1 4 P14618 0 1892.964 High 6.52E-05 0.001708 31
High AGIAHLYGI 0.000197 0 1 1 3 P09467 0 2072.077 High 0 1.38E-05 45
High AGLEDLQV 1.6E-05 0 1 1 2 Q9NZT1 0 1218.648 High 0 1.44E-07 76
High AGLLRPDYA 0.003659 0 1 1 1 Q96PD5 0 1551.875 High 0 0.000221 20
High AGIISTVEV 0.000585 0 1 1 1 P55786 0 1129.683 High 0 1.86E-05 55
High AGLMLQEA1xCarbami  0.004199 0 1 1 1 Q14651 1 1533.776 High 0 0.000266 19
High AGLQAFFQ 1xCarbami  2.68E-05 0 1 1 1 P00450 0 1639.79 High 0 2.91E-07 58
High AGNLGGGV 0.001563 0 1 1 1 P35268 0 1242.68 High 0 6.97E-05 53
High AGQAVDDF 0.002124 0 1 1 2 P52209 0 1192.584 High 0 0.000106 44
High AGTELVNF 0.004414 0 1 1 2 P02652 0 2385.197 High 0 0.000284 30
High AGTGVDNV 4.98E-08 0 1 1 3 O43175 0 1488.729 High 0 6.06E-11 109
High AGVDPLVP 0.002661 0 1 1 2 Q9UJ70 0 1036.615 High 0 0.000143 34
High AGAAPYVQ 8.48E-06 0 1 1 7 Q01518 0 2351.228 High 0 6.18E-08 77
High AEAESLYQS 3.01E-07 0 1 1 4 P04264 1 2286.125 High 0 2.84E-09 81
High AFYSLGNYI 0.000655 0 0 0 1 0 1745.911 High 0 2.17E-05 37
High AFYAELYHI 6.84E-09 0 1 1 4 Q9UL46 0 1897.969 High 0 4.16E-12 90
High AEDGSVIDY 2.1E-05 0 1 1 2 P07355 0 1908.882 High 0 2.1E-07 70
High AEDTAVYYC1xCarbami  0.000278 0 1 2 2 P01764 0 1290.567 High 0 6.79E-06 44
High AEEYEFLTP 0.000444 0 1 1 2 P52565 0 1751.837 High 0 1.28E-05 53
High AEFAEVSK 0.006746 0 1 1 14 P02768 0 880.4411 High 0 0.000519 40
High AEFAEVSKL 0.001654 0 1 1 1 P02768 1 1650.895 High 0 7.54E-05 29
High AEGSDVAN1xCarbami  3.85E-06 0 1 1 5 P14618 0 2494.144 High 0 2.57E-08 89
High AEGSDVAN1xCarbami    2.04E-05 0 1 1 1 P14618 0 2510.139 High 0 2E-07 45
High AEGSDVAN1xCarbami  1.1E-06 0 1 1 10 P14618 1 3494.641 High 0 3.93E-09 95
High AELEALLSS 0.000242 0 1 1 1 Q7Z406 0 1060.588 High 0 5.63E-06 58
High AELEALLSS 0.0075 0 1 1 1 Q7Z406 1 1574.827 High 0 0.00058 30



High AELEIQKDA 0.000841 0 1 1 3 P07741 1 1696.886 High 0 5.32E-05 35
High AELLVTEAP 3.02E-06 0 1 1 3 P98160 0 2310.255 High 0 1.53E-08 76
High AENFFILR 0.005955 0 1 1 2 P59998 0 1009.547 High 0 0.000425 30
High AESHPEVSI 1xCarbami  5.93E-06 0 1 1 1 P98088 0 2262.093 High 0 3.8E-08 47
High AFAHLQVP 0.000761 0 1 1 1 P98160 0 1167.627 High 0 2.64E-05 43
High AFAHITGGG 8.71E-05 0 1 1 1 P22102 0 1665.907 High 0 1.42E-06 37
High AFCDLSQPQ1xCarbami  7.01E-07 0 1 1 6 P22079 0 2206.106 High 0 2.14E-09 71
High AFCSFQIYA 1xCarbami  0.000407 0 1 1 2 P01034 0 2335.125 High 0 1.14E-05 37
High AFCSFQIYA 1xCarbami    0.004847 0 1 1 2 P01034 0 2351.12 High 0 0.000323 32
High AFDQDGDG 0.000103 0 1 1 1 Q9NZT1 0 1787.819 High 0 1.79E-06 38
High AFENCSED 1xCarbami  7.27E-07 0 1 1 1 O75828 0 1497.627 High 0 2.25E-09 89
High AFIITGQTYT 0.000491 0 1 1 1 P30566 0 1270.679 High 0 1.47E-05 37
High AFPALTSLD 0.000959 0 1 1 1 P08571 0 1972.997 High 0 3.62E-05 25
High AFQGLLDTY 1.13E-05 0 1 1 4 Q6XQN6 0 1555.79 High 0 9.05E-08 62
High AFQPFFVEL 3.24E-05 0 1 2 6 P01023 0 2045.056 High 0 3.76E-07 47
High AFQPFFVEL1xOxidatio  1.58E-06 0 1 2 2 P01023 0 2061.051 High 0 6.39E-09 77
High AFSDPFVEA 0.003111 0 1 1 1 P34932 0 1239.589 High 0 0.000176 42
High AFTECCVVA2xCarbami   0.000436 0 1 1 2 P01031 0 1540.725 High 0 8.46E-05 63
High AFVNCDEN1xCarbami  0.001983 0 1 1 12 P01833 0 1211.511 High 0 0.000148 38
High AFYPEEISSM 0.00115 0 1 2 2 P0DMV8 0 1614.808 High 0 4.61E-05 27
High APVILGSPD 0.000175 0 1 1 1 P09467 0 1712.947 High 0 3.65E-06 50
High AQAELENV 0.000549 0 1 1 2 Q7Z406 0 1859.898 High 0 1.7E-05 45
High AQHLSPAP 0.000507 0 1 1 2 Q9BW04 0 2562.379 High 0 3.06E-05 38
High CYTAVVPLV1xCarbami  3.74E-05 0 1 1 16 P01591 0 1656.83 High 0 8.35E-07 50
High DAAEFELFF 0.000397 0 1 1 1 Q6XQN6 0 1244.595 High 0 1.1E-05 45
High DADPILISLR 0.000229 0 1 1 1 Q9BR76 0 1112.631 High 0 5.25E-06 44
High DAEAWFN 0.006746 0 1 1 1 P13645 0 1109.49 High 0 0.000506 32
High DAFDRNPE 0.000261 0 1 1 4 P52209 1 2310.14 High 0 6.26E-06 41
High DAGTIAGLN 2.12E-05 0 1 1 2 P11142 0 1199.674 High 0 2.12E-07 71
High DAGVIAGL 5.48E-05 0 1 2 7 P0DMV8 0 1197.695 High 0 7.64E-07 58
High DALSDLALH 1.16E-06 0 1 1 1 P50991 0 1456.779 High 0 4.25E-09 79
High DASGATFTW 6.24E-06 0 2 2 82 P01877; P0 0 1512.697 High 0 4.07E-08 81
High DASGATFTW 9.11E-05 0 1 1 4 P01877 1 2434.163 High 0 1.51E-06 75
High DASGVTFTW 5.43E-06 0 1 1 104 P01876 0 1540.728 High 0 3.38E-08 81
High DASGVTFTW 0.000387 0 1 1 1 P01876 1 2462.195 High 0 1.06E-05 28
High DATNVGDE 2.36E-08 0 1 1 5 P06733 0 1960.925 High 0 2.22E-11 81
High DATNVGDE 1.67E-05 0 1 1 8 P06733 1 2743.378 High 0 1.54E-07 77
High DAVLLLFAN 0.000119 0 1 1 2 P18085 0 1103.646 High 0 2.17E-06 56
High DAVLLVFAN 3.1E-05 0 1 3 2 P61204 0 1089.63 High 0 3.54E-07 60
High DAYELQEV 1xCarbami  1.38E-05 0 1 1 4 Q9UEW8 0 2646.356 High 0 1.19E-07 36
High DCASHFEQ 1xCarbami  0.000274 0 1 1 2 O00391 0 1848.757 High 0 6.68E-06 22
High DCGATWVV1xCarbami  0.000453 0 1 1 3 P60174 0 1586.738 High 0 2.81E-05 51
High DCVGDVTE 2xCarbami   0.003353 0 1 1 1 P07996 0 1651.705 High 0 0.000196 32
High DCVGPEVE 1xCarbami  0.005918 0 1 1 5 P00558 0 1032.467 High 0 0.000422 45
High DDGLFSGD 0.004441 0 1 1 2 P37802 0 1594.717 High 6.52E-05 0.000797 46
High DDKCANLF 1xCarbami  0.000119 0 1 1 4 Q9P1F3 1 1793.91 High 0 2.18E-06 51
High DDSTKPKPE 0.001441 0 1 1 5 Q5VW32 1 2761.462 High 0 6.29E-05 21
High DDTYGPYSS 0.005032 0 1 1 2 Q9UGM3 0 1457.654 High 0 0.000364 32
High DEELSCTVV1xCarbami  0.007047 0 1 1 1 P01011 0 1421.683 High 0 0.000533 43
High DEQGACAV1xCarbami  1.85E-05 0 1 1 6 P40121 0 2783.437 High 0 1.77E-07 53
High DFAGIQVG 0.007135 0 1 1 2 Q9BW04 0 934.4993 High 0 0.000543 36
High DFDFVPPVV 0.003994 0 1 1 4 P01024 0 1190.62 High 0 0.000248 40
High CVWDIEVQ1xCarbami  0.002059 0 1 1 1 Q9UGM3 0 1595.727 High 0 0.000102 48
High DFDPAVTEY 0.000485 0 1 1 3 P09467 0 1453.696 High 0 2.11E-05 52
High CVSTLLDLIQ1xCarbami  0.002392 0 2 2 1 P63010; Q1 0 1390.761 High 0 0.000124 27
High CVDTMAYE1xCarbami  0.003353 0 1 1 3 O95968 1 1272.571 High 0 0.000197 43
High CIESLIAVFQ1xCarbami  4.69E-05 0 1 1 9 P31949 0 1307.703 High 0 6.19E-07 51
High CLKDGAGD 1xCarbami  0.002611 0 1 1 2 P02787 1 1379.699 High 0 0.00014 43
High CLRDGAGD1xCarbami  0.001067 0 1 1 5 P02788 1 1449.727 High 6.52E-05 0.000719 41
High CLVEKGDV 1xCarbami  0.000615 0 1 1 1 P02787 1 1364.724 High 0 1.98E-05 38
High CIWGPSYW4xCarbami     0.000121 0 1 1 4 P07602 1 3226.371 High 0 2.22E-06 24
High CLYASVLTA1xCarbami  0.001187 0 1 1 5 P13639 0 1378.715 High 0 4.84E-05 49
High CNQWSGLS3xCarbami    0.005772 0 1 1 21 P02788 0 3160.423 High 0 0.000409 25
High CPAPELLGG1xCarbami  0.000134 0 1 1 2 P01860 0 2151.167 High 0 1.03E-05 33
High CPEALFQPS2xCarbami   3.51E-05 0 1 2 2 P60709 0 3231.462 High 0 9.12E-07 31
High CPEPCPPPK4xCarbami     3.06E-05 0 0 0 3 1 2143.943 High 0 3.47E-07 59
High CPFGGAFA 1xCarbami  9.83E-07 0 1 1 4 Q6XQN6 0 1407.72 High 0 3.36E-09 72
High CPIGYSGLS 3xCarbami    1.42E-06 0 1 1 3 P98160 0 2216.916 High 0 5.53E-09 58
High CPLLVDSEG1xCarbami  0.002644 0 1 1 1 P01833 0 1402.704 High 0 0.000143 25
High CPLLYQWH1xCarbami  0.002362 0 0 0 1 0 1272.631 High 0 0.000122 29
High CPPGYIGLS 3xCarbami    6.35E-06 0 1 1 5 P98160 0 2171.931 High 0 4.18E-08 63
High CPVTYGQC 4xCarbami     2.06E-05 0 1 1 3 P03973 1 3075.307 High 0 3.94E-07 31
High CPVTYGQC 4xCarbami       0.000795 0 1 1 1 P03973 1 3091.302 High 0 2.81E-05 37
High CQLEINFNT1xCarbami  0.000118 0 2 4 1 P12814; O4 0 1608.805 High 0 2.14E-06 47
High CQNALQQV1xCarbami  4.93E-05 0 1 1 2 Q06210 0 1286.663 High 0 6.6E-07 68
High CQVSGSPP 1xCarbami  2.24E-05 0 1 1 3 P98160 0 1870.833 High 0 5.67E-07 63
High CREILSVDC 2xCarbami   2.57E-07 0 1 1 4 P10909 1 2078.959 High 0 2.69E-09 70
High CSATGSPAP1xCarbami  5.21E-05 0 1 1 3 P98160 0 1599.758 High 0 7.14E-07 40
High CSATGSPTP1xCarbami  0.000795 0 1 1 1 P98160 0 2370.139 High 0 2.8E-05 37
High CSNEAVLVA2xCarbami   0.001817 0 1 1 1 O95834 0 2630.295 High 0 8.53E-05 20
High CSTSPLLEA 2xCarbami   1.61E-06 0 1 1 31 P02788 0 1682.788 High 0 6.78E-07 63
High CSTSPLLEA 2xCarbami   0.002304 0 1 1 11 P02788 1 1810.883 High 6.52E-05 0.000626 25
High CSTSSLLEA 2xCarbami   4.11E-07 0 1 1 2 P02787 0 1531.688 High 0 1.04E-09 99
High CSWLVVQC2xCarbami   0.003659 0 1 1 1 P14324 0 1448.714 High 0 0.00022 27
High CTCISISNQ 2xCarbami   0.000924 0 0 0 2 0 1645.778 High 0 3.44E-05 41
High CVNHYGGY2xCarbami   0.005845 0 1 1 1 Q12805 0 1580.735 High 0 0.000416 23
High CLDPVDTP 1xCarbami  0.002627 0 1 1 4 P03973 0 1384.653 High 6.52E-05 0.001689 51
High DFEQPLAIS 0.000519 0 1 1 4 O00151 0 1175.606 High 0 1.58E-05 44
High DFNVGDYIQ 6.14E-05 0 1 1 2 P06737 0 1624.797 High 0 2.8E-06 65
High DLAKDITSD 0.000232 0 1 1 2 P04083 1 1640.776 High 0 5.32E-06 58
High DIAPTLTLYV 0.000299 0 1 2 2 P00738 0 1290.73 High 0 7.55E-06 48
High DIASGLIGP 1xCarbami  0.000256 0 1 1 12 P00450 0 1469.84 High 0 6.11E-06 60
High DLATALEQ 7.2E-06 0 1 1 2 P55957 0 1701.917 High 0 4.96E-08 35
High DLATVYVD 0.000667 0 1 1 1 P02647 0 1235.688 High 0 2.22E-05 43
High DIAYQLMH 0.000425 0 1 1 2 P05186 0 1373.699 High 0 1.21E-05 36



High DICEEQVNS1xCarbami  1.32E-05 0 1 1 3 P01024 0 1789.864 High 0 1.12E-07 46
High DLCGCYSVS3xCarbami    3.22E-07 0 1 1 72 P01876 0 2593.127 High 0 7.49E-10 64
High DLCGCYSVS4xCarbami     4.32E-05 0 2 2 17 P01877; P0 0 3949.74 High 0 5.54E-07 43
High DLCGIVASK1xCarbami  0.00128 0 1 1 3 P13489 0 962.4975 High 0 5.32E-05 33
High DICNDVLSL1xCarbami  0.001958 0 1 1 6 P63104 0 1418.72 High 0 9.51E-05 43
High DIDVIMGG 0.002098 0 1 1 2 P05186 0 1032.514 High 0 0.000104 37
High DLEAEHVEV 1.2E-05 0 0 0 4 0 1869.882 High 0 9.88E-08 50
High DLEEDHAC 1xCarbami  4.51E-05 0 1 1 2 P13639 1 1567.778 High 0 5.87E-07 40
High DLELLIQTA 3.54E-05 0 1 1 4 Q02818 0 1272.716 High 0 4.23E-07 59
High DIFTGLIGP 0.00323 0 1 1 3 P00450 0 1191.644 High 0 0.000186 40
High DLGEELEAL 2.45E-07 0 1 1 2 Q7Z406 1 3044.465 High 0 5.17E-10 63
High DLGGFDED 6.81E-06 0 1 1 1 Q9BRK5 0 1320.57 High 0 4.56E-08 64
High DLGTESQIF 7.64E-05 0 1 1 1 P50395 0 1365.701 High 0 1.19E-06 67
High DLGYIYFYQ 0.000118 0 1 1 3 P45974 0 1337.652 High 0 2.14E-06 44
High DIKDTTVGT 0.003823 0 1 1 2 P51665 1 1433.759 High 0 0.000234 49
High DLKPSNLLI 1xCarbami  0.005032 0 2 2 4 P28482; P2 0 1844.979 High 6.52E-05 0.000916 24
High DLLFKDSAI 0.001165 0 1 1 11 P02788 1 1468.779 High 0 4.69E-05 44
High DLLFQALGR 0.001886 0 0 0 1 0 1032.584 High 0 9.04E-05 31
High DLIHDQDE 2.88E-05 0 1 1 1 Q9UNZ2 0 2085.848 High 0 3.18E-07 35
High DLLLPQPDL 0.004044 0 1 1 6 P02750 0 1179.673 High 0.000234 0.003122 41
High DIINMLFYH 0.000234 0 1 1 2 P06737 0 1436.699 High 0 5.43E-06 48
High DIIPHPSYLQ 4.32E-05 0 1 1 2 Q16651 0 3351.77 High 0 2.1E-05 41
High DLLQQVPN2xCarbami   0.007315 0 1 1 1 Q7Z4S6 1 3493.783 High 0 0.000562 21
High DLAGHCYY 3xCarbami    0.001272 0 1 1 1 P98088 0 2315 High 0 5.3E-05 31
High DFISLGLQD 0.000116 0 1 1 3 P98160 0 1716.907 High 0 2.09E-06 41
High DLAGEEAF 0.004044 0 1 1 2 O15231 0 1007.479 High 0 0.000253 37
High DLADELALV 3.55E-06 0 1 1 4 P00338 0 1657.853 High 0 1.91E-08 83
High DFSALESQL 4.72E-05 0 1 1 3 P35579 0 2493.174 High 0 9.68E-06 55
High DGAGDVAF 7E-05 0 1 1 92 P02788 0 1020.511 High 0 2.94E-06 65
High DGDRFWW 0.000152 0 1 1 2 P22079 1 2225.005 High 0 3.02E-06 42
High DGEDQTQD 0.000676 0 0 0 3 0 2232.001 High 0 2.25E-05 51
High DGFDISGN 1xCarbami  1.57E-07 0 1 1 2 P02750 0 2485.109 High 0 2.85E-10 92
High DGFKGDLC 2xCarbami   5.21E-05 0 1 1 2 P98160 1 2203.95 High 0 7.11E-07 47
High DGFNPADV 0.000317 0 1 1 1 Q13228 0 2795.285 High 0 8.09E-06 38
High DGGIDPLVR 0.005881 0 1 1 2 P22079 0 941.5051 High 0 0.00042 32
High DGNASGTT1xCarbami  5.89E-06 0 1 2 5 P68104 0 3021.567 High 0 3.78E-08 57
High DGNASGTT1xCarbami  0.006458 0 1 2 3 P68104 1 3978.1 High 0.006983 0.1105 3
High DGNLHEGD 0.001946 0 1 1 2 Q9UDY2 0 1323.69 High 0 9.41E-05 29
High DGPLNMIL 0.003895 0 1 1 1 P23526 0 2252.123 High 0 0.00024 18
High DGSFSVVIT 6.89E-06 0 1 1 27 P01833 0 1250.674 High 0 1.03E-06 66
High DGSSGGVIY 1.1E-05 0 1 1 4 P28065 0 2088.072 High 0 1.3E-07 70
High DGTTHQTS 0.000574 0 1 1 2 P00966 0 2354.133 High 0 1.81E-05 34
High DGTVLCELI 1xCarbami  3E-05 0 1 1 7 P37802 0 2287.164 High 0 3.39E-07 45
High DGTVLCELI 1xCarbami  3.44E-06 0 1 1 9 P37802 1 2415.259 High 0 2.51E-06 65
High DGVVEITGK 0.003847 0 1 1 4 P04792 1 1468.739 High 0 0.000237 33
High DGWHSWP 0.004121 0 1 1 3 P02790 0 3219.471 High 0 0.00026 18
High DGYLFQLLR 0.00082 0 1 1 3 P04196 0 1124.61 High 0 2.93E-05 38
High DHADSNIV 0.007453 0 1 2 2 Q15907 0 1625.832 High 0 0.000579 34
High DHPESYHS 0.002677 0 1 1 1 P46926 0 2085.891 High 0 0.000144 5
High DHYIFYCEG1xCarbami  3.7E-09 0 1 1 281 P31025 0 2120.002 High 0 1.82E-12 94
High DKADFCIIH 1xCarbami  0.004069 0 1 2 1 P35579 1 1537.747 High 0 0.000254 29
High DKLNNLVL 0.00315 0 0 0 1 1 1318.737 High 0 0.00018 40
High DKSEVMLY 7.96E-06 0 1 1 5 Q15782 1 1768.915 High 0 6.16E-06 59
High DKVTCVGH1xCarbami  7.6E-07 0 1 1 2 P47989 1 2503.272 High 0 2.39E-09 52
High DKVTLVVG 0.000907 0 1 1 1 P21964 1 1924.111 High 0 3.36E-05 21
High DKYPNLQV 0.001034 0 1 1 2 P12268 1 2086.129 High 0 4E-05 29
High DLADELALV 0.00529 0 1 1 2 P00338 1 1899.032 High 0 0.000361 28
High DINAVAAS 0.000907 0 1 1 2 Q7L1Q6 0 1029.569 High 0 3.36E-05 38
High CLAIHPDM 1xCarbami  0.006873 0 1 1 2 O95834 0 2184.115 High 0.002595 0.03212 23
High CLAENAGD 1xCarbami  1.15E-05 0 1 1 5 P02788 1 3363.591 High 0 9.28E-08 66
High ASSIIDELFQ 0.000315 0 1 1 4 P10909 0 1393.696 High 0 2.81E-05 48
High ASSVTTFTG1xCarbami  0.001573 0 1 1 2 P52943 0 1724.791 High 0 7.03E-05 55
High ASYLDCIR 1xCarbami  0.002046 0 1 1 7 P02787 0 997.4771 High 0 0.0001 50
High ASYVAWGH 0.003799 0 1 1 2 Q9NQR4 0 2271.156 High 0 0.000232 18
High ATAAFILAN 0.001644 0 1 1 1 O00410 0 1829.991 High 0 7.48E-05 21
High ATAPVSFNY 2.12E-06 0 1 1 1 Q5VW32 0 2016.007 High 0 9.53E-09 80
High ATAVMPDG 1.72E-05 0 1 1 1 Q06830 1 2086.016 High 0 1.6E-07 60
High ATEDEYYR 0.001717 0 1 2 14 P01036 0 1046.443 High 0 0.000147 40
High ATFDISLVV 0.00037 0 1 2 3 P55786 0 1189.683 High 0 9.99E-06 49
High ATFGCHDG2xCarbami   0.000519 0 1 1 1 P02749 0 2385.996 High 0 1.58E-05 33
High ATFYGEQV 1.81E-05 0 1 1 1 P46940 0 1483.674 High 0 1.71E-07 56
High ATFYLNVLE 0.001623 0 1 1 1 Q9Y678 0 1325.71 High 0 7.39E-05 39
High ATGILLYGL 2.93E-05 0 0 0 1 0 1234.715 High 0 3.28E-07 46
High ATGIPDRFS 0.001922 0 1 2 1 A0A0C4DH 1 2343.158 High 0 9.26E-05 28
High ATLVCLISD 1xCarbami  8.08E-05 0 2 5 12 P0DOY2; P0 0 2211.152 High 0 1.96E-05 49
High ATMCNLLA 1xCarbami  0.003823 0 0 0 1 0 1297.664 High 0 0.000234 35
High ATNYNAGD 1.5E-05 0 1 1 7 P61626 1 2363.101 High 0 1.3E-06 39
High ATVAPEDV 1xCarbami  0.00229 0 1 1 1 Q9BWD1 0 2793.399 High 0 0.000117 23
High ATYFGSIVL 0.004525 0 1 1 3 P55058 0 2091.174 High 0 0.000295 20
High ATYFGSIVL 0.00464 0 1 1 3 P55058 1 2602.485 High 0 0.000305 35
High AVAEMQFG 5.52E-07 0 1 1 2 O95361 0 1604.846 High 0 1.55E-09 86
High AVAIDLPGL 0.007135 0 1 1 2 Q96IU4 0 1277.721 High 0 0.000544 36
High AVALSSSVM1xCarbami  0.003569 0 1 1 1 P28799 0 1463.698 High 0 0.000212 34
High AVAQALEV 5.61E-06 0 1 1 2 P49368 0 1166.689 High 0 3.52E-08 76
High AVCMLSNT1xCarbami  1.49E-08 0 1 6 5 P68366 0 1864.904 High 0 1.19E-11 89
High AVCMLSNT1xCarbami    2.21E-08 0 1 6 3 P68366 0 1880.899 High 0 2.02E-11 91
High AVCMLSNT1xCarbami  1.8E-07 0 1 1 1 Q9BQE3 0 1850.889 High 0 3.43E-10 75
High AVCVEAGM1xCarbami  0.002261 0 1 1 1 P17980 0 1289.67 High 0 0.000115 47
High AVCVLKGD 1xCarbami  0.000733 0 1 1 2 P00441 1 2172.148 High 0 2.51E-05 57
High ASSLESGVP 0.001515 0 1 1 2 P0DOX7 0 1089.553 High 0 6.68E-05 43
High AVDNQVYV 0.006788 0 1 1 1 Q9NQR4 0 1561.797 High 0 0.000509 50
High ASQSIGSSL 0.000563 0 0 0 2 0 2372.163 High 0 1.77E-05 29
High ASHEEVEG 0.001002 0 1 1 1 Q08380 0 1326.654 High 0 3.84E-05 34
High AQLGDLPW 0.00022 0 1 1 1 P05156 0 1438.805 High 0 4.96E-06 48
High AQLGVQAF 3.08E-05 0 1 1 4 P40227 0 1768.037 High 0 3.52E-07 60



High AQIHDLVLV 0.000113 0 1 1 1 P0DMV8 0 1465.812 High 0 2.01E-06 53
High AQLHGASE 5.54E-06 0 1 1 3 P98160 0 4524.124 High 0 3.48E-08 26
High AQPVQVAE 1.25E-06 0 1 1 7 P06396 0 2272.088 High 0 4.64E-09 80
High AQSLLSTDR 0.002563 0 1 1 2 O00231 1 2296.251 High 0 0.000136 20
High AQVEEFLAQ 1.62E-07 0 1 1 2 Q02809 0 2049.988 High 0 2.95E-10 82
High AQVTELED 1.65E-10 0 1 1 2 Q7Z406 0 1832.876 High 0 2.73E-14 139
High AQVWLEQV1xCarbami  0.00013 0 1 1 2 Q6XQN6 0 2710.352 High 0 2.45E-06 39
High AREDIFMET 0.000206 0 1 1 5 P25311 1 1352.688 High 0 4.53E-06 60
High AREDIFMET1xOxidatio  0.001685 0 1 1 3 P25311 1 1368.683 High 0 7.76E-05 48
High AREQTFGG 1.32E-05 0 1 1 2 P01036 1 2191.057 High 0 1.12E-07 47
High ARFEELCSD1xCarbami  0.002959 0 1 3 7 P0DMV8 1 1542.737 High 0 0.000166 31
High ARFEELNAD 0.000111 0 1 2 3 P11142 1 1480.754 High 0 3.56E-05 43
High ARPEYMLP 0.003091 0 1 1 1 P11216 0 1735.874 High 0 0.000176 36
High ARPFPDGLA 8.4E-07 0 1 1 4 P13639 1 2143.078 High 0 3.75E-09 59
High ARPTDYPTQ 0.000161 0 1 1 2 Q9Y259 0 2100.062 High 0 1.01E-05 35
High ASAGHAVS 6.86E-08 0 1 1 1 Q14247 1 3745.648 High 0 9.3E-11 61
High ASAGLLGA 0.000219 0 1 2 2 P0C0L4 0 2085.17 High 0 4.93E-06 22
High ASAGSYISA 0.000473 0 1 1 3 P28062 0 1095.579 High 0 1.4E-05 56
High ASASRPQPA 0.000412 0 1 1 2 P11274 0 3308.541 High 0 1.16E-05 32
High ASEHILLAT 0.00124 0 1 1 4 P22079 0 1809.002 High 6.52E-05 0.000811 29
High ASFENNCE 2xCarbami   0.000144 0 1 1 1 P56537 0 1646.694 High 0 2.81E-06 70
High ASFNHFDK 0.000125 0 1 1 4 O43707 1 2203.02 High 0 0.000115 47
High ASGVPDRF 0.000202 0 1 2 4 A0A087WW 1 1985.956 High 0 4.41E-06 49
High ASGYFTRPW 0.000655 0 0 0 3 0 1655.797 High 0 2.16E-05 32
High ASGYTFTGY 1.67E-05 0 0 0 2 0 1838.832 High 0 1.53E-07 64
High ASGYTFTSY 2.78E-06 0 1 1 4 A0A0C4DH 0 1694.817 High 0 1.36E-08 72
High ASGYTFTYR 0.000684 0 0 0 2 0 1065.5 High 0 2.29E-05 48
High ASIPFSVVG 2.8E-05 0 1 1 1 Q15019 0 1759.959 High 0 3.08E-07 54
High CIALAQLLV 1xCarbami  0.006221 0 1 1 2 Q13838 0 2277.254 High 0 0.000451 23
High AVDPDGDG 4.56E-06 0 1 1 3 Q9BRK5 0 1789.766 High 0 2.67E-08 64
High AVENYLIQM 0.00037 0 1 1 1 O14737 0 1307.678 High 0 1E-05 52
High AYSEAHEIS 0.000166 0 1 1 2 P61981 1 2361.14 High 0 3.39E-06 33
High AYTNFDAE 0.000913 0 1 2 1 P07355 1 2155.067 High 0 3.37E-05 46
High AYVVLGQF 3.06E-05 0 0 0 1 0 1349.819 High 0 3.48E-07 67
High AYWQVHL 1xCarbami  0.001515 0 1 1 2 P07339 0 2317.165 High 0 6.72E-05 37
High AYYENSPQ 0.000331 0 1 1 2 P01024 0 2166.003 High 0 8.6E-06 44
High AYYLACGFC2xCarbami   0.002333 0 0 0 1 0 1280.555 High 0 0.00012 34
High CAFSSQEPY1xCarbami  3.38E-08 0 1 1 89 P02788 0 1975.853 High 0 3.59E-11 87
High CANLFEALV1xCarbami  3.22E-05 0 1 1 2 Q9P1F3 0 1435.761 High 0 3.72E-07 71
High CATSKPAFF1xCarbami  0.001603 0 1 1 5 P04083 0 1356.662 High 0 7.22E-05 31
High CCAAADPH 3xCarbami    7.14E-07 0 1 1 18 P02768 0 1552.598 High 0 2.2E-09 64
High CCSAGCAT 4xCarbami     8.61E-05 0 1 1 1 Q14508 0 1847.718 High 0 1.4E-06 31
High CCSAGCAT 6xCarbami       4.29E-05 0 1 1 3 Q14508 1 3917.695 High 0 5.49E-07 38
High CCSGAIIVLT2xCarbami   0.00068 0 1 1 2 P14618 0 1221.633 High 0 2.28E-05 52
High CCTESLVNR2xCarbami   0.007546 0 1 1 4 P02768 0 1138.498 High 6.52E-05 0.001135 20
High CCVECPPCP4xCarbami     4.28E-06 0 1 1 9 P01859 0 2908.402 High 0 2.54E-08 56
High CCVTHDCC 4xCarbami     0.002797 0 1 1 1 P14555 0 1402.501 High 0 0.000154 21
High CDENILWL 1xCarbami  0.001165 0 1 1 1 P14618 0 1468.678 High 0 4.72E-05 41
High CDLELETNG2xCarbami   0.006338 0 1 1 1 P21980 1 2312.014 High 0 0.000465 23
High CDMEVSCP4xCarbami     0.000404 0 1 1 1 P28799 0 1909.664 High 0 1.12E-05 46
High CEEGVTVTT1xCarbami  3.08E-05 0 1 1 3 P98160 0 3381.674 High 0 8.53E-06 37
High CEHSQALH 4xCarbami     1.03E-05 0 1 1 6 P98160 0 3131.305 High 0 4.43E-06 21
High CESCAPGYE2xCarbami   0.000113 0 1 1 1 P98160 0 1920.821 High 0 2.04E-06 32
High CFVFDWPA1xCarbami  0.000747 0 1 1 3 P32456 0 1266.598 High 0 2.58E-05 31
High CGEDDETIP1xCarbami  0.002111 0 1 1 1 P20810 0 1570.633 High 0 0.000105 35
High CGGNCACC7xCarbami        0.001041 0 1 1 1 Q9NRA1 0 2584.934 High 0 4.03E-05 11
High CGIFAYLNY 1xCarbami  0.002319 0 1 1 1 Q06210 0 1609.794 High 0 0.000119 22
High CGLVPVLAE1xCarbami  8.58E-06 0 1 1 37 P02788 0 1362.709 High 0 6.29E-08 67
High CGNCGPGY2xCarbami   0.005808 0 1 1 1 Q13228 0 1741.734 High 0 0.00041 43
High CLAENAGD 1xCarbami  0.000155 0 1 1 15 P02788 0 1393.678 High 0 3.1E-06 85
High AYLEEECPA1xCarbami  7.69E-05 0 1 1 10 P25311 1 1579.778 High 0 1.21E-06 72
High AVEAAQVA 4.95E-06 0 1 1 2 P47895 0 1189.632 High 0 2.99E-08 83
High AYLEEECPA1xCarbami  0.000175 0 1 1 21 P25311 0 1451.684 High 0 7.4E-06 60
High AWVWNTH1xCarbami  0.004525 0 0 0 2 0 2739.335 High 0 0.000605 20
High AVFVDLEPT 3.55E-06 0 1 1 2 P68366 0 1715.921 High 0 1.91E-08 66
High AVFVDLEPT 1.91E-05 0 1 3 4 Q9BQE3 0 1701.906 High 0 1.84E-07 45
High AVGDGIVLC1xCarbami  0.000389 0 1 1 4 P13797 0 1031.555 High 0 1.08E-05 56
High AVGDKLPE 2xCarbami   0.000327 0 1 1 4 P00738 1 3432.595 High 0 8.45E-06 40
High AVGDKLPE 2xCarbami   2.21E-05 0 1 2 6 P00738 1 1857.92 High 0 2.24E-07 46
High AVGESVQK 0.002422 0 1 1 1 Q14376 0 1624.833 High 0 0.000127 49
High AVGNIVTG 1xCarbami  0.007546 0 1 1 1 O00629 0 3545.806 High 0 0.000585 11
High AVGSGATF 0.001354 0 1 2 2 P0C0L4 0 2022.974 High 0 5.78E-05 34
High AVHSNPGD 9.11E-05 0 1 1 2 Q6PGP7 0 1819.945 High 0 5.28E-06 38
High AVLDVFEEG 8.03E-05 0 1 1 1 P01011 0 1907.96 High 0 1.28E-06 46
High AVLEALGSC1xCarbami  1.55E-05 0 1 1 1 P34896 0 1388.72 High 0 1.39E-07 56
High AVIHYRDD 1xOxidatio  0.002815 0 1 1 2 O15144 1 1971.912 High 0 0.000154 25
High AVLNPLCQ 1xCarbami  0.000113 0 2 2 2 Q15437; Q 0 1447.736 High 0 2.03E-06 51
High AVLPLLDAQ1xCarbami  5.63E-07 0 1 1 3 Q6IBS0 0 2033.089 High 0 1.59E-09 74
High AVMDDFAA 8.56E-07 0 1 1 29 P02768 0 1342.635 High 0 2.79E-09 57
High AVMDDFAA1xOxidatio  0.000281 0 1 1 5 P02768 0 1358.63 High 0 6.94E-05 64
High AVQQPDGL 3.6E-05 0 0 0 1 0 1668.968 High 0 4.33E-07 47
High AVQTLQM 8.27E-06 0 1 1 2 Q06210 0 1660.876 High 0 5.95E-08 58
High AVSALGNA 2xCarbami   0.001874 0 1 1 1 Q9UGM3 0 3705.68 High 0 8.9E-05 40
High AVSTGVQA1xCarbami  4.75E-05 0 1 1 2 P52209 0 2809.332 High 0 6.26E-07 38
High AVTELNEPL 6.04E-06 0 1 1 1 Q04917 0 1586.766 High 0 3.91E-08 62
High AVTEQGHE 0.00012 0 1 1 2 P31946 0 1598.741 High 0 2.2E-06 38
High AVTLECVSA1xCarbami  0.000123 0 1 1 1 P98160 0 1388.684 High 0 2.28E-06 74
High AVTLHDQG 7.25E-06 0 1 1 2 P22314 0 2507.231 High 0 4.97E-08 52
High AVVHGILM 1xCarbami  0.000223 0 1 1 2 P61916 0 2429.272 High 0 5.07E-06 33
High AVYTQDCP 1xCarbami  8.42E-06 0 1 1 1 P49588 0 1407.694 High 0 6.1E-08 69
High AWDQEAE 1.47E-05 0 1 1 1 Q8IZ83 0 1698.808 High 0 1.29E-07 57
High AWRDPDEP 6.69E-08 0 1 1 6 P14550 1 2489.329 High 0 2.52E-09 64
High AWRPALYL 2xCarbami   0.000464 0 1 1 1 O00391 0 2637.255 High 0 1.36E-05 23
High AYFHLLNQ 0.000206 0 2 2 2 Q14651; P1 0 1414.784 High 0 4.55E-06 43
High GGSGGSHG 1.53E-06 0 1 1 15 P35527 1 3621.437 High 0 6.21E-06 64



High YYYVCQYC 2xCarbami   5.38E-05 0 0 0 1 0 2084.874 High 0 7.43E-07 55
High GSSGGSGA 0.000272 0 1 1 2 Q04637 0 2503.213 High 0 6.63E-06 42
High KQELEEICH 1xCarbami  2.09E-05 0 1 1 1 P35579 1 1769.849 High 0 2.08E-07 43
High GSWGTVCD2xCarbami   4.51E-10 0 1 1 5 Q9UGM3 0 2386.966 High 0 1.06E-13 112
High KPYPDDEN 2.27E-06 0 1 2 9 P55786 0 1545.78 High 0 4.55E-06 37
High KPVEEYANC1xCarbami  0.000234 0 1 1 1 P02787 0 1586.774 High 0 5.42E-06 35
High KPVDEYKD 1xCarbami  4.75E-05 0 1 1 10 P02787 1 2549.293 High 0 8.73E-06 34
High KPVAGALD 2.25E-05 0 0 0 2 0 1345.747 High 0 2.3E-07 50
High GSWGTVCD2xCarbami   1.28E-08 0 1 1 3 Q9UGM3 0 2490.009 High 0 1.83E-11 122
High GSYGSGGS 6.38E-09 0 1 1 8 P04264 0 3312.308 High 0 3.78E-12 95
High GSWGTVCD2xCarbami   3.4E-08 0 1 1 5 Q9UGM3 0 2413.977 High 0 3.6E-11 104
High GSYPDAILQ 1.04E-06 0 1 1 2 P05120 0 1547.77 High 0 3.64E-09 79
High KPLHYAAD 1xCarbami  1.68E-07 0 1 1 2 P58546 0 2471.337 High 0 3.12E-10 72
High GTEAAGAM 0.002275 0 1 1 3 P01009 0 2259.14 High 0 0.000116 29
High GTEWVDPE 8.82E-05 0 1 1 4 Q9Y490 0 3051.516 High 0 1.44E-06 49
High GTGELTQL 1xCarbami  6.12E-06 0 1 1 4 P09467 0 1804.947 High 0 3.98E-08 79
High KPFSIEEVEV 0.003459 0 1 2 2 P00326 0 1569.852 High 0 0.000421 32
High KNVSINTVT 0.000425 0 1 1 2 Q9UGI8 1 2599.363 High 0 1.2E-05 29
High KNVLGHMQ 0.000422 0 1 1 1 Q01813 1 1938.96 High 0 0.000012 28
High KNPDSQYG 4.9E-05 0 1 1 2 P30085 1 1520.759 High 0 6.55E-07 55
High GTDVNVFN 2.36E-06 0 1 1 5 P04083 0 1550.817 High 0 1.1E-08 62
High GTQGVVTN 0.00071 0 1 1 1 P55884 0 1467.759 High 0 2.41E-05 38
High GSVYIGGAP 2.54E-07 0 1 1 3 P98160 0 1690.876 High 0 5.43E-10 64
High KQELSEAEQ 0.000307 0 1 1 2 P01024 1 1389.697 High 0 7.78E-06 63
High KSDIYVCM 1xCarbami  7.8E-09 0 1 1 4 P50395 1 2239.1 High 0 4.96E-12 108
High KSDGIYIINL 3.49E-05 0 1 1 1 P08865 1 1263.731 High 0 4.15E-07 68
High KSAEFLLHM 0.000212 0 0 0 1 1 1316.74 High 0 4.74E-06 48
High GSLGGGFS 3.47E-05 0 1 1 4 P13645 0 1707.772 High 0 4.1E-07 76
High KQTIDNSQ 2.05E-08 0 1 1 4 P27348 1 2143.03 High 0 1.82E-11 75
High KQTALVELV 0.004146 0 1 1 4 P02768 1 1128.699 High 0 0.000261 57
High GSLTFEPLT 3.47E-05 0 1 1 3 Q9NQW7 0 1743.989 High 0 4.13E-07 41
High GSPMEISLP 0.006299 0 1 1 3 P09960 0 1442.792 High 6.52E-05 0.001162 31
High KQELELVVS 0.000105 0 1 1 1 Q7Z406 1 1642.901 High 0 1.83E-06 42
High GSQTQSHP1xCarbami  0.000436 0 1 1 1 Q96PD5 0 2527.127 High 0 1.25E-05 40
High GSSSGGGY 2.12E-05 0 1 1 1 P35908 0 1740.706 High 0 2.12E-07 67
High KQIVAGVN 0.000267 0 1 1 1 P01034 1 1921.054 High 0 6.48E-06 28
High KQLCSFEIY 1xCarbami  3.56E-07 0 1 1 4 P01036 1 2098.99 High 0 8.57E-10 90
High GSTDDKGP 0.006378 0 1 1 1 Q96KP4 1 2220.093 High 0 0.000469 18
High GSTGFGQD 4.6E-05 0 1 1 2 P13798 0 2313.147 High 0 6.04E-07 36
High KQGGLGPM 0.00294 0 1 1 3 Q06830 1 1750.952 High 0.001926 0.02466 28
High GSVDHENW 0.001783 0 1 1 1 Q8WVQ1 0 1860.862 High 0 8.32E-05 28
High GSVTFHCA 1xCarbami  2.75E-08 0 1 1 42 P01833 0 1856.932 High 0 2.71E-11 84
High GSSCFECTH2xCarbami   1.49E-05 0 1 1 3 P21964 0 2170.896 High 0 1.32E-07 45
High GSDEPPVF 0.007407 0 1 1 1 P28838 0 1630.811 High 0 0.000571 16
High KMGAMAK 2xCarbami   7.16E-06 0 1 1 3 Q01469 1 1895.885 High 0 4.91E-08 57
High KLYELIITR 0.002392 0 1 1 2 P07384 1 1148.704 High 0 0.000132 42
High GVALHRPD 0.002531 0 2 2 4 P0DOX6; P0 0 1774.012 High 0 0.000134 37
High GVDDLDFF 0.001217 0 1 1 1 P61158 0 2444.187 High 0 5.01E-05 24
High GVDEATIID 9.2E-06 0 1 1 11 P04083 0 1387.768 High 0 1.16E-07 81
High GVDEATIID 6.89E-06 0 1 1 5 P04083 1 1543.869 High 0 4.66E-08 85
High GVDEVTIVN 1.33E-05 0 1 1 9 P07355 0 1542.849 High 0 1.13E-07 71
High KLPVESIQIV 0.000846 0 0 0 1 1 1766.042 High 0 3.07E-05 29
High GVIFNVTTV 6.91E-05 0 1 1 1 Q96NY7 0 1305.741 High 0 1.04E-06 64
High GVNIGGAG 6.42E-07 0 1 1 1 P52943 0 3210.679 High 0 1.89E-09 66
High KISGGSVVE 3.81E-05 0 1 1 1 O75874 1 1823.863 High 0 4.69E-07 48
High KLNCQVIGA2xCarbami   4.05E-08 0 1 1 7 Q06830 1 2881.424 High 0 4.56E-11 57
High GVNWAAF 0.000103 0 1 1 2 P53621 0 2254.107 High 0 1.78E-06 32
High KLMHQAAL 0.002164 0 1 1 2 Q16881 1 1880.017 High 0 0.000108 33
High KIIVDTYGG 0.000366 0 1 1 1 P31153 1 2078.045 High 0 9.82E-06 36
High GVQGIIVVN 0.001995 0 0 0 1 0 1636.963 High 0 9.75E-05 32
High GVSSQETA 3E-05 0 1 1 3 P43490 0 1973.009 High 0 3.39E-07 70
High GVTFNVTT 0.002377 0 1 1 3 O00299 0 1281.669 High 0 0.000123 34
High KILQDGGLQ 0.005526 0 1 1 2 O43175 1 1426.826 High 0 0.000384 47
High GVVDSDDL 1.35E-06 0 1 1 1 P14625 0 1485.754 High 0 5.18E-09 84
High GVNTGAVG 0.006338 0 1 1 2 P52943 1 1997.956 High 0 0.000463 39
High KLYHSEAFT 0.00022 0 1 1 3 P01009 1 2186.04 High 0 5.87E-06 55
High KLSSSDAPA 5.37E-06 0 1 1 1 Q7Z4S6 1 2422.133 High 0 3.32E-08 47
High KLSVEEFFM 0.000151 0 1 1 2 O60610 1 1911.942 High 0 2.99E-06 27
High GTSAVNVV 0.001136 0 1 1 1 P20061 0 1187.699 High 0 4.53E-05 53
High GTTVTVSSA 0.002595 0 1 1 1 P0DOX2 0 1419.733 High 0 0.000138 47
High KLYDYCDVP3xCarbami    0.001664 0 1 1 4 P00747 1 3072.39 High 0 7.6E-05 33
High GTVAAPSV 2.88E-05 0 1 1 17 P0DOX7 0 2003.048 High 0 3.19E-07 64
High GTVLLADN 1xCarbami  4.24E-05 0 1 1 3 P21964 0 2335.223 High 0 5.41E-07 57
High GTVPDDAV 2.45E-07 0 1 1 2 P20810 0 1657.828 High 0 5.16E-10 76
High KIWCFGPD 1xCarbami  0.000271 0 1 1 5 P13639 1 2233.132 High 0 1.86E-05 52
High KLVTDQNIS 7.98E-05 0 1 1 2 P24666 1 1602.823 High 0 1.26E-06 54
High KLSTIALALG 0.000491 0 1 2 2 P30153 1 1370.837 High 0 1.47E-05 62
High KLVPFATEL 5.69E-05 0 1 1 1 P06727 1 1439.801 High 0 8.03E-07 56
High KLVILEGELE 0.001405 0 1 2 2 P67936 1 1298.768 High 0 0.000432 45
High GTWERPGG 4.01E-07 0 1 1 8 Q13228 0 2424.152 High 0 1.01E-09 57
High KLVAIVDPH 0.002797 0 1 1 1 Q14697 1 1232.773 High 0 0.000153 33
High KLVAASQA 0.002111 0 1 1 3 P02768 1 1141.694 High 0 0.000105 67
High GTYEPDED 0.000639 0 0 0 3 1 2067.853 High 0 2.09E-05 38
High KITIADCGQ 1xCarbami  0.00317 0 1 1 3 P62937 1 1247.63 High 6.52E-05 0.000937 54
High KLTDIINND 0.000253 0 1 1 1 Q8N335 1 1652.86 High 0 5.99E-06 44
High GVAGGSVA1xCarbami  7.65E-07 0 1 1 10 P01833 0 1519.769 High 0 6.88E-09 71
High GTVTDFPG 0.000553 0 1 1 2 P08758 0 1340.612 High 0 1.73E-05 42
High GVVDSEDIP 1.8E-05 0 2 2 6 P07900; P0 0 1513.786 High 0 1.7E-07 69
High GSCFIQTLV 1xCarbami  5.3E-06 0 1 1 4 P31944 0 1614.82 High 0 3.27E-08 69
High GSAVHQLS 0.000738 0 1 1 4 P58107 0 1325.681 High 0 2.53E-05 46
High IAAQDLLLA 0.00081 0 1 1 2 Q96P70 0 2786.468 High 0 2.89E-05 34
High IAALQAFAD 0.001696 0 1 1 1 Q13813 0 1972.065 High 0 7.83E-05 33
High GPAVGIDLG1xCarbami  0.000212 0 1 1 1 P11142 0 2263.118 High 0 4.72E-06 39
High LAALNPESN 0.000831 0 1 1 1 O00299 0 1844.975 High 0 2.98E-05 27
High IAAGLGPSY 6.07E-09 0 1 1 3 O95396 0 2021.107 High 0 3.53E-12 96



High GPAWVGS 0.001706 0 0 0 1 0 2183.11 High 0 7.89E-05 16
High LAACVNLIP 1xCarbami  0.00202 0 1 1 4 O60888 0 2119.126 High 0 9.87E-05 37
High LAACFLDSM1xCarbami  4.26E-06 0 2 3 2 P11216; P0 0 2334.162 High 0 2.44E-08 61
High LAAVALINA 0.000269 0 1 1 1 P46940 0 1295.805 High 0 6.54E-06 59
High LAAAVSNF 8.69E-06 0 1 1 2 P36955 0 1559.785 High 0 6.37E-08 67
High GPEEEHLG 2.43E-05 0 1 1 2 P00450 0 2487.288 High 0 2.53E-07 49
High IAAAGLDVT 2.91E-05 0 1 1 2 Q9UBQ7 0 2468.376 High 0 9.6E-07 49
High LAAAAAAA 3.26E-07 0 1 1 4 P07203 0 2972.595 High 0 7.63E-10 76
High KYVATLGV 2.25E-05 0 1 1 2 P62826 1 2180.197 High 0 2.3E-07 50
High KYTLPPGVD1xOxidatio  6.89E-06 0 1 1 4 P04792 1 3242.65 High 0 3.37E-07 59
High GPELLTMW1xOxidatio  0.00042 0 1 1 3 P55072 0 1951.922 High 0 1.19E-05 37
High GPGLFFILP 1xCarbami  0.001158 0 0 0 1 0 1811.94 High 0 4.65E-05 33
High GPGLGSTQ 0.001101 0 0 0 1 0 2311.24 High 0 4.35E-05 48
High GPDGLTAF 1.95E-05 0 1 1 3 P58546 0 1747.85 High 0 1.89E-07 65
High KYTLPPGVD 2.22E-05 0 1 1 4 P04792 1 3226.655 High 0 2.26E-07 39
High LACCVVGV 3xCarbami    1.57E-05 0 1 1 3 P08294 0 1832.86 High 0 3.64E-07 54
High GNPTVEVD 0.000163 0 1 1 3 P06733 0 1406.716 High 0 3.31E-06 58
High LAEQAERY 1xCarbami  0.000141 0 1 1 2 P63104 1 1901.819 High 0 0.000167 38
High GIYAYGFEK 5.54E-06 0 1 2 2 P60842 0 1827.939 High 0 3.45E-08 63
High LAEQAERY 0.001934 0 2 2 1 P31946; P6 1 1812.825 High 0 9.35E-05 34
High LAEKEETGM 0.000619 0 1 1 2 P21980 1 1365.65 High 0 2E-05 34
High LAEFSSQAA 0.002219 0 1 1 2 Q7Z406 1 1794.876 High 0 0.000112 35
High GMAAAGN 4.35E-05 0 1 1 1 Q9Y3I0 0 1380.648 High 0 5.57E-07 67
High GMLKDNA 0.005881 0 1 1 1 P15311 1 1525.775 High 0 0.000419 31
High LAEFSSQAA 4.7E-06 0 1 1 1 Q7Z406 0 1567.712 High 0 2.78E-08 83
High GNTAAYLLY 0.000207 0 1 1 1 P54136 0 1460.753 High 0 4.56E-06 49
High GMVFGIPD 0.005356 0 1 1 3 P98160 0 1826.983 High 0 0.000368 26
High GNDISSGTV 6.73E-08 0 1 1 6 P30086 0 1949.945 High 0 4.24E-10 86
High GNDVAFHF 1.8E-05 0 1 1 10 P17931 0 1273.607 High 0 1.7E-07 63
High LADFGVLH 0.000771 0 1 1 2 P26639 0 1027.568 High 0 2.68E-05 45
High GNEIVLSAG 0.000222 0 1 1 1 Q14204 0 1300.686 High 0 5E-06 51
High LADFALLCL 1xCarbami  6.25E-05 0 1 1 32 P02788 1 1491.799 High 0 4.41E-06 55
High LADFALLCL 1xCarbami  2.49E-07 0 1 1 179 P02788 0 1335.698 High 0 1.23E-09 99
High GNLLIYTEF 0.000213 0 1 1 1 Q93099 0 1254.673 High 0 4.77E-06 43
High IACLDFSLQ 1xCarbami  0.005701 0 1 1 2 P17987 0 1194.619 High 0 0.000401 34
High LAEEAFFR 0.001783 0 1 1 1 P09958 0 982.4993 High 0 8.33E-05 41
High KSDIYVCM 1xCarbami  0.000536 0 1 1 3 P31150 1 2255.095 High 0 0.000278 25
High GPGLYYVD 0.006498 0 1 1 1 P28062 0 1463.691 High 0 0.000478 34
High GPREEIVYL 1xCarbami  0.000131 0 1 1 5 Q13228 1 1764.91 High 0 2.48E-06 41
High KVEGTAFV 9.69E-05 0 1 1 2 P01024 1 1994.034 High 0 1.7E-06 39
High GQLESIVEN 0.002579 0 1 1 2 P17858 0 1257.68 High 0 0.000138 41
High GQLVPLETV 0.004497 0 1 1 2 P00568 0 1583.883 High 0 0.000291 25
High KVEEVVYD 0.000611 0 1 1 3 Q15631 1 1449.795 High 0 1.98E-05 51
High GQPFWLTL 1.72E-05 0 1 1 2 P21980 0 1587.807 High 0 1.59E-07 50
High GQSQFQAL1xCarbami  2.52E-05 0 1 1 2 Q86UD1 0 3075.503 High 0 2.69E-07 59
High KVDFVSGL 1xCarbami  0.00099 0 1 1 1 Q93099 1 1916.99 High 0 3.76E-05 24
High GQTEGKIPE 5.37E-06 0 1 1 1 P30740 1 2219.105 High 0 3.31E-08 54
High KVFLDCCNY2xCarbami   7.4E-05 0 1 1 6 P01024 1 1830.888 High 0 1.14E-06 78
High KTSQLLETL 0.001478 0 1 1 1 Q14203 1 2634.421 High 0 6.48E-05 8
High GQWGTVC 2xCarbami   1.26E-08 0 1 1 7 Q08380 0 2452.102 High 0 9.56E-12 97
High KTQTVCNF 1xCarbami  2.84E-05 0 1 1 2 Q01469 1 2562.204 High 0 1.74E-06 42
High GQYISPFHD 0.000137 0 1 1 2 Q15181 1 3172.592 High 0 2.62E-06 28
High KTLQALEFH 0.001087 0 1 1 3 Q08380 1 2112.196 High 0 6.83E-05 38
High GRPGPQPW1xCarbami  2.75E-05 0 1 1 1 P00748 0 2328.057 High 0 3.01E-07 29
High KTLLSNLEE 0.002333 0 1 1 6 P10909 1 1245.705 High 6.52E-05 0.000857 48
High GSAADSEES 0.001041 0 1 1 1 P13716 0 1965.988 High 0 4.03E-05 43
High KSPQELLCG1xCarbami  1.68E-05 0 1 1 1 P00734 1 1773.916 High 0 1.55E-07 63
High KTSCEFTGD1xCarbami  0.001288 0 1 1 1 P21281 1 1426.699 High 0 5.37E-05 30
High GPHLVQSD 0.002059 0 1 1 4 P49257 0 2957.465 High 0 0.000118 26
High KVGYTPDW 9.73E-06 0 1 2 3 Q00610 1 1607.894 High 0 7.42E-08 57
High GQGTLSVV 9.05E-05 0 1 1 5 P01024 0 1491.762 High 0 1.51E-06 66
High GPSAGGGP 3.18E-07 0 1 1 3 Q7Z406 0 1955.921 High 0 7.38E-10 81
High GPSFDVQV 0.002033 0 1 1 1 Q9NY33 0 2034.04 High 0 1E-04 14
High KYPVAHFID 0.003799 0 1 1 2 P05155 1 1559.858 High 0 0.000232 21
High KYLYEIAR 0.007225 0 1 1 5 P02768 1 1055.588 High 0 0.000553 34
High KYEMFAQT 1.8E-06 0 1 1 2 P55072 1 1629.805 High 0 7.67E-09 82
High KYEDICPST 1xCarbami    0.00045 0 1 3 1 P63241 1 2177 High 0 1.3E-05 26
High KYEDICPST 1xCarbami  0.000286 0 1 3 1 P63241 1 2161.005 High 0 7.06E-06 32
High GPVTDVAY 1xCarbami  0.001337 0 1 1 1 O75083 0 2280.06 High 0 5.64E-05 51
High GQHLSDAF 0.003729 0 1 1 1 P30711 0 1624.844 High 0 0.000225 18
High KWNTTLYE 0.001761 0 1 1 2 P07384 1 1554.77 High 0 0.000244 41
High KWDTCAPE1xCarbami  3.6E-05 0 1 1 3 O95861 1 1880.969 High 0 4.32E-07 47
High GQELCADY 1xCarbami  5.14E-06 0 1 1 2 P02774 0 2054.865 High 0 3.12E-08 77
High GQETSTNP 3.73E-06 0 1 1 4 O75874 0 1878.934 High 0 2.04E-08 67
High KVPQVSTPT 3.25E-06 0 1 1 69 P02768 1 1639.938 High 0 1.69E-08 98
High KVPEFQFLI 3.45E-07 0 1 1 4 P34949 1 2043.091 High 0 8.19E-10 63
High KVNAEGSV 1xCarbami  9.32E-08 0 1 1 4 P00568 1 2504.245 High 0 1.4E-10 56
High GQGATAAQ 4.35E-07 0 0 0 1 0 1674.819 High 0 1.13E-09 87
High KVITESTVH 0.000283 0 1 2 1 O95361 1 2128.201 High 0 6.95E-06 27
High GQAAVQQ 2.77E-08 0 2 2 1 O75828; P1 0 1652.871 High 0 2.73E-11 86
High GVVPLAGT 1.5E-08 0 1 1 3 P09972 0 2273.126 High 0 3.96E-11 95
High GVVSDHCY 1xCarbami  0.004757 0 1 1 3 Q9GZM7 0 1480.664 High 0 0.000576 46
High GVYSSDVF 4.4E-05 0 1 1 3 P00450 0 2669.259 High 6.52E-05 0.001174 30
High HNSSGSILF 0.000166 0 1 1 4 P30740 0 1287.68 High 0 3.41E-06 57
High KDYQTSPLL 0.000124 0 1 1 2 Q9Y6U3 1 2225.083 High 0 2.29E-06 41
High KDYEEIGPS 1xCarbami  0.000846 0 1 1 3 P61158 1 1466.694 High 0 3.05E-05 27
High HNVMISTE 0.005595 0 1 1 2 Q13228 0 1837.938 High 0.000187 0.002483 19
High HNVMISTE 1xOxidatio  1.69E-05 0 1 1 2 Q13228 0 1853.933 High 0 1.56E-07 48
High HPDLKTDG 1xCarbami  0.000611 0 1 1 3 P04632 1 1731.812 High 0 1.97E-05 48
High HPDYSVVL 0.001108 0 1 1 9 P02768 0 1311.742 High 0 4.38E-05 39
High HPECYVCTD3xCarbami    0.000831 0 1 1 2 O00151 0 1853.762 High 0 2.98E-05 28
High HNQLPLVIE 0.000959 0 1 1 4 P07237 0 1965.044 High 0 3.61E-05 34
High KDLYANTV 1xOxidatio  4.38E-05 0 1 2 5 P60709 1 2359.16 High 0 5.62E-07 71
High HPYFYAPEL 0.000104 0 1 1 16 P02768 0 1742.894 High 0 1.81E-06 49
High KDLYANTV 8.86E-06 0 1 2 7 P60709 1 2343.165 High 0 6.51E-08 67



High HQLYIDETV 2.76E-09 0 1 1 2 P02675 0 2127.083 High 0 1.22E-12 86
High KDHPFGFV 0.003189 0 1 1 1 P63279 1 1442.779 High 0 0.000183 28
High HQPQEFPT 1xCarbami  4.76E-06 0 1 1 1 P02774 0 2707.209 High 0 2.83E-08 35
High KDGNASGT1xCarbami  0.001047 0 1 2 5 P68104 1 3149.662 High 0 0.000377 29
High KCVDTMAY1xCarbami  0.002319 0 1 1 10 O95968 1 1244.565 High 0 0.000119 41
High HQTLQGVA 0.000239 0 1 1 2 Q12792 0 1453.791 High 0 5.53E-06 55
High HPWIVHW 0.000296 0 1 1 4 P51812 0 2230.13 High 0 8.54E-06 32
High HRDYETAT 7.18E-05 0 1 1 4 O43707 1 1548.765 High 0 1.1E-06 68
High KEAESCDCL2xCarbami   2.18E-05 0 2 5 4 P07437; P6 1 3439.629 High 0 2.21E-07 58
High HLWDYTFG 0.007689 0 1 1 1 P61160 0 1392.658 High 0 0.000604 41
High HLEQQQGQ 0.005323 0 1 1 2 P07476 0 2300.163 High 0 0.000446 29
High HIFSEDTSD 4.14E-07 0 1 1 1 P36952 0 1917.817 High 0 1.05E-09 64
High KFAYGYIED 0.000488 0 1 1 5 P30740 1 1346.699 High 6.52E-05 0.000951 32
High HLFVGQLIQ 0.000112 0 1 1 1 Q9Y2A9 0 1690.975 High 0 2.01E-06 40
High HIGLVYSGM 0.003547 0 1 1 3 P25787 0 1564.758 High 0 0.000211 36
High KEYGGLDV 0.000301 0 1 1 1 P16152 1 1908.023 High 0 7.61E-06 35
High HLISTHFAP 1.54E-06 0 1 1 2 P98160 0 2452.252 High 0 6.2E-09 62
High HLRDQADF 2.34E-05 0 1 1 2 Q7Z406 1 1856.94 High 0 2.42E-07 38
High KEDLVFIFW 8.19E-05 0 1 2 2 P23528 1 1990.068 High 0 1.31E-06 27
High HLSLLTTLS 0.00529 0 1 1 2 P02774 0 1254.716 High 0 0.000362 32
High KEQLLELPE 1.02E-05 0 1 1 2 P07476 1 1919.023 High 0 7.91E-08 42
High KELEQVCN 1xCarbami  3.21E-06 0 1 1 3 P0DMV8 1 3183.589 High 0 1.67E-08 59
High HLTPVTLEL 0.000942 0 1 1 3 P30838 0 1264.726 High 0 0.000527 39
High HIVAVLPEI 0.000433 0 1 1 2 Q9UJ70 0 1875.074 High 0 3.11E-05 50
High HIVLSGGST 6.79E-07 0 1 1 1 P61160 0 1771.916 High 0 2.04E-09 52
High KEGGLGPL 3.56E-07 0 1 1 15 P32119 1 1863.07 High 0 1.08E-08 67
High HLVPGAPF 0.000276 0 1 2 4 P0C0L4 0 1630.979 High 0 8.57E-06 49
High HLVQQEGQ 0.000102 0 1 1 1 P07476 0 1721.857 High 0 1.77E-06 49
High KEWSGLLE 0.001874 0 1 1 4 Q01813 1 1430.764 High 0 8.94E-05 44
High KFDEVLVN 1xCarbami  0.001563 0 1 1 1 P34932 1 1997.943 High 0 6.98E-05 19
High HRLEDMEQ 0.003569 0 1 1 2 P05155 1 1886.943 High 0 0.000214 32
High HRPELIEYD 0.003034 0 1 1 1 O43707 0 1299.669 High 0 0.000172 43
High HTFMGVVS1xOxidatio  6.32E-06 0 1 1 2 P02765 0 2097.018 High 0 5.7E-08 40
High HVAYIIR 0.00497 0 1 2 92 P31025 0 871.5149 High 6.52E-05 0.001576 36
High KAAEAHVD 2xCarbami   0.00202 0 1 1 2 P55263 1 3477.518 High 0 9.84E-05 27
High HYTNPSQD 3xCarbami    0.002111 0 1 1 1 P01876 0 4136.89 High 0 0.000105 23
High HYGYSLYSA 0.004199 0 1 1 2 P12429 0 1301.652 High 0 0.000285 31
High HVEDVPAF 4.8E-08 0 1 1 32 P25311 0 2403.209 High 0 3.21E-09 77
High HVFGESDE 6.89E-06 0 1 1 3 P60174 0 1458.722 High 0 4.66E-08 61
High HVGDLGNV1xCarbami  0.000103 0 1 1 3 P00441 1 3720.813 High 0 1.77E-06 32
High KADGSYAA 6.21E-05 0 1 2 2 P0C0L4 1 1324.664 High 0 9.04E-07 81
High HYGPGWV 5.76E-05 0 1 1 1 P23284 0 1474.69 High 0 8.18E-07 53
High HVGMAVA 2.46E-05 0 1 1 2 P25788 0 1380.742 High 0 2.6E-07 52
High HVGNQQY 0.00035 0 1 1 2 O75369 0 1648.844 High 0 9.29E-06 48
High HYFQNTQG 2.49E-05 0 2 4 2 P61204; P1 1 2438.185 High 0 2.64E-07 39
High HVLQTFGP 1.57E-05 0 1 1 1 Q9Y2S2 0 1627.859 High 0 1.4E-07 69
High HWPFQVIN 0.006662 0 1 1 2 P0DMV8 0 1680.849 High 0 0.000495 32
High HWPFMVV 7E-05 0 1 1 2 P11142 0 1653.832 High 0 2.48E-06 37
High HVPVVYVD 9.34E-05 0 1 1 2 Q14204 0 2693.372 High 0 2.44E-06 33
High HWLVTDIK 0.003994 0 1 1 4 Q96S96 0 1011.562 High 0 0.000248 42
High HYGFQLYQ 3.02E-05 0 1 1 3 P25789 0 2203.983 High 0 3.43E-07 53
High KCSYTEDAQ2xCarbami   1.28E-05 0 1 1 2 P02749 1 2214.005 High 0 1.07E-07 42
High HTFMGVVS 1.8E-06 0 1 1 4 P02765 0 2081.023 High 0 2.57E-08 55
High HSTIFENLA 0.000106 0 1 1 6 P02787 0 1273.654 High 0 1.85E-06 49
High KCSTSSLLEA2xCarbami   4.56E-06 0 1 1 5 P02787 1 1659.783 High 0 2.68E-08 71
High HRPELIEYD 0.005992 0 1 1 1 O43707 1 1568.854 High 0 0.00043 23
High KCSTSPLLEA2xCarbami   7.58E-08 0 1 1 23 P02788 1 1810.883 High 0 1.07E-10 108
High KCNQWSG 3xCarbami    3.65E-10 0 1 1 124 P02788 1 3288.518 High 0 3.53E-13 85
High HSGNITFDE 0.003015 0 1 1 1 P30050 0 1685.861 High 0 0.00017 29
High HSNLVQLLG 1.29E-05 0 1 1 2 P41240 0 1677.953 High 0 8.61E-07 56
High KCGETAFIA 3xCarbami    0.004146 0 1 1 1 P22234 1 2695.25 High 0 0.00026 35
High KCDPTEVEL3xCarbami    3.74E-07 0 1 1 9 P01591 1 4241.807 High 0 9.2E-10 77
High KAEAGAGS 2.75E-06 0 1 1 1 P46783 1 1569.766 High 0 1.35E-08 74
High HSQFIGYPI 3.43E-05 0 1 1 3 P07900 1 2064.091 High 0 5.23E-07 41
High HSSLAGCQ 1xCarbami  3.87E-06 0 1 1 1 Q00610 0 1518.748 High 0 2.14E-08 69
High HSSYTCICG 2xCarbami   1.25E-06 0 1 1 3 P12955 0 3017.301 High 0 4.65E-09 51
High KAPSDLYQ 2.47E-05 0 1 1 2 P07384 1 1388.815 High 0 2.6E-07 73
High KAPDAGGC3xCarbami    0.001129 0 1 1 2 P02675 1 4084.016 High 6.52E-05 0.000635 26
High KALYLQYTD 1E-05 0 1 1 3 P00450 1 1647.838 High 0 7.73E-08 69
High KALTGHLEE 0.000852 0 1 1 3 P04083 1 1734.052 High 0 3.07E-05 41
High KAGIAHLYG 4.68E-06 0 1 1 1 P09467 1 2200.172 High 0 2.76E-08 45
High KAEEEHLGI 0.000359 0 1 1 6 P00450 1 2256.162 High 0 1.21E-05 41
High HSQFIGYPI 0.000826 0 1 3 4 P08238 0 1808.958 High 0 5.07E-05 34
High HLEQQEGQ 0.001354 0 1 1 2 P07476 1 1950.988 High 0 5.78E-05 33
High KFDLGQDV 1.65E-09 0 2 2 4 P31150; P5 1 2279.182 High 0 6.1E-13 74
High HLEQQEGQ 7.36E-05 0 1 1 2 P07476 0 2393.158 High 0 1.38E-06 45
High HAPGLIAAL 0.00229 0 1 1 1 Q5VW32 0 2078.071 High 0 0.000117 35
High KLAYVAAG 1xOxidatio  0.005224 0 1 1 1 P22314 1 2747.48 High 0 0.000356 31
High HDADGQAT 2.97E-05 0 1 1 5 O43242 0 1649.897 High 0 3.34E-07 48
High KLAYVAAG 0.0008 0 1 1 3 P22314 1 2731.485 High 0 2.82E-05 35
High KLAQQYYLV 1.43E-05 0 1 1 2 P25787 1 2649.44 High 0 1.26E-07 42
High HECTLSSQE1xCarbami  3.32E-05 0 1 1 1 O60879 0 1887.865 High 0 3.87E-07 35
High KIADSIGCST1xCarbami  0.006144 0 0 0 1 1 2338.207 High 0 0.000443 21
High KHISQISVA 7.13E-05 0 1 1 1 P49773 1 2734.408 High 0 1.09E-06 28
High HANAKPFE 0.005772 0 1 1 1 Q9UKK9 0 1497.821 High 0 0.000407 25
High HELQANCY 1xCarbami  2.04E-06 0 1 1 2 P23528 1 1790.813 High 0 9.07E-09 52
High HEIVQTLSL 0.000623 0 1 1 2 Q13228 0 1167.673 High 0 2.02E-05 42
High HEMLPASL 0.001423 0 1 1 2 P52209 0 1493.789 High 0 6.15E-05 28
High KHLEINPDH 0.000245 0 1 1 2 P08238 1 1911.045 High 0 5.72E-06 35
High HEVPPHVY 2.49E-05 0 1 1 1 Q7Z406 0 1824.903 High 0 2.63E-07 40
High HFCPNVPII 1xCarbami  0.000139 0 2 2 4 P08134; P6 0 1607.873 High 0 2.65E-06 47
High HFIMQVVC2xCarbami   1.39E-06 0 1 1 1 Q14974 0 2091.941 High 0 5.38E-09 74
High HFNALGGW 9.82E-05 0 1 1 1 P09960 0 1756.877 High 0 1.68E-06 48
High KGVNLPGA 1.55E-05 0 1 1 3 P14618 1 1764.985 High 0 1.39E-07 68
High KHLEINPDH 8.99E-05 0 1 1 3 P07900 1 1915.04 High 0 1.48E-06 48



High KGTVLLADN1xCarbami  4.32E-05 0 1 1 4 P21964 1 2463.318 High 0 5.52E-07 38
High HAHTIKPAL 0.001296 0 1 1 2 Q16719 0 2257.199 High 0 5.43E-05 19
High HAFEIFR 0.007453 0 1 1 1 Q13618 0 919.4785 High 0 0.000576 41
High KLLLQVESL 0.000433 0 1 1 2 Q7Z406 1 1930.086 High 0 5.45E-05 39
High GWEEGVAQ 2.67E-07 0 0 0 2 0 1533.711 High 0 5.83E-10 92
High GWLRDPSA 5.2E-06 0 1 1 2 P18206 1 1982.968 High 0 3.19E-08 42
High KLLETECPQ1xCarbami  0.000444 0 1 1 3 P05109 1 1549.804 High 0 1.28E-05 41
High GYADIVQLL 8.06E-06 0 1 1 4 Q92882 0 1303.762 High 0 5.74E-08 62
High KLHVSVEAL1xCarbami  0.003799 0 1 1 2 O60749 1 1547.847 High 0 0.000231 24
High GYDFESETD 3.1E-05 0 1 1 1 Q06210 0 1705.744 High 0 3.55E-07 46
High KLGQSLDC 1xCarbami  0.00079 0 1 1 2 P01042 1 2235.111 High 0 2.78E-05 23
High KICYQEVSQ2xCarbami   0.003682 0 1 1 1 Q16531 1 2060.989 High 0 0.000222 20
High KLGCEVLGV1xCarbami  0.000344 0 1 1 1 P32119 1 2827.456 High 0 9.09E-06 30
High KLEGDSTDL 0.000329 0 1 1 1 P35579 1 2615.341 High 0 8.57E-06 30
High KLDVLSND 1.83E-06 0 1 1 4 P09467 1 1732.934 High 0 7.79E-09 81
High GYEEWLLN 3.69E-05 0 2 3 1 P12814; O4 0 1421.706 High 0 4.48E-07 65
High GYFVQPTV 3.17E-06 0 1 1 7 P00352 0 1989.937 High 0 1.64E-08 63
High GYLDDPTV 0.002437 0 1 1 2 P11413 0 1132.563 High 0 0.000128 35
High KLDLEAWF 0.003395 0 1 1 3 P49591 1 1693.87 High 0 0.0002 47
High GYSFTTTAE 0.001772 0 1 2 3 P60709 0 1132.527 High 0 8.26E-05 33
High GYTQQLAF 0.001021 0 1 1 4 P01024 0 1083.558 High 0 3.93E-05 54
High KLEVEANN 2.03E-07 0 1 1 2 P47756 1 1696.829 High 0 4E-10 97
High HFSVEGQL 0.006378 0 2 5 3 P07900; P0 0 1348.664 High 0 0.000465 44
High HFTILDAPG 0.00051 0 1 1 1 P15170 0 1235.653 High 0 1.55E-05 26
High KGTDVNVF 4.34E-08 0 1 1 2 P04083 1 1678.912 High 0 5.02E-11 107
High HKLDELYPQ 0.00047 0 1 1 2 Q13421 1 2987.567 High 0 1.38E-05 44
High HKLDVTSV 0.005881 0 1 1 2 P48643 1 1433.727 High 0 0.000418 34
High KGANLLLSA 0.002407 0 1 1 1 Q8WVQ1 1 3425.785 High 0 0.000125 21
High HKVYACEV 1xCarbami  1.52E-06 0 2 2 15 P01834; P0 1 2141.081 High 0 6.11E-09 81
High HIDCAAIYG 1xCarbami  7.6E-07 0 1 1 2 P14550 1 2782.335 High 0 2.38E-09 50
High KFSYDLSQC1xCarbami  1.41E-07 0 1 1 3 Q8NBJ4 1 1761.83 High 0 2.46E-10 84
High HLDHVAAL 3.09E-06 0 1 1 2 P11216 0 1661.839 High 0 1.58E-08 65
High KFPSGTFEQ 1.19E-06 0 1 1 5 P02774 1 1694.911 High 0 8.88E-09 75
High HKELAPYDE 0.000269 0 0 0 2 1 1968.924 High 0 6.51E-06 36
High KFNALFAQ 1.46E-06 0 1 1 1 Q00610 1 1758.881 High 0 5.72E-09 62
High HIDSAHLYN 1.18E-08 0 1 2 5 P42330 0 2179.089 High 0 8.67E-12 88
High KFGVTDFPS1xCarbami  0.002728 0 1 1 2 O00391 1 1849.931 High 0 0.000148 11
High HLDSSSNER 0.004225 0 1 1 3 P49902 0 1940.942 High 0 0.000269 23
High HLEIIYAINQ 5.73E-05 0 1 1 3 P11216 0 1369.759 High 0 8.12E-07 51
High HLEIIYEINQ 0.00089 0 1 1 1 P06737 0 1399.758 High 0 3.28E-05 29
High KFDVNTSA 1.72E-06 0 1 1 1 Q00610 1 2368.262 High 0 7.13E-09 49
High HLEINPDHP 0.001828 0 1 1 4 P08238 0 1782.95 High 0 0.000086 19
High HLEINPDHS 7.41E-07 0 1 1 4 P07900 0 1786.945 High 0 2.31E-09 68
High KFGVVLDE 0.000108 0 1 1 1 O14579 1 2283.271 High 0 1.9E-06 35
High HKDAAIYLV 0.004121 0 1 1 1 P55060 1 1616.901 High 0 0.000258 39
High KGDTFSCM1xCarbami  1.16E-06 0 1 1 70 P01876 1 2337.137 High 0 4.19E-09 62
High HHPDFEVF 0.001583 0 1 1 1 Q01459 0 1800.87 High 0 7.09E-05 18
High KGSYNPVT 0.003525 0 1 1 3 P06865 1 1920.981 High 0 0.000209 26
High HFVGYPTN 0.0006 0 1 1 1 Q14914 0 1653.791 High 0 1.91E-05 44
High KGIVDQSQ 8.4E-07 0 1 1 1 P63104 1 2169.082 High 0 2.74E-09 65
High HGATVLTA 0.002219 0 1 1 1 P02144 0 1350.81 High 0 0.000112 42
High HGEIDYEAI 0.000352 0 1 1 1 P62333 0 1273.642 High 0 9.35E-06 40
High KGIQAEEILQ 9.57E-05 0 1 1 1 P32455 1 1633.916 High 0 1.62E-06 39
High KGLIAAICA 1xCarbami  1.02E-08 0 1 1 2 Q99497 1 2395.317 High 0 7.16E-12 84
High KGHQLQLD1xCarbami  0.002192 0 1 1 1 Q14515 1 1664.821 High 0 0.00011 31
High HGEVCPAG1xCarbami  8.78E-07 0 1 1 14 Q06830 0 2406.187 High 0 1.87E-06 49
High HGQALGEL 2.67E-05 0 1 1 3 Q7Z406 0 1749.888 High 0 1.6E-06 62
High HGSGSGHS 0.000204 0 1 1 2 Q86YZ3 0 2477.021 High 0 4.51E-06 38
High HGSGSGQS 0.000752 0 1 1 5 Q86YZ3 0 4403.809 High 0 2.6E-05 32
High KGGSFQLN 6.12E-06 0 1 1 82 P02788 1 1518.827 High 0 4.36E-08 74
High KGGETSEM 5.91E-05 0 1 1 1 P02675 1 2385.175 High 0 8.45E-07 32
High HGSGSGQS 3.2E-05 0 1 1 2 Q86YZ3 0 2348.976 High 0 3.69E-07 49
High KGFSEGLW 0.003776 0 1 1 1 P51858 1 1947.981 High 0 0.00023 25
High HGVQELEIE 1.49E-05 0 1 1 1 P35527 1 1966.06 High 0 1.31E-07 37
High KGDTFSCM1xCarbami    2.76E-06 0 1 1 14 P01876 1 2353.132 High 0 1.36E-08 59
High HHLGAATP 0.000261 0 0 0 1 0 1896.993 High 0 6.26E-06 23
High LAEQAERY 1xCarbami    0.001041 0 1 1 2 P63104 1 1917.814 High 0 4.03E-05 21
High LAEQAERY 0.007003 0 1 1 2 P31947 1 1902.872 High 6.52E-05 0.000843 12
High HWILPQDY 0.000103 0 1 1 3 Q15293 0 1949.925 High 0 2.28E-06 38
High GLVVLGFPC1xCarbami  0.002137 0 1 1 3 P07203 0 2115.044 High 0 0.000107 20
High GLSTESILIP 1xCarbami  0.000901 0 1 2 2 P31025 1 2234.061 High 0 3.34E-05 26
High GLSTESILIP 6.28E-06 0 1 2 243 P31025 0 1185.684 High 0 4.71E-08 88
High GHTDSVQD 6.44E-08 0 1 1 2 P43034 0 1729.778 High 0 8.56E-11 98
High GHVDILAPT 0.000143 0 1 1 1 Q92499 0 1904.049 High 0 2.77E-06 24
High ICDQWDAL1xCarbami  1.28E-05 0 1 1 3 O43707 0 1758.823 High 0 3.3E-07 73
High GHVFEESQ 1.92E-08 0 1 1 2 P13639 0 1961.979 High 0 1.68E-11 73
High LAGTQPLEV 7.6E-07 0 1 1 3 P22314 0 1623.906 High 0 2.38E-09 55
High GHYTEGAE 1.68E-07 0 3 5 3 P07437; P6  0 1958.982 High 0 3.12E-10 67
High GLEWVANI 2.16E-05 0 1 1 22 P01780 0 1029.573 High 0 3.3E-07 63
High GISQEQMQ 0.005736 0 1 1 2 O43707 0 1352.626 High 0 0.000405 34
High LAMQEFM 1.93E-05 0 1 1 20 P06733 0 1907.987 High 0 1.86E-07 68
High GLLGALTST 0.001074 0 1 1 1 Q9NUQ9 0 2041.071 High 0 4.22E-05 28
High GISLANWM1xCarbami    4.56E-06 0 1 1 21 P61626 0 1379.681 High 0 2.66E-08 70
High LALYNLLAY 5.21E-05 0 0 0 1 0 1280.761 High 0 7.14E-07 50
High LAYLQPALF 0.000766 0 0 0 2 0 1761.99 High 0 2.66E-05 40
High IAYGTQGSS 6.06E-05 0 1 1 1 P03952 0 1459.718 High 0 8.73E-07 62
High LAVTTHGLP1xCarbami  0.003525 0 1 1 2 P00734 0 1995.048 High 0 0.000425 26
High IAHVELADA 0.00022 0 1 1 4 P98160 0 1442.739 High 0 2.51E-05 47
High GILFVGSGV 9.44E-08 0 1 1 1 P52209 0 1591.807 High 0 1.44E-10 61
High IAVIGQSLF 1xCarbami  0.000109 0 1 1 2 O75891 0 2090.085 High 0 1.92E-06 29
High GHQLQLDY1xCarbami  0.000497 0 1 1 3 Q14515 0 1536.726 High 0 1.49E-05 35
High ICEPGYSPT 1xCarbami  0.0005 0 1 1 4 P07858 0 1314.603 High 0 1.51E-05 44
High GLFIKPTVF 7.34E-06 0 1 1 3 P47895 0 1954.01 High 0 5.07E-08 77
High ICKPVLLEG 2xCarbami   6.52E-06 0 1 1 3 Q9UBT3 0 1658.872 High 0 1.25E-06 35
High GHFFVEDQ1xCarbami  9.49E-06 0 1 1 3 O00151 0 1671.747 High 0 7.18E-08 59



High LAMQEFM 2xOxidatio   1.54E-06 0 1 1 2 P06733 0 1939.977 High 0 6.2E-09 60
High ICHCFSKDE 2xCarbami   0.002627 0 1 1 1 Q13217 1 1988.968 High 0 0.000141 8
High LAGKPTHV 1xCarbami  3.08E-08 0 1 1 4 P01876 0 2347.142 High 0 3.16E-11 79
High LAQKVPTA 1.65E-06 0 1 1 6 P02774 1 2806.545 High 0 6.79E-09 61
High LAMQEFM 1xOxidatio  3.07E-06 0 1 1 9 P06733 0 1923.982 High 0 2.87E-06 71
High GHQLLSAD 0.000643 0 1 1 2 P46459 0 1295.695 High 0 0.000021 49
High GIKPVTLEL 0.00529 0 1 1 1 P49189 0 1211.736 High 0 0.000361 26
High GILAADEST 8.29E-05 0 1 1 1 P04075 1 1488.802 High 0 1.33E-06 73
High LAGKPTHV 1xCarbami    8.39E-05 0 1 1 7 P01876 0 2363.137 High 0 1.64E-06 52
High GLLAGNVF 0.000392 0 1 1 1 Q9NVE7 0 1347.706 High 0 1.08E-05 48
High GITFDSGGI 0.002468 0 1 1 8 P28838 0 1194.636 High 0 0.000129 32
High ICGDIHGQY1xCarbami  0.000359 0 1 1 1 P62140 0 1660.811 High 0 9.59E-06 40
High GITEPPFGIF 0.001187 0 1 1 1 Q14126 0 1565.836 High 0 4.81E-05 47
High LAGPQLVQ 1.73E-06 0 1 1 2 P17980 0 1644.878 High 0 7.19E-09 67
High GLTEGLHG 1xCarbami  7.05E-07 0 1 1 8 P00441 0 3519.625 High 0 2.15E-09 59
High GILAADEST 0.001644 0 1 1 3 P04075 0 1332.701 High 0 0.000203 47
High LAGGDWFT 3.86E-05 0 1 1 2 P30153 0 1109.537 High 0 4.74E-07 62
High GKDYYQTL 0.000585 0 1 1 3 P25685 1 1384.722 High 0 0.00022 48
High GLEWIGEIN 0.004469 0 1 1 1 P06331 0 2316.126 High 0 0.000288 19
High IAIPGLAGA 3.52E-07 0 1 1 2 P26599 0 2275.277 High 0 8.45E-10 68
High LASDLLEW 7.79E-05 0 2 2 1 P12814; O4 0 1215.673 High 0 1.22E-06 51
High LASVLGSEP 0.001886 0 1 1 1 Q9NY33 0 1818.933 High 0 9.01E-05 39
High IALLEEAR 0.001202 0 1 1 8 P15311 0 914.5306 High 0 4.9E-05 31
High IASFSQNCD1xCarbami  0.000309 0 1 1 1 P01042 0 1599.747 High 0 7.83E-06 38
High GISCMNTT 1xCarbami  1.28E-05 0 1 1 1 Q15181 0 1671.772 High 0 1.08E-07 64
High GLAVFISDIR 0.000232 0 1 2 1 O95782 0 1090.626 High 0 5.3E-06 44
High LASTLVHLG 2.36E-06 0 1 1 2 Q00610 0 1971.029 High 0 3.12E-08 65
High GLAGAVSE 0.000873 0 1 1 1 Q9Y490 0 1085.631 High 0 3.18E-05 53
High GLQSFVQC 1xCarbami  0.001129 0 1 1 1 Q7Z6Z7 0 1595.763 High 0 4.52E-05 40
High IASFSQNCD1xCarbami  0.000137 0 1 1 3 P01042 1 2512.218 High 0 1.17E-05 41
High GIDPFSLDA 0.001047 0 1 1 2 P40227 0 1262.663 High 0 4.07E-05 50
High LASGCDGS 1xCarbami  0.007091 0 1 1 1 Q9UEW8 0 1576.716 High 0 0.000538 37
High GLCAIAQAE1xCarbami  9.11E-05 0 1 1 1 P23396 0 1288.668 High 0 1.51E-06 55
High LAIEAGFR 0.001706 0 1 3 3 P42330 0 876.4938 High 0 7.87E-05 37
High GIDGVSVTS 0.000251 0 1 1 1 Q9GZT8 0 1295.659 High 0 5.96E-06 48
High IALFGAGPA1xCarbami  6.43E-06 0 1 1 2 Q12882 0 1909 High 0 4.25E-08 43
High LASQANIAQ 1.3E-06 0 2 2 1 P63010; Q1 0 1568.901 High 0 4.93E-09 76
High GLQQQNSD 0.000317 0 1 1 2 P46940 0 1479.723 High 0 8.11E-06 51
High IAQLEEQLD 0.000294 0 1 1 2 P35579 1 1815.908 High 0 7.34E-06 41
High GISCMNTT 1xCarbami    0.000281 0 1 1 1 Q15181 0 1687.767 High 0 6.93E-06 49
High IAQWQSFQ 3.91E-07 0 1 1 1 P01023 0 1604.843 High 0 9.71E-10 74
High GKLPGPTLW 3.26E-05 0 1 1 4 P07741 1 1967.027 High 0 6.13E-07 51
High IAKEEIFGPV 5.35E-05 0 1 1 5 P47895 1 1681.989 High 0 4.67E-05 53
High IAKEEIFGPV 0.000136 0 1 1 3 P00352 1 1730.951 High 0 2.59E-06 64
High GKQSLETIC 1xCarbami  0.000397 0 2 3 2 P62136; P6 1 1736.962 High 0 1.1E-05 38
High GISLANWM1xCarbami  2.1E-06 0 1 1 68 P61626 0 1363.686 High 0 9.39E-09 79
High IAKEEIFGPV1xOxidatio  0.002886 0 1 1 2 P00352 1 1746.946 High 0 0.00016 45
High GLSGTAVLD 3.86E-05 0 1 1 2 Q9H4A4 0 1101.626 High 0 2.17E-06 59
High GISEETTTG 0.000126 0 1 1 1 P23526 0 1648.818 High 0 2.35E-06 46
High GISDLAQHY 3.32E-05 0 1 1 1 P49368 0 1403.71 High 0 3.88E-07 66
High IAIYELLFK 0.002205 0 1 1 1 P46783 0 1109.661 High 0 0.000112 45
High LALASLGYE 0.001028 0 1 1 1 Q8WUM4 0 1064.599 High 0 3.97E-05 40
High GLAFIQDPD 0.000385 0 1 1 1 Q04760 0 2303.171 High 0 1.05E-05 50
High IAICGAISTY 1xCarbami  3.81E-05 0 1 1 1 Q14914 0 1338.683 High 0 4.68E-07 66
High IALVITDGR 0.001874 0 1 1 2 P12109 0 957.5728 High 0 8.94E-05 40
High IALTDNALIA 0.000907 0 1 1 1 P18124 0 1170.684 High 0 3.36E-05 44
High GLESTTLAD1xCarbami  0.000901 0 1 1 1 P21291 1 1899.9 High 0 3.34E-05 36
High GISDLAQHY1xOxidatio  0.000615 0 1 1 1 P49368 0 1419.705 High 0 1.99E-05 34
High IASWADLV 0.003637 0 1 1 2 P11172 0 2019.102 High 0 0.000219 27
High LAVEAVLR 0.001441 0 1 1 1 P78371 0 870.5407 High 0 6.26E-05 50
High LAGDKYQA 1.85E-05 0 1 1 1 P34896 1 1503.828 High 0 1.77E-07 71
High GLIDEVNQ 1.05E-06 0 1 1 1 P02671 0 1520.734 High 0 3.71E-09 75
High IASLEVENQ 2.67E-05 0 1 1 1 P29692 0 1358.727 High 0 2.88E-07 59
High LCYVGYNIE 1xCarbami  1.23E-06 0 1 1 1 P61160 0 1643.773 High 0 4.56E-09 63
High GLFIIDDK 0.007315 0 2 2 4 Q13162; Q 0 920.5088 High 6.52E-05 0.000702 40
High GGSTSYGT 0.000337 0 1 1 1 P02671 0 1572.677 High 0 8.86E-06 44
High LCMGSGLN2xCarbami     5.64E-06 0 1 1 1 P02787 1 2987.312 High 0 3.54E-08 52
High GLGTDEDS 1xCarbami  3.15E-06 0 1 2 7 P07355 0 1777.864 High 0 1.62E-08 72
High GLVFDTLYG 0.00132 0 1 1 2 P49902 0 1452.81 High 0 5.58E-05 41
High LAQDFLDSQ 2.29E-08 0 1 1 1 Q9NY33 0 1955.946 High 0 2.11E-11 97
High LANVMMG 0.00079 0 1 1 1 P18206 0 1151.57 High 0 2.79E-05 42
High LCNECADG 2xCarbami   1.12E-07 0 1 1 1 P98160 0 1766.758 High 0 1.82E-10 95
High LAPALCCGN2xCarbami   3.66E-06 0 1 1 6 P47895 0 3343.783 High 0 3.93E-08 44
High GGSGGSYG 1.75E-06 0 1 1 3 P35527 0 1791.728 High 0 7.34E-09 74
High GIGTDEFTL 0.000357 0 1 1 2 P12429 0 1222.606 High 0 9.53E-06 33
High GGYTLVSG 0.003994 0 1 1 5 P02790 0 1141.589 High 0.000234 0.003739 37
High IAEVGGVPY 0.001603 0 1 1 4 Q9H0W9 0 1810.047 High 0.000187 0.002965 26
High LAPALCCGN2xCarbami     0.00128 0 1 1 1 P47895 0 3359.778 High 0 5.35E-05 24
High IAPAVVHIE 0.002484 0 1 1 1 Q92743 0 1364.805 High 0 0.000131 47
High LAEQFVLLN 0.003332 0 1 1 3 O95994 1 3245.684 High 0 0.000194 23
High GLGLSPDLV1xCarbami  0.000996 0 1 1 3 P17812 0 1285.693 High 0.000234 0.003879 34
High GIFPVLCKD 1xCarbami  0.000574 0 1 1 1 P14618 1 2557.276 High 0 1.81E-05 40
High GIHPTIISES 0.003374 0 1 1 1 P50991 0 1456.779 High 0 0.000198 27
High GGSGGSYG 0.00132 0 1 1 3 P35527 0 4972.936 High 0 0.00042 39
High LAPDYDALD 0.002111 0 0 0 1 0 1404.701 High 0 0.000105 36
High LCWFLDEA 1xCarbami  1.51E-05 0 1 1 1 O95336 0 1351.646 High 0 1.34E-07 57
High GIFSQADVH 0.000742 0 0 0 1 0 1129.575 High 0 2.57E-05 57
High LAQAEEQL 0.000491 0 1 1 1 Q7Z406 0 1544.755 High 0 1.47E-05 67
High LCMGSGLN2xCarbami   2.68E-05 0 1 1 2 P02787 1 2971.317 High 0 2.92E-07 52
High GIVSLSDILQ 3.38E-06 0 1 1 1 P54619 0 1913.095 High 0 1.79E-08 49
High GIVDQSQQ 5.01E-08 0 1 1 8 P63104 0 2040.987 High 0 6.08E-11 88
High LAGAPSED 0.004386 0 1 1 1 O00391 0 1356.679 High 0 0.000281 42
High GITNLCVIG 1xCarbami  2.46E-09 0 1 1 2 Q01813 0 2135.091 High 0 1.05E-12 89
High LAPPLVTLL 0.001202 0 1 1 4 Q10567 0 2293.317 High 0 6.93E-05 31
High GLVQALGL 0.007135 0 1 1 1 P14550 0 1475.797 High 0 0.000544 30



High GGVNDNFQ 0.000139 0 1 1 1 P07996 0 1616.814 High 0 2.68E-06 51
High LCLQQGQL 2xCarbami   0.000259 0 1 1 1 Q6XQN6 0 2199.09 High 0 6.21E-06 58
High LAPVPFFSL 0.006106 0 1 1 3 P07741 0 1523.814 High 0 0.000442 45
High GGYFDEFG 0.000639 0 1 1 1 P11413 0 1273.621 High 0 2.08E-05 41
High LAPITSDPT 2.81E-07 0 1 1 4 P14618 0 2175.118 High 0 8.25E-09 86
High LDENYQPW 0.000439 0 1 1 1 P22079 0 3099.5 High 0 1.26E-05 34
High LAEQFVLLN 0.000392 0 1 1 1 O95994 0 1996.064 High 0 1.09E-05 36
High LCSGPGIVG1xCarbami  1.39E-07 0 1 1 1 Q9Y5P6 0 1810.948 High 0 2.41E-10 75
High LCYVALDFE1xCarbami  2.94E-09 0 1 3 18 P60709 0 2550.174 High 0 1.33E-12 93
High GIHYWEVE 0.00325 0 1 1 1 Q14258 0 1401.716 High 0 0.000188 24
High LCMGSGLN2xCarbami     8.3E-07 0 1 1 1 P02787 0 1722.761 High 0 2.68E-09 80
High LCMGSGLN2xCarbami   5.47E-06 0 1 1 2 P02787 0 1706.766 High 0 3.41E-08 65
High GLGTDEDT 7.58E-08 0 1 1 6 P04083 0 1702.886 High 0 1.07E-10 90
High LANQAADY 1.18E-05 0 1 1 1 Q8WUM4 0 1530.722 High 0 9.62E-08 61
High LDADKYEN 0.004554 0 1 1 1 Q9BV57 1 1678.781 High 0 0.000297 25
High VLCQGLKD 2xCarbami   0.012254 0.000225 1 1 1 P13489 1 1959.004 High 6.52E-05 0.00113 29
High SGYQALPW 0.018431 0.000225 1 1 1 Q9Y6Q5 0 1176.616 High 6.52E-05 0.001977 21
High SITLFVQED 0.012407 0.000225 1 1 1 P07996 0 1207.632 High 6.52E-05 0.001149 28
High AVASQLDC 1xCarbami  0.011305 0.000225 1 1 2 P62333 0 1365.683 High 6.52E-05 0.001018 40
High SLSTTNVFA1xCarbami  0.0095 0.000225 1 1 2 Q16531 0 2584.246 High 6.52E-05 0.0008 19
High YLSEVASGD 0.011734 0.000225 1 1 1 P31946 0 1182.564 High 6.52E-05 0.001071 48
High LEHEYIQNF 0.009095 0.000225 1 1 2 Q15691 0 1320.658 High 6.52E-05 0.000934 18
High YKPVCNQV 2xCarbami   0.010559 0.000225 1 1 3 P42330 0 2110.959 High 6.52E-05 0.000927 20
High VFELMTSLH1xOxidatio  0.013532 0.000225 1 1 1 Q06323 0 1321.682 High 6.52E-05 0.001292 19
High SLYQSAGVA 0.008337 0.000225 1 1 1 P49327 0 2542.21 High 6.52E-05 0.000673 22
High ISEQFTAM 0.018431 0.000225 3 6 2 P07437; P6  0 1229.598 High 6.52E-05 0.001976 16
High LLGPNASPD 0.013871 0.000225 1 1 1 P42224 0 1706.922 High 6.52E-05 0.001337 25
High CCMPYTPIC3xCarbami    0.010493 0.000225 1 1 1 Q9NQW7 0 1513.667 High 6.52E-05 0.000919 32
High FWSQISQG 0.013119 0.000225 1 1 1 Q8TAX9 0 1580.786 High 6.52E-05 0.001238 26
High VFIPHGLIM 0.014575 0.000225 1 1 2 P00492 0 1297.709 High 6.52E-05 0.001731 30
High YKQDVYLLP 0.009923 0.000225 1 1 2 Q96HN2 1 1266.709 High 6.52E-05 0.000849 34
High IYSHSLLPVL 0.009209 0.000225 1 1 1 P22102 0 1297.763 High 6.52E-05 0.000767 24
High VFMKPGLP 0.012719 0.000225 1 1 1 Q9NQX3 0 2178.163 High 6.52E-05 0.001194 8
High VETGILRPG 0.014666 0.000225 1 1 2 Q05639 0 2571.421 High 6.52E-05 0.001451 24
High LSFDKDAM 0.015127 0.000225 1 1 1 P37837 1 1252.635 High 6.52E-05 0.001507 38
High HGAGAEIST 0.011235 0.000225 0 0 1 0 1794.877 High 6.52E-05 0.001007 20
High NFEDVAFD 0.0086 0.000225 1 1 2 P07237 0 1213.537 High 6.52E-05 0.001539 43
High AFDQDGDG 0.009984 0.000225 1 1 1 Q9NZT1 1 1943.921 High 6.52E-05 0.000857 18
High NFFYIISPGV 0.01188 0.000225 0 0 1 0 1385.746 High 6.52E-05 0.001088 25
High YKAAFTECC2xCarbami   0.018431 0.000225 1 1 1 P02768 1 1662.725 High 6.52E-05 0.001977 16
High SPFEQFLK 0.018891 0.000225 1 1 3 Q96BQ1 0 995.5197 High 6.52E-05 0.002038 16
High LLDDAMAA 0.016392 0.000225 1 1 1 Q9HC38 1 1925.895 High 6.52E-05 0.001683 19
High SGPVEDFV 0.010493 0.000225 1 1 1 P98160 0 2147.059 High 6.52E-05 0.000915 14
High SPFAYCMM1xCarbami  0.009209 0.000225 1 1 1 Q9Y678 0 1275.568 High 6.52E-05 0.000769 24
High YMSAVCW 1xCarbami  0.009325 0.000225 0 0 1 0 1389.644 High 6.52E-05 0.000778 31
High YKDGVVTIG1xCarbami  0.010047 0.000225 0 0 1 1 1909.984 High 6.52E-05 0.000865 13
High LEELKESILA 0.010624 0.000225 0 0 1 1 1387.768 High 6.52E-05 0.000934 47
High VDVFREDL 1xCarbami  0.01866 0.000225 1 1 1 Q06323 1 1381.678 High 6.52E-05 0.002006 15
High ELMNLTGT 0.009861 0.000225 0 0 1 0 1603.851 High 6.52E-05 0.000843 26
High IYSLNEGYA 0.014848 0.000225 1 1 2 O00757 0 1157.584 High 0.000392 0.007298 30
High VLDLELK 0.016906 0.000225 1 1 2 P04083 0 829.503 High 6.52E-05 0.001748 36
High CFIVGADNV1xCarbami  0.013871 0.000225 1 2 1 P05388 0 1266.615 High 6.52E-05 0.001335 21
High KLSFDFQ 0.0137 0.000225 1 1 1 P23381 1 884.4512 High 6.52E-05 0.001322 45
High NILTEIYR 0.01522 0.000225 1 1 3 Q15907 0 1021.568 High 0.000187 0.002503 29
High EFPEMNLE 2xOxidatio   0.009267 0.000225 1 1 2 P31025 0 2883.364 High 6.52E-05 0.000772 24
High VELEDWNG 0.0098 0.000225 1 1 1 P02679 0 1117.527 High 6.52E-05 0.000835 29
High LQMEAPHI 0.0086 0.000225 1 1 3 P60842 0 1618.873 High 6.52E-05 0.0007 26
High YLTWASR 0.007932 0.000225 3 3 122 P01876; P0  0 896.4625 High 6.52E-05 0.000626 33
High LYSVVSQLI 0.010428 0.000225 1 2 1 Q93008 0 1177.694 High 6.52E-05 0.000907 26
High LLHEVQELT 0.007981 0.000225 1 1 1 Q13561 0 1667.885 High 6.52E-05 0.000633 11
High NGQVWEE 0.017436 0.000225 1 1 1 P22079 1 1345.686 High 6.52E-05 0.001834 27
High NLLSVAYK 0.017222 0.000225 7 7 7 P63104; P3      0 907.5247 High 0.000187 0.002886 39
High EGDLSTKYD 0.017436 0.000225 1 1 2 P21980 1 3794.782 High 0.002427 0.0283 22
High SGTICSSELP1xCarbami  0.012957 0.000225 1 1 1 P04632 0 3334.598 High 6.52E-05 0.001221 13
High YLTVAAIFR 0.018318 0.000225 1 2 1 Q9BVA1 0 1053.609 High 6.52E-05 0.001961 25
High LQLNYLGN 0.010624 0.000225 1 1 1 Q02809 0 1463.801 High 6.52E-05 0.00093 30
High VIATFTCSG 1xCarbami  0.013786 0.000225 1 1 1 P49189 1 2279.17 High 6.52E-05 0.001324 19
High GYPTLLWF 0.013119 0.000225 1 1 1 Q8NBS9 0 1152.62 High 6.52E-05 0.001244 16
High FVSISDLLV 0.009923 0.000225 1 1 2 P50395 0 1217.714 High 6.52E-05 0.000852 35
High VGNPWDP 0.017872 0.000225 1 1 1 P49419 0 1906.981 High 6.52E-05 0.001888 21
High SLLCTAEGE 1xCarbami  0.012484 0.000225 1 1 1 Q8N1Q1 0 2706.403 High 6.52E-05 0.001157 25
High NFDEILR 0.011235 0.000225 1 1 3 P30041 0 906.468 High 6.52E-05 0.001008 35
High EKVETELQG1xCarbami  0.016699 0.000225 1 1 1 P31947 1 2696.418 High 6.52E-05 0.001732 17
High LLEDMVEK 1xOxidatio  0.008817 0.000225 1 1 5 O75556 0 992.4969 High 6.52E-05 0.000726 32
High AVQALCAV 1xCarbami  0.014131 0.000225 1 1 1 O60701 0 1798.906 High 6.52E-05 0.001379 15
High SLHTLFGDK 0.013201 0.000225 1 1 12 P02768 0 1017.536 High 6.52E-05 0.001553 35
High GYDVIAQA 0.012484 0.000225 1 2 1 P60842 0 1394.691 High 6.52E-05 0.001157 21
High YLEKPMEIA 0.015505 0.000225 1 1 1 P40763 0 1249.661 High 6.52E-05 0.001563 27
High SLHDALCVL1xCarbami  0.013786 0.000225 1 1 5 P78371 0 1554.831 High 0.001926 0.02262 27
High AEMTVFVR 0.010109 0.000225 1 1 4 Q9Y5Z4 0 952.4921 High 0.000234 0.004203 33
High SLGPQLYGV 0.013532 0.000225 1 1 2 Q9Y259 0 1519.79 High 6.52E-05 0.001295 34
High GYDVDFPR 0.015698 0.000225 1 2 5 Q06210 0 968.4472 High 6.52E-05 0.002059 36
High GLEWVGR 0.015893 0.000225 3 3 3 A0A0B4J1V   0 816.4363 High 0.000187 0.00272 35
High FVAFSGEG 0.009861 0.000225 0 0 1 0 1297.654 High 6.52E-05 0.000846 42
High AVGNINELP 0.015893 0.000225 0 0 2 0 2559.393 High 6.52E-05 0.001617 16
High GWQDVTA 0.01541 0.000225 1 1 1 P55327 1 1454.727 High 6.52E-05 0.001546 40
High SLFSNVVTK 0.011305 0.000225 1 1 1 P31939 0 994.5568 High 6.52E-05 0.001018 35
High AELRDDPIIS 0.014131 0.000225 1 1 1 O00231 1 1678.912 High 6.52E-05 0.00138 16
High LSAEKVEIA 0.018775 0.000225 1 1 1 P25789 1 1430.821 High 6.52E-05 0.002023 23
High LEILQIHTK 0.007883 0.000225 1 1 2 P55072 0 1094.657 High 6.52E-05 0.000625 29
High AVLFCLSED1xCarbami  0.017653 0.000225 1 1 2 P23528 1 1309.682 High 0.001643 0.01662 41
High SLEEAQEW 0.010757 0.000225 1 1 1 Q9NTX5 0 1232.616 High 6.52E-05 0.000951 35
High LSAQAQVA 0.016699 0.000225 1 1 1 Q14C86 1 1819.955 High 6.52E-05 0.001723 32
High LYMVLITTK 0.011661 0.000225 1 1 1 P48444 0 1081.633 High 6.52E-05 0.001055 39
High GVVQELQQ 0.009679 0.000225 1 1 1 P29692 0 1299.727 High 6.52E-05 0.000821 31



High VHLVGIDIF 0.010757 0.000225 1 3 2 P63241 0 1298.747 High 6.52E-05 0.000947 22
High AELNEFLTR 0.014131 0.000225 1 1 1 P23396 0 1092.568 High 6.52E-05 0.00138 42
High IEINFPAEYP 0.010824 0.000225 1 1 3 P68036 0 1789.952 High 6.52E-05 0.000959 28
High GLFIIDGK 0.01866 0.000225 1 1 2 P32119 0 862.5033 High 0.003122 0.03866 34
High GLEVTITAR 0.010624 0.000225 1 1 5 P01024 0 959.552 High 6.52E-05 0.000929 47
High VGIYSPHTA 0.011807 0.000225 1 1 2 Q9GZT8 0 2472.231 High 6.52E-05 0.001077 18
High LLEDMVEK 0.009209 0.000225 1 1 7 O75556 0 976.502 High 6.52E-05 0.000771 36
High NGSGTLDL 0.008762 0.000225 1 1 1 Q13938 0 1450.717 High 6.52E-05 0.000719 26
High EILQEEEDL 0.012331 0.000225 1 1 4 P38606 0 2055.086 High 0.002427 0.02879 20
High LIGEYGLR 0.009325 0.000225 1 1 1 P46781 0 920.52 High 6.52E-05 0.000779 17
High ILDLIESGK 0.012877 0.000225 1 1 1 P00352 0 987.5721 High 6.52E-05 0.001214 25
High NHFTVAQS 0.012484 0.000225 1 1 1 O00204 0 1521.708 High 6.52E-05 0.001163 25
High ELLHLVTLR 0.014575 0.000225 0 0 1 0 1093.673 High 6.52E-05 0.001433 24
High GVNLPGAA 0.014307 0.000225 1 1 2 P14618 1 2349.266 High 6.52E-05 0.001394 28
High SIPQGIVAA 0.008441 0.000225 1 1 1 Q13421 0 1197.674 High 6.52E-05 0.000682 34
High NLFNVVDC 1xCarbami  0.0095 0.000225 1 1 2 P55884 0 1108.546 High 6.52E-05 0.001413 37
High GYPTLLLFR 0.017872 0.000225 1 1 1 Q8NBS9 0 1079.625 High 6.52E-05 0.001885 32
High AYSNWPTY 0.008872 0.000225 1 1 1 O76003 0 1729.858 High 6.52E-05 0.000732 29
High GLEWMGII 0.017222 0.000225 1 1 1 A0A0C4DH 0 1809.848 High 6.52E-05 0.001806 18
High SINSILDYIST 0.010109 0.000225 0 0 1 0 1440.758 High 6.52E-05 0.000875 28
High LSEEPLQVL 0.011028 0.000225 1 1 2 Q9NZ08 0 1546.822 High 6.52E-05 0.000983 22
High VFYIGLR 0.014485 0.000225 1 1 1 Q9GZP4 0 867.5087 High 6.52E-05 0.001426 27
High AYAQQLTE 0.008132 0.000225 1 1 1 Q9UNF0 0 1336.664 High 6.52E-05 0.000647 38
High GYGFVHFE 0.008927 0.000225 1 1 1 P11940 0 1740.798 High 6.52E-05 0.000737 18
High VIAATNRVD 0.014757 0.000225 1 1 1 P17980 1 1850.086 High 6.52E-05 0.001462 12
High NILGGTVFR 0.01188 0.000225 1 1 3 O75874 0 976.5574 High 6.52E-05 0.001088 29
High VLAAGGLG 0.013201 0.000225 0 0 1 0 1982.118 High 6.52E-05 0.001251 24
High NLAVSQVV 0.009095 0.000225 1 1 1 P01011 0 1094.632 High 6.52E-05 0.000755 34
High SKEFQLFSS 0.009267 0.000225 1 1 2 P02787 1 1491.759 High 6.52E-05 0.000776 33
High YLNWIGVP 0.012103 0.000225 0 0 1 0 1190.657 High 6.52E-05 0.001112 28
High FVFLLDR 0.019126 0.000225 1 1 2 Q13045 0 909.5193 High 6.52E-05 0.002083 35
High KIEFPPPNE 0.008654 0.000225 1 1 1 P62195 1 1426.733 High 6.52E-05 0.000707 19
High IRNPWGEV 0.013119 0.000225 1 1 1 P17655 1 1599.803 High 6.52E-05 0.001239 28
High FVEKPQVFV 0.010109 0.000225 1 1 2 Q9Y5P6 0 1421.779 High 6.52E-05 0.000869 34
High KLGINSLQE 0.010892 0.000225 1 1 1 P55327 1 1242.742 High 6.52E-05 0.000968 21
High SLLGKDVLF 0.01866 0.000225 1 2 3 P00558 1 1232.761 High 6.52E-05 0.002001 38
High SILFVPTSAP 0.014219 0.000225 1 1 2 P14625 0 1187.678 High 6.52E-05 0.001388 39
High LIEFLSSFQK 0.017116 0.000225 1 1 1 Q9H9S4 0 1211.667 High 6.52E-05 0.001777 27
High VANVELYY 0.013448 0.000225 1 1 1 Q00610 0 1126.589 High 6.52E-05 0.001283 21
High VDLGVLGK 0.011517 0.000225 1 1 2 P36871 0 800.4876 High 6.52E-05 0.001041 33
High TRDELEVIH 0.014666 0.000225 1 1 1 P10155 1 1888.988 High 6.52E-05 0.001445 30
High TELISVSEVH 0.011028 0.000225 1 1 2 P42224 0 1453.765 High 0.000288 0.005822 18
High DGLLPENTF 0.01866 0.000225 1 1 1 P11413 0 1664.864 High 6.52E-05 0.002008 31
High TEVNSGFFY 0.016699 0.000225 1 1 1 P40227 0 1191.568 High 6.52E-05 0.001726 44
High MSYLELME 0.011517 0.000225 0 0 1 0 2022.982 High 6.52E-05 0.001038 15
High ILSLICNSSS 1xCarbami  0.008983 0.000225 0 0 1 0 2685.464 High 6.52E-05 0.000745 16
High YVNSIWDL 0.01866 0.000225 1 1 3 Q13618 0 1250.678 High 6.52E-05 0.002009 20
High TFEDKVTFP 0.012719 0.000225 1 1 2 O00534 1 2595.393 High 6.52E-05 0.001191 15
High TFFSFPAVV 0.010047 0.000225 1 1 3 P41250 0 1457.783 High 6.52E-05 0.000867 50
High TFGSGEAD 1xCarbami  0.0095 0.000225 1 1 2 P00734 0 1883.896 High 6.52E-05 0.000804 20
High MKETAVFIN 0.0095 0.000225 1 1 1 Q9UBQ7 1 1408.762 High 6.52E-05 0.000801 27
High TPTMGWL 0.010959 0.000225 0 0 2 0 1413.673 High 6.52E-05 0.000971 30
High TPTFAGGLF 0.016291 0.000225 0 0 1 0 1325.71 High 6.52E-05 0.001663 24
High GFSLEELR 0.013532 0.000225 0 0 1 0 950.4942 High 6.52E-05 0.001292 34
High DGVYFLYEA 0.011661 0.000225 1 1 2 P30520 1 1833.953 High 6.52E-05 0.001063 14
High TPFLLVGTQ 0.0137 0.000225 1 1 1 P60953 0 1472.847 High 6.52E-05 0.00132 32
High TFTCTAAYP1xCarbami  0.014666 0.000225 1 1 6 P01876 1 2288.148 High 0.000187 0.002435 39
High MHITLCDF 1xCarbami  0.012028 0.000225 0 0 2 0 2406.183 High 0.000342 0.006155 11
High TPEVTCVVV1xCarbami  0.009209 0.000225 1 1 1 P01860 0 2414.154 High 6.52E-05 0.000769 16
High DQLVIPDGQ 0.009383 0.000225 1 1 1 Q8NBJ4 0 2169.989 High 6.52E-05 0.000785 29
High HQTLQGLA 0.008234 0.000225 1 1 2 Q6IBS0 0 1934.024 High 6.52E-05 0.000661 15
High IIQFNPGPE 0.007932 0.000225 1 1 1 P46926 0 1142.62 High 6.52E-05 0.000626 35
High YVDIAIPCN 1xCarbami  0.009152 0.000225 1 1 1 P08865 0 1306.646 High 6.52E-05 0.00076 26
High DSPSVWAA 0.013201 0.000225 1 1 2 P07737 0 1213.621 High 6.52E-05 0.001247 19
High MVMTVFA 1xCarbami  0.008337 0.000225 1 1 1 P13797 0 1415.667 High 6.52E-05 0.000674 31
High YVEPIEDVP 1xCarbami  0.008081 0.000225 1 1 2 P13639 0 2759.432 High 6.52E-05 0.000644 32
High DFFLANASR 0.016091 0.000225 1 1 3 P07384 0 1040.516 High 6.52E-05 0.001635 39
High TCRPEGHP 1xCarbami  0.008337 0.000225 1 1 4 P98095 0 2239.092 High 0.000748 0.01118 20
High DFIHTASISF 0.011375 0.000225 1 1 1 Q9NR46 0 1717.927 High 6.52E-05 0.001022 21
High GFFDPNTH 0.014131 0.000225 1 2 1 P58107 0 2307.14 High 6.52E-05 0.001377 17
High TDDCHPWV1xCarbami  0.01522 0.000225 1 1 1 P17174 0 1565.778 High 6.52E-05 0.001517 14
High TDDHVVSG 0.018205 0.000225 0 1 1 0 4107.161 High 6.52E-05 0.001933 19
High MGLLAVLR 0.010364 0.000225 1 1 1 O95394 0 872.5386 High 6.52E-05 0.0009 26
High AASGPGPE 0.014941 0.000225 1 1 1 P98160 0 2608.216 High 6.52E-05 0.00148 22
High TSTADYAM 0.019244 0.000225 1 1 1 P02679 0 1134.514 High 0.000129 0.002091 27
High TDQYWEKI 0.017544 0.000225 1 1 1 P07858 1 1082.515 High 6.52E-05 0.001846 39
High AASAAGAA 0.014396 0.000225 0 0 2 0 3669.72 High 6.52E-05 0.00141 26
High KCVDTMAY1xCarbami    0.013283 0.000225 1 1 6 O95968 1 1260.56 High 6.52E-05 0.001266 31
High YVLLSIR 0.013786 0.000225 1 1 1 P48147 0 863.5349 High 6.52E-05 0.00133 41
High DSSFFDKFF 0.009267 0.000225 1 1 2 O75363 1 1267.599 High 6.52E-05 0.000774 25
High IISYAQGFM1xOxidatio  0.013201 0.000225 1 1 1 P52209 0 1427.772 High 6.52E-05 0.001255 37
High MPLFEHYT 1xOxidatio  0.01188 0.000225 1 1 1 P28838 0 1209.572 High 6.52E-05 0.001087 17
High MIAPEGSLV 0.009209 0.000225 0 0 1 0 1457.746 High 6.52E-05 0.000766 28
High AAFVAYALA 0.018205 0.000225 1 1 1 Q6XQN6 0 1296.71 High 6.52E-05 0.001936 28
High LLYPPETGL 0.008285 0.000225 1 1 3 P41240 0 1517.873 High 6.52E-05 0.000665 18
High DLPELALDT 0.010172 0.000225 1 1 3 Q53EL6 0 1239.658 High 0.000697 0.01083 33
High TIPTDDNVV1xCarbami  0.010691 0.000225 1 1 2 P47895 0 1537.732 High 6.52E-05 0.000942 24
High IMVDMLDS 0.008441 0.000225 1 1 1 P17655 0 1367.618 High 6.52E-05 0.00068 37
High LMNFMYFQ 0.012407 0.000225 1 1 1 Q7L576 0 1249.586 High 6.52E-05 0.001155 37
High YYGGTEFID1xCarbami  0.018318 0.000225 1 1 1 P34896 0 2065.942 High 6.52E-05 0.001964 12
High TIPCFNPNT1xCarbami  0.013119 0.000225 0 0 1 0 1981.058 High 6.52E-05 0.001246 45
High DLLLQALR 0.014307 0.000225 1 1 1 Q9ULZ3 0 941.5778 High 6.52E-05 0.001395 35
High TIFIISMYK 0.017653 0.000225 1 1 1 Q14116 0 1115.617 High 6.52E-05 0.001859 28
High LDACVYELH1xCarbami  0.008927 0.000225 1 1 1 Q6ZVX7 1 2200.133 High 6.52E-05 0.000736 12
High DLLFRDDTV1xCarbami  0.008872 0.000225 1 1 2 P02787 1 1565.799 High 6.52E-05 0.000733 30



High TLGILGLGR 0.018318 0.000225 1 1 2 O43175 0 899.5673 High 6.52E-05 0.001953 29
High LMIEMDGT 0.012179 0.000225 1 1 2 P06733 0 1280.586 High 6.52E-05 0.001125 29
High DLLDTVLPH 0.018318 0.000225 1 1 4 Q86VP6 0 1770.927 High 0.000234 0.003463 32
High DIICQIAYAR1xCarbami  0.008234 0.000225 1 1 1 P46777 0 1222.625 High 6.52E-05 0.00066 33
High TIQVDNTD 0.016802 0.000225 1 1 3 P28838 0 1318.623 High 6.52E-05 0.001733 36
High TPECPSHTQ1xCarbami  0.008817 0.000225 1 2 1 P0DOX3 0 2991.54 High 6.52E-05 0.000722 25
High DISQAYYTV 0.008983 0.000225 1 1 2 P12429 0 1350.658 High 0.001772 0.01887 37
High LCYVALDFE1xCarbami    0.016291 0.000225 1 4 2 P68032 0 2552.153 High 0.002246 0.0273 15
High TFYWDFYT 0.018775 0.000225 1 1 8 P12273 0 1412.627 High 6.52E-05 0.002028 27
High GFYYIYSQT 0.008132 0.000225 0 0 1 0 1607.753 High 6.52E-05 0.000652 39
High IITLTGPTNA 0.017436 0.000225 1 1 1 Q15365 0 1388.815 High 6.52E-05 0.001831 30
High LNIGDLQVT 0.014219 0.000225 1 1 1 Q9UNM6 0 1100.631 High 6.52E-05 0.00138 31
High GGCITLISSE1xCarbami  0.010959 0.000225 1 1 1 P01833 1 2105.033 High 6.52E-05 0.000972 36
High TGQATVAS 1xCarbami  0.014044 0.000225 1 1 3 P00558 1 2605.239 High 6.52E-05 0.001365 31
High KAHEILPNL 2xCarbami   0.011589 0.000225 1 1 1 P50990 1 1739.893 High 6.52E-05 0.001045 23
High DMVVDIQR 0.011235 0.000225 0 0 2 0 975.4928 High 6.52E-05 0.001004 34
High DIAQQLQA 1xCarbami  0.008441 0.000225 1 1 4 O60664 0 2630.345 High 6.52E-05 0.000682 13
High LNLDSIIGR 0.010493 0.000225 1 1 1 P62136 0 1000.579 High 6.52E-05 0.00092 27
High DMILQFISR 0.019008 0.000225 1 1 1 P50570 0 1122.598 High 6.52E-05 0.002063 33
High HSYLHLAEN 0.009984 0.000225 1 1 1 P41226 0 1628.854 High 6.52E-05 0.000861 11
High YWGVASFL 0.015893 0.000225 0 0 3 0 1198.626 High 6.52E-05 0.001615 23
High MLTYDPML 0.010691 0.000225 1 1 2 P40394 0 1557.78 High 6.52E-05 0.002046 37
High YWLCAATG1xCarbami  0.017116 0.000225 1 1 2 P63244 0 1366.682 High 6.52E-05 0.001777 42
High IDIIPNPQER 0.012028 0.000225 1 2 2 P08238 0 1194.648 High 6.52E-05 0.001107 35
High MLSPEQTV 0.009441 0.000225 1 1 1 O00534 0 1320.698 High 6.52E-05 0.000798 23
High TKLHQLSGS 0.015601 0.000225 1 1 2 O60271 1 2095.053 High 0.000234 0.004151 13
High DFAVSTVPV 0.010493 0.000225 0 0 1 0 1668.87 High 6.52E-05 0.000917 23
High KDSVWGSG 0.014219 0.000225 1 1 1 Q53EL6 1 1983.004 High 6.52E-05 0.001385 16
High MVVNEGSD1xOxidatio  0.012254 0.000225 1 1 3 P49773 0 2563.247 High 0.001772 0.01879 12
High SSELEQYLQ 0.008234 0.000225 1 1 1 Q9UH65 0 1252.617 High 6.52E-05 0.000662 31
High NDPPMEAA2xCarbami   0.008817 0.000225 1 1 2 P68104 0 4385.126 High 6.52E-05 0.000724 10
High YPQLLPGIR 0.011165 0.000225 1 1 2 P23526 0 1056.62 High 0.000392 0.006343 28
High LLIIGDSGVG 0.008708 0.000225 3 5 2 P61026; P6  0 1071.641 High 6.52E-05 0.000713 32
High AFFSEVER 0.019244 0.000225 1 1 4 Q9UQ80 0 984.4785 High 0.000129 0.002099 18
High GALQYLVP 0.010959 0.000225 1 1 2 Q14974 0 1759.036 High 6.52E-05 0.000972 20
High IEAELQDIC 1xCarbami  0.009619 0.000225 1 1 1 P31946 0 2130.063 High 6.52E-05 0.000812 17
High VAIQLNDTH 0.0098 0.000225 0 1 1 0 2118.138 High 6.52E-05 0.000836 30
High YPVNSVNIL 0.012331 0.000225 1 1 2 P17987 0 1146.652 High 6.52E-05 0.001146 40
High KFTFGLDW 0.009923 0.000225 1 2 1 P45974 1 1337.725 High 6.52E-05 0.000849 14
High CPTQFPLILW1xCarbami  0.013616 0.000225 1 1 1 Q96TA1 0 1898.973 High 6.52E-05 0.001302 16
High SSSLGPVTV 0.008234 0.000225 1 1 2 Q99102 0 2205.166 High 6.52E-05 0.000658 21
High SSSSGQHG 0.011954 0.000225 1 1 1 Q86YZ3 0 4748.959 High 6.52E-05 0.001091 2
High KFSLDALITN 0.012179 0.000225 1 1 1 P00326 1 1849.047 High 6.52E-05 0.001122 18
High NCIIVSPDA 1xCarbami  0.009039 0.000225 1 2 1 P11908 0 1301.652 High 6.52E-05 0.00075 44
High LATQSNEIT 0.011734 0.000225 1 1 3 P04792 0 1905.992 High 6.52E-05 0.001066 43
High LPVMTMIP 1xCarbami  0.010824 0.000225 1 1 2 P00390 0 2200.133 High 6.52E-05 0.000957 25
High CPEALFQPS2xCarbami     0.011517 0.000225 1 2 2 P60709 0 3247.457 High 6.52E-05 0.001037 21
High CSPHLVLSA1xCarbami  0.010493 0.000225 1 1 1 P02790 0 3148.469 High 6.52E-05 0.000914 7
High EAILLHFSTD 0.011096 0.000225 0 0 1 0 1943.031 High 6.52E-05 0.000987 22
High LQDELGGQ 0.015893 0.000225 0 0 1 0 1465.776 High 6.52E-05 0.001615 24
High NFATSLYSM 0.017872 0.000225 1 1 2 P08758 0 1274.645 High 6.52E-05 0.001898 24
High NEQVEIR 0.009383 0.000225 1 1 1 P01024 0 887.4581 High 6.52E-05 0.00079 38
High CLAYDFYPG1xCarbami  0.008031 0.000225 1 1 8 P25311 0 1233.561 High 0.000187 0.002408 42
High EDLIWELLN 0.014575 0.000225 1 1 1 P02787 0 2070.029 High 6.52E-05 0.001436 13
High SPYQEFTDH 0.012877 0.000225 1 1 1 P15880 0 1463.717 High 6.52E-05 0.001211 32
High SQEGRPVQ 0.017222 0.000225 1 1 1 Q7L5N1 0 1651.949 High 6.52E-05 0.001802 36
High FYYIYNEK 0.008708 0.000225 1 1 1 P01024 0 1139.541 High 6.52E-05 0.00071 39
High YNIIPVLSDI 0.01188 0.000225 1 1 1 Q9UI12 0 1831.021 High 6.52E-05 0.001089 27
High YNIMLVR 0.008183 0.000225 1 1 1 P50990 0 908.5022 High 6.52E-05 0.000654 43
High YNQATPNF 0.013038 0.000225 1 1 1 P50552 0 1561.729 High 6.52E-05 0.001233 36
High CLIDLGK 1xCarbami  0.017011 0.000225 1 1 1 Q92896 0 818.4441 High 6.52E-05 0.001768 32
High EAVLDVIPT 0.007834 0.000225 1 1 2 P09467 0 1605.86 High 6.52E-05 0.000615 35
High VAYDLVYYV 0.012179 0.000225 0 0 1 0 1260.662 High 6.52E-05 0.001121 23
High LILEYVK 0.017011 0.000225 1 1 3 Q7L5N1 0 877.5393 High 6.52E-05 0.001769 29
High KGEWVALN 0.009984 0.000225 1 1 1 P08603 1 1282.727 High 6.52E-05 0.00086 28
High VATPVDWK 0.018318 0.000225 1 1 1 P30041 1 2726.359 High 6.52E-05 0.001952 25
High CPDGQFCP 6xCarbami       0.011096 0.000225 1 1 1 P28799 1 4201.848 High 6.52E-05 0.000993 10
High EALLQISIPF 0.019126 0.000225 1 1 2 Q96TA1 0 1484.909 High 6.52E-05 0.002079 31
High GAVDAAVP 0.007883 0.000225 1 1 1 Q9UI12 0 1410.795 High 6.52E-05 0.000621 31
High MAVGFML 0.012484 0.000225 1 3 1 P04745 0 1697.829 High 6.52E-05 0.001162 22
High CTATNAAG 1xCarbami  0.015992 0.000225 1 1 2 P98160 0 3334.725 High 6.52E-05 0.001623 25
High KEVEVVEIIQ 0.014396 0.000225 1 1 1 Q14764 1 1740.027 High 6.52E-05 0.00141 30
High SWCPDCVQ2xCarbami   0.018891 0.000225 1 1 1 Q9BRA2 0 1702.768 High 6.52E-05 0.002043 13
High ICDDELILIK 1xCarbami  0.011235 0.000225 1 1 2 P17987 0 1231.66 High 6.52E-05 0.001009 37
High DAVDFLR 0.017872 0.000225 1 1 2 Q9H6S3 0 835.4308 High 6.52E-05 0.001896 26
High IIPGFMCQG1xCarbami    0.017222 0.000225 1 1 1 P62937 0 1614.74 High 6.52E-05 0.001794 21
High TVEVPFKGD 0.018775 0.000225 0 0 2 1 1726.912 High 6.52E-05 0.002019 20
High MFADYLAH 0.015698 0.000225 1 1 1 O14579 0 1339.61 High 6.52E-05 0.00158 18
High TVEAEAAH 0.010428 0.000225 1 1 2 O75874 0 1341.676 High 0.0006 0.009265 38
High SYSPYDML 0.012407 0.000225 1 2 1 P07355 0 1460.673 High 6.52E-05 0.00115 29
High MYATIYELK 0.008234 0.000225 1 1 1 P80188 1 1503.74 High 6.52E-05 0.000662 28
High DCLTESNLI 1xCarbami  0.014757 0.000225 1 1 3 P21980 0 1192.588 High 0.000234 0.003231 35
High TAAENDFV 0.013283 0.000225 1 1 1 P19013 0 1206.636 High 6.52E-05 0.001263 39
High LDQPVSAP 0.008547 0.000225 1 1 1 Q16204 0 1263.669 High 6.52E-05 0.000693 46
High AATVGSLA 0.011517 0.000225 1 1 1 P02649 0 1497.802 High 6.52E-05 0.001038 32
High IPETYPFNP 0.013283 0.000225 0 0 1 0 1302.673 High 6.52E-05 0.001261 26
High DDTVCLAK 1xCarbami  0.015315 0.000225 1 1 2 P02787 0 921.4346 High 6.52E-05 0.001528 29
High TALNLFFK 0.011589 0.000225 1 1 1 P53621 0 953.5455 High 6.52E-05 0.001054 37
High METTHSFG 0.015893 0.000225 1 1 1 Q93052 1 2401.182 High 6.52E-05 0.001609 11
High DALNIETAI 0.008762 0.000225 1 2 2 P07355 0 1087.599 High 6.52E-05 0.000719 41
High GDLGIEIPA 0.015505 0.000225 1 1 1 P14618 0 1141.61 High 6.52E-05 0.001554 23
High TVTINCPFK 1xCarbami  0.013532 0.000225 1 1 9 P01833 0 1079.555 High 0.000392 0.006789 40
High GKVPITYLE 0.010109 0.000225 1 1 1 Q9Y371 1 1359.788 High 6.52E-05 0.000873 43
High CTGGEVGA1xCarbami  0.008927 0.000225 1 1 1 P30050 0 1418.694 High 6.52E-05 0.000736 42
High TYINPFVSF 0.009619 0.000225 0 0 2 0 1599.817 High 6.52E-05 0.000818 26



High CVLIFGVPS 1xCarbami  0.014219 0.000225 1 1 2 P13716 0 1147.629 High 6.52E-05 0.001389 33
High ADAAPDEK 0.009739 0.000225 1 1 2 P01833 1 1590.776 High 6.52E-05 0.000832 66
High LLIYGNSNR 0.014307 0.000225 1 1 3 P01703 0 1757.929 High 6.52E-05 0.001397 14
High DYIEFNK 0.014666 0.000225 1 1 2 P25311 0 928.4411 High 6.52E-05 0.001447 35
High NALDLLLPK 0.0098 0.000225 1 1 2 P30566 0 996.6088 High 6.52E-05 0.000834 24
High VDLSFSPSQ 0.017653 0.000225 1 1 3 P01023 0 2049.051 High 0.000234 0.004514 21
High SVFGGLVN 0.009383 0.000225 0 0 1 0 1230.652 High 6.52E-05 0.00079 36
High LDSQNAQG 0.014219 0.000225 1 1 1 Q12792 0 2856.349 High 6.52E-05 0.001383 25
High SVLGQLGIT 0.012719 0.000225 1 1 5 P01009 0 1015.615 High 6.52E-05 0.001193 23
High SVLVSVSEV 0.008285 0.000225 1 1 1 O95361 0 1046.609 High 6.52E-05 0.000664 34
High DVYVGKPS 0.009861 0.000225 1 1 1 Q8NES3 0 2074.075 High 6.52E-05 0.000843 9
High LLIYYDDLLP 0.013448 0.000225 1 1 1 A0A0B4J1U 0 1838.953 High 6.52E-05 0.001289 11
High ILMDKPEM 0.01188 0.000225 1 1 1 P55786 0 1529.843 High 6.52E-05 0.001083 13
High MEDVHQT 0.010959 0.000225 1 1 2 P56945 0 2047.998 High 6.52E-05 0.000972 10
High GHYTEGAE 0.007981 0.000225 3 5 2 P07437; P6  1 2087.077 High 6.52E-05 0.000632 30
High DYFMPCPG1xCarbami  0.008389 0.000225 1 1 4 P02790 0 1142.476 High 6.52E-05 0.00068 41
High LLAVAATAP 0.010172 0.000225 1 1 1 P18206 1 2381.21 High 6.52E-05 0.000881 30
High AVDTWSW 0.009923 0.000225 1 1 2 Q08380 0 1206.554 High 6.52E-05 0.000849 27
High MIKPFFHSL 0.009441 0.000225 1 1 6 P10599 0 1463.772 High 6.52E-05 0.000793 22
High DLKPENILL 0.017011 0.000225 2 3 1 P51812; Q1 0 1862.986 High 6.52E-05 0.001776 17
High VPEPGCTKV2xCarbami   0.013448 0.000225 1 1 2 Q9UBC9 1 1755.84 High 6.52E-05 0.001285 20
High FEHGGQDS 0.015127 0.000225 1 1 1 Q9UK22 0 1452.654 High 6.52E-05 0.001502 18
High FRPSEPHFT 0.008234 0.000225 0 0 1 0 2041.977 High 6.52E-05 0.000657 23
High AIMTYVSSF 0.018431 0.000225 2 2 1 P12814; O4 0 2007.963 High 6.52E-05 0.001969 14
High KQQDVLGF 0.010299 0.000225 1 1 3 O75368 1 1489.801 High 6.52E-05 0.000896 27
High YAEIVHLTL 0.013119 0.000225 1 1 1 P21281 1 1712.933 High 6.52E-05 0.001238 28
High LVALSEPAL 0.008441 0.000225 0 0 1 0 1929.153 High 6.52E-05 0.000683 22
High IVVVWVGT 0.018545 0.000225 0 0 3 0 2416.273 High 6.52E-05 0.001987 10
High RLWWLDLK 0.018775 0.000225 1 1 1 P02790 1 1129.652 High 6.52E-05 0.002024 35
High FNEYWR 0.017762 0.000225 0 0 2 0 914.4155 High 6.52E-05 0.001883 38
High ETCAWFTD1xCarbami  0.010428 0.000225 1 1 2 Q13630 0 1790.744 High 6.52E-05 0.000908 35
High YAFLLDK 0.009619 0.000225 1 1 2 P15498 0 869.4767 High 6.52E-05 0.000816 29
High GPSWDPFR 0.018205 0.000225 1 1 1 P04792 0 961.4526 High 6.52E-05 0.00194 29
High GSLLELLR 0.01264 0.000225 0 0 2 0 900.5513 High 6.52E-05 0.001181 29
High IVSLFAEHN 0.009739 0.000225 0 0 1 0 2570.361 High 6.52E-05 0.000826 35
High GLQEVGLP 0.015796 0.000225 1 1 2 P11172 0 1218.695 High 0.001926 0.02371 25
High VPQVSTPT 0.010172 0.000225 1 1 6 P02768 0 1511.843 High 6.52E-05 0.000881 36
High FNLMAIVS 0.016291 0.000225 1 1 2 Q9Y5K5 1 1293.698 High 6.52E-05 0.001673 31
High KYDAFLASE 0.014848 0.000225 1 1 1 P62906 1 1484.8 High 6.52E-05 0.001475 49
High APIICVLGH 1xCarbami  0.012562 0.000225 0 0 1 0 1479.799 High 6.52E-05 0.001176 21
High GSHTDAPD 1xCarbami  0.008547 0.000225 0 0 1 0 1913.877 High 6.52E-05 0.000693 19
High QPNCDDPE1xCarbami  0.016596 0.000225 1 1 3 P02765 0 3363.547 High 6.52E-05 0.001714 19
High YEAVGSVH 0.016802 0.000225 1 1 1 Q9BV20 0 1715.85 High 6.52E-05 0.001739 28
High RLDLTTSAF 0.016699 0.000225 0 0 1 1 1704.845 High 6.52E-05 0.001718 22
High ESLLNHFLY 0.013365 0.000225 1 1 1 P43652 0 1590.827 High 6.52E-05 0.001271 18
High ALMQVVD 0.008872 0.000225 1 1 4 Q9GZT8 0 1278.687 High 6.52E-05 0.000732 50
High YAEIVHLTL 0.01522 0.000225 1 1 1 P21281 0 1556.832 High 6.52E-05 0.001526 28
High APSDSSLGT 0.009619 0.000225 1 1 1 Q15642 0 1841.899 High 6.52E-05 0.000816 33
High ALLEVLGR 0.018318 0.000225 0 0 2 0 870.5407 High 6.52E-05 0.001954 34
High WYYNPFSE 1xCarbami  0.01541 0.000225 1 1 1 O43278 0 1629.69 High 6.52E-05 0.001544 10
High EWSGLLEE 0.007981 0.000225 1 1 1 Q01813 0 1302.669 High 6.52E-05 0.000635 37
High NPVGYPLA 0.01264 0.000225 1 1 1 Q9NZ08 0 1560.832 High 6.52E-05 0.001184 20
High YAASLPALL 0.014219 0.000225 0 0 1 0 1258.752 High 6.52E-05 0.001386 25
High FFNIPFLQL 0.018775 0.000225 0 0 1 0 1422.789 High 6.52E-05 0.002021 10
High QIIQQNPSL 0.007932 0.000225 1 1 1 P54727 0 2130.239 High 6.52E-05 0.000628 24
High RTHLPEVFL 0.014131 0.000225 1 1 2 P02774 1 1326.753 High 0.000187 0.00266 24
High YEISSVPTFL 0.017762 0.000225 1 1 1 O76003 0 1577.825 High 6.52E-05 0.001882 16
High VPAPPSPQ 1xCarbami  0.015033 0.000225 1 2 1 P0DOX3 0 2395.135 High 6.52E-05 0.00149 18
High VPATLQVLQ 0.013038 0.000225 1 1 1 Q07960 0 2311.266 High 6.52E-05 0.00123 16
High EQWWLSL 0.012179 0.000225 1 1 1 P17858 0 1117.579 High 6.52E-05 0.001121 29
High ITVVGVGAV1xCarbami    0.017329 0.000225 1 1 1 P00338 0 2006.085 High 6.52E-05 0.001821 23
High YELGSGLAV 0.007932 0.000225 1 1 1 P98160 0 1177.658 High 6.52E-05 0.000628 34
High RQEEEAGA 0.015601 0.000225 1 1 1 Q7Z406 1 1744.81 High 6.52E-05 0.001571 25
High GSSWHETC2xCarbami   0.013119 0.000225 0 0 1 0 1676.706 High 6.52E-05 0.001238 20
High RPYTVILIER 0.013448 0.000225 0 0 1 0 1259.747 High 6.52E-05 0.001279 40
High LGHPDTLN 0.012562 0.000225 1 1 1 P06702 1 1953.019 High 6.52E-05 0.00117 28
High RPWNVASL 0.009559 0.000225 1 1 1 P02748 0 1576.848 High 6.52E-05 0.000808 22
High KQLCSFEIY 1xCarbami  0.011954 0.000225 1 1 2 P01037 1 2098.006 High 6.52E-05 0.001228 20
High QIQVSWLR 0.008547 0.000225 1 1 2 P01871 0 1029.584 High 6.52E-05 0.000693 31
High IGLETVGVK 0.014219 0.000225 1 1 1 Q16881 0 915.551 High 6.52E-05 0.001385 35
High QITDNIFLTT 0.009325 0.000225 1 1 2 P48163 1 3055.569 High 6.52E-05 0.000782 19
High ESGYNMIH 0.010299 0.000225 1 1 2 P35573 0 2164.086 High 6.52E-05 0.000894 25
High YADLTEDQ 1xCarbami  0.008927 0.000225 1 1 3 P18669 1 2425.155 High 6.52E-05 0.000734 33
High IHQIEYAME 0.018775 0.000225 1 1 2 P25786 0 1431.73 High 6.52E-05 0.002029 20
High LSTCDLCEIA2xCarbami   0.01522 0.000225 1 1 1 Q01432 0 1337.619 High 6.52E-05 0.001526 36
High AQEAPGQA 0.019126 0.000225 1 1 2 O14745 0 2588.197 High 6.52E-05 0.002071 14
High VPTISINKTD1xCarbami  0.008132 0.000225 1 1 1 Q01518 1 2004.022 High 6.52E-05 0.000648 20
High NQVSLTCLV1xCarbami  0.017544 0.000225 4 5 10 P01861; P0   0 1161.63 High 0.000901 0.01247 31
High GRDWNVD 0.010691 0.000225 2 2 6 P31150; P5 1 1312.701 High 6.52E-05 0.001681 22
High FPEPGAIKV 0.010624 0.000225 1 1 2 Q9UBC9 1 1760.922 High 6.52E-05 0.000936 38
High VSLAGACG 1xCarbami  0.013038 0.000225 0 0 1 0 1410.679 High 6.52E-05 0.001229 29
High FPGQLNAD 0.010172 0.000225 4 10 3 Q9BUF5; P   0 1130.595 High 0.001692 0.01679 30
High VTTVTEIGK 0.017544 0.000225 1 1 1 P53621 1 1600.927 High 6.52E-05 0.001839 24
High QSNNEANL 0.017116 0.000225 1 1 1 Q8WUM4 1 1643.835 High 6.52E-05 0.001778 19
High VSLDVNHF 0.009923 0.000225 1 1 3 P04792 0 1783.922 High 6.52E-05 0.000849 35
High FASCFYGPF1xCarbami  0.008441 0.000225 1 1 1 P13716 0 1251.562 High 6.52E-05 0.000682 42
High FPSVYLR 0.019008 0.000225 1 1 2 Q9UGM3 0 881.488 High 6.52E-05 0.002066 42
High LTPNVTDIV 0.016802 0.000225 1 1 1 Q12882 0 1398.795 High 6.52E-05 0.001739 18
High ITLEHLGICC3xCarbami    0.012877 0.000225 1 1 1 O15231 0 2079.945 High 6.52E-05 0.001212 10
High QTLDALNY 0.013616 0.000225 1 1 2 Q9H2G2 0 1544.77 High 6.52E-05 0.001307 21
High QVYQIVKPL2xCarbami   0.016596 0.000225 1 1 1 Q9NR45 0 3851.925 High 6.52E-05 0.001708 15
High FAFQAEVN 0.012254 0.000225 1 1 1 P14625 0 1081.543 High 6.52E-05 0.001135 22
High VTMLISGR 1xOxidatio  0.019008 0.000225 1 1 2 P31025 0 892.4921 High 6.52E-05 0.002061 32
High NSTFSEIFK 0.019126 0.000225 1 1 1 P29401 1 1200.626 High 6.52E-05 0.002079 34
High VTAGISFAI 0.01264 0.000225 1 1 1 Q92743 0 1305.705 High 6.52E-05 0.001179 26



High QTYFLPVIG 0.008285 0.000225 1 1 1 P17980 0 1692.921 High 6.52E-05 0.000664 30
High NSSYFVEW 0.011954 0.000225 4 7 1 Q9BUF5; P   0 1696.833 High 6.52E-05 0.001095 8
High ITLPVDFVT 0.015992 0.000225 1 1 1 P00558 1 2023.038 High 6.52E-05 0.001623 24
High ALYYDLISSP 0.016596 0.000225 1 1 3 P36955 0 1955.975 High 6.52E-05 0.00171 31
High ALYYLQIHP 0.011375 0.000225 1 1 1 Q16531 0 1643.89 High 6.52E-05 0.001024 25
High LFLAGYDPT 0.010172 0.000225 1 1 1 O75436 0 1481.746 High 6.52E-05 0.000876 32
High VTDIIVSFQ 0.010959 0.000225 1 1 1 Q7Z406 0 1390.769 High 6.52E-05 0.000972 24
High AMEAVAAQ 0.017011 0.000225 1 1 1 P18669 0 975.4928 High 6.52E-05 0.001774 31
High LTTLIELLLP 0.017762 0.000225 0 0 1 0 1253.808 High 6.52E-05 0.001881 28
High NSLESYAFN 0.008441 0.000225 1 1 1 P11142 0 1303.599 High 6.52E-05 0.000682 37
High RALDFAVG 0.013119 0.000225 1 1 1 P01034 1 1382.706 High 6.52E-05 0.001239 26
High IGPALSCGN1xCarbami  0.013957 0.000225 1 1 2 P00352 0 3184.776 High 6.52E-05 0.001348 24
High ALPQPQNV1xCarbami  0.014307 0.000225 1 1 1 P02790 0 1735.88 High 6.52E-05 0.001397 25
High APELLIYAAS 0.007932 0.000225 0 0 1 0 1973.07 High 6.52E-05 0.000627 23
High KWQEEME 1xOxidatio  0.009325 0.000225 1 1 2 P02647 1 1427.662 High 6.52E-05 0.000783 40
High QPYITQNYF1xCarbami  0.014307 0.000225 1 1 2 P08174 0 2936.404 High 0.000234 0.003772 25
High IVSLPECFN 1xCarbami  0.011589 0.000225 1 1 1 Q9NQR4 0 1681.825 High 6.52E-05 0.001045 33
High QQDAQEFF 0.007932 0.000225 1 1 1 P45974 0 2118.044 High 6.52E-05 0.000625 15
High VQHQDALQ 0.009739 0.000225 1 1 1 Q14974 0 2123.128 High 6.52E-05 0.000831 23
High LVSLTLNLV 0.014575 0.000225 1 1 2 P01833 0 1228.762 High 6.52E-05 0.00143 28
High NREQASGL 1xCarbami  0.011807 0.000225 1 1 1 P98088 1 1871.882 High 6.52E-05 0.001075 15
High ITVTSEVPFS 0.008817 0.000225 1 1 1 P35268 0 1207.657 High 6.52E-05 0.000726 40
High ITVPFLEQC 1xCarbami  0.010047 0.000225 1 1 1 P48147 0 1472.793 High 6.52E-05 0.000862 30
High VQPYLDDF 0.008547 0.000225 1 1 2 P02647 0 1252.621 High 6.52E-05 0.000693 26
High KSASDLTW 0.009559 0.000225 1 1 1 P02787 1 1377.701 High 6.52E-05 0.000806 36
High EVDIGIPDA 0.018545 0.000225 1 1 2 P55072 0 1242.632 High 6.52E-05 0.001993 26
High REPGYTPPG 0.016802 0.000225 1 1 1 Q93052 1 2582.246 High 6.52E-05 0.001744 27
High RELDESLQV 0.012254 0.000225 1 1 2 P10909 1 1444.739 High 6.52E-05 0.001137 35
High GQDHCGIE 1xCarbami  0.014131 0.000225 1 1 2 P07858 0 1823.87 High 6.52E-05 0.001372 34
High VRDPAGQE 0.010428 0.000225 1 1 3 Q8TE68 1 2559.299 High 6.52E-05 0.000911 26
High IVSRPEELR 0.014131 0.000225 1 1 1 P49368 1 2496.33 High 6.52E-05 0.001374 31
High ANPTVTLFP 0.01522 0.000225 1 3 13 P0DOX8 0 2043.039 High 6.52E-05 0.001525 30
High RCCPDTCG 3xCarbami    0.013786 0.000225 1 1 1 P03973 1 1266.539 High 6.52E-05 0.001327 23
High KVVYENAY 0.018205 0.000225 1 1 1 Q16881 1 1877.966 High 6.52E-05 0.001937 24
High FCNVDDDE1xCarbami  0.015033 0.000225 1 1 1 Q86VP6 0 1282.537 High 6.52E-05 0.001496 20
High EVHCFCVV 2xCarbami   0.017762 0.000225 0 0 2 0 2061.963 High 6.52E-05 0.00187 14
High VSHLLGINV 0.009559 0.000225 1 1 2 P35579 0 1571.854 High 6.52E-05 0.000806 19
High LGMFNIQH1xCarbami  0.013201 0.000225 1 1 1 P01009 0 1247.602 High 6.52E-05 0.00125 21
High VVGIHMQG1xCarbami  0.017982 0.000225 1 1 2 P00390 0 2459.224 High 0.000187 0.002934 23
High QLICDPSYV 1xCarbami  0.009209 0.000225 1 1 2 P50395 1 1493.742 High 0.002511 0.03093 13
High LHSFLGDDV 0.013616 0.000225 1 1 2 P06737 0 1418.743 High 6.52E-05 0.00131 16
High LVFLGLDNA 0.013957 0.000225 0 0 1 0 1146.652 High 6.52E-05 0.001356 23
High LYGSEAFAT 0.014131 0.000225 1 1 2 P01011 1 2019.966 High 6.52E-05 0.001373 25
High FSSYEKYWC1xCarbami  0.009383 0.000225 1 1 1 P01833 1 1397.619 High 6.52E-05 0.000788 31
High FLQEHGSD 0.012484 0.000225 1 1 1 Q00688 0 1744.829 High 6.52E-05 0.001163 25
High VIISAPSADA 0.014219 0.000225 1 1 2 P04406 1 2933.454 High 6.52E-05 0.001388 25
High IEQFVYSSP 0.01541 0.000225 1 1 1 P49591 0 1563.744 High 6.52E-05 0.00155 21
High ASVITQVFH 0.007932 0.000225 0 0 1 0 1724.933 High 6.52E-05 0.000627 23
High LGAHQLDS 0.010824 0.000225 1 1 2 Q16651 0 1533.718 High 6.52E-05 0.001997 34
High LVLVNAVY 0.01188 0.000225 1 1 1 P35237 0 1193.704 High 6.52E-05 0.001087 39
High GIYETPAGT 0.008441 0.000225 1 1 1 P00966 0 2834.382 High 6.52E-05 0.000683 23
High WKELVDGA 0.012562 0.000225 1 1 1 Q9UK22 1 1667.952 High 6.52E-05 0.001167 16
High LSIPTYGLQ 1xCarbami  0.014941 0.000225 1 1 1 P49327 0 1408.725 High 6.52E-05 0.001481 22
High FLQESNVLY 0.009739 0.000225 1 1 2 P40763 0 1760.908 High 6.52E-05 0.000831 14
High QEILAALEK 0.008081 0.000225 1 1 1 P07602 0 1014.583 High 6.52E-05 0.000643 31
High LYELIITR 0.012179 0.000225 1 1 7 P07384 0 1020.609 High 6.52E-05 0.001119 45
High VLQLSDTAI 0.008031 0.000225 1 1 1 P57737 0 1978.112 High 6.52E-05 0.000639 22
High FIEDELQIPV 0.012254 0.000225 1 1 1 P30520 0 1330.725 High 6.52E-05 0.001135 26
High WQEGNVF 1xCarbami  0.019126 0.000225 1 1 2 P01861 0 2802.251 High 6.52E-05 0.002081 20
High ASLPLEPPR 0.017653 0.000225 0 0 24 0 979.5571 High 0.0006 0.008609 33
High IYDYDPLYK 0.011446 0.000225 1 2 1 P31941 1 2031.026 High 6.52E-05 0.001036 17
High FSMVLPEV 0.011807 0.000225 0 0 3 0 2028.083 High 6.52E-05 0.001072 28
High GIVISFDAR 0.017329 0.000225 1 1 2 Q96G03 0 977.5415 High 6.52E-05 0.001815 23
High VLSLLALVK 0.01522 0.000225 1 1 2 Q9UL46 0 1809.125 High 6.52E-05 0.001515 24
High RVVLWGSD 0.012179 0.000225 1 1 1 O95834 1 1309.69 High 6.52E-05 0.001125 45
High VLSVPESTP 0.009152 0.000225 0 0 2 0 1587.899 High 6.52E-05 0.000761 31
High SDIYVCMIS 1xCarbami  0.010959 0.000225 1 1 2 P50395 0 2111.005 High 6.52E-05 0.000975 29
High ATATSCRPC3xCarbami    0.008183 0.000225 1 1 3 P98160 0 2082.915 High 6.52E-05 0.000938 20
High FLNRHDLD 1xCarbami  0.010236 0.000225 1 1 1 P62140 1 1571.811 High 6.52E-05 0.000884 32
High QASPSIVIA 0.013201 0.000225 1 1 1 P61020 0 1368.785 High 6.52E-05 0.001251 32
High GTWTQPFD 0.010624 0.000225 1 1 1 P08185 0 1479.723 High 6.52E-05 0.000932 12
High WMIQYNN 0.015127 0.000225 1 1 1 P11586 0 1436.735 High 6.52E-05 0.001507 34
High SGLLGFVG 0.017872 0.000225 1 1 1 Q9P265 0 1733 High 6.52E-05 0.001885 28
High FILIQNR 0.017982 0.000225 0 0 1 0 903.5411 High 6.52E-05 0.001901 37
High QAAAAASS 0.010364 0.000225 0 0 1 0 2681.276 High 6.52E-05 0.000903 24
High WIYEDVER 0.011954 0.000225 1 1 1 O43852 0 1109.526 High 6.52E-05 0.001099 32
High SGGGYIVVD 0.015127 0.000225 1 1 2 P35573 0 1345.747 High 6.52E-05 0.001503 33
High ELPPDQAEY1xCarbami  0.015893 0.000225 2 2 1 P12814; O4 0 1561.732 High 6.52E-05 0.001619 24
High LGACLAFLP1xCarbami  0.019126 0.000225 1 1 2 Q86X76 0 1910.983 High 6.52E-05 0.002068 24
High ELPSFLGK 0.016699 0.000225 1 1 4 P26447 0 890.4982 High 6.52E-05 0.001726 39
High NLQLDYVD 0.008872 0.000225 1 2 1 P52895 0 3125.692 High 6.52E-05 0.000732 12
High VIHDNYDQ 0.013201 0.000225 0 0 2 0 1935.992 High 6.52E-05 0.001254 17
High WISIMTER 0.018891 0.000225 1 2 7 P07355 0 1035.529 High 6.52E-05 0.002043 28
High QFLDYFK 0.017222 0.000225 1 1 3 P22314 0 960.4825 High 6.52E-05 0.001803 35
High VLHYLAIQK 0.007932 0.000225 0 0 1 0 1707.99 High 6.52E-05 0.000627 20
High LAEQAERY 0.013616 0.000225 1 1 1 P62258 1 1928.873 High 6.52E-05 0.001305 14
High VLKDQPPN 0.007883 0.000225 1 1 1 Q9NUQ9 1 1963.097 High 6.52E-05 0.00062 23
High WLQEGGQ 2xCarbami   0.008234 0.000225 1 1 1 Q6UXB2 1 2240.985 High 6.52E-05 0.00066 25
High FLLDTLK 0.017116 0.000225 1 1 4 P34913 0 849.508 High 6.52E-05 0.001782 30
High GIVYDTGG 0.010299 0.000225 1 1 1 Q8NDH3 0 1222.668 High 6.52E-05 0.000895 32
High QAQQERDE 0.010236 0.000225 1 1 3 P35579 1 2088.979 High 6.52E-05 0.000884 23
High VLIEILCTR 1xCarbami  0.012254 0.000225 1 1 1 P20073 0 1116.645 High 6.52E-05 0.001135 28
High FIKDNWEE 0.017436 0.000225 1 1 1 P55786 1 1626.791 High 6.52E-05 0.001823 23
High ELSDFISYLQ 0.013119 0.000225 1 1 1 P30101 0 1370.695 High 6.52E-05 0.001244 30
High VILGSEAAQ 0.015127 0.000225 1 1 1 Q9NY33 0 1762.908 High 6.52E-05 0.001508 29



High QASPNIVIA 0.010047 0.000225 1 1 2 P20339 0 1411.79 High 6.52E-05 0.000866 46
High ELSEQIQR 0.010364 0.000225 1 1 1 P15311 0 1002.521 High 6.52E-05 0.000902 30
High SGDGVVTV 0.011807 0.000225 1 1 1 Q13938 0 1232.612 High 6.52E-05 0.001078 29
High NNKDSHSL 0.011235 0.000225 1 1 1 P02671 1 1986.007 High 6.52E-05 0.001006 33
High SDTFINLR 0.009152 0.000225 1 1 2 P17655 0 965.5051 High 0.000187 0.002381 29
High WESGYNTR 0.009325 0.000225 1 1 5 P61626 1 1974.869 High 6.52E-05 0.000779 17
High GNAGGIQP 0.017982 0.000225 1 1 1 Q8NCW5 0 1764.985 High 6.52E-05 0.001905 27
High LKECCEKPL 2xCarbami   0.013448 0.000225 1 1 17 P02768 1 1546.797 High 0.00348 0.04715 23
High QLASEDISH 0.012484 0.000225 1 1 2 P36405 0 2099.077 High 6.52E-05 0.001163 21
High SAPSIPKEN 1xCarbami  0.016699 0.000225 1 1 2 P40925 1 1706.853 High 0.000342 0.005949 25
High WAHLDIAG 0.008132 0.000225 1 1 2 P28838 1 2328.181 High 6.52E-05 0.000649 14
High KPVHGVMT 0.008762 0.000225 1 1 2 P98088 0 1840.974 High 6.52E-05 0.000716 20
High IWDTTQKE 0.012719 0.000225 1 1 1 O75083 1 1511.822 High 6.52E-05 0.001194 36
High AHYGGFTV 0.01522 0.000225 1 1 1 P02675 1 2368.168 High 6.52E-05 0.001516 10
High LVHLWSSD 0.017222 0.000225 1 1 1 O95834 0 1947.982 High 6.52E-05 0.0018 15
High GNQWVGY 0.017436 0.000225 1 1 1 Q15782 0 1280.591 High 6.52E-05 0.001828 49
High LACGVIGIA 1xCarbami  0.013957 0.000225 1 1 6 P00441 0 1001.545 High 0.000234 0.004917 35
High QLEAIDQLH 0.011235 0.000225 1 1 1 O43707 0 1670.875 High 6.52E-05 0.001003 21
High GNRPVILTY 0.014307 0.000225 1 1 3 Q92597 0 1965.012 High 6.52E-05 0.001394 14
High LFTTMELM 0.010757 0.000225 1 1 1 O00232 0 1141.574 High 6.52E-05 0.000951 31
High VYIPCIYVLN1xCarbami  0.009325 0.000225 0 0 1 0 1381.755 High 6.52E-05 0.000781 32
High IHYLDTTTL 0.012719 0.000225 0 0 1 0 1757.943 High 6.52E-05 0.001191 28
High NVIPALELV 0.016191 0.000225 1 1 1 P07602 1 1562.952 High 6.52E-05 0.001653 18
High IALYETPTG 0.008872 0.000225 1 1 2 P36871 0 1278.673 High 6.52E-05 0.000732 21
High LWDFQGFE1xCarbami  0.012028 0.000225 1 1 1 P43034 0 1470.683 High 6.52E-05 0.001105 37
High AHIVFDFHQ 0.014396 0.000225 1 1 2 P30520 0 2210.074 High 6.52E-05 0.00141 17
High VYEFLDKLD 0.009325 0.000225 1 1 1 O43242 1 1495.816 High 6.52E-05 0.000782 34
High FGFPAFSGI 0.01522 0.000225 1 1 1 P53004 0 1185.605 High 6.52E-05 0.00152 25
High LHSLVKPSV1xCarbami  0.019126 0.000225 1 1 1 O43813 0 1886.02 High 6.52E-05 0.002079 23
High LVGGKDFE 0.008927 0.000225 1 1 2 O00151 1 1629.896 High 6.52E-05 0.000737 39
High IFCCHGGLS2xCarbami   0.018891 0.000225 2 3 3 P62136; P6 1 2404.132 High 0.0006 0.008727 20
High VNQWTTN 0.010299 0.000225 1 1 1 P63172 0 2089.092 High 6.52E-05 0.000895 14
High NVIIWGNH 0.011807 0.000225 1 1 1 P40925 0 2280.116 High 6.52E-05 0.001075 10
High VMGLIEGQ 0.009861 0.000225 1 1 1 P30838 1 2094.065 High 6.52E-05 0.000842 27
High EPQVYTLPP 0.016392 0.000225 1 2 4 P0DOX5 1 1872.97 High 6.52E-05 0.001675 27
High LEVNLQAM 0.014485 0.000225 1 1 1 P35579 0 1045.571 High 6.52E-05 0.001427 35
High VTIEYYSQL 0.009559 0.000225 1 1 1 P49189 0 1243.657 High 6.52E-05 0.00081 29
High IKFEMEQN 0.012484 0.000225 1 1 1 P35527 1 1307.678 High 6.52E-05 0.001163 44
High ALEEEQEAR 0.018431 0.000225 1 1 3 Q7Z406 1 1730.819 High 6.52E-05 0.001968 39
High KPLFFGEGT 0.015601 0.000225 1 1 5 P49902 0 1363.773 High 0.005979 0.08853 28
High QLAGEDM 0.018545 0.000225 1 1 1 P07384 0 1319.651 High 6.52E-05 0.001982 32
High FSLLKPWA 0.009679 0.000225 1 1 131 Q9GZZ8 0 961.5506 High 0.000187 0.002485 52
High QFSSSYLSR 0.012179 0.000225 1 1 1 P35527 0 1074.521 High 6.52E-05 0.00112 32
High LGDTYPSIS 0.016191 0.000225 1 1 2 Q9H4A4 0 1293.643 High 6.52E-05 0.001649 43
High SCEKEVVSA1xCarbami  0.009267 0.000225 1 1 1 P28799 1 1892.953 High 6.52E-05 0.000773 20
High FKVEYHAG 0.009209 0.000225 1 1 2 P55263 1 1765.887 High 6.52E-05 0.000766 25
High IETLDPALIR 0.0098 0.000225 0 0 1 0 1450.838 High 6.52E-05 0.000837 25
High IWNVIYEEN1xCarbami  0.011807 0.000225 0 0 1 0 2182.1 High 6.52E-05 0.00108 5
High QFSFPLSSE 0.014396 0.000225 1 1 2 P01023 0 1848.88 High 6.52E-05 0.00167 34
High SDEHVVSG 0.018205 0.000225 1 1 1 P00326 0 4107.161 High 6.52E-05 0.001933 19
High ASCLYGQLP1xCarbami  0.010428 0.000225 1 1 3 P09211 0 1136.577 High 6.52E-05 0.00091 34
High QGLLPVLES 0.011517 0.000225 1 1 3 P02647 0 1230.709 High 6.52E-05 0.00104 23
High IVLLDSSLEY 0.011028 0.000225 1 1 1 P49368 0 1279.714 High 6.52E-05 0.000982 32
High LFVLFGAEI 0.010691 0.000225 1 1 1 P37837 0 1249.755 High 6.52E-05 0.000942 38
High SAVTALWG 0.008817 0.000225 1 1 3 P68871 0 932.52 High 6.52E-05 0.000727 29
High IGDKEGALT 0.012562 0.000225 1 1 1 Q15008 1 1277.685 High 6.52E-05 0.001175 27
High TTASMVSV 1xCarbami  0.020091 0.000446 1 1 1 Q96FV2 0 3153.534 High 0.000129 0.002213 30
High TVENIKDPL 0.020215 0.000446 1 1 1 Q14204 1 1331.732 High 0.000129 0.002248 35
High FISADVHGI 0.019363 0.000446 1 1 1 A0AVT1 0 1387.712 High 0.000129 0.002115 25
High YCPNSVLVI 1xCarbami  0.02034 0.000446 1 1 1 P51665 0 1744.967 High 0.000129 0.002261 15
High LLLQQVSLP 0.020592 0.000446 1 1 1 P01023 0 2045.099 High 0.000129 0.002302 11
High QFAEILHFT 0.02034 0.000446 1 1 1 Q9NUQ9 0 1374.753 High 0.000129 0.00226 11
High FFWHLTLP 0.02034 0.000446 1 1 1 P55212 0 1345.705 High 0.000129 0.002264 27
High ALILVGGYG 0.020592 0.000446 1 1 3 Q9Y5P6 0 1119.652 High 0.000129 0.002288 37
High MIVEMLR 1xOxidatio  0.020466 0.000446 0 0 1 0 907.474 High 0.000129 0.002283 19
High WEDAIPLA 0.019846 0.000446 1 1 1 P09960 0 1155.641 High 0.000129 0.002181 30
High GDLENAFL 1xCarbami  0.019603 0.000446 1 1 1 P07355 0 2838.424 High 0.000129 0.002153 21
High AGYTDKVV 0.019724 0.000446 1 1 2 P06733 1 2176.074 High 0.000129 0.002292 19
High MKPVPDLV 0.019846 0.000446 1 1 3 P02671 0 1441.787 High 0.000129 0.002191 34
High GEMMDLQ 0.019603 0.000446 1 1 2 P00338 0 1633.783 High 0.000129 0.00215 28
High TLSGMESY 1xCarbami  0.019846 0.000446 1 1 1 P50991 0 1302.582 High 0.000129 0.002184 23
High TVYSVLHTT 0.019603 0.000446 1 1 1 Q8NCL4 0 1655.973 High 0.000129 0.002147 20
High SVRPGVAIA 0.020091 0.000446 1 1 1 Q93099 0 1841.043 High 0.000129 0.002212 22
High GGSISGGG 0.02034 0.000446 1 1 1 P35908 0 1197.549 High 0.000129 0.002255 27
High FEISAIR 0.019482 0.000446 1 1 1 Q96G03 0 835.4672 High 0.000129 0.002122 28
High WQNNLLPS 0.020215 0.000446 1 1 1 P62244 0 1127.596 High 0.000129 0.002248 17
High LTTPTYGDL1xCarbami    0.020719 0.000446 3 5 3 P07437; P6  0 2724.333 High 0.000129 0.002321 14
High VIGSGCNLD1xCarbami  0.019482 0.000446 2 2 2 P07195; P0 0 1248.6 High 0.000234 0.004237 29
High LSTIALALGV 0.020847 0.000446 1 2 1 P30153 0 1242.742 High 0.000187 0.002334 16
High SIHDFCLVS 1xCarbami  0.020466 0.000446 0 0 1 0 1205.598 High 0.000129 0.002286 15
High KPTFEVAHL 0.019482 0.000446 0 0 1 0 1496.822 High 0.000129 0.00213 7
High SALQAIGVE 0.019363 0.000446 1 1 2 Q9H008 0 2877.452 High 0.000129 0.002108 24
High HGTCAAQV1xCarbami  0.020592 0.000446 1 1 1 O00584 1 1727.849 High 0.000129 0.002298 11
High YEELQVTVG 0.019724 0.000446 1 1 1 P35908 0 1193.616 High 0.000129 0.002173 21
High VISSIEQK 0.020719 0.000446 5 5 8 P31947; P3    0 903.5146 High 0.000129 0.002317 35
High ILFEITAGAL 0.020091 0.000446 0 0 1 0 1232.725 High 0.000129 0.002214 31
High LIEDTEDW 0.020592 0.000446 1 1 1 Q96HC4 0 1429.707 High 0.000129 0.00229 23
High SEGGFIWA 1xCarbami  0.020091 0.000446 1 1 1 O75874 0 1154.53 High 0.000129 0.002221 18
High GATTNICYN1xCarbami  0.019724 0.000446 1 1 1 Q9NR19 0 1496.716 High 0.000129 0.002169 21
High QWIQISDA 0.019482 0.000446 1 1 2 Q96TA1 0 2209.075 High 0.000187 0.002463 15
High LSLGTYASL 0.020215 0.000446 0 0 1 0 1274.685 High 0.000129 0.002247 22
High NLVELAELE 0.019968 0.000446 1 1 1 Q9UNH7 0 1270.725 High 0.000129 0.002205 39
High SHQSSYGQ 0.020466 0.000446 1 1 1 Q5D862 0 3683.563 High 0.000129 0.002273 4
High EFPVYLWQ 0.020466 0.000446 1 1 1 Q9BZQ8 0 1628.826 High 0.000129 0.002276 25
High LGVTANDV 0.020847 0.000446 1 1 1 P40925 0 916.5098 High 0.000187 0.002332 24



High CDHWTPCP2xCarbami   0.020719 0.000446 1 1 1 P58499 0 1928.769 High 0.000129 0.002316 6
High GYVHYFFG 1xCarbami  0.020719 0.000446 1 1 1 O00391 0 1305.583 High 0.000129 0.00231 21
High SSQIGAVVS 0.020466 0.000446 0 0 1 1 2428.258 High 0.000129 0.002272 18
High ERPGSEEPP2xCarbami   0.019724 0.000446 1 1 3 Q9H4A4 0 4151.901 High 0.000187 0.002388 16
High VLIEGSINSV 0.019846 0.000446 1 1 1 P59998 0 1186.679 High 0.000129 0.002175 38
High ARDAAEFE 0.021764 0.000652 1 1 2 Q6XQN6 1 1471.733 High 0.000288 0.005356 25
High TCAYTNHT 1xCarbami  0.022169 0.000652 1 2 1 P11216 0 1874.907 High 0.000187 0.002547 21
High DQLIYNLLK 0.021764 0.000652 1 1 2 P00338 0 1119.641 High 0.000554 0.00806 29
High NLDIERPTY 0.02272 0.000652 2 7 1 Q9BQE3; P 0 1718.882 High 0.000187 0.002625 20
High DPSQELEFI 0.021898 0.000652 1 1 1 P49354 0 2046.003 High 0.000187 0.002489 14
High VYTVDLGR 0.022443 0.000652 1 1 4 P01833 0 922.4993 High 0.000187 0.002572 28
High NHAVVCQG2xCarbami   0.022305 0.000652 1 1 3 Q9UGI8 0 2204.008 High 0.000187 0.002563 23
High KIEEQLTLEK 0.021764 0.000652 1 1 3 P30740 1 1230.694 High 0.000187 0.002473 39
High WAWEAVE 1xCarbami  0.021498 0.000652 0 0 1 0 1770.802 High 0.000187 0.002441 15
High VYSYFECR 1xCarbami  0.02401 0.000652 1 1 1 P43490 0 1123.488 High 0.000187 0.002827 24
High LADDVDLE 1xCarbami  0.023142 0.000652 1 1 1 P55072 0 3672.792 High 0.000187 0.002703 15
High YFLWVVK 0.022169 0.000652 1 1 1 P62993 0 954.5448 High 0.000187 0.00255 24
High FGSLLPIHPV 0.02286 0.000652 1 1 1 Q15257 0 1324.726 High 0.000187 0.002642 11
High EQLGPVTQ 0.020976 0.000652 1 1 2 P02647 1 2618.273 High 0.000187 0.002345 20
High SLSGLILK 0.021235 0.000652 1 2 1 Q92973 0 830.5346 High 0.000187 0.002394 34
High VWDISGLR 0.021366 0.000652 1 1 1 P53621 0 945.5152 High 0.000187 0.002424 19
High DFLLQQTM 0.022033 0.000652 1 1 1 Q04760 0 1264.672 High 0.000187 0.002514 28
High KLDPGSEET 0.020976 0.000652 1 1 1 P26641 1 1572.823 High 0.000187 0.002349 31
High EHLLMALA 1xOxidatio  0.02401 0.000652 1 1 1 P98160 0 1795.015 High 0.000187 0.002844 18
High EKYLTWAS 0.021898 0.000652 3 3 5 P01876; P0  1 1153.6 High 0.000392 0.006512 31
High DFTCVHQA1xCarbami  0.020976 0.000652 1 1 2 P05155 0 1218.594 High 0.000187 0.002349 31
High MVAVDPGA 0.023142 0.000652 0 0 1 0 2358.187 High 0.000187 0.002689 11
High TSIVHLFEW 0.022305 0.000652 1 3 1 P04745 0 1287.684 High 0.000187 0.00257 20
High NVLLFLQD 0.023863 0.000652 1 1 2 Q15904 0 1089.63 High 0.000187 0.002805 24
High TDEAAFQK 0.023285 0.000652 1 1 1 P26447 0 909.4312 High 0.000187 0.002711 21
High DFNMPLTIS 0.024606 0.000652 1 1 2 Q96HC4 0 1365.708 High 0.000187 0.002918 16
High AQEILSQLP 0.023001 0.000652 1 1 1 P35754 0 1239.731 High 0.000187 0.002677 40
High FFNLNKLED 0.023717 0.000652 1 1 1 P21399 1 1382.706 High 0.000187 0.002792 27
High GNFNYIEFT 0.02286 0.000652 1 2 2 O14950 0 1260.601 High 0.000342 0.00605 29
High IWYHTFYN 0.023142 0.000652 1 1 4 Q562R1 0 1541.754 High 0.000187 0.002702 22
High QHDQLEAQ 0.021105 0.000652 1 1 1 P80303 1 2751.352 High 0.000187 0.002375 7
High ISLPESLK 0.020976 0.000652 1 1 1 P01024 0 886.5244 High 0.000187 0.00235 25
High IIYIVHDEVK 0.022169 0.000652 1 1 1 P25788 0 1228.694 High 0.000187 0.002533 25
High LMVMEIR 1xOxidatio  0.022305 0.000652 1 1 1 Q06323 0 907.474 High 0.000187 0.002567 20
High DLPHITVDR 0.024455 0.000652 1 1 1 P09237 0 1065.569 High 0.000187 0.002908 23
High FLNSNSGLQ 0.02401 0.000652 1 1 1 Q99102 0 1743.881 High 0.000187 0.002829 14
High SFLEDIR 0.02163 0.000652 1 1 1 P52209 0 879.4571 High 0.000187 0.002462 38
High MLISILTER 0.021366 0.000652 1 1 2 P12429 0 1075.618 High 0.000234 0.004836 34
High WGLGGTCV2xCarbami   0.021366 0.000652 1 1 1 Q16881 0 1617.788 High 0.000187 0.002411 30
High ELSELSLLSL 0.023142 0.000652 1 1 1 P15309 0 1701.942 High 0.000187 0.002704 21
High SFVYGGCLG1xCarbami  0.024455 0.000652 1 1 2 O43278 0 1201.567 High 0.000187 0.002905 39
High TLPGWNTD 0.021498 0.000652 1 1 1 P30520 0 1444.718 High 0.000187 0.002434 37
High KLQEQEVF 0.023717 0.000652 1 1 2 Q9H2G2 1 1295.699 High 0.001866 0.01989 22
High WIPPYQGY 0.02272 0.000652 1 1 1 P22079 0 1793.849 High 0.000187 0.002627 6
High VLDLGSPQ 0.023717 0.000652 1 1 1 Q9ULA0 0 1636.884 High 0.000187 0.002793 17
High LGAAPEEES 0.021498 0.000652 1 1 1 Q9UNZ2 1 1776.876 High 0.000187 0.002431 24
High TILDDLRAE 0.021898 0.000652 1 1 1 P19823 1 2631.316 High 0.000187 0.002507 16
High SFSNIISTLN 0.023001 0.000652 0 0 1 0 1492.801 High 0.000187 0.002673 31
High EMDQTMA 0.022443 0.000652 1 1 3 P30085 0 1337.582 High 0.000187 0.002585 20
High NYPMHVFA 0.023001 0.000652 1 1 3 P19021 0 1297.615 High 0.000187 0.002678 25
High FLELLPK 0.02401 0.000652 1 1 1 P63010 0 859.5288 High 0.000187 0.002841 21
High LADFGVAG 0.02272 0.000652 1 2 2 Q9P289 1 1832.986 High 0.000187 0.002619 15
High SAVQGPPE 4xCarbami     0.024757 0.000652 1 1 6 P01877 1 4871.207 High 0.000187 0.002949 30
High DNTINLIHT 0.022169 0.000652 1 1 2 O15144 0 1343.707 High 0.000187 0.00254 24
High LLGLLFPLLA 0.024157 0.000652 1 1 1 Q8TEX9 0 1225.803 High 0.000187 0.002857 12
High AVPEGFVIP 0.024909 0.000652 1 1 2 P43490 0 1084.615 High 0.000187 0.00298 22
High WQQGNVF1xCarbami  0.02272 0.000652 2 3 5 P0DOX5; P0 0 2801.267 High 0.000234 0.003024 16
High SIFLFLDR 0.024157 0.000652 0 0 2 0 1010.567 High 0.000187 0.002866 28
High QGAAIGIPY 0.022581 0.000652 1 1 2 Q08257 0 1527.795 High 0.000187 0.002605 12
High TGLVEFAR 0.023001 0.000652 1 1 2 P31939 0 892.4887 High 0.000187 0.00267 18
High DKDFAIDIIK 0.02272 0.000652 1 1 1 Q15181 1 1177.646 High 0.000187 0.002632 37
High FLCIGLVPN 1xCarbami  0.023001 0.000652 0 0 1 0 1160.65 High 0.000187 0.00266 32
High VLTLDHPDA 0.020976 0.000652 1 1 1 O95749 0 1207.668 High 0.000187 0.002345 32
High YWCNDGK 1xCarbami  0.024757 0.000652 1 1 25 P61626 0 942.3774 High 0.000234 0.004662 31
High ISALNIVGD 0.02163 0.000652 0 0 3 0 1283.768 High 0.000187 0.002446 20
High SDLAVPSEL 0.021764 0.000652 1 1 1 Q08380 0 1355.778 High 0.000187 0.002468 25
High SDVVYTDW 0.023142 0.000652 1 1 2 P02763 1 1240.621 High 0.000187 0.002691 33
High HTLGHLLSL 0.023863 0.000652 1 1 2 Q02809 0 1511.797 High 0.000187 0.002798 20
High WDAWNEL 0.023863 0.000652 1 1 2 P07108 1 1434.701 High 0.000187 0.002818 23
High LLLQAIQSF 0.023428 0.000652 0 0 1 0 1289.746 High 0.000187 0.002745 30
High ILFQEFR 0.024606 0.000652 1 1 2 Q7Z406 0 952.5251 High 0.000187 0.002926 36
High ITCAEEGW 1xCarbami  0.024306 0.000652 0 0 1 0 1475.684 High 0.000187 0.002871 20
High EAFGFIER 0.024909 0.000652 1 1 1 O75534 0 968.4836 High 0.000187 0.002984 33
High VAESCKPGA1xCarbami  0.023285 0.000652 0 0 1 1 2527.344 High 0.000187 0.002717 5
High GLPDNISSV 0.021105 0.000652 1 1 1 Q16851 0 1256.684 High 0.000187 0.00238 24
High RHPDLSIPE 0.023285 0.000652 1 1 2 P43652 1 1445.822 High 0.000288 0.005448 13
High DYFNVPYP 0.021498 0.000652 1 2 3 P55786 0 1352.689 High 0.000187 0.002428 48
High FSVSPVVR 0.025062 0.000652 1 1 1 P13639 0 890.5094 High 0.000187 0.002994 24
High IVSLEPAYP 0.02401 0.000652 1 1 1 Q14126 0 1850.01 High 0.000187 0.002827 18
High CICSQLSLTT2xCarbami   0.024306 0.000652 1 1 1 Q12765 0 1310.644 High 0.000187 0.00288 27
High VVIACEGN 1xCarbami  0.023142 0.000652 1 1 1 P34096 0 1837.89 High 0.000187 0.002688 29
High LHLSGIDAN 0.021498 0.000652 1 1 2 P49327 0 2472.303 High 0.000646 0.009805 18
High TYRPLNDV 0.020976 0.000652 0 0 1 0 1355.743 High 0.000187 0.002365 2
High VSIFFDYAR 0.02401 0.000652 1 1 1 Q9UI12 0 1117.568 High 0.000187 0.002829 23
High VTTLPGHIQ 0.021105 0.000652 0 0 1 0 1966.112 High 0.000187 0.002379 7
High QYVQGCGV1xCarbami  0.023142 0.000652 1 1 10 P61626 0 910.4087 High 0.000187 0.002684 38
High VVLWGSDY 0.02272 0.000652 1 1 1 O95834 0 1153.589 High 0.000187 0.002636 25
High ALQLLHCFP1xCarbami  0.023428 0.000652 1 1 2 A0AVT1 0 1595.873 High 0.000187 0.002728 21
High IALDFQR 0.023717 0.000652 1 1 4 P17931 0 862.4781 High 0.000187 0.002784 28
High SRPEFMLPV 0.02163 0.000652 1 1 1 P06737 0 1707.868 High 0.000187 0.00245 31



High LVTVWSAP 1xCarbami  0.020976 0.000652 1 1 1 O00743 0 1628.789 High 0.000187 0.002349 29
High ALLSAPWY 0.024455 0.000652 1 1 1 P06865 0 1303.716 High 0.000187 0.00291 18
High EAVTEILGIE 0.023863 0.000652 1 1 2 Q15631 1 1698.891 High 0.0006 0.008623 47
High VVACNLYP 1xCarbami  0.024757 0.000652 1 1 1 P31939 0 1309.697 High 0.000187 0.002965 33
High YSAPANLYV 0.023142 0.000652 1 1 1 P10586 0 1153.6 High 0.000187 0.002687 11
High ESGCSFVLA1xCarbami  0.024157 0.000652 1 1 1 P07384 0 1469.713 High 0.000187 0.002856 11
High GLAGLGDV 0.025062 0.000652 1 1 1 P11216 0 1156.632 High 0.000234 0.00301 33
High SIYYITGESK 0.023285 0.000652 1 2 1 P08238 0 1160.583 High 0.000187 0.002718 22
High SSWVFIAA 0.023863 0.000652 1 1 1 P58499 0 1008.551 High 0.000187 0.0028 20
High ILIEELR 0.021235 0.000652 1 1 1 Q9UJ70 0 885.5404 High 0.000187 0.002391 33
High LASALESGT1xCarbami  0.024909 0.000652 1 1 2 P47895 0 3048.492 High 0.000187 0.002984 18
High NFGSVQFV 0.023001 0.000652 1 1 1 Q08431 0 1346.674 High 0.000187 0.002677 16
High FELSCYSLA 1xCarbami  0.021498 0.000652 1 1 1 P00966 0 1555.782 High 0.000187 0.002432 39
High LQPLDFKEN 0.021764 0.000652 1 1 1 P01008 1 1674.845 High 0.000187 0.002477 37
High RIDITLSSVK 0.022169 0.000652 1 1 2 Q08380 1 1131.673 High 0.000187 0.002534 31
High APSDLYQIIL 0.024909 0.000652 1 1 2 P07384 0 1260.72 High 0.000187 0.002972 37
High EWFLQAAK 0.02163 0.000652 1 1 1 P06744 0 992.52 High 0.000187 0.00246 37
High QMEKDETV1xCarbami  0.024757 0.000652 1 1 3 P47756 1 2287.044 High 0.000234 0.003801 19
High LLQAFLER 0.021235 0.000652 1 1 1 P55060 0 989.5778 High 0.000187 0.002392 26
High ALYEAGER 0.024455 0.000652 1 1 1 P04083 0 908.4472 High 0.000187 0.002897 27
High VTTVIQNPM 0.023001 0.000652 0 0 7 0 1368.767 High 0.000187 0.002983 40
High VSQGKEPV 0.029741 0.000824 1 1 1 Q9Y6U3 1 1681.964 High 0.000234 0.003804 17
High ASRPPVCED3xCarbami    0.025684 0.000824 0 0 1 1 2647.118 High 0.000234 0.003111 20
High LFSQDHLV 0.027138 0.000824 0 0 1 0 1362.742 High 0.000234 0.003364 11
High KNPAVQAG 0.031804 0.000824 1 1 2 P12955 1 2181.162 High 0.000234 0.004183 28
High TLTPISAAYA 0.029561 0.000824 1 1 2 P31939 0 1163.642 High 0.000234 0.003773 29
High LKLSYEGEV 0.025371 0.000824 1 1 1 P36955 1 1266.694 High 0.000234 0.003057 19
High ALDVMVST1xOxidatio  0.034004 0.000824 1 1 2 P26447 0 1263.64 High 0.000234 0.004553 35
High TITVALADG 0.027304 0.000824 1 1 1 P49588 0 1713.888 High 0.000234 0.003375 21
High LDLITVEAF 0.032193 0.000824 0 0 1 0 1816.058 High 0.000234 0.004238 15
High YILGNPLTP 0.031804 0.000824 1 1 4 P00352 1 2674.372 High 0.001051 0.01348 34
High YPHLGQKP 0.036352 0.000824 0 0 2 0 1671.86 High 0.000234 0.004994 21
High YPIFVEK 0.027304 0.000824 0 0 2 0 895.4924 High 0.000234 0.003375 20
High CVDTMAYE1xCarbami    0.029024 0.000824 1 1 2 O95968 0 1132.465 High 0.000234 0.00369 21
High IAVAAQNC 1xCarbami  0.032986 0.000824 1 1 1 P60174 0 1137.572 High 0.000234 0.004388 18
High AGMIFYR 0.032786 0.000824 1 1 1 P34896 0 857.4338 High 0.000234 0.004328 23
High IEPSSSHVA 1xCarbami  0.025842 0.000824 1 1 4 P98160 0 3495.707 High 0.000234 0.003808 18
High TLLSNLEEA 0.031804 0.000824 1 1 2 P10909 1 1245.705 High 0.004068 0.05623 43
High KFSLLKPWA 0.030476 0.000824 1 1 4 Q9GZZ8 1 1089.646 High 0.000234 0.003943 36
High IMEVIDAITT 0.028848 0.000824 1 1 1 P17858 0 1913.975 High 0.000234 0.003633 14
High VIFGLFGK 0.03239 0.000824 1 1 1 P23284 0 880.5291 High 0.000234 0.004277 30
High TIMEQFNP 0.028324 0.000824 0 0 1 0 1335.673 High 0.000234 0.003547 10
High AFLTLAEDI 0.033187 0.000824 1 1 1 P61026 0 1261.715 High 0.000234 0.004423 17
High LLASSDPLA 0.03484 0.000824 1 1 4 P34949 0 3009.514 High 0.000234 0.004738 16
High VLHVSENPV 0.03442 0.000824 1 1 1 Q8N1G4 0 1559.89 High 0.000234 0.00464 22
High AFITNIPFDV 0.025216 0.000824 0 0 2 0 1264.694 High 0.000234 0.003018 33
High ATEHLSTLS 0.028672 0.000824 1 1 4 P02647 0 1215.622 High 0.000234 0.003617 16
High AMEWITAK 0.02798 0.000824 1 1 1 Q01813 0 949.4812 High 0.000234 0.003497 24
High IATIPAFGTI 0.028848 0.000824 1 1 1 Q9P260 0 1861.025 High 0.000234 0.003642 16
High VTISCSGSS 1xCarbami  0.026808 0.000824 0 0 2 0 3115.479 High 0.000234 0.003284 13
High ILLLITSSHS 1xCarbami  0.030106 0.000824 0 0 2 0 1677.863 High 0.000234 0.003875 21
High KLVIIEGDLE 0.02632 0.000824 1 1 1 P06753 1 1284.752 High 0.000234 0.003225 42
High YQGGFLISR 0.03085 0.000824 1 1 1 P55786 0 1040.552 High 0.000234 0.003983 26
High WLLELSK 0.035266 0.000824 1 1 1 P35573 0 888.5189 High 0.000234 0.004804 15
High LEAYQHLFY 0.034629 0.000824 1 1 2 P46940 0 2426.275 High 0.000234 0.004696 20
High LALCSADSV1xCarbami  0.034629 0.000824 1 1 2 Q14C86 0 2045.048 High 0.000234 0.004695 21
High AVIEHNLLS 0.026644 0.000824 0 0 1 0 1281.716 High 0.000234 0.003277 33
High IGAEVYHN 0.030476 0.000824 1 1 1 P06733 0 1143.616 High 0.000234 0.00392 21
High VIISAPSADA1xOxidatio  0.029923 0.000824 1 1 1 P04406 0 2229.104 High 0.000234 0.003845 12
High VAPDEHPIL 0.026972 0.000824 1 1 1 Q562R1 0 1954.064 High 0.000234 0.003333 25
High VKPFMTGA1xOxidatio  0.03339 0.000824 0 0 1 0 1435.761 High 0.000234 0.004456 15
High YGLFPANYV 0.025842 0.000824 1 1 1 Q14247 0 1441.747 High 0.000234 0.003144 26
High DLDLKKPIY 0.035266 0.000824 1 1 1 P31153 1 1388.79 High 0.000234 0.004788 19
High LAELLVSVL 0.027472 0.000824 1 1 1 Q9NPQ8 0 1958.107 High 0.000234 0.003406 16
High VGYVSGWG 0.03484 0.000824 1 1 4 P00738 0 980.4948 High 0.000288 0.005515 45
High VLYPNDNF 0.030291 0.000824 2 3 1 P11216; P0 0 1442.695 High 0.000234 0.003892 19
High LLELFPVNR 0.029202 0.000824 1 1 1 Q9Y6E2 0 1100.646 High 0.000234 0.003713 23
High TQSSLVPAL 0.036352 0.000824 1 1 3 O60888 0 1533.827 High 0.000234 0.004997 28
High VNFAMNV 0.032193 0.000824 1 1 2 P14618 0 979.503 High 0.000234 0.004244 36
High WSTAVEFC 1xCarbami  0.036352 0.000824 1 1 1 P08174 1 1255.614 High 0.000234 0.00501 21
High VDSTTCLFP1xCarbami  0.028672 0.000824 1 1 1 Q06210 0 1524.725 High 0.000234 0.003605 34
High VNFTVDQI 0.02764 0.000824 1 1 4 P13639 0 1091.584 High 0.000234 0.003423 50
High TVEIPDPVE 0.033593 0.000824 1 1 2 P21980 0 1611.811 High 0.000234 0.004494 35
High VGEFSGAN 0.02616 0.000824 1 1 1 P10599 0 908.4472 High 0.000234 0.003187 13
High VYIFLCLMC2xCarbami     0.026 0.000824 0 0 1 0 1675.816 High 0.000234 0.003158 27
High LLREELQLL 0.035266 0.000824 1 1 1 P62195 1 2458.33 High 0.000234 0.004794 26
High KQEPSLGCS1xCarbami  0.025842 0.000824 0 0 1 1 2026.115 High 0.000234 0.003125 14
High YAFVNWIN 0.027472 0.000824 2 2 2 P13796; P1 0 1154.599 High 0.000646 0.01045 30
High KGWEVVES 0.034629 0.000824 1 1 1 P15559 1 2468.228 High 0.000234 0.004687 7
High TVALWDLR 0.028498 0.000824 0 0 1 0 973.5465 High 0.000234 0.003596 27
High KHGIPFALA 0.034004 0.000824 0 0 1 1 2052.022 High 0.000234 0.004585 36
High TSSAQVEG 0.025842 0.000824 1 1 1 P12268 0 1915.914 High 0.000234 0.003131 11
High AQETGHLV 0.029381 0.000824 1 1 1 Q8WWI1 0 1355.674 High 0.000234 0.00375 15
High IIPPGSGIIH 0.03548 0.000824 1 1 1 P21399 0 2090.176 High 0.000234 0.00486 31
High LAQQYYLVY 0.032986 0.000824 1 1 1 P25787 0 2521.345 High 0.000234 0.004369 10
High VFSGLVSTG 0.032986 0.000824 1 1 1 P13639 0 1107.641 High 0.000234 0.004391 28
High TTVILPLAPF 0.030106 0.000824 1 1 1 O00533 0 1326.814 High 0.000234 0.003879 14
High YLQFAFR 0.027138 0.000824 0 0 1 0 944.4989 High 0.000234 0.003343 23
High LLGGQIGLE 0.035914 0.000824 1 1 2 O14908 0 1857.027 High 0.000234 0.004946 26
High LLGYVATLK 0.027138 0.000824 1 1 2 O75534 0 977.603 High 0.001448 0.01551 32
High YVDTPFGK 0.035914 0.000824 1 1 1 Q13126 0 1820.979 High 0.000234 0.004937 18
High YEHALSQCS1xCarbami  0.032587 0.000824 1 1 1 Q14203 0 1698.779 High 0.000234 0.004324 19
High AASQSTQV 0.031419 0.000824 1 1 1 Q92616 0 2282.297 High 0.000234 0.004093 19
High VFEGNRPT 0.034004 0.000824 1 1 2 P06744 0 1708.902 High 0.000234 0.004584 32
High IEDVTPIPSD 0.030476 0.000824 0 0 1 0 1429.717 High 0.000234 0.003928 11



High CMQLTDFI 1xCarbami  0.02781 0.000824 0 0 1 0 1268.638 High 0.000234 0.003466 20
High VNESSHYD 0.029381 0.000824 1 1 1 P29144 0 2560.258 High 0.000234 0.003749 2
High YLNQDYEA 1xCarbami  0.028848 0.000824 1 1 1 P17655 1 3974.927 High 0.000234 0.003659 23
High CMPTFQFF 1xCarbami  0.026482 0.000824 1 1 2 P10599 0 1205.548 High 0.000234 0.003235 17
High ANNIDYTV 0.032986 0.000824 1 1 1 P29144 0 1388.692 High 0.000234 0.004397 19
High LLTFMGMA 0.030476 0.000824 1 1 1 Q7L2H7 0 1353.691 High 0.000234 0.003922 16
High LFYLALPPTV 0.027138 0.000824 1 1 3 P11413 0 1825.015 High 0.000234 0.003342 27
High KAPDFVFYA 0.02798 0.000824 1 3 2 P15311 1 1310.689 High 0.000288 0.005688 40
High YDLDFKSPD 0.025842 0.000824 1 1 5 P06733 1 1554.707 High 0.000392 0.006355 35
High KEYGGLNV 0.029741 0.000824 1 1 1 O75828 1 1907.039 High 0.000234 0.003807 30
High LCQDLGPG 1xCarbami  0.032986 0.000824 1 1 2 P08697 0 1233.604 High 0.000234 0.004386 28
High ANYWWLR 0.02781 0.000824 1 1 5 P31939 0 1008.505 High 0.000234 0.004926 26
High VQQELSRP 0.032587 0.000824 1 1 2 P48637 0 2649.385 High 0.000342 0.005888 17
High VGSPNAAV 0.033798 0.000824 1 1 1 O00391 0 1893.972 High 0.000234 0.004548 21
High VQNIHPVE 0.028151 0.000824 1 1 1 P80303 0 1221.659 High 0.000234 0.00353 14
High VQIYHNPTA 0.026808 0.000824 1 1 2 P50552 0 1546.776 High 0.003246 0.04079 17
High VQIEHISSLI 0.025216 0.000824 1 1 2 O00231 0 1266.742 High 0.000234 0.003018 27
High IFDSEEILAG 0.031804 0.000824 1 1 4 O43776 1 1540.801 High 0.002764 0.03524 27
High WDAWNEL 0.027472 0.000824 1 1 2 P07108 0 1061.505 High 0.000234 0.004014 31
High LLSWSDNW 0.03339 0.000824 1 1 1 Q8TCD5 0 1176.58 High 0.000234 0.00444 33
High IFVFLEHQT 0.025371 0.000824 0 0 1 0 1261.694 High 0.000234 0.00306 19
High WAYHDFFN 0.02632 0.000824 1 1 1 Q9ULV0 0 1255.564 High 0.000234 0.003223 16
High VDFNVPMK 0.029381 0.000824 1 2 2 P00558 0 949.4812 High 0.000234 0.003752 46
High TPVPSDIDIS 0.02632 0.000824 1 1 1 P11586 0 1199.627 High 0.000234 0.003213 20
High CGTGIVGV 1xCarbami  0.029381 0.000824 1 1 1 O00151 0 1136.613 High 0.000234 0.003731 32
High AGKEPGLQ 0.029923 0.000824 1 1 1 P06396 1 1254.695 High 0.000234 0.003828 22
High LLPAALACW1xCarbami  0.02632 0.000824 1 1 1 Q13421 0 1326.735 High 0.000234 0.003221 28
High VPVELPVEV 0.029561 0.000824 1 1 1 P07476 1 1806.985 High 0.000234 0.003762 25
High YVRPGGGF 1xOxidatio  0.032587 0.000824 1 1 2 P07203 0 2003.968 High 0.000234 0.004311 20
High LGETYKDH 0.03339 0.000824 1 1 2 P07237 1 1729.912 High 0.000234 0.00447 11
High ILKDNLAILE 0.033593 0.000824 1 1 1 Q9H9S4 1 1269.778 High 0.000234 0.004513 25
High VTHAVVTV 0.030106 0.000824 1 1 2 P11021 0 1887.971 High 0.000392 0.006891 17
High LNNMNKYD 0.027472 0.000824 1 1 1 O00764 1 1964.953 High 0.000234 0.003405 21
High SLESLIYMS 0.026 0.000824 1 1 2 O95171 0 1299.661 High 0.000234 0.003161 27
High GHLLDSFAR 0.029381 0.000824 1 1 1 Q9NQW7 0 1015.532 High 0.000234 0.003725 25
High DTGIFLDLM 0.033187 0.000824 0 0 1 0 1402.74 High 0.000234 0.004405 8
High DTGQLYAA 0.035052 0.000824 0 0 1 0 1381.697 High 0.000234 0.004778 16
High TAASGVEA 0.035696 0.000824 1 1 1 O00151 1 3395.708 High 0.000234 0.004907 17
High LSSLPFQK 0.029741 0.000824 1 1 1 P61970 0 919.5247 High 0.000234 0.003805 26
High LWADHGV 1xCarbami  0.026482 0.000824 1 1 1 P04899 0 1516.711 High 0.000234 0.00324 17
High SAGPSDHID 0.02781 0.000824 0 0 2 0 1712.82 High 0.000234 0.004415 17
High NQDLANLI 0.035696 0.000824 1 1 2 O95171 0 1028.573 High 0.000234 0.004869 27
High RYDVVADC 1xCarbami  0.033798 0.000824 1 1 1 O95396 1 1766.813 High 0.000234 0.004545 25
High EPSAPSIPT 0.028848 0.000824 1 1 1 Q8WUM4 0 2936.454 High 0.000234 0.003636 24
High ISNTAISISD 1xCarbami  0.03442 0.000824 1 1 1 P22102 0 2077.038 High 0.000234 0.004641 22
High SDGGYTYD 0.027138 0.000824 1 1 2 P54136 0 1676.765 High 0.000234 0.003353 33
High GILLYGPPG 0.028848 0.000824 1 1 2 P55072 0 1172.667 High 0.000234 0.003647 32
High ENAGEDPG 0.029024 0.000824 1 1 2 P81605 0 1128.528 High 0.000234 0.003668 27
High SEEAHAED 0.02632 0.000824 1 1 1 Q8NC51 0 1896.793 High 0.000234 0.00322 14
High FSPNSSNPI 1xCarbami  0.029741 0.000824 1 1 1 P63244 0 1907.896 High 0.000234 0.003806 22
High SFAGNLNT 0.02781 0.000824 1 1 1 Q01813 0 1114.553 High 0.000234 0.00346 35
High MDLLPLHM1xOxidatio  0.029923 0.000824 1 1 2 P21980 0 1420.744 High 0.000234 0.003824 23
High SAVEDEGL 0.025684 0.000824 1 1 1 P0DMV8 0 947.468 High 0.000234 0.003098 22
High IYFLLVR 0.031419 0.000824 1 1 1 O75436 0 923.5713 High 0.000234 0.0041 32
High GEVITTYCP 1xCarbami  0.035052 0.000824 1 1 1 P49419 0 1904.917 High 0.000234 0.004773 21
High DSSTWLTA 0.030106 0.000824 1 1 1 P0C0L4 0 1367.721 High 0.000234 0.003875 31
High QVYMSLPQ 0.033187 0.000824 1 1 1 P15104 0 1279.635 High 0.000234 0.004431 33
High MREIVHIQA1xCarbami  0.033798 0.000824 3 6 4 P07437; P6  1 2110.064 High 0.000234 0.004528 20
High HRFEVNPV 0.029381 0.000824 1 1 1 P17812 1 1311.696 High 0.000234 0.003724 36
High FMETVAEK 1xOxidatio  0.03085 0.000824 1 1 2 P10909 0 970.455 High 0.000234 0.003982 23
High FMTVSGLP 0.029381 0.000824 1 1 1 Q6UXB2 0 979.5281 High 0.000234 0.003751 19
High LNWGHIPS 0.028672 0.000824 1 1 1 P98160 0 1313.686 High 0.000234 0.003604 16
High NTLIIYLDKV1xCarbami  0.034211 0.000824 1 1 1 P01024 1 2481.233 High 0.000234 0.004601 20
High EVCGFAPY 1xCarbami  0.025371 0.000824 0 0 1 0 1227.546 High 0.000234 0.003046 14
High EQLGPVTQ 0.026482 0.000824 1 1 1 P02647 0 1932.934 High 0.000234 0.00325 24
High TDTIFWPG 1xCarbami  0.026 0.000824 1 1 1 Q9NRA1 0 1549.808 High 0.000234 0.00317 13
High GSGTAEVE 0.030662 0.000824 1 1 2 P14618 0 990.5102 High 0.000234 0.003949 34
High DSAIGFSR 0.031038 0.000824 1 1 13 P02788 0 852.421 High 0.00787 0.1222 38
High GSLQILDQL 0.026972 0.000824 1 1 3 Q9BV20 0 1437.868 High 0.000234 0.003314 22
High ISVNNVLPV1xOxidatio  0.02781 0.000824 1 1 3 P07339 0 1975.032 High 0.002764 0.03507 18
High FQSLNADIN 0.034004 0.000824 1 1 4 P30740 1 1305.691 High 0.000234 0.004553 41
High LVVNFESD 0.026644 0.000824 1 1 2 P21980 1 1291.726 High 0.000234 0.003257 38
High HPQEQPLW 0.031419 0.000824 1 1 37 Q16378 0 1034.505 High 0.000234 0.004091 35
High EQQALQTV1xCarbami  0.031998 0.000824 1 1 1 P05452 0 1317.683 High 0.000234 0.004203 21
High ETVLSALSR 0.028151 0.000824 1 1 1 Q8WUM4 0 975.5469 High 0.000234 0.003527 24
High GTYDILVTK 0.028324 0.000824 1 1 1 P13861 0 1009.556 High 0.000234 0.003548 25
High NLVDSYVA 0.028672 0.000824 1 1 1 P50570 0 1348.747 High 0.000234 0.00362 33
High ELPELLQR 0.026 0.000824 1 1 3 Q8WUM4 0 997.5677 High 0.000234 0.004149 30
High SLLVIPNTLA 0.029024 0.000824 1 1 1 P17987 0 2353.297 High 0.000234 0.003666 14
High SLIYAASSLQ 0.025842 0.000824 0 0 2 0 1607.864 High 0.000234 0.003643 31
High IRIDAMHG 0.032786 0.000824 1 1 1 P36871 1 1654.91 High 0.000234 0.004338 31
High GYHYATCL 1xCarbami  0.029381 0.000824 1 1 1 Q06210 0 1482.705 High 0.000234 0.003736 31
High SQPSQPSD 0.035052 0.000824 1 1 2 O00533 1 2776.315 High 0.006592 0.1036 22
High GLEWLGR 0.032193 0.000824 0 0 5 0 830.4519 High 0.000288 0.005525 35
High ECCEKPLLE 2xCarbami   0.029741 0.000824 1 1 5 P02768 0 1305.618 High 0.000234 0.003802 36
High NKITLQDVV 0.03339 0.000824 1 1 1 P46940 1 1468.812 High 0.000234 0.004471 18
High LQDREWLT 0.031998 0.000824 1 1 1 P78344 1 1920.981 High 0.000234 0.004213 29
High SPVTLLAAV 0.026 0.000824 0 0 1 0 1936.021 High 0.000234 0.00315 13
High SPVGSGAP 0.031038 0.000824 0 0 3 1 4507.208 High 0.000392 0.006948 22
High SIVLQSFYR 0.03339 0.000824 0 0 1 0 1112.61 High 0.000234 0.004442 21
High GLETFSQLV 0.035914 0.000824 1 1 1 P06865 0 1307.699 High 0.000234 0.004932 20
High IQFFAIEIAR 0.029202 0.000824 0 0 2 0 1207.683 High 0.000288 0.005651 36
High SPLGEVAIR 0.036352 0.000824 0 0 1 0 941.5415 High 0.000234 0.005019 27
High SPEEWPNL 0.034211 0.000824 1 1 1 Q01432 0 2044.992 High 0.000234 0.004611 15
High HEKEDGAIS 0.028324 0.000824 1 1 1 P50990 1 1567.844 High 0.000234 0.00355 26



High EFLLIFR 0.033798 0.000824 1 1 2 Q96C19 0 937.5506 High 0.000234 0.00452 31
High FVSEDDRN 0.029741 0.000824 1 1 2 P34932 1 1557.754 High 0.000234 0.003809 29
High SQTSQAVT 0.032193 0.000824 1 1 3 Q9UBG3 1 3833.815 High 0.006625 0.1044 8
High SLLPGCQSV1xCarbami  0.032587 0.000824 0 0 2 0 1316.699 High 0.000234 0.004316 22
High SLLLTTIPQI 0.030662 0.000824 1 1 2 Q13126 0 2581.387 High 0.000234 0.003961 25
High DYLPILLGD 1xOxidatio  0.031228 0.000824 1 1 2 P22079 0 1558.793 High 0.000234 0.004072 17
High STIGGQIMY 0.036573 0.000824 1 1 1 P15170 1 1869.956 High 0.000288 0.005067 28
High ELLLPNWQ 0.03085 0.000824 1 1 2 Q09666 0 2177.146 High 0.000234 0.003999 19
High ELLFHPALF 0.02632 0.000824 0 0 1 0 1739.973 High 0.000234 0.003214 19
High STHTLDLSR 0.03484 0.000824 1 1 2 Q08380 0 1029.532 High 0.000234 0.004731 20
High EIIDPVLDR 0.03442 0.000824 1 1 1 P68366 0 1069.589 High 0.000234 0.004637 18
High SIATTLIDDT 0.03339 0.000824 0 0 1 0 2241.113 High 0.000234 0.004451 10
High LSCAASGFT1xCarbami  0.036573 0.000824 1 1 2 A0A0B4J1V 0 2177.99 High 0.000288 0.005052 13
High SSVDWQIR 0.02616 0.000824 1 1 2 P04424 0 990.5003 High 0.000234 0.003188 26
High ELDFVSHHV 0.03484 0.000824 1 1 1 Q02818 0 1238.628 High 0.000234 0.004725 20
High LVLIRHGES 0.033593 0.000824 1 1 1 P18669 1 1907.025 High 0.000234 0.004481 16
High FTLTQSEAD 0.029923 0.000824 1 1 1 Q14166 0 2331.129 High 0.000234 0.003822 8
High LRPVAAEVY 0.032193 0.000824 1 1 1 P02788 1 1841.998 High 0.000234 0.004223 18
High MALVLER 0.02798 0.000824 1 1 4 Q3LXA3 0 831.4757 High 0.0006 0.009208 29
High SLKDMEES 0.025527 0.000824 1 1 1 P14314 1 1207.599 High 0.000234 0.00307 31
High SSLGPVGLD 0.028848 0.000824 1 1 1 P17987 0 972.536 High 0.000234 0.003633 14
High SSHAVELAC2xCarbami   0.025842 0.000824 1 1 1 Q9UBB4 1 3417.653 High 0.000234 0.003121 11
High NLGMTDAF 0.031419 0.000824 1 1 1 P35237 0 1295.63 High 0.000234 0.004084 16
High NLFQLAR 0.028324 0.000824 1 1 7 O75351 0 861.4941 High 0.000234 0.00354 34
High EVSDGIIAP 0.025842 0.000824 1 1 2 P31939 0 2234.144 High 0.000234 0.003141 15
High DQAHFYFS 0.027472 0.000824 1 1 1 Q15642 0 2001.916 High 0.000234 0.003401 16
High GHGAGGAS 0.035696 0.000824 1 3 1 P04745 0 1615.798 High 0.000234 0.004903 9
High DMVVGFA 0.02632 0.000824 1 1 1 P19838 0 1713.936 High 0.000234 0.003206 15
High HSPTSEPTP 0.028498 0.000824 1 1 1 Q9H6S3 0 2501.217 High 0.000234 0.003588 23
High QDEVLQAR 0.02798 0.000824 1 1 1 Q7Z406 0 958.4952 High 0.000234 0.003503 25
High LVLYLK 0.025216 0.000824 1 1 1 Q8N474 0 748.4967 High 0.000234 0.003037 20
High DLTDYLMK 0.025842 0.000824 3 7 5 P60709; Q5  0 998.4863 High 0.000234 0.003144 27
High QSVEADING 0.034211 0.000824 2 2 1 P13645; P1 1 1357.718 High 0.000234 0.004616 25
High TFVSGACD 1xCarbami  0.035266 0.000824 0 0 2 0 1255.599 High 0.000342 0.005931 35
High QSQANAPV 0.034211 0.000824 0 0 1 0 1983.004 High 0.000234 0.004625 21
High DLTDYLMK 1xOxidatio  0.02616 0.000824 3 7 2 P60709; Q5  0 1014.481 High 0.000234 0.003173 34
High QSPQLPQA 0.031228 0.000824 1 1 2 P19021 0 2909.494 High 0.000234 0.004057 17
High THTQDAVP 0.026644 0.000824 1 1 1 P07954 0 2546.289 High 0.000234 0.003263 11
High TGCTFPEKP1xCarbami  0.026644 0.000824 1 1 3 P55263 0 1435.631 High 0.000234 0.003264 25
High DPGTHFSLI 0.03548 0.000824 0 0 1 0 1255.679 High 0.000234 0.004843 18
High DNLEWLAR 0.026 0.000824 1 1 1 Q99460 0 1016.516 High 0.000234 0.003161 19
High FFEHFIEGG 0.032986 0.000824 1 1 2 Q96FW1 0 1238.595 High 0.000234 0.004385 24
High THLAPYSDE 0.026808 0.000824 1 1 5 P02647 0 1301.648 High 0.000901 0.01249 30
High QLVVLAVE 0.034211 0.000824 1 1 1 Q14393 0 1978.141 High 0.000234 0.004595 16
High FLSSSLYTA 0.028498 0.000824 1 1 1 Q16706 0 1558.811 High 0.000234 0.003589 15
High FLLGYFPW 0.028672 0.000824 0 0 2 1 1887.928 High 0.000234 0.003615 21
High TGTMLACY 1xCarbami  0.033593 0.000824 1 1 1 Q9BVJ7 0 1256.638 High 0.000234 0.004485 30
High EVTINPDTT2xCarbami   0.030106 0.000824 1 3 1 P04745 0 2302.982 High 0.000234 0.003854 8
High DNCQYVYN1xCarbami  0.027138 0.000824 1 1 1 P07996 0 1573.67 High 0.000234 0.003341 30
High GLVWVSR 0.034211 0.000824 1 1 1 A0A0B4J1X 0 816.4727 High 0.000234 0.004605 29
High PPYTVVYFP 0.033798 0.000824 1 1 2 P09211 0 1337.725 High 0.0006 0.008871 13
High QPVLSQTEA 0.028324 0.000824 1 1 1 P28070 0 1128.601 High 0.000234 0.003554 35
High LVDKFLEDV 0.031998 0.000824 1 1 1 P01009 1 1205.678 High 0.000234 0.004202 26
High QDFVQHFS 0.027472 0.000824 1 1 2 P14324 0 1503.77 High 0.003161 0.03906 19
High HVFAIFNTE 0.026482 0.000824 1 1 1 P50570 0 1361.696 High 0.000234 0.003241 22
High GPSWDPFR 0.034629 0.000824 1 1 1 P04792 1 1902.867 High 0.000234 0.004676 14
High QICLVMLET1xCarbami  0.032986 0.000824 1 1 1 Q15365 0 1959.999 High 0.000234 0.004401 25
High LVLPSLISSR 0.025527 0.000824 1 1 1 Q13228 0 1084.672 High 0.000234 0.00307 13
High QELNPLK 0.033798 0.000824 1 1 3 Q9GZZ8 0 841.4778 High 0.000234 0.004525 22
High QTQIFTTYS 0.036132 0.000824 1 2 1 P0DMV8 0 2786.363 High 0.000234 0.004959 17
High QVLDAVYY 0.033798 0.000824 0 0 3 0 1376.732 High 0.000234 0.00453 22
High TIFAYFTGS 0.029741 0.000824 1 1 6 Q9BRA2 0 1134.583 High 0.000234 0.00381 34
High QDWEHAA 0.027138 0.000824 1 1 2 P42224 0 1859.867 High 0.000234 0.00334 17
High LVGSQEELA 0.030662 0.000824 1 1 1 Q13200 0 1959.956 High 0.000234 0.003976 5
High FHPLAANV 0.031611 0.000824 1 1 1 P57737 0 2061.076 High 0.000234 0.004121 22
High FHTITTSYY 0.034211 0.000824 1 1 2 P61026 0 1288.632 High 0.000234 0.004603 17
High QLDVLYPK 0.028498 0.000824 1 1 2 Q13421 0 975.551 High 0.000849 0.0119 32
High EWTDGLFT 0.026972 0.000824 1 1 1 Q14204 0 1473.748 High 0.000234 0.003316 12
High QLGCGWA 1xCarbami  0.030106 0.000824 1 1 1 Q9UGM3 0 1601.768 High 0.000234 0.00388 32
High DPNNLLND 0.02764 0.000824 1 1 1 O00232 0 1443.686 High 0.000234 0.003433 12
High FAEWCLEY 2xCarbami   0.031228 0.000824 1 1 1 O43813 0 1813.742 High 0.000234 0.004079 17
High QIGLYPVLV 0.026482 0.000824 1 1 1 P01833 0 2525.303 High 0.000234 0.00324 15
High FGHLEVPSS 0.034211 0.000824 1 1 3 P22079 0 1406.689 High 0.000392 0.007012 23
High TLLDIDNTR 0.02616 0.000824 1 1 1 P35527 0 1060.563 High 0.000234 0.003184 21
High QLELPEQQ 0.031419 0.000824 1 1 1 P07476 0 1525.786 High 0.000234 0.004082 10
High ASQSVSSN 0.037697 0.001018 1 1 1 P01624 0 2303.153 High 0.000288 0.00525 33
High GLGSSPDLE 0.040534 0.001018 0 0 3 0 1369.769 High 0.003292 0.04135 42
High YHLLLQELV 0.039091 0.001018 1 1 2 P15498 0 1255.741 High 0.000288 0.005542 27
High ACLENLGLK1xCarbami  0.03747 0.001018 1 1 2 P36952 0 1017.54 High 0.000288 0.005215 27
High AFFPCFDTP1xCarbami  0.036795 0.001018 1 1 1 Q9H4A4 0 1399.671 High 0.000288 0.00509 17
High FSVNLDVK 0.040534 0.001018 1 1 1 P02511 0 921.504 High 0.000288 0.005826 38
High SGGMERPF 0.039806 0.001018 1 1 1 Q14697 0 1319.689 High 0.000288 0.005664 9
High VFEHDSVE 1xCarbami  0.040534 0.001018 1 1 1 P10768 0 1476.679 High 0.000288 0.005819 16
High LQNQLQGA 0.039806 0.001018 1 1 2 O75351 0 1920.103 High 0.000953 0.01251 15
High IYSEVTCFFD1xCarbami  0.040534 0.001018 1 1 3 Q16706 0 1910.885 High 0.0008 0.01189 17
High HISEGCVFIY2xCarbami   0.037019 0.001018 1 1 2 Q9BRA2 0 2500.179 High 0.000288 0.005131 13
High NCHAGTQV4xCarbami     0.039566 0.001018 1 1 3 Q8N474 0 3251.537 High 0.000288 0.005642 17
High QAFQIGSPW 0.04029 0.001018 1 1 3 P00352 0 1189.611 High 0.000288 0.005759 16
High CGYAGSNF 1xCarbami  0.038855 0.001018 1 1 2 P61160 0 2571.329 High 0.000288 0.005484 23
High SREEAAAG 0.038621 0.001018 1 1 2 Q8NFU3 1 4385.233 High 0.00115 0.01393 26
High CPDIATQLA1xCarbami  0.037244 0.001018 1 1 1 P48637 0 1274.641 High 0.000288 0.005164 28
High GYEAPQIAL 0.037697 0.001018 1 1 1 Q9H9S4 0 1117.6 High 0.000288 0.005292 19
High KLGDTYPSI 0.03747 0.001018 1 1 1 Q9H4A4 1 1421.738 High 0.000288 0.005207 21
High TLPTLQELH2xCarbami   0.039806 0.001018 1 1 1 P13489 0 3702.883 High 0.000288 0.005667 12
High KLGLVFDDV 0.037697 0.001018 1 1 1 Q01518 1 2058.185 High 0.000288 0.005268 13



High ELLLQPVTIS 0.04029 0.001018 1 1 2 P59998 0 1268.757 High 0.000288 0.005758 28
High EMDRETLID 0.039806 0.001018 1 1 3 P40227 1 1447.721 High 0.002109 0.02648 17
High SLTIAEFK 0.037019 0.001018 0 0 1 0 908.5088 High 0.000288 0.005132 26
High GWNYILEK 0.040047 0.001018 1 1 1 P43490 0 1022.531 High 0.000288 0.005709 30
High DLAVHIAHS 0.038855 0.001018 0 0 1 0 1231.691 High 0.000288 0.005499 21
High ELELVYAR 0.04029 0.001018 1 1 3 Q14764 0 992.5411 High 0.000288 0.005775 26
High LIIAGTSCYS1xCarbami  0.040047 0.001018 1 1 1 P34896 0 1240.635 High 0.000288 0.005753 26
High CSEGPGLCL2xCarbami   0.03747 0.001018 1 1 1 Q86X76 0 1219.556 High 0.000288 0.005232 5
High SQPGSTPLH 0.038156 0.001018 1 1 2 P98160 0 4723.474 High 0.000646 0.009691 14
High FFTVDAGV 0.038156 0.001018 0 0 3 0 1011.526 High 0.003567 0.04867 27
High INPSSMFDV 0.036795 0.001018 1 1 3 P06737 0 1364.688 High 0.000288 0.005109 13
High HRFEVNPN 0.04029 0.001018 1 1 1 Q9NRF8 1 1366.759 High 0.000288 0.005768 22
High GLLNDAFQ 0.040534 0.001018 1 1 1 P34913 0 1005.536 High 0.000288 0.005828 29
High WSPELPVC 2xCarbami   0.039806 0.001018 1 1 1 P02749 0 2819.462 High 0.000288 0.005691 21
High LISSDGHEF 0.039806 0.001018 0 0 3 0 1344.716 High 0.006021 0.08865 13
High AITIAGIPQS1xCarbami  0.040047 0.001018 1 1 1 Q15366 0 1712.962 High 0.000288 0.005751 22
High GLSQSALPY 0.039566 0.001018 0 0 1 0 1091.584 High 0.000288 0.005647 39
High VSGYTLTEL 0.039806 0.001018 0 0 2 0 1778.889 High 0.000288 0.00568 18
High ITMPIAFNE 0.038156 0.001018 0 0 1 0 1876.999 High 0.000288 0.005354 20
High ISSPTETER 0.038621 0.001018 1 1 2 P31949 0 1019.5 High 0.00441 0.0601 24
High YEFGIFNQK 0.039091 0.001018 1 2 1 P11216 0 1145.563 High 0.000288 0.005536 29
High MKDTDSEE 0.037697 0.001018 1 1 2 P0DP23 1 1352.6 High 0.001965 0.02519 25
High GITGVEDKE 0.039566 0.001018 1 1 2 P29401 1 1978.039 High 0.000288 0.005656 20
High CDPAGYYC 2xCarbami   0.039328 0.001018 1 1 1 P60900 0 1337.529 High 0.000288 0.005578 31
High DEYELLCPD1xCarbami  0.039566 0.001018 1 1 1 P02788 0 1524.664 High 0.000288 0.005657 22
High TTPPMLDS 0.04029 0.001018 1 1 1 P01859 0 1905.894 High 0.000288 0.005763 18
High KDPVPDLAA 0.040047 0.001018 1 1 1 P54802 1 1843.97 High 0.000288 0.00573 12
High IPEFIAFR 0.039328 0.001018 0 0 1 0 992.5564 High 0.000288 0.005596 20
High MSLVNSR 0.037926 0.001018 1 2 2 P01036 0 806.4189 High 0.000288 0.005325 26
High AGLYGLPR 0.039806 0.001018 1 1 1 P49327 0 846.4832 High 0.000288 0.005696 41
High HPTLLQDP 0.038388 0.001018 1 1 2 O60749 0 1304.696 High 0.001965 0.02527 22
High NVHMNDN 0.04029 0.001018 1 1 1 Q13630 0 2009.961 High 0.000288 0.005793 7
High IPGVPWCF 2xCarbami   0.039328 0.001018 0 0 1 0 2179.035 High 0.000288 0.005603 26
High RLLELGPKP 0.038855 0.001018 1 1 1 P53621 1 1835.05 High 0.000288 0.005497 17
High VQDNFDKI 0.037697 0.001018 1 1 1 Q9UH65 1 1524.744 High 0.000288 0.005268 20
High GTPEPGPLN 0.038156 0.001018 1 1 1 Q9ULA0 0 1451.713 High 0.000288 0.005365 13
High WQQGNVF1xCarbami    0.037926 0.001018 2 3 2 P0DOX5; P0 0 2817.262 High 0.000288 0.005334 21
High NVHGINFV 0.039566 0.001018 1 1 4 P53634 0 1338.728 High 0.0005 0.007697 19
High FNPFVTSDR 0.042282 0.001209 1 2 1 P61254 0 1082.527 High 0.000342 0.006193 14
High LEILQLLK 0.042795 0.001209 0 0 1 0 969.6343 High 0.000342 0.00629 23
High VAGQDGSV 0.041026 0.001209 0 0 1 0 1234.643 High 0.000342 0.005925 18
High KHISQISVA 1xOxidatio  0.042538 0.001209 1 1 1 P49773 1 2750.403 High 0.000342 0.006223 12
High QAMTLEFK 0.041776 0.001209 1 1 1 P34896 0 967.4917 High 0.000342 0.006051 18
High VPSYTLILPS 0.042538 0.001209 0 0 1 0 2243.316 High 0.000342 0.006253 20
High YTCLPGYVR1xCarbami  0.041524 0.001209 1 1 1 P04003 0 1128.551 High 0.000342 0.006022 17
High YSSPANLYV 0.042795 0.001209 0 0 2 0 1169.595 High 0.000392 0.006302 19
High EAESCDCLQ2xCarbami   0.041275 0.001209 2 5 2 P07437; P6 0 3311.534 High 0.000342 0.005971 4
High ASCLYGQLP1xCarbami  0.042282 0.001209 1 1 1 P09211 1 3001.509 High 0.000342 0.006182 20
High WQEGNVF 1xCarbami    0.042028 0.001209 1 1 1 P01861 0 2818.246 High 0.000342 0.00613 14
High TSDIFGSPV 0.041275 0.001209 0 0 1 0 1438.717 High 0.000342 0.005967 15
High LLEMGLR 0.042538 0.001209 1 1 2 Q6XQN6 0 831.4757 High 0.002595 0.03191 32
High TFHEASEDC1xCarbami  0.042538 0.001209 1 1 1 P05452 0 1451.622 High 0.000342 0.00623 16
High SIQADGLVW 0.041524 0.001209 0 0 1 0 1347.69 High 0.000342 0.006027 25
High VYSTSVTGS 0.042795 0.001209 0 0 1 0 1056.532 High 0.000342 0.006282 37
High LSVLLLEK 0.041275 0.001209 1 1 2 Q3LXA3 0 914.5921 High 0.000342 0.005959 22
High SSEMNVLIP 0.042282 0.001209 1 1 2 Q01518 0 2811.318 High 0.000342 0.006187 19
High IEIPLFHVLN 0.041776 0.001209 1 1 3 Q8IZ07 0 1421.826 High 0.000342 0.006086 27
High IWEVIGDH 0.041524 0.001209 0 0 1 0 1357.69 High 0.000342 0.006028 20
High LPVVLPQST 0.041026 0.001209 0 0 1 0 2308.291 High 0.000342 0.005935 14
High VNFLPEIITL 0.041275 0.001209 1 1 3 Q14204 0 1373.804 High 0.000342 0.005977 20
High ANSALTPPK 0.041275 0.001209 1 1 2 Q9BW04 0 2578.347 High 0.000342 0.005983 22
High LQFAPFSSA 0.042282 0.001209 1 1 2 O95352 0 2421.224 High 0.001726 0.01751 15
High LPHSVLLEIQ 0.041026 0.001209 0 0 1 0 1276.762 High 0.000342 0.005919 18
High QNTYCFPH 1xCarbami  0.042282 0.001209 1 1 1 Q14C86 0 1422.658 High 0.000342 0.006178 14
High NEVSFVIHN 0.042282 0.001209 0 0 1 0 1679.948 High 0.000342 0.006162 21
High LEPQIASAS 0.042795 0.001209 1 1 1 O60664 0 1571.781 High 0.000342 0.006292 16
High GFVVGYDT 0.041275 0.001209 1 1 1 Q6PCE3 0 1013.505 High 0.000342 0.005957 2
High LNLEHIATS 0.042282 0.001209 1 1 1 Q96QK1 0 1469.796 High 0.000342 0.006175 22
High LLCETLLEPG2xCarbami   0.041275 0.001209 1 1 1 P13489 0 2288.167 High 0.000342 0.005988 13
High ELTEEKESA 0.042538 0.001209 1 1 1 P40925 1 1816.849 High 0.000342 0.006237 19
High KANELLLST 0.042795 0.001209 1 1 1 Q9H788 1 1947.073 High 0.000342 0.006281 13
High KLIMVQHW1xCarbami  0.042538 0.001209 1 1 2 O00584 1 1897.966 High 0.000342 0.006244 17
High GSDGAPDT 0.042538 0.001209 1 1 2 Q9NZ08 0 2362.171 High 0.000342 0.006233 16
High QPCTPPPQ 1xCarbami  0.042028 0.001209 1 1 1 P22528 0 1776.906 High 0.000342 0.006115 17
High ALPESLGQH 0.041275 0.001209 1 1 2 O94760 0 1291.712 High 0.000342 0.005989 31
High QGGLGPM 0.041275 0.001209 1 1 3 Q06830 1 1778.958 High 0.001349 0.01507 26
High LVCYFTNW 1xCarbami  0.041026 0.001209 1 1 1 Q15782 1 2127.992 High 0.000342 0.00595 24
High VIPACLPSP 1xCarbami  0.040779 0.001209 1 1 1 P00747 0 1770.921 High 0.000342 0.005872 16
High LDKDNLSYI 0.042795 0.001209 1 1 1 Q15121 1 2092.071 High 0.000342 0.00627 19
High SDDKVTLEE 0.041776 0.001209 1 1 1 P01024 1 1191.585 High 0.000342 0.006078 16
High LSILYPATTG 0.040779 0.001209 1 1 1 P30041 0 1191.673 High 0.000342 0.005882 9
High NFGLMMH 1xCarbami      0.041275 0.001209 1 1 1 O75556 0 2294.97 High 0.000342 0.005956 14
High ELGTVMR 0.042028 0.001209 2 2 1 P27482; P0 0 805.4237 High 0.000342 0.006151 17
High WDGVPFIL 0.042282 0.001209 1 1 1 P11413 0 1102.604 High 0.000342 0.006153 25
High KALEIYQHQ 0.041026 0.001209 1 1 3 Q9HAB8 1 2210.229 High 0.002511 0.03084 21
High GQLVVNPE 0.046554 0.001389 1 1 2 P32456 0 1167.673 High 0.000392 0.007036 39
High CAQPVFLLL1xCarbami  0.045998 0.001389 1 1 1 Q9Y2A9 0 1400.833 High 0.000392 0.006963 15
High KTDGYSGA 0.045177 0.001389 1 1 1 O75351 1 1594.844 High 0.000392 0.006751 16
High HDPLNPLC 1xCarbami  0.046554 0.001389 0 0 1 0 1459.747 High 0.000392 0.007074 9
High LGVLYWK 0.045723 0.001389 1 1 1 Q9BV57 0 878.5135 High 0.000392 0.006881 29
High LTLDKLDVK 0.045998 0.001389 1 1 3 P00558 1 1044.63 High 0.000392 0.006942 36
High FMETVAEK 0.047685 0.001389 1 1 1 P10909 0 954.4601 High 0.000392 0.007313 20
High GLEWMGR 0.043838 0.001389 1 1 5 A0A0J9YXX 0 848.4083 High 0.000392 0.00649 32
High QDPPSVVV 0.043575 0.001389 1 1 1 P25311 1 1903.987 High 0.000392 0.006464 15
High SIFDFSALK 0.045177 0.001389 1 1 2 P36871 0 1027.546 High 0.000392 0.006787 18



High ETLPAEQD 0.043314 0.001389 1 1 3 P25786 0 1345.685 High 0.000392 0.006402 22
High IEVEKPFAIA 0.045177 0.001389 1 1 2 P23284 1 1373.767 High 0.000392 0.006751 41
High ASLVPMEH 1xCarbami  0.044906 0.001389 1 1 1 Q14515 0 1413.698 High 0.000392 0.006692 29
High VLPIMFPAL 0.044637 0.001389 0 0 1 0 1319.754 High 0.000392 0.006658 12
High VLNYVDWI 0.046554 0.001389 1 1 1 P00736 1 1277.725 High 0.000392 0.007088 19
High VLLSVACILA1xCarbami  0.044103 0.001389 1 1 1 Q13057 1 2694.547 High 0.000392 0.006558 25
High FLSAIVSSV 0.047685 0.001389 1 1 3 P46940 1 1883.01 High 0.001772 0.01888 31
High SGGLPLVLS 0.047972 0.001389 1 1 1 Q93008 0 1343.772 High 0.000448 0.007369 15
High NLMFLVLR 1xOxidatio  0.044103 0.001389 1 1 1 O43776 0 1021.586 High 0.000392 0.006535 21
High VVFGPELVS 0.045177 0.001389 1 1 2 Q14764 0 2856.551 High 0.000392 0.006797 20
High SGRDPLAIL 0.044637 0.001389 1 1 2 Q15642 1 1485.827 High 0.001299 0.01487 23
High VLDLELKGD 0.047116 0.001389 1 1 7 P04083 1 1371.773 High 0.004239 0.05797 27
High ELISNASDA 0.0474 0.001389 2 2 3 P14625; P0 1 1544.828 High 0.000392 0.007254 21
High LLDIACWIH1xCarbami  0.045449 0.001389 1 1 2 P07339 0 1405.741 High 0.000392 0.006851 13
High EQICEVEEG1xCarbami  0.045723 0.001389 1 1 1 P47895 1 3060.458 High 0.000392 0.006913 5
High FLVAPLTFS 0.047116 0.001389 0 0 1 0 1264.705 High 0.000392 0.007203 18
High LELSVLYK 0.047116 0.001389 1 1 1 Q96FW1 0 964.5714 High 0.000392 0.007177 24
High EIKDILIQYD 0.044637 0.001389 0 0 1 1 1405.769 High 0.000392 0.006653 18
High GSGTAEVE 0.045449 0.001389 1 1 2 P14618 1 1118.605 High 0.001495 0.01603 27
High KIENCNYAV1xCarbami  0.043054 0.001389 3 3 2 Q14651; P1  1 1537.768 High 0.000392 0.00632 29
High IVTLAPELG 0.043314 0.001389 0 0 1 0 1068.641 High 0.000392 0.006375 29
High WVGGQHP1xCarbami  0.043054 0.001389 1 1 2 Q9NR45 1 3045.511 High 0.000392 0.006324 9
High QCFLNQSH 1xCarbami  0.044369 0.001389 1 1 3 O75556 0 1189.553 High 0.000392 0.006619 13
High VPEPGSIKV 0.046554 0.001389 1 1 1 Q9UBC9 1 1710.943 High 0.000392 0.007085 20
High SLLSILQR 0.043838 0.001389 1 1 1 Q7Z6Z7 0 929.5778 High 0.000392 0.006496 17
High IVENLGILTG 0.0474 0.001389 1 1 2 Q9H6S3 1 2455.381 High 0.000646 0.01054 28
High TILFYPWEP 0.043838 0.001389 1 1 1 O00462 0 1481.767 High 0.000392 0.006519 26
High WILTAAHT 0.043838 0.001389 2 2 8 Q9NZP8; P 0 1413.789 High 0.000392 0.006508 30
High QINDYVEK 0.043575 0.001389 1 1 1 P01009 0 1008.5 High 0.000392 0.006444 18
High AQATPDHV 0.046275 0.001389 1 1 1 Q9P265 0 1768.941 High 0.000392 0.007026 24
High KVNWIGCQ1xCarbami  0.043575 0.001389 1 1 1 O00391 1 1814.876 High 0.000392 0.00646 20
High LSCTASGFT1xCarbami  0.043054 0.001389 1 1 1 A0A0A0MS 0 2155.958 High 0.000392 0.006352 23
High AHQANQLY 0.043054 0.001389 1 1 1 Q14204 0 2157.145 High 0.000392 0.006313 15
High CEGINISGN1xCarbami  0.044637 0.001389 0 0 1 0 1429.653 High 0.000392 0.006635 14
High RTEGVGPG 0.044637 0.001389 1 1 1 P27361 1 1740.895 High 0.000392 0.006688 23
High NAAQELAT 0.044103 0.001389 1 1 1 Q5T4S7 0 2478.356 High 0.000392 0.006543 29
High TFFLEALR 0.046554 0.001389 1 1 5 Q9H0R4 0 996.5513 High 0.0006 0.008654 32
High IISIFSGTEK 0.044369 0.001389 1 1 1 Q13177 0 1094.609 High 0.000392 0.006581 25
High VAFTGSTEV 0.043054 0.001389 1 1 1 P00352 0 1095.568 High 0.000392 0.006334 42
High IYVISLAEPR 0.045723 0.001389 1 1 1 P14868 0 1160.667 High 0.000392 0.006912 20
High ADLLLEPCS 1xCarbami  0.045177 0.001389 1 1 7 Q7Z406 0 1473.715 High 0.009031 0.134 20
High GGYVLHIGT 0.043575 0.001389 1 1 2 P49588 0 1605.864 High 0.000392 0.006446 20
High DRPARHPQ 0.044906 0.001389 1 1 1 Q16378 1 1629.824 High 0.000392 0.006742 25
High YVIYIER 0.045449 0.001389 1 2 1 P61254 0 955.5247 High 0.000392 0.006845 16
High TSLMNQYV 0.047972 0.001389 1 1 1 P51149 0 1197.593 High 0.000392 0.007332 27
High YVLPNFEVK 0.043314 0.001389 1 2 1 P0C0L4 0 1108.604 High 0.000392 0.006385 34
High IIPAVASTNA1xCarbami  0.046554 0.001389 1 1 1 Q8TBC4 0 2245.226 High 0.000392 0.007077 9
High LPLQDVYK 0.044637 0.001389 2 3 2 Q05639; P6 0 975.551 High 0.000392 0.006653 29
High ADLATAPP 0.043054 0.001389 1 1 1 Q8N1G4 0 1446.806 High 0.000392 0.006348 16
High CYSCGEFGH2xCarbami   0.045177 0.001389 1 1 1 P62633 0 1485.625 High 0.000392 0.006798 7
High NALTGLPPG 0.046834 0.001389 1 1 1 P02750 0 2340.317 High 0.000392 0.007142 7
High STYPRPHEY 0.0474 0.001389 1 1 1 Q9UBR2 0 1970.997 High 0.000392 0.007225 13
High NEALAALLR 0.046275 0.001389 1 1 1 P13797 1 2116.095 High 0.000392 0.007028 18
High ILLTEPPMN 0.047116 0.001389 1 1 2 P61160 0 1353.745 High 0.000392 0.007189 31
High STFDAHIYE 0.044103 0.001389 1 1 3 Q05655 0 1295.601 High 0.000392 0.006545 18
High DNLTLWTA 0.043054 0.001389 1 1 1 P31947 0 2529.101 High 0.000392 0.00633 21
High TNDQMVV 0.044637 0.001389 1 1 1 P51665 0 1721.925 High 0.000392 0.006665 32
High YMACCLLY 2xCarbami     0.043314 0.001389 2 4 1 Q9BQE3; P 0 1265.548 High 0.000392 0.0064 27
High SSSSGQHG 0.047685 0.001389 1 1 5 Q86YZ3 0 4758.979 High 0.000392 0.007293 19
High AADKLIQN 0.046554 0.001389 1 1 1 Q96FQ6 1 1750.883 High 0.000392 0.007077 7
High DLLNCSFK 1xCarbami  0.043314 0.001389 1 1 3 P43490 0 996.4819 High 0.000392 0.006376 13
High IDAMHGVV 0.047685 0.001389 1 1 1 P36871 0 1385.725 High 0.000392 0.007283 23
High THILLFLPK 0.044637 0.001389 1 1 1 P07237 0 1081.677 High 0.000392 0.006658 16
High LMEDLDR 0.043054 0.001389 1 1 1 P06703 0 891.424 High 0.000392 0.006331 10
High QQLLIGAYA 0.050326 0.00177 1 1 1 Q99832 0 1104.641 High 0.0005 0.007902 23
High LDLAGRDLT 0.050627 0.00177 3 7 1 P60709; Q5  1 1623.841 High 0.0005 0.007918 15
High IHISVSEPIIP 0.04943 0.00177 0 0 2 0 1507.863 High 0.0005 0.007661 11
High GEGQLGPA 0.04943 0.00177 1 1 1 P13639 0 1013.501 High 0.0005 0.007649 32
High AAVAWEAG 0.04855 0.00177 1 1 1 P11766 0 2305.244 High 0.0005 0.007476 10
High AGFVCPTP 1xCarbami  0.050025 0.00177 1 1 1 P22079 0 1236.608 High 0.0005 0.007797 27
High VMFTEDLK 0.050931 0.00177 1 1 2 P07858 0 982.4914 High 0.0005 0.008007 25
High KPDGTLVSF 0.050326 0.00177 1 1 1 Q86UD1 1 1653.885 High 0.0005 0.007878 27
High VIELENWT 0.04826 0.00177 1 1 1 Q9NTX5 0 1317.669 High 0.0005 0.007446 28
High ALLIFLEK 0.04855 0.00177 1 1 1 Q9NPQ8 0 946.5972 High 0.0005 0.007517 14
High LYELDGLR 0.050627 0.00177 1 1 2 Q9Y5K5 0 978.5255 High 0.003034 0.03786 26
High FFGNLMDA 0.048842 0.00177 1 1 1 P36871 0 1129.535 High 0.0005 0.007574 40
High AFVRPSGT 0.050326 0.00177 1 1 1 O95394 0 1432.754 High 0.0005 0.007858 20
High ELLSDTAHL1xCarbami  0.050627 0.00177 0 0 1 0 1866.876 High 0.0005 0.007912 16
High ATAVVDGA 0.049135 0.00177 1 1 2 P32119 1 1334.731 High 0.004619 0.06257 26
High NIQFEAFHV 0.050025 0.00177 1 1 2 Q9Y376 0 1379.711 High 0.0005 0.007793 36
High MASVGLSD 0.050931 0.00177 1 1 2 P98160 0 2358.118 High 0.000554 0.008013 14
High SSPGQTPEE 0.050326 0.00177 1 1 1 Q14166 0 2605.301 High 0.0005 0.007861 1
High HYGYNSYSV 0.050931 0.00177 1 1 1 P07858 1 2598.182 High 0.0005 0.007991 14
High YSEGYPGQ 0.050627 0.00177 1 1 1 P34896 0 1056.475 High 0.0005 0.007935 14
High TSPADHGG 0.050931 0.00177 1 1 2 Q5T4S7 0 2840.268 High 0.000554 0.008017 19
High LLVSMCQG1xCarbami  0.050326 0.00177 1 1 1 P20073 1 3172.432 High 0.0005 0.007865 12
High LGMDGYR 1xOxidatio  0.049135 0.00177 1 1 8 P61626 0 827.3716 High 0.003942 0.05442 28
High LAFTDVSIK 0.04855 0.00177 1 1 1 P20591 0 993.5615 High 0.0005 0.007516 21
High LTTGKEAAL2xCarbami   0.050326 0.00177 1 1 1 P14555 1 2461.139 High 0.0005 0.007877 14
High VFEPCHTV 2xCarbami   0.049727 0.00177 1 1 1 P98088 0 2695.305 High 0.0005 0.007773 4
High KWQEEME 0.050931 0.00177 1 1 1 P02647 1 1411.667 High 0.0005 0.008004 21
High AIWHAFTA 0.049727 0.00177 1 1 1 Q9UH65 0 1796.871 High 0.0005 0.007754 17
High QVFLATWK 0.04943 0.00177 1 1 2 P63010 0 992.5564 High 0.0005 0.007706 31
High LVTEFLAK 0.049135 0.00177 1 1 1 P40394 0 920.5452 High 0.0005 0.007591 13
High EGIPALDNF 0.050931 0.00177 1 1 3 P13639 1 1444.768 High 0.0005 0.007975 27



High DLAAFDKSH 0.049727 0.00177 1 1 2 P09960 1 1572.776 High 0.0005 0.007745 24
High NVGNAILYE 0.049727 0.00177 0 0 1 0 2007.083 High 0.0005 0.007771 10
High LEELTNR 0.04826 0.00177 1 1 1 Q16204 0 874.4629 High 0.0005 0.007397 25
High IPACIAGER 1xCarbami  0.049135 0.00177 0 0 1 0 986.5088 High 0.0005 0.007624 28
High DIAQQLQA 1xCarbami  0.04855 0.00177 1 1 1 O60664 1 3455.755 High 0.0005 0.0075 20
High GYIPIYTPFF 0.049727 0.00177 1 1 1 P49591 0 1504.766 High 0.0005 0.007746 19
High ILSLCPEIK 1xCarbami  0.048842 0.00177 0 0 2 0 1072.607 High 0.0005 0.007519 40
High YVTTLLYKP 0.050025 0.00177 1 1 1 Q9Y478 0 1210.708 High 0.0005 0.007838 25
High LLVGNDDV 0.049727 0.00177 1 1 1 Q7Z6Z7 0 1434.806 High 0.0005 0.007737 22
High TLVTQNSG 0.050627 0.00177 1 1 1 P14923 0 1935.102 High 0.0005 0.007968 24
High DNAMLEYL 0.049135 0.00177 1 1 1 P15311 0 1096.534 High 0.0005 0.007617 27
High NVDILKDPE 0.04943 0.00177 1 1 1 O14980 1 1370.753 High 0.0005 0.007656 10
High QQASSWV 0.048842 0.00177 1 1 2 Q8N474 0 1370.743 High 0.0005 0.00753 35
High MLREPAEP 0.051543 0.001964 0 0 1 1 1537.804 High 0.0006 0.008141 21
High GPAPDPCLV1xCarbami  0.051543 0.001964 1 1 1 Q6ZNJ1 0 2759.503 High 0.0006 0.008156 10
High DPILFPSFIH 0.051543 0.001964 1 1 1 P04040 0 1528.816 High 0.0006 0.008124 14
High LVKPGNQN 0.051543 0.001964 1 1 1 Q9UQ80 0 1927.003 High 0.000554 0.008116 20
High QGGMGLA 0.051236 0.001964 0 0 1 0 1746.859 High 0.000554 0.008083 7
High NAYVWTLK 0.051543 0.001964 1 1 1 O15143 0 994.5356 High 0.0006 0.008131 14
High ILHLPTSWD 0.051543 0.001964 1 1 1 P53634 0 1423.748 High 0.0006 0.00815 12
High HEIEGTGLP 0.051236 0.001964 1 1 1 Q96TA1 0 1847.976 High 0.000554 0.008066 10
High QFTSSTSYN 0.056701 0.002138 1 1 1 P02671 1 2041.91 High 0.0006 0.009309 13
High YDLDFK 0.054712 0.002138 2 3 1 P09104; P0 0 800.3825 High 0.0006 0.008865 33
High GGKPEPPA 0.057039 0.002138 1 1 2 P23396 0 1573.804 High 0.0006 0.009391 47
High ICDFGFAK 1xCarbami  0.05603 0.002138 2 3 4 P51812; Q1 0 957.4499 High 0.0006 0.00917 23
High FLVYVANFD 0.055698 0.002138 1 1 1 P50395 1 1712.864 High 0.0006 0.009097 17
High VTISVDTSK 0.053423 0.002138 1 6 3 P06331 0 949.5201 High 0.001965 0.02551 27
High SALNEVHLV 0.054064 0.002138 1 1 1 Q5T4S7 0 1367.746 High 0.0006 0.00871 17
High SFSWALDF 1xCarbami  0.056701 0.002138 1 1 2 P21217 0 1260.572 High 0.004903 0.06747 18
High DYEEIGPSIC1xCarbami  0.053423 0.002138 1 1 1 P61158 0 1338.599 High 0.0006 0.008557 38
High STTPDITGY 0.052789 0.002138 1 1 1 P02751 0 1110.543 High 0.0006 0.008411 18
High VSVVSPDH 0.052163 0.002138 0 0 1 0 1741.872 High 0.0006 0.008262 10
High MSDILAEG 0.052163 0.002138 1 1 1 Q15833 1 2017.063 High 0.0006 0.008288 18
High EDLYLKPIQ 0.055367 0.002138 1 1 3 P13639 0 1274.71 High 0.001899 0.02168 14
High ILDDDTIITT 0.056364 0.002138 1 1 1 Q14204 1 1873.028 High 0.0006 0.009218 23
High EIQILLR 0.055367 0.002138 1 1 8 P27361 0 884.5564 High 0.0006 0.008958 37
High EQFVEFR 0.056701 0.002138 1 1 1 O43852 0 954.468 High 0.0006 0.009286 24
High FPEHELTFD 0.054064 0.002138 1 1 1 Q9Y4L1 0 1515.723 High 0.0006 0.008681 7
High TSDQIHFFF 0.053105 0.002138 1 1 5 P01008 0 1340.663 High 0.0006 0.008487 37
High KSEIEYYAM 0.054712 0.002138 0 0 1 1 1445.734 High 0.0006 0.008871 27
High ELPTEPPYT 0.054064 0.002138 0 0 2 0 3209.604 High 0.0006 0.008678 16
High NEEILNSLK 0.052163 0.002138 1 1 1 P07203 0 1059.568 High 0.0006 0.008278 31
High NQVALNPQ 0.057039 0.002138 1 1 2 P0DMV8 1 1814.951 High 0.0006 0.009347 20
High VCDGQEHV1xCarbami  0.056364 0.002138 1 1 1 Q14393 0 1598.796 High 0.0006 0.009234 15
High NAVWALSN1xCarbami  0.056364 0.002138 0 0 2 0 1303.658 High 0.0006 0.009236 30
High AGHFDKEIV 0.053105 0.002138 1 1 1 Q9BWD1 1 1767.975 High 0.0006 0.008476 21
High YVGVSSDSV 0.057379 0.002138 1 1 1 Q14677 0 1329.643 High 0.000646 0.009483 25
High LEQLGIPR 0.055039 0.002138 1 1 1 Q07960 0 925.5465 High 0.0006 0.008884 37
High GALVLIHGE 0.055039 0.002138 1 1 2 Q5SRE7 0 1371.811 High 0.0006 0.008905 20
High STLVLHDLL 0.054712 0.002138 1 1 1 P11274 0 1138.683 High 0.0006 0.008843 17
High IVDRIDNDG 0.053742 0.002138 1 1 1 Q15293 1 2136.046 High 0.0006 0.008634 15
High NPLPSKETI 0.054064 0.002138 0 0 3 1 1512.79 High 0.002511 0.03114 26
High LDELRDEGK 0.05603 0.002138 1 1 7 P02768 1 1074.543 High 0.000646 0.009912 26
High IPQPEEGAT 0.05603 0.002138 1 2 2 O75891 1 1787.917 High 0.0006 0.009142 13
High IVLVDNK 0.055367 0.002138 1 1 5 P01591 0 800.4876 High 0.0006 0.008975 36
High TLTPGGHA 2xCarbami   0.055698 0.002138 1 1 1 P52943 0 3137.472 High 0.0006 0.009049 9
High YSVDIPLDK 0.052475 0.002138 0 0 1 0 1049.551 High 0.0006 0.008337 19
High VETGVLKPG1xOxidatio  0.05603 0.002138 1 2 1 P68104 0 2531.379 High 0.0006 0.009128 22
High NLHQSGFS 0.053423 0.002138 0 0 1 0 2030.989 High 0.0006 0.008545 15
High SSQSLLHSD 0.051852 0.002138 1 2 1 A0A075B6S 0 1158.575 High 0.0006 0.008214 19
High QLQGPEKE 0.054387 0.002138 1 1 1 O60664 1 2076.072 High 0.0006 0.008798 11
High LVNHFVEE 0.053105 0.002138 1 1 2 P0DMV8 0 1261.658 High 0.0006 0.008508 20
High TTFDEAMA 0.057379 0.002138 1 1 1 P31947 0 2173.959 High 0.000646 0.009481 13
High VFDMLNR 0.05603 0.002138 1 2 2 P60842 0 894.4502 High 0.0006 0.009108 28
High SVPTSTVFY 0.05603 0.002138 1 1 1 P29401 0 1884.923 High 0.0006 0.009139 28
High YFAGWADK 0.055039 0.002138 1 1 2 P47895 0 957.4465 High 0.0006 0.008913 24
High LSDLLAPISE 0.05603 0.002138 1 1 1 Q01518 0 1426.815 High 0.0006 0.009162 28
High QPYAVSELA 0.055039 0.002138 1 1 1 P36578 0 2332.095 High 0.0006 0.008894 14
High GLEQLLVGG 0.054387 0.002138 1 1 2 P12109 0 1350.774 High 0.0006 0.008767 21
High IYELLPHITF 0.056701 0.002138 0 0 1 0 1373.783 High 0.0006 0.009317 16
High YGDFFIR 0.053423 0.002138 1 1 1 Q9Y262 0 917.4516 High 0.0006 0.008547 30
High ELLEIVK 0.057039 0.002138 1 1 1 P31153 0 843.5186 High 0.0006 0.0094 33
High YSQAVPAV 0.058064 0.002304 1 1 1 P07339 0 1898.027 High 0.000646 0.009636 9
High FSLYFLAYE 0.062344 0.002304 1 1 1 Q04760 1 1962.985 High 0.000646 0.0106 31
High SDVMYTDW 0.063085 0.002304 1 1 1 P19652 1 1272.593 High 0.000697 0.01076 31
High SYLAQFAAR 0.063085 0.002304 1 1 1 P78344 0 1026.537 High 0.000697 0.0108 12
High YNLDFWR 0.05841 0.002304 1 1 2 Q13630 0 1013.484 High 0.000646 0.009654 33
High VNFDDYTV 0.063835 0.002304 1 1 2 Q06210 1 2048.045 High 0.000697 0.01102 13
High KEFSPFGTIT 0.05772 0.002304 1 1 1 P11940 1 1412.742 High 0.000646 0.009549 28
High LSITGTYDL 0.060885 0.002304 1 1 3 P01009 0 1110.604 High 0.000697 0.01098 34
High NQFSLNLR 0.062714 0.002304 1 1 2 P0DOX3 0 991.532 High 0.000646 0.01069 29
High AQVARPGG 0.063459 0.002304 1 1 1 P49773 0 1416.759 High 0.000697 0.01092 30
High ILPIMFPSLY 0.060885 0.002304 0 0 1 0 1349.765 High 0.000646 0.01029 25
High SQWSPALT 0.059813 0.002304 0 0 1 0 1217.652 High 0.000646 0.01001 22
High VLTLAAENP1xCarbami  0.060526 0.002304 1 1 2 Q05655 0 2417.29 High 0.005328 0.07828 18
High RWYPEEYE 0.061976 0.002304 1 1 1 Q9Y3B8 1 1614.759 High 0.000646 0.01051 21
High VMFTEDLK 1xOxidatio  0.059813 0.002304 1 1 1 P07858 1 1855.926 High 0.000646 0.01005 17
High ITHYNYLILS 0.05772 0.002304 1 1 1 P01031 0 1364.757 High 0.000646 0.009512 16
High ETLQYFQTL 0.064594 0.002304 1 1 1 Q92696 0 1270.668 High 0.000697 0.01115 27
High IADPEHDHT 0.059813 0.002304 1 1 1 P27361 0 2172.036 High 0.000646 0.009993 9
High DLLFGSGSW 0.058064 0.002304 1 1 2 P06865 0 1893.986 High 0.004947 0.06783 20
High QFEHLDPQ 0.064594 0.002304 1 1 3 Q02818 0 1996.926 High 0.001299 0.01465 13
High LVICPDEGF 1xCarbami  0.058064 0.002304 1 1 1 P61081 0 1340.656 High 0.000646 0.009641 13
High CFQWQR 1xCarbami  0.060526 0.002304 1 1 6 P02788 0 924.4145 High 0.000646 0.01016 25
High QLGCGWA 1xCarbami  0.062714 0.002304 1 1 1 Q9UGM3 0 3018.399 High 0.000697 0.01073 20



High HTAEEYAA 0.059107 0.002304 0 0 1 0 1346.695 High 0.000646 0.009869 7
High DLYLENPEI 0.060885 0.002304 1 1 1 P21980 0 1233.636 High 0.000646 0.01026 35
High EGGLGPLN 0.063835 0.002304 1 1 1 P32119 0 1734.975 High 0.000697 0.01099 24
High YYDSRPGG 0.062344 0.002304 0 0 2 0 1730.756 High 0.000646 0.01066 25
High NWYSLVIR 0.059459 0.002304 0 0 1 0 1050.573 High 0.000646 0.009917 18
High QQEDYLLY 0.060168 0.002304 1 1 1 P49788 0 1199.594 High 0.000646 0.01013 24
High LVQAFQYT 0.061976 0.002304 1 1 1 Q13162 0 1212.626 High 0.000646 0.0105 23
High SIVSVMDS 0.060168 0.002304 1 1 1 Q96L46 0 1339.641 High 0.000646 0.01012 19
High GLELPSEIQ 0.061247 0.002304 1 1 1 P58499 0 1141.621 High 0.000646 0.01034 18
High YWLYYLHP 0.062714 0.002304 0 0 2 0 1650.879 High 0.000697 0.01072 14
High FLVTVIK 0.062714 0.002304 1 1 1 O14980 0 819.5339 High 0.000697 0.01072 34
High YCAGWAD 1xCarbami  0.060526 0.002304 1 1 1 P00352 0 970.4087 High 0.000646 0.0102 15
High AYHEQLSVA1xCarbami  0.061976 0.002304 1 5 1 P68366 0 2750.291 High 0.000646 0.01056 14
High GSFEFPVGD 0.062344 0.002304 1 2 2 P0C0L4 0 1339.653 High 0.000646 0.01059 26
High KDHADVSN1xCarbami  0.060168 0.002304 1 1 1 P21281 1 2052.981 High 0.000646 0.01009 16
High LVTDLTK 0.060885 0.002304 1 1 2 P02768 0 789.4717 High 0.002475 0.02957 28
High IIFVVGGPG 0.061976 0.002304 1 1 1 P00568 0 1130.657 High 0.000646 0.01054 26
High DSAHGFLK 0.064594 0.002304 1 1 1 P02787 0 874.4417 High 0.000697 0.01114 24
High TVQMDHT 0.058758 0.002304 1 1 1 P47989 0 1598.742 High 0.000646 0.009795 18
High DGLAFNAL 0.058064 0.002304 1 1 2 O43707 0 1226.664 High 0.000646 0.009603 35
High AEDTAVYYC1xCarbami  0.060526 0.002304 1 1 1 A0A0J9YX3 0 1318.598 High 0.000646 0.01017 21
High GFTIPEAFR 0.05772 0.002304 1 1 3 O00299 0 1037.541 High 0.000646 0.009509 16
High IDLRPVLGE 0.061247 0.002304 1 1 3 Q86VP6 0 2065.217 High 0.000646 0.01035 9
High QVDIVITCT 1xCarbami  0.063459 0.002304 1 1 1 Q96HN2 0 1347.694 High 0.000697 0.01091 11
High MNLASEPQ 0.060168 0.002304 1 1 1 O00151 0 2103.04 High 0.000646 0.01008 14
High SLQPVVEDV 0.06161 0.002304 1 1 1 O00534 0 2359.266 High 0.000646 0.01042 17
High DAISLAIK 0.060168 0.002304 0 0 1 0 830.4982 High 0.000646 0.01009 18
High MTGSEFDF 0.064594 0.002304 1 1 1 P50395 1 1606.688 High 0.000697 0.01113 19
High LLDSSTVTH 0.063459 0.002304 1 1 1 P60900 0 1360.747 High 0.000697 0.01091 24
High AEVVGKPS 0.058758 0.002304 1 1 1 Q9H008 0 1434.763 High 0.000646 0.009759 13
High KLSQERPGV1xCarbami  0.063085 0.002304 1 1 1 Q14166 1 2683.46 High 0.000697 0.01078 23
High VLCGGDIYV1xCarbami  0.064594 0.002304 1 1 1 P49189 1 1802.936 High 0.000748 0.0112 25
High CQEVISWL 1xCarbami  0.063459 0.002304 1 1 2 P0DMV8 1 2662.245 High 0.001726 0.01757 18
High LIILEHYSQA 0.060168 0.002304 1 1 3 P46926 0 1858.97 High 0.000646 0.01008 9
High AVPREELFV 0.059459 0.002304 1 1 3 P14550 1 1375.758 High 0.000646 0.009967 23
High FTDLFEK 0.059107 0.002304 1 1 1 Q8WUM4 0 899.4509 High 0.000646 0.009839 20
High KISGGSVVE1xOxidatio  0.061976 0.002304 1 1 1 O75874 1 1839.858 High 0.000646 0.01057 18
High ELPDLEDLM 0.061976 0.002304 1 1 1 Q9HC38 0 1202.597 High 0.000646 0.01056 26
High CVDTMAYE1xCarbami  0.061976 0.002304 1 1 1 O95968 0 1116.47 High 0.000646 0.01051 17
High LSAEERDQ 0.060885 0.002304 0 0 1 1 1653.892 High 0.000646 0.01031 27
High EPGEFALLR 0.065747 0.002489 0 0 1 0 1031.552 High 0.000748 0.01148 22
High ALNFLVNE 0.06536 0.002489 1 1 1 Q9P260 0 1420.82 High 0.000748 0.01132 21
High EKLAPVPFF 0.06536 0.002489 1 1 1 P07741 1 1780.952 High 0.000748 0.01136 17
High TYLFLQEYL 0.06536 0.002489 1 1 1 P29508 1 1744.952 High 0.000748 0.01132 20
High MLSDSGLG 1xOxidatio  0.064976 0.002489 0 0 1 0 2221.004 High 0.000748 0.01124 20
High LHICDHFTR1xCarbami  0.06536 0.002489 0 0 1 0 1198.579 High 0.000748 0.01138 20
High DVIATDKED 0.064976 0.002489 1 1 1 P40925 1 1450.742 High 0.000748 0.01129 20
High MASTFIGN 0.065747 0.002489 1 1 1 Q9BUF5 1 2014.043 High 0.000748 0.01144 30
High QLEDGRTLS 0.064976 0.002489 1 4 1 P62979 1 1779.887 High 0.000748 0.01122 13
High TLWSLVAF 0.065747 0.002489 0 0 1 0 1161.667 High 0.000748 0.01144 24
High ALLLSTYIK 0.06536 0.002489 1 2 1 O95782 0 1021.629 High 0.000748 0.01138 29
High WKETLFSV 0.065747 0.002489 1 1 1 Q14624 1 1535.829 High 0.000748 0.01142 18
High TPLGDTTHT1xCarbami  0.06536 0.002489 1 1 1 P01860 0 1355.637 High 0.000748 0.01131 16
High NAGGTYQN1xCarbami  0.065747 0.002489 0 0 1 0 2411.144 High 0.000748 0.01145 19
High IATSLDGFD 0.066919 0.002675 1 1 1 O60664 0 1834.929 High 0.0008 0.01174 8
High YLDELMK 0.067712 0.002675 1 1 2 P46940 0 911.4543 High 0.001926 0.02388 21
High ELQQAVLH 0.066919 0.002675 1 1 1 Q02818 0 1481.753 High 0.0008 0.01176 16
High SEDTAVYYC1xCarbami  0.066526 0.002675 1 1 1 P01743 0 1334.568 High 0.0008 0.01164 12
High FPGQLNAD 0.067315 0.002675 4 10 3 Q9BUF5; P   1 1258.69 High 0.0008 0.01182 23
High EFQLFSSPH 0.066919 0.002675 1 1 1 P02787 0 1276.632 High 0.0008 0.01172 26
High VLRPPGGG 0.067315 0.002675 0 0 1 1 2684.379 High 0.0008 0.01182 11
High LSFQEFLK 0.067712 0.002675 0 0 1 0 1011.551 High 0.000849 0.01197 19
High LPLPEPWR 0.067315 0.002675 0 0 1 0 1007.567 High 0.0008 0.01183 32
High VLDIIATINK 0.067315 0.002675 1 1 1 P07686 0 1099.672 High 0.0008 0.01181 27
High YPSLGQKPG 0.068918 0.002857 0 0 1 0 1724.868 High 0.000849 0.01226 14
High QLGLPGPP 0.068918 0.002857 1 1 1 Q14624 0 2184.099 High 0.000849 0.01218 9
High SVIPSDGPS 1xCarbami  0.069324 0.002857 1 1 1 P02787 1 1543.815 High 0.000849 0.01232 31
High FYTAEIVSA 0.068918 0.002857 0 0 1 0 1840.948 High 0.000849 0.01226 23
High MVLVNAVY 0.068918 0.002857 1 1 1 P05120 0 1183.654 High 0.000849 0.01221 13
High SFDTSLIR 0.068918 0.002857 0 0 2 0 938.4942 High 0.000849 0.01224 16
High RPPSSSSSS 0.068514 0.002857 0 0 1 0 2396.169 High 0.000849 0.0121 12
High GVIVDKDFS 0.068918 0.002857 1 1 1 P48643 1 1697.868 High 0.000849 0.01224 24
High HIDFSLR 0.069324 0.002857 1 1 1 P46781 0 887.4734 High 0.000849 0.01233 16
High ACWVLHYF2xCarbami   0.068112 0.002857 1 1 1 O95373 0 1611.745 High 0.000849 0.01204 10
High TSCALTIHA 1xCarbami  0.069324 0.002857 0 0 1 0 1299.684 High 0.000849 0.01229 18
High ENDLTLKR 0.068112 0.002857 0 0 1 1 988.5422 High 0.000849 0.01204 36
High HVVPNEVV 0.068514 0.002857 1 1 2 P06396 0 1275.717 High 0.000849 0.0121 18
High TGFLEIDEH 0.068112 0.002857 1 1 1 P35813 0 1347.636 High 0.000849 0.01208 15
High DGYWFLK 0.068112 0.002857 0 0 3 0 928.4563 High 0.001349 0.01515 14
High VLFASQEIP 0.068112 0.002857 1 1 1 O75369 0 1561.837 High 0.000849 0.01203 18
High YEYQPFAG 0.070143 0.003045 1 1 1 O75083 0 1102.52 High 0.000953 0.01253 29
High GFPTIYFSPA 0.070143 0.003045 1 1 2 P30101 0 1341.684 High 0.001543 0.01644 27
High ILNPEEIEK 0.069733 0.003045 1 1 1 O14818 0 1084.588 High 0.000901 0.01246 21
High DVFSCNVG 1xCarbami  0.069733 0.003045 1 1 2 O00534 0 1621.764 High 0.000901 0.01245 15
High VIEQLLVGL 0.070556 0.003232 0 0 1 0 1111.709 High 0.001004 0.01267 19
High EAELDVNE 0.070556 0.003232 1 1 3 P43034 1 1531.749 High 0.000953 0.0126 22
High TINWTLLEK 0.070556 0.003232 1 1 1 Q05655 0 1117.625 High 0.001004 0.01262 22
High DLSSHQLN 0.070556 0.003232 1 1 1 P09960 0 2000.02 High 0.001004 0.01265 18
High GLVVLGFPC1xCarbami  0.070556 0.003232 1 1 1 P07203 1 3155.594 High 0.001004 0.01262 7
High LKYEATIAD 0.070972 0.003418 1 1 1 Q7Z406 1 1554.747 High 0.001004 0.01277 16
High YPIEHGIITN 0.071809 0.003418 1 4 3 P68032 0 1960.911 High 0.001004 0.01294 15
High EHSIDGTGW 0.070972 0.003418 0 0 1 0 1426.671 High 0.001004 0.01279 29
High ATVVYQGE 0.071809 0.003418 1 1 1 P02749 0 1022.527 High 0.001051 0.01298 20
High SFLEDIRK 0.071809 0.003418 1 1 2 P52209 1 1007.552 High 0.001051 0.013 30
High VQPYLDDF 0.071389 0.003418 1 1 1 P02647 1 1380.716 High 0.001004 0.0129 21



High WALWFFK 0.071389 0.003418 1 1 2 P06730 0 997.5294 High 0.001004 0.01283 16
High FTYGPSFPA 0.072656 0.003592 0 0 1 0 1261.625 High 0.001051 0.01319 30
High IGTDIQDNK 0.073512 0.003592 1 1 1 P14324 0 1003.505 High 0.001051 0.0134 3
High NWMLVEK 0.073944 0.003592 1 1 3 P55263 0 919.4706 High 0.001051 0.01354 24
High VCDQVFAL 1xCarbami  0.072232 0.003592 1 1 2 Q6PFW1 0 2056.064 High 0.001051 0.01305 7
High YLGEEYVK 0.073512 0.003592 1 1 1 P02787 0 1000.499 High 0.001051 0.01342 29
High INTLLQPDE 1xCarbami  0.073944 0.003592 0 0 1 0 3639.757 High 0.001051 0.01351 11
High HRLEDMEQ1xOxidatio  0.072656 0.003592 1 1 1 P05155 1 1902.938 High 0.001051 0.01312 18
High KVTNTTPW 0.073083 0.003592 1 2 1 O95361 1 2138.067 High 0.001051 0.01333 14
High IIELPFQNK 0.073083 0.003592 1 1 2 P36952 0 1101.63 High 0.001448 0.01544 30
High SGFPQVSM 0.073083 0.003592 1 1 1 P04196 0 1857.899 High 0.001051 0.0133 15
High EKLEATINE 0.073083 0.003592 1 1 1 P10599 1 1258.689 High 0.001051 0.01332 23
High YYTYLIMNK1xOxidatio  0.072232 0.003592 1 1 1 P01024 0 1224.597 High 0.001051 0.0131 22
High ASYAQQPA 0.073944 0.003592 1 1 1 P98160 0 1207.57 High 0.001051 0.01355 24
High LAEFGAEFK 0.073944 0.003592 0 0 1 0 1011.515 High 0.001051 0.01352 44
High MYATIYELK 0.073512 0.003592 1 1 1 P80188 0 1131.575 High 0.001051 0.01342 9
High FSVCVLGDQ2xCarbami   0.072656 0.003592 1 1 1 P62906 0 1892.827 High 0.001051 0.0132 20
High YYGYTGAF 1xCarbami  0.072656 0.003592 1 1 1 P02788 1 2472.165 High 0.001051 0.01315 8
High LGHPDTLN 0.072232 0.003592 1 1 3 P06702 0 1455.723 High 0.001772 0.01893 43
High EFSIDVGYE 0.073944 0.003592 1 1 1 P61158 0 1214.569 High 0.001051 0.01353 5
High GFGGIYGV 0.072656 0.003592 1 1 1 Q8NDH3 0 954.5043 High 0.001051 0.01312 22
High WFKEEQLP 0.073083 0.003592 1 1 2 Q9H788 1 1345.726 High 0.001051 0.01324 20
High VETPVLPPV 0.073944 0.003592 0 0 1 0 1415.862 High 0.001051 0.01355 18
High RTIQFVDW 1xCarbami  0.072656 0.003592 1 5 1 Q9BQE3 1 1754.868 High 0.001051 0.01322 12
High RDGYLFQL 0.074378 0.003774 1 1 1 P04196 1 1280.711 High 0.0011 0.01367 23
High HGSIIYHPS 0.075253 0.003774 1 2 2 O75891 0 1489.827 High 0.0011 0.01381 18
High HEMLPEFY 0.074814 0.003774 1 1 2 Q86VP6 0 1193.566 High 0.0011 0.01373 24
High IEGFEVLK 0.075253 0.003774 1 1 2 Q15435 0 934.5244 High 0.0011 0.01382 17
High KISELDAFLK 0.074378 0.003774 1 1 1 Q06323 1 1163.667 High 0.0011 0.01363 26
High YLVEFR 0.075253 0.003774 1 1 1 Q16186 0 826.4458 High 0.0011 0.01385 29
High CWLLGR 1xCarbami  0.075253 0.003774 1 1 1 Q92696 0 804.4185 High 0.0011 0.01379 25
High YTFELSR 0.074378 0.003774 1 1 2 P02774 0 915.4571 High 0.002511 0.03057 17
High LGAQLADL 0.075253 0.003774 0 0 1 0 1407.759 High 0.0011 0.01384 21
High EYYDHLPEL 0.076137 0.003957 1 1 1 P11216 0 1306.631 High 0.00115 0.01403 12
High EMSLWESL 0.076583 0.003957 1 1 2 Q9H6S3 0 1993.926 High 0.001643 0.01654 10
High MIKPFFHSL1xOxidatio  0.075694 0.003957 1 1 1 P10599 0 1479.766 High 0.00115 0.01397 11
High FCIWTESAF1xCarbami  0.076583 0.003957 1 1 1 P36578 0 1316.609 High 0.00115 0.01416 11
High SELKELLTR 0.076583 0.003957 1 1 2 P26447 1 1088.631 High 0.00115 0.01419 32
High NSLPDTVQ 0.076137 0.003957 1 1 1 P56537 0 1142.616 High 0.00115 0.01408 17
High EQLLELPEQ 0.076137 0.003957 1 1 1 P07476 0 1790.928 High 0.00115 0.01407 21
High ASFITPVPG 0.077482 0.00414 1 1 2 P11586 0 2806.419 High 0.001726 0.01826 20
High DFHINLFR 0.077032 0.00414 0 0 1 0 1061.553 High 0.0012 0.01434 19
High YYIAASYVK 0.077032 0.00414 0 0 1 0 1077.562 High 0.0012 0.01435 18
High FSDSYASVI 0.077032 0.00414 1 1 1 P17812 0 1116.557 High 0.0012 0.01432 26
High EKPLALYM 0.077032 0.00414 1 1 5 P30838 0 1642.815 High 0.00348 0.04727 16
High SDQEEAEG 0.077482 0.00414 0 0 1 1 3400.473 High 0.001251 0.01446 1
High ETLILLLK 0.077482 0.00414 1 1 2 O00534 0 942.6234 High 0.0012 0.01438 22
High KVEDLFLTF 0.077936 0.004326 1 1 1 Q13813 1 1310.735 High 0.001299 0.01459 26
High QHVTEAFQ 0.077936 0.004326 1 1 1 O43175 0 1390.654 High 0.001251 0.01455 24
High EEIVYLPCIY 1xCarbami  0.077936 0.004326 1 1 1 Q13228 0 1454.735 High 0.001251 0.01453 16
High LHYGDLTD 1xCarbami  0.078391 0.0045 1 1 1 O60547 0 1621.789 High 0.001299 0.01463 12
High NVIFQPVA 0.07885 0.0045 1 1 1 Q01813 0 1257.72 High 0.001299 0.01475 31
High GVTSVSQIF 0.07885 0.0045 1 1 1 P05155 0 1826.976 High 0.001299 0.01474 17
High WELALGR 0.07931 0.0045 1 1 1 P02649 0 844.4676 High 0.001299 0.0149 13
High GGYIGSTYF 0.07931 0.0045 1 1 1 P61081 0 1249.585 High 0.001299 0.01491 23
High LAGTEAPR 0.07885 0.0045 0 0 8 0 814.4417 High 0.001299 0.01476 41
High KVQHQDAL 0.078391 0.0045 1 1 1 Q14974 1 2251.223 High 0.001299 0.01472 33
High ELLQTPNFR 0.07931 0.0045 1 1 2 Q8N335 0 1117.6 High 0.001299 0.01496 20
High AGEQVTYT 1xCarbami  0.078391 0.0045 1 1 2 P08603 0 1654.742 High 0.001926 0.02365 33
High EVGELQGR 0.079774 0.0045 1 1 1 Q7Z406 0 887.4581 High 0.001349 0.01507 21
High GQFPNLCR 1xCarbami  0.07885 0.0045 1 1 2 P02788 0 991.4778 High 0.003034 0.0378 29
High SANPPHTIQ 0.078391 0.0045 0 0 1 1 2404.21 High 0.001299 0.01463 15
High QSAALCLLR1xCarbami  0.079774 0.0045 1 2 1 O95782 0 1031.567 High 0.001349 0.01503 30
High NLYIISVK 0.078391 0.0045 1 1 1 P62829 0 949.5717 High 0.001299 0.01467 25
High EPQVYTLPP 0.078391 0.0045 3 4 1 P0DOX5; P0  0 1286.674 High 0.001299 0.01465 25
High DYLHYHIK 0.079774 0.0045 1 1 1 O15144 0 1088.552 High 0.001349 0.01503 22
High AAEAAAAP 0.081178 0.004677 0 0 1 1 2636.232 High 0.001399 0.01535 17
High LGERDDTIP 0.082127 0.004677 1 1 1 P20810 1 1560.765 High 0.001448 0.01572 21
High YLELLGYR 0.080707 0.004677 1 1 2 O94979 0 1026.562 High 0.001965 0.0253 22
High YLECSALTQ1xCarbami  0.081652 0.004677 0 0 1 0 1240.599 High 0.001448 0.01555 15
High DLSHIGDAV1xCarbami  0.081652 0.004677 0 0 1 0 1584.805 High 0.001448 0.01551 20
High ECLPLIIFLR 1xCarbami  0.081652 0.004677 0 0 2 0 1273.734 High 0.001448 0.01558 20
High AELGMGDS 0.080707 0.004677 1 1 1 Q9NR19 1 1773.88 High 0.001399 0.01524 16
High EPQVYTLPP 0.081178 0.004677 2 2 3 P01859; P0 1 1904.942 High 0.001448 0.01546 14
High DVRPYIVGA 0.082127 0.004677 1 1 2 Q8N1G4 0 1343.779 High 0.001448 0.01567 24
High IKGEHPGLS 0.081178 0.004677 1 2 1 P09429 1 1520.843 High 0.001448 0.01548 26
High YVMTTTTL 0.081652 0.004677 0 0 1 0 1214.609 High 0.001448 0.01553 7
High YAFNMLQL 0.082127 0.004677 0 0 1 0 1573.791 High 0.001448 0.01564 14
High VANYCSTH 1xCarbami  0.084057 0.004853 1 1 1 O75688 0 2420.13 High 0.001543 0.01624 11
High YEILTPNSIP 0.084057 0.004853 1 1 1 P35579 0 1274.699 High 0.001543 0.01621 21
High FTATASLGV 0.08357 0.004853 1 1 1 Q99460 0 1244.7 High 0.001495 0.01602 20
High VKMEDGEF 0.083087 0.004853 1 1 3 P07384 1 1661.745 High 0.0022 0.0268 23
High KSADTLWG 0.083087 0.004853 1 1 1 P00338 1 1246.679 High 0.001495 0.01593 15
High TNLLQVCE 1xCarbami  0.084057 0.004853 1 1 1 P18206 0 1132.578 High 0.001495 0.01617 24
High MAATFIGN 1xOxidatio  0.08357 0.004853 0 1 1 1 2014.043 High 0.001495 0.01611 29
High HSQAVEELA 0.083087 0.004853 1 1 1 P35579 1 1996.009 High 0.001495 0.01594 30
High DPHLACVA 1xCarbami  0.08357 0.004853 1 2 2 Q00610 0 1330.621 High 0.001495 0.016 17
High YIFHNFME 0.08357 0.004853 1 1 1 Q14624 0 1256.588 High 0.001495 0.01602 15
High SVETLKEM 0.084057 0.004853 1 1 1 P14618 1 1177.65 High 0.001495 0.01618 25
High SGPGLIGLG 0.084057 0.004853 1 1 1 Q6PGP7 0 1011.62 High 0.001543 0.01625 23
High VAIEPGAPR 0.084546 0.005031 1 1 2 Q00796 0 909.5152 High 0.001543 0.01632 26
High LDYILGLK 0.084546 0.005031 1 1 1 P46781 0 934.5608 High 0.001543 0.01636 36
High AALRDYETV 0.084546 0.005031 0 0 1 1 1264.69 High 0.001543 0.01634 20
High VLSVETPLS 0.084546 0.005031 1 1 1 P34949 1 2303.261 High 0.001543 0.01637 11
High AIKELEEWY 0.085037 0.005031 0 0 1 1 1407.727 High 0.001543 0.01642 14



High MVVPLACL 1xCarbami  0.084546 0.005031 1 1 1 Q15437 0 1454.847 High 0.001543 0.01638 13
High GTVQEAGT 0.085037 0.005031 0 0 1 0 1290.69 High 0.001643 0.01652 24
High IYNEIPDINL 0.085037 0.005031 1 1 1 Q53EL6 0 2486.256 High 0.001543 0.01648 14
High IPGDQVVSV 0.084546 0.005031 1 1 2 P98160 0 1400.815 High 0.001543 0.0163 23
High LVLTQEQLH 0.085531 0.005398 1 1 1 Q14203 0 1701.939 High 0.001643 0.01661 10
High KLYGDADY 0.086527 0.005398 1 1 1 P17812 1 1471.706 High 0.001692 0.0169 15
High IFSTVLR 0.085531 0.005398 0 0 1 0 835.5036 High 0.001643 0.01657 16
High YCAGWAD 1xCarbami  0.087029 0.005398 1 1 1 P00352 1 1424.674 High 0.001692 0.01697 21
High QEPSQGTT 0.086028 0.005398 2 2 1 P01877; P0 0 1851.945 High 0.001692 0.01675 25
High LQHQTELE 0.091144 0.005534 0 0 1 0 1886.924 High 0.001726 0.01821 12
High LMNIFLK 0.087534 0.005534 1 1 1 P01024 0 878.5168 High 0.001726 0.01714 12
High DSITTWEIL 0.088042 0.005534 1 1 5 P01024 1 1923.973 High 0.008917 0.1332 26
High LFCLETFLSD1xCarbami  0.0922 0.005534 1 1 1 O14896 0 1935.004 High 0.001726 0.01854 16
High EGGSIPVTL 0.0922 0.005534 1 1 1 Q96KP4 0 1734.891 High 0.001726 0.0185 12
High ISSADPSGA 0.08958 0.005534 0 0 1 1 3346.56 High 0.001726 0.01777 5
High ALNKGDAN 0.089065 0.005534 1 1 1 O43847 1 2173.052 High 0.001726 0.01759 18
High LEQYIPSRP 0.088552 0.005534 1 1 1 Q9Y259 0 1343.768 High 0.001726 0.0174 15
High SAGYPGTLI 0.090099 0.005534 1 1 1 Q6UWP2 0 1294.679 High 0.001726 0.01784 28
High IPEFNWSQ 0.0922 0.005534 0 0 1 0 1572.738 High 0.001726 0.01854 11
High MILELFSK 0.088552 0.005534 0 0 1 0 980.5485 High 0.001726 0.01746 25
High LASELQALK 0.088042 0.005534 0 0 1 0 972.5724 High 0.001726 0.01734 21
High DLELFSNPF 0.092732 0.005534 0 0 1 0 2483.261 High 0.001726 0.0186 0
High AIADYLR 0.0922 0.005534 1 1 4 P43034 0 821.4516 High 0.002595 0.03201 26
High LPEPNWTR 0.092732 0.005534 1 1 1 Q92696 0 1012.521 High 0.001726 0.0186 14
High LLEELEEGQ 0.09167 0.005534 0 0 1 0 1187.615 High 0.001726 0.01827 50
High LPYSVVR 0.091144 0.005534 1 1 1 P01024 0 833.488 High 0.001726 0.01822 24
High QLLLTADDR1xCarbami  0.091144 0.005534 1 1 1 P04075 1 3113.645 High 0.001726 0.01812 3
High MIGGLFIYN 0.087534 0.005534 1 1 2 Q96CW1 0 1292.682 High 0.002764 0.03565 13
High ECLQALEFL 1xCarbami  0.089065 0.005534 1 1 1 Q13177 0 2078.06 High 0.001726 0.01757 12
High IIEGEPNLK 0.088042 0.005534 1 1 1 P01833 0 1012.567 High 0.001726 0.01726 27
High SPAMAGGL 0.08958 0.005534 1 1 1 Q86SF2 0 1319.678 High 0.001726 0.01769 2
High LTLIDPETLL 0.088552 0.005534 1 1 1 Q86VP6 0 1380.81 High 0.001726 0.01742 18
High TSNKPLMII 1xCarbami  0.090099 0.005534 1 1 1 O95994 1 2697.396 High 0.001726 0.01788 5
High ILDEIEEHN 0.088042 0.005534 1 1 1 Q15019 0 1352.706 High 0.001726 0.01737 17
High NFLEGDWK 0.090099 0.005534 1 1 1 Q9NR46 0 1008.479 High 0.001726 0.01781 22
High QYSVAFCN 1xCarbami  0.090099 0.005534 1 1 2 Q9BZQ8 0 1380.648 High 0.002427 0.02942 15
High VAQWMIQ 0.088552 0.005534 1 1 1 P55263 0 1365.71 High 0.001726 0.01742 13
High WVADALG 0.0922 0.005534 0 0 1 0 887.4734 High 0.001726 0.01845 10
High VGVKPVGS 0.09167 0.005534 1 1 2 O43396 0 2199.104 High 0.002727 0.03382 16
High VSCVTPNF 1xCarbami  0.087534 0.005534 1 1 1 Q14508 0 923.4291 High 0.001726 0.01715 25
High EVFPVLAAK 0.092732 0.005534 1 1 4 Q8WUM4 0 973.5717 High 0.001772 0.01866 25
High YAPLHLVPL 0.0922 0.005534 1 2 1 Q7L576 0 1420.831 High 0.001726 0.01854 17
High KFPPDNSA 0.092732 0.005534 1 1 1 P09467 1 1419.702 High 0.001726 0.01855 25
High NIIIALIDR 0.08958 0.005534 1 1 3 Q96QK1 0 1040.646 High 0.001726 0.01774 34
High EVAGFVLN 0.088042 0.005534 1 1 1 Q9Y2S2 0 1004.552 High 0.001726 0.01733 32
High RHEDTLTLF 0.088552 0.005534 1 1 1 P12259 1 1515.774 High 0.001726 0.01744 17
High YIVTCVIMQ1xCarbami  0.08958 0.005534 1 1 1 P63172 0 1254.658 High 0.001726 0.01776 32
High DLQNFLK 0.092732 0.005534 1 1 3 P06702 0 877.4778 High 0.002558 0.03125 27
High VGPTCADE 4xCarbami     0.09062 0.005534 0 0 2 1 2666.133 High 0.001726 0.01801 4
High KDLHQNCP4xCarbami     0.092732 0.005534 0 0 2 1 2593.062 High 0.003403 0.04484 14
High EDLRLPEGD 0.0922 0.005534 1 1 2 P63241 1 1341.701 High 0.002896 0.03725 20
High DLGPHAEG 0.089065 0.005534 1 1 1 Q9HBR0 0 1360.697 High 0.001726 0.01755 25
High SGIVQYLQK 0.0922 0.005534 1 1 1 Q9NZ08 0 1035.583 High 0.001726 0.01844 16
High FLSHLVDGV 0.09167 0.005534 0 0 1 1 1270.727 High 0.001726 0.01837 28
High ATLENITNL 0.090099 0.005534 0 0 1 0 1945.014 High 0.001726 0.01787 21
High GGVLFIGAN 0.089065 0.005534 1 1 1 P34949 0 1490.821 High 0.001726 0.01759 15
High ILTSWEEND1xCarbami  0.08958 0.005534 0 0 1 1 2087.993 High 0.001726 0.0178 14
High AREQEELLA 0.093805 0.005705 1 1 1 P19971 1 2096.098 High 0.001772 0.01889 16
High YNLSPSIFFC2xCarbami   0.093267 0.005705 1 1 1 Q00796 0 2444.101 High 0.001772 0.01876 15
High VYFQSPPGA 0.093267 0.005705 0 0 1 1 2486.169 High 0.001772 0.01885 21
High EKVESELR 0.094346 0.005705 1 1 1 P27348 1 989.5262 High 0.001772 0.01912 20
High DTIFDVPVE 0.09489 0.005705 1 1 2 O75936 0 1190.605 High 0.001772 0.01921 30
High IIHDFPQFY 0.09489 0.005705 0 0 1 0 2039.039 High 0.001818 0.01925 11
High CRDQLPYIC2xCarbami   0.09489 0.005705 1 1 1 P05452 1 1768.851 High 0.001772 0.01921 20
High GEVQFGSW 0.093805 0.005705 1 1 2 O00204 0 1549.743 High 0.002764 0.03543 15
High LKGEMMD 1xOxidatio  0.093805 0.005705 1 1 1 P00338 1 1890.956 High 0.001772 0.01897 16
High FSLVPHNYG 0.09489 0.005705 1 1 1 Q96TA1 0 1892.991 High 0.001818 0.01924 16
High QYDISDPQ 0.094346 0.005705 1 1 2 Q13228 0 1374.676 High 0.001772 0.01915 19
High HLSMFILLP 0.09489 0.005705 1 1 2 P36952 0 1198.702 High 0.001818 0.01926 26
High QLESNKIPE 0.095986 0.005877 1 1 1 P07602 1 3838.976 High 0.001818 0.01952 14
High FKDCHLAR 1xCarbami  0.096538 0.005877 1 1 2 P02788 1 1046.52 High 0.005287 0.0778 12
High SNSFFEGVD 0.096538 0.005877 1 1 1 Q15208 0 1722.787 High 0.001866 0.01971 16
High RPGPGTLYD 0.095986 0.005877 1 1 1 P56945 0 1327.712 High 0.001818 0.01955 16
High VFNETPINP 0.095436 0.005877 1 1 1 Q9Y678 0 1186.622 High 0.001818 0.01941 24
High HEFEELFR 0.095986 0.005877 1 1 1 P41226 0 1106.527 High 0.001818 0.01952 13
High VFIGNLNTL 0.096538 0.005877 0 0 1 0 1316.794 High 0.001866 0.01976 12
High MLGYFSLV 0.096538 0.005877 1 1 1 Q9Y262 0 1368.771 High 0.001866 0.01977 17
High ELNLQDFSH 0.095986 0.005877 1 1 1 Q5VZK9 0 1623.787 High 0.001818 0.01965 16
High FDTISEK 0.096538 0.005877 1 1 2 P01008 0 839.4145 High 0.004694 0.06349 26
High KVEEPSIYES 0.095436 0.005877 0 0 1 1 1435.743 High 0.001818 0.01937 11
High KIHLFDIDV 0.097652 0.006055 1 1 1 Q9NQR4 1 1381.784 High 0.001866 0.02002 11
High IACVLPVLM1xCarbami  0.097652 0.006055 0 0 2 0 2927.516 High 0.001866 0.02002 3
High FQELIFEDF 0.097093 0.006055 1 1 1 Q96TA1 0 1414.7 High 0.001866 0.01994 16
High EFVGQLVA 0.097652 0.006055 0 0 2 0 1838.053 High 0.001899 0.02004 24
High SYEIMFR 0.097093 0.006055 1 1 1 P98160 0 945.4499 High 0.001866 0.01992 19
High MKVELCSF 1xCarbami  0.100487 0.006139 1 1 1 P83731 1 1448.691 High 0.001899 0.02094 29
High LELHVDGP 0.100487 0.006139 1 1 2 P04217 0 1723.96 High 0.00501 0.07131 15
High LAWVSHDS 0.10578 0.006139 0 0 1 0 1772.881 High 0.001926 0.02253 22
High IENYLLR 0.10578 0.006139 1 1 2 Q5VZK9 0 920.52 High 0.001926 0.02255 22
High MLVTFDEE 0.100487 0.006139 1 1 2 Q13200 0 2001.084 High 0.001899 0.02082 22
High YVVGLIIK 0.1076 0.006139 1 1 1 O14980 0 904.5866 High 0.001926 0.02303 18
High YFTTVCVR 1xCarbami  0.110071 0.006139 1 1 1 Q14C86 0 1045.514 High 0.001926 0.02382 21
High YSHLQPGD 0.10699 0.006139 1 1 1 Q15046 0 1837.944 High 0.001926 0.02283 13
High IYLDMLNVY 0.10699 0.006139 1 1 1 O14980 0 1271.67 High 0.001926 0.02282 29
High XWTFGQGT 0.100487 0.006139 0 0 1 0 1087.521 High 0.001899 0.02089 20



High NFATSLYSM1xOxidatio  0.099914 0.006139 1 1 1 P08758 0 1290.64 High 0.001899 0.02071 10
High MAQTSLLQ 0.108829 0.006139 0 0 1 0 1076.577 High 0.001926 0.02349 4
High LEQQLVHV 0.103988 0.006139 1 1 1 Q9ULA0 0 1730.007 High 0.001899 0.02197 21
High QAVSMFLG 0.111957 0.006139 1 1 1 P49419 1 1607.846 High 0.001926 0.0244 16
High FLIDGFPR 0.101642 0.006139 1 1 4 P30085 0 964.5251 High 0.001899 0.02121 32
High NFITAEELR 0.103397 0.006139 1 1 1 O43707 1 1248.67 High 0.001899 0.02179 29
High NFLTSLVAG 0.110071 0.006139 0 0 1 0 1507.811 High 0.001926 0.02389 14
High GADVWFK 0.104582 0.006139 1 1 4 P05109 0 822.4145 High 0.002109 0.02633 31
High MILLEVNN 0.108213 0.006139 1 1 1 O15144 0 1101.608 High 0.001926 0.02328 23
High GFGGVQVS 0.109448 0.006139 1 2 1 P04745 0 2990.481 High 0.001926 0.02354 2
High FILNLPTFSV 0.112593 0.006139 0 0 1 0 1306.752 High 0.001926 0.02463 16
High LEGFTLPR 0.108213 0.006139 1 1 2 P47989 0 932.52 High 0.001926 0.02328 9
High AADAEAEV 0.103988 0.006139 1 1 1 P06753 0 1316.644 High 0.001899 0.02188 46
High GALLVFAEH 0.104582 0.006139 0 0 2 0 1112.621 High 0.001926 0.02208 19
High LAQENGW 0.101063 0.006139 1 1 2 P09104 0 1583.775 High 0.009343 0.1408 8
High YFAHSILTV 1xCarbami  0.111325 0.006139 1 1 1 P01871 0 3723.738 High 0.001926 0.02423 10
High GGPEVQQV1xCarbami  0.111957 0.006139 1 1 1 P49327 0 3043.467 High 0.001926 0.02444 7
High AGFSWIEV 0.108829 0.006139 1 1 1 Q14624 0 1284.662 High 0.001926 0.02335 19
High NIIHGSDSV 0.101063 0.006139 1 2 1 P22392 0 1069.564 High 0.001899 0.021 16
High NMFLQAVK 0.103988 0.006139 1 1 1 O60610 0 950.5128 High 0.001926 0.02202 25
High ERSDTFINL 0.113231 0.006139 1 1 1 P17655 1 1250.649 High 0.001965 0.02481 8
High KLPSFGPYL 0.1076 0.006139 1 1 1 Q12882 1 1434.774 High 0.001926 0.02303 25
High HFSGLEEAV 0.098777 0.006139 1 1 1 P50990 0 1307.638 High 0.001899 0.02044 37
High QVIDVLETD 0.103397 0.006139 1 1 1 P80303 0 1159.62 High 0.001899 0.02182 24
High SLWNAGTS1xCarbami  0.113231 0.006139 1 2 2 P0DOX3 0 2436.209 High 0.001965 0.02489 10
High IGILHENFQ 0.110696 0.006139 0 0 1 0 1412.79 High 0.001926 0.02395 12
High HCDKAEFFS1xCarbami  0.108213 0.006139 0 0 1 1 1697.759 High 0.001926 0.02317 18
High AYVSTLMG 0.111325 0.006139 1 1 1 O00303 0 1250.656 High 0.001926 0.02432 30
High GYSFSLTTF 0.110696 0.006139 1 1 1 P25787 0 1478.716 High 0.001926 0.02393 29
High VGVDPLIIPT 0.098213 0.006139 1 1 1 Q9NQW7 0 1615.873 High 0.001899 0.02028 14
High AVIVLVENF 0.10699 0.006139 1 1 1 Q96FQ6 0 1294.741 High 0.001926 0.02291 11
High AVLEKTDEP 0.101063 0.006139 1 1 1 P31025 1 1186.631 High 0.001899 0.021 19
High VLEVASGSG 0.102809 0.006139 0 0 1 0 1736.883 High 0.001899 0.02152 7
High ATIGADFLT 0.108213 0.006139 1 1 1 P51149 0 1036.567 High 0.001926 0.02334 20
High SFFPENWL 0.103397 0.006139 1 2 2 P0C0L4 0 1381.669 High 0.001899 0.02174 16
High IKVDEFVTH 0.10578 0.006139 1 1 1 P11766 1 2148.097 High 0.001926 0.02253 12
High AITIAGVPQ 1xCarbami  0.111325 0.006139 1 1 1 Q15365 0 1672.894 High 0.001926 0.02427 14
High FCLQYTR 1xCarbami  0.111957 0.006139 1 1 1 Q14152 0 987.4717 High 0.001926 0.02446 24
High QSIAIDDCT 2xCarbami   0.099914 0.006139 1 1 1 Q96CW1 0 1849.832 High 0.001899 0.02074 11
High VLSHNLCTV1xCarbami  0.099344 0.006139 1 1 1 Q9UH65 0 1283.714 High 0.001899 0.02053 9
High KPVAFSDYI 1xCarbami  0.099344 0.006139 1 1 1 P00734 1 3246.662 High 0.001899 0.02048 2
High SAVEGPPER4xCarbami     0.103988 0.006139 1 1 1 P0DOX2 1 4872.191 High 0.001899 0.02199 4
High AQAGEGVR 0.099914 0.006139 1 1 1 O00764 0 1838.954 High 0.001899 0.02066 9
High LHGGSPWP1xCarbami  0.105179 0.006139 0 0 1 0 1554.727 High 0.001926 0.02224 12
High VQLPTETLQ 0.112593 0.006139 2 2 1 P32456; P3 0 1905.044 High 0.001926 0.02469 12
High RFPEEPHVP 0.112593 0.006139 1 1 1 Q8TCD5 1 1633.845 High 0.001926 0.02456 20
High IHAYSQLLE 0.102224 0.006139 1 1 1 Q15008 0 1479.759 High 0.001899 0.02138 3
High LVASAEQLL 0.110696 0.006139 1 1 1 Q9NY33 0 1071.641 High 0.001926 0.02394 19
High EEPVTADV 0.103397 0.006139 0 0 1 0 1654.847 High 0.001899 0.02177 18
High HEGYLGAIG 0.101063 0.006139 1 1 2 Q9NVE7 0 1375.737 High 0.004903 0.06755 15
High CGWLDLVL 1xCarbami  0.102809 0.006139 1 1 1 P30520 0 1216.676 High 0.001899 0.02158 19
High LVILEGELER 0.110071 0.006139 1 1 1 P67936 1 1655.896 High 0.001926 0.02383 17
High QHFISFDTD 0.111325 0.006139 0 0 2 0 1265.591 High 0.0022 0.02679 19
High TLTSGGHA 2xCarbami     0.110071 0.006139 0 0 1 0 3133.371 High 0.001926 0.02387 1
High ILVDVEKVD 0.106383 0.006139 1 1 1 P11216 1 1458.784 High 0.001926 0.0227 11
High AIGGGLSSV 0.111957 0.006139 1 2 1 P02538 0 1447.775 High 0.001926 0.02435 16
High LLTVPFEK 0.105179 0.006139 1 1 1 O95336 0 946.5608 High 0.001926 0.02235 23
High ILTIYPQVLH 0.099344 0.006139 1 1 1 Q63HN8 0 1884.041 High 0.001899 0.02051 18
High DNHLLGTF 0.113231 0.006139 1 1 1 P11021 0 1934.013 High 0.001926 0.02475 14
High DGVMVLSA 0.108829 0.006139 1 1 1 Q9Y478 0 1185.604 High 0.001926 0.0234 16
High DQFALAFH 0.112593 0.006139 0 0 1 0 1517.811 High 0.001926 0.02452 9
High IVDAVIQEH1xCarbami  0.098213 0.006139 1 1 1 P21964 0 2987.53 High 0.001899 0.02023 10
High HQAFEAEL 0.103397 0.006139 1 1 1 Q13813 0 1587.751 High 0.001899 0.02179 18
High TDGSVNFF 0.112593 0.006139 1 1 1 O95841 0 1042.495 High 0.001926 0.02453 8
High EVYPHVSTI 1xCarbami  0.103988 0.006139 1 1 1 Q86VP6 0 1785.957 High 0.001899 0.02188 7
High VAVGNQPA 0.106383 0.006139 1 1 1 P20591 0 1331.695 High 0.001926 0.0226 27
High TVAACNLP 1xCarbami  0.103397 0.006139 1 1 1 P02760 0 1213.672 High 0.001899 0.02169 25
High DTSVLQWR 0.101642 0.006139 1 1 3 O95834 0 1004.516 High 0.001899 0.02117 29
High TVIFVATGE 0.103988 0.006139 1 1 1 O95336 0 1121.62 High 0.001899 0.02196 29
High CPALYWLS 2xCarbami   0.098213 0.006139 1 1 1 P10768 0 2388.136 High 0.001899 0.02022 6
High SVVLMSHL 0.106383 0.006139 1 1 2 P00558 1 3263.717 High 0.001926 0.02263 10
High IPEPGCTKV 2xCarbami   0.108213 0.006139 1 1 1 Q9UBC9 1 1769.856 High 0.001926 0.02329 14
High LPQEPGREQ 0.108213 0.006139 1 1 1 Q8NBJ4 1 2118.105 High 0.001926 0.0232 8
High TVVSGLVQ 0.10578 0.006139 1 1 1 P54577 1 2044.107 High 0.001926 0.02254 20
High VWVYPPEK 0.099344 0.006139 1 1 1 P02790 0 1017.54 High 0.001899 0.02061 21
High KFDQLLAEE 0.10699 0.006139 2 4 1 P35579; Q7 1 1220.652 High 0.001926 0.02283 23
High RFNTFIHED 0.114518 0.006303 1 1 1 P34096 1 1860.95 High 0.001965 0.02516 7
High TLENLLASIR 0.116474 0.006303 0 0 1 0 1129.658 High 0.001965 0.02587 13
High ISNYGWDQ 0.115167 0.006303 1 1 1 Q9HB71 1 1686.812 High 0.001965 0.02546 26
High INMLVIELK 0.115167 0.006303 1 1 1 Q14204 0 1072.643 High 0.001965 0.02544 14
High IWGEDLR 0.115167 0.006303 1 1 1 P43490 0 888.4574 High 0.001965 0.02546 22
High YKVPDGKP 0.115167 0.006303 1 1 1 Q15181 1 2230.082 High 0.001965 0.02549 18
High YIIIGDTGVG 0.116474 0.006303 1 2 1 P61019 0 1135.636 High 0.002013 0.02593 36
High YHGYIFGFY 0.113873 0.006303 1 1 1 P07686 0 1294.626 High 0.001965 0.02506 8
High FLAPFAAHP 0.114518 0.006303 0 0 1 0 1468.77 High 0.001965 0.0252 24
High DLKPENLLL 0.114518 0.006303 0 0 2 0 1340.778 High 0.001965 0.02517 14
High LGHGLLSG 0.116474 0.006303 1 1 1 P45974 1 2865.438 High 0.002013 0.02593 22
High ALIDSVIPK 0.115819 0.006303 1 1 2 P29466 0 955.5823 High 0.001965 0.02567 37
High VVNPYYLR 0.115167 0.006303 0 0 1 0 1023.562 High 0.001965 0.02552 9
High FAHYVVTSQ 0.115819 0.006303 0 0 1 0 2006.009 High 0.001965 0.02559 20
High IFVDIEKLPW 0.117132 0.006479 1 1 1 P06737 1 1474.83 High 0.002013 0.02608 20
High YGYTHLSAG 0.117794 0.006479 1 1 1 P30085 1 1879.93 High 0.002109 0.02632 11
High FSALQQAV 0.117794 0.006479 1 1 1 Q04637 1 1919.957 High 0.002061 0.02619 19
High EALDHMVE 0.118459 0.006657 1 1 2 O60664 0 3312.661 High 0.002156 0.02652 16
High FSTVAGESG 0.118459 0.006657 1 1 1 P04040 1 1851.883 High 0.002109 0.02645 8



High VVPLADIITP 0.119128 0.006832 1 1 1 O00764 1 2410.334 High 0.0022 0.02679 15
High WWTCFVK 1xCarbami  0.119128 0.006832 1 1 1 O15145 0 1026.487 High 0.0022 0.02678 5
High YFYFGK 0.119128 0.006832 1 1 3 Q96DA0 0 824.3978 High 0.002156 0.02672 24
High TVENFVALA 0.119128 0.006832 0 0 1 0 1378.721 High 0.002156 0.02662 27
High VLSYVDWI 0.1198 0.006996 1 1 1 Q9NZP8 0 1122.619 High 0.0022 0.02701 30
High YLYPNIDKD 0.121154 0.006996 1 1 1 P42224 1 1680.838 High 0.002246 0.02729 12
High FQPLLDGLK 0.120475 0.006996 1 1 1 O60610 0 1030.593 High 0.0022 0.02705 9
High ISTSLPVLDL 0.120475 0.006996 1 1 1 P13796 0 2698.491 High 0.0022 0.0271 10
High MFLSFPTTK1xOxidatio  0.1198 0.006996 1 1 1 P69905 0 1087.549 High 0.0022 0.02687 24
High AFAMIIDKL 0.1198 0.006996 1 1 1 Q15366 1 3351.692 High 0.0022 0.02702 16
High YREWHHFL1xOxidatio  0.120475 0.006996 1 1 1 P30086 1 1774.885 High 0.0022 0.02711 13
High MTILQTYFR 0.1198 0.006996 1 1 2 O75348 0 1172.613 High 0.0022 0.02683 18
High DIPGLTDTT 0.121154 0.006996 0 0 1 0 1284.679 High 0.002246 0.02738 15
High TLVLLMGK 1xOxidatio  0.121836 0.006996 1 1 1 P07737 0 890.538 High 0.002295 0.02759 21
High RDEFEFLEK 0.1198 0.006996 1 1 1 Q14258 1 1212.59 High 0.0022 0.02685 16
High ELQEMDKD 0.1198 0.006996 1 1 1 P52566 1 1692.8 High 0.0022 0.02687 16
High GFLIDGYPR 0.122522 0.007341 1 1 3 P00568 0 1037.541 High 0.002341 0.02782 31
High SAMPADAP1xCarbami  0.123211 0.007341 1 1 1 Q06828 0 1301.634 High 0.002388 0.02803 9
High ILIYHPAFIK 0.123211 0.007341 1 1 1 Q11201 0 1214.73 High 0.002388 0.02804 20
High HNALIQEV 0.123211 0.007341 0 0 1 0 1494.802 High 0.002427 0.02814 12
High ATLLESIR 0.122522 0.007341 0 0 1 0 902.5306 High 0.002341 0.02782 14
High NLLYVADSY 0.122522 0.007341 1 1 1 Q8NBF2 0 1436.717 High 0.002388 0.02791 16
High SIAFHSAVS 0.122522 0.007341 1 1 1 Q9Y3F4 0 1484.811 High 0.002341 0.0278 14
High NALLSLAK 0.123211 0.007341 1 1 3 P04083 0 829.5142 High 0.009144 0.138 23
High AREFIEILFG 0.122522 0.007341 0 0 2 1 1663.953 High 0.00432 0.05956 21
High FENLCK 1xCarbami  0.122522 0.007341 2 5 1 P07900; P0 0 810.3815 High 0.002388 0.0279 20
High DVAHSIIFEV 0.1246 0.0075 1 1 1 O95352 0 1257.684 High 0.002427 0.02851 10
High VRPCIDLIDS1xCarbami  0.1246 0.0075 1 1 1 P20591 0 1456.794 High 0.002427 0.02844 13
High MVDFAGV 0.126709 0.0075 1 1 1 P21964 0 866.4441 High 0.002427 0.0291 22
High FTITPPTAQ 0.126003 0.0075 1 1 1 P52907 0 1570.92 High 0.002427 0.02909 10
High LMIYDVSK 0.12742 0.0075 1 1 2 P01706 0 968.5121 High 0.002427 0.02954 33
High VLNYVDWI 0.126003 0.0075 1 1 1 P00736 0 1149.63 High 0.002427 0.02907 33
High HAHSILQFQ 0.1253 0.0075 1 1 1 Q32MZ4 0 1654.87 High 0.002427 0.02871 11
High RAFPCWDE1xCarbami  0.126003 0.0075 1 1 1 P55786 1 1489.726 High 0.002427 0.02893 14
High QYYVLCSSR1xCarbami  0.1253 0.0075 1 2 1 Q9NUU7 0 1175.551 High 0.002427 0.02878 13
High LILDVFCGS 1xCarbami    0.12742 0.0075 1 1 1 P11413 0 1837.909 High 0.002427 0.02943 16
High LPIPESQVIT 0.12742 0.0075 1 1 1 O95336 0 2865.477 High 0.002427 0.0294 6
High DSCVGSLVV1xCarbami  0.126709 0.0075 1 1 1 P01024 0 1063.545 High 0.002427 0.02921 23
High RLGMDGYR 0.126003 0.0075 1 1 1 P61626 1 967.4778 High 0.002427 0.02908 35
High DGLAQLMC1xCarbami  0.123904 0.0075 1 1 1 P34913 0 1277.623 High 0.002427 0.02826 7
High IDVHWTR 0.126709 0.0075 1 1 9 P25311 0 926.4843 High 0.002764 0.03468 23
High DYLPILLGD 0.128133 0.007671 1 1 2 P22079 0 1542.798 High 0.009071 0.1355 16
High WLPSSSPVT 0.128133 0.007671 1 1 1 P02751 0 1349.685 High 0.002511 0.02973 6
High GDFVTSFYW 0.128133 0.007671 0 0 1 0 1761.827 High 0.002511 0.02975 10
High YIMIFR 0.128133 0.007671 1 1 1 P55060 0 842.4593 High 0.002511 0.02981 21
High TSAPITCELL1xCarbami  0.128133 0.007671 1 1 1 Q14204 0 1346.698 High 0.002511 0.02964 19
High VLGMTLIQ 0.128851 0.007815 1 1 4 Q04760 0 1002.602 High 0.003403 0.04505 22
High ELEAVCQD 1xCarbami  0.129572 0.007815 1 1 1 P61981 0 2235.158 High 0.002511 0.03029 8
High LSGLLDLAL 0.131024 0.007815 1 1 1 P04745 1 1632.932 High 0.002511 0.03075 9
High DASGATFTW 0.131756 0.007815 1 1 1 P0DOX2 1 2435.147 High 0.002511 0.03091 27
High DVKESDQG1xCarbami  0.132492 0.007815 1 1 1 P98160 1 2044.87 High 0.002558 0.0312 6
High DLQHPNEF 0.128851 0.007815 1 1 1 P53618 0 1268.638 High 0.002511 0.02984 12
High DGDSVMV 0.131024 0.007815 1 1 1 P30041 0 1829.884 High 0.002511 0.03072 26
High LGGSPTSLG 0.131024 0.007815 1 1 1 P14314 0 2168.041 High 0.002511 0.03071 7
High VGSHPEGG 0.131024 0.007815 0 0 1 0 2144.052 High 0.002511 0.03061 9
High AWAGIDLK 0.131024 0.007815 1 1 1 O43278 0 873.4829 High 0.002511 0.03078 16
High YPFILPHQQ 0.129572 0.007815 1 1 1 Q9ULC4 0 1484.79 High 0.002511 0.03013 18
High NYFGLFPR 0.132492 0.007815 0 0 1 0 1013.52 High 0.002511 0.03111 14
High IFYPETTDIY 0.131024 0.007815 1 1 1 P46940 1 1660.822 High 0.002511 0.0306 19
High ALGLGVEQ 0.129572 0.007815 1 1 1 P49327 0 2785.586 High 0.002511 0.03009 9
High DGVYFLYEA 0.132492 0.007815 1 1 2 P30520 0 1705.858 High 0.002511 0.03114 19
High DAILDALEN 0.131756 0.007815 1 1 1 Q9ULZ3 1 1886.012 High 0.002511 0.03087 8
High WLITLNK 0.131024 0.007815 1 1 1 P06730 0 887.5349 High 0.002511 0.03063 14
High SPVGVQPIL1xCarbami    0.128851 0.007815 1 1 1 P00738 0 2188.053 High 0.002511 0.02987 9
High NDLYQTPL 0.128851 0.007815 1 1 1 P19838 0 1725.953 High 0.002511 0.03003 11
High TKVEAFQTT 0.131756 0.007815 1 1 1 Q9UL46 1 1352.742 High 0.002511 0.03096 23
High TFITQQGIK 0.131024 0.007815 1 1 2 Q96CW1 0 1035.583 High 0.005048 0.07255 11
High VVSEIPVLK 0.132492 0.007815 1 1 1 Q9Y3C8 0 983.6136 High 0.002511 0.03109 21
High RTDEAAFQ 0.131756 0.007815 1 1 2 P26447 1 1065.532 High 0.002764 0.03461 22
High QTALVELVK 0.130296 0.007815 1 1 9 P02768 0 1000.604 High 0.002764 0.03501 35
High AQQNNVE 0.133231 0.007991 0 0 1 1 2078.03 High 0.002558 0.03141 11
High LIFYDLR 0.136224 0.008128 1 1 1 Q15046 0 939.5298 High 0.002595 0.03242 11
High GLFIKPTVF 1xOxidatio  0.13547 0.008128 1 1 1 P47895 0 1970.005 High 0.002595 0.03211 16
High WGQIVLK 0.136224 0.008128 1 1 1 Q9H4A4 0 843.5087 High 0.002595 0.03244 15
High NSMLQEEIA1xOxidatio  0.136981 0.008128 0 0 1 0 1450.703 High 0.002595 0.03269 10
High AMLWLSEK 0.136224 0.008128 1 1 1 P17858 0 977.5125 High 0.002595 0.03251 19
High ITLQDVVSH 0.13547 0.008128 1 1 1 P46940 0 1226.674 High 0.002595 0.03222 13
High DYTYEELLN 0.13472 0.008128 0 0 1 0 1315.616 High 0.002595 0.03204 31
High HLDLSNVA 0.13547 0.008128 1 1 1 Q9UNF0 0 1216.632 High 0.002595 0.0321 9
High LLFGHSTEG 0.136224 0.008128 0 0 1 0 2443.214 High 0.002595 0.03245 3
High LDSLQDIGM1xOxidatio  0.137742 0.008128 1 1 1 P80303 0 1812.916 High 0.002638 0.03308 9
High ILLNPQDK 0.133973 0.008128 1 1 2 P01833 0 940.5462 High 0.002595 0.03157 31
High NTGMETPT1xCarbami  0.136224 0.008128 1 1 1 P08571 0 3275.59 High 0.002595 0.03254 10
High IYPFWTPDI 0.133973 0.008128 1 1 1 Q5R3I4 0 1926.005 High 0.002595 0.03164 4
High NLMFLVLR 0.13547 0.008128 1 1 2 O43776 0 1005.591 High 0.006228 0.09096 22
High GSALGPNP 0.136981 0.008128 0 0 1 0 1689.871 High 0.002595 0.03269 7
High NEFTITHVL 0.136224 0.008128 0 0 1 0 1411.794 High 0.002595 0.03253 8
High LLAEPVPGI 0.133973 0.008128 0 0 3 0 1036.64 High 0.002595 0.03179 31
High EALQLMAT 0.136224 0.008128 1 1 1 Q99460 0 1377.745 High 0.002595 0.03238 10
High TLDHDRCD 6xCarbami       0.136224 0.008128 1 1 1 O75882 1 4220.596 High 0.002595 0.03236 5
High SLIEEGGDW 0.137742 0.008128 1 1 1 Q15008 1 1432.682 High 0.002638 0.03303 26
High MCPQLQQ 1xCarbami  0.133973 0.008128 1 1 1 P01023 0 2073.93 High 0.002595 0.03177 20
High VNPALAELN 0.13547 0.008128 1 1 1 P13489 0 1209.695 High 0.002595 0.03223 3
High QHCCPAGY3xCarbami    0.137742 0.008128 1 1 1 P28799 0 1594.656 High 0.002638 0.03291 10
High FCTSNQEA 1xCarbami  0.13547 0.008128 0 0 1 0 1326.599 High 0.002595 0.03221 9



High FSAFLEK 0.136224 0.008128 1 1 2 P11216 0 841.4454 High 0.00348 0.04702 18
High EAFSLFDKD1xCarbami  0.133973 0.008128 1 1 1 P27482 1 1931.88 High 0.002595 0.03157 20
High AFELLHLHL 0.13472 0.008128 1 1 1 Q9H4A4 0 1476.832 High 0.002595 0.03187 9
High ELPFSFR 0.136981 0.008128 1 1 1 Q8TAX9 0 895.4672 High 0.002595 0.03287 16
High CELGAVCTI 2xCarbami   0.139276 0.008297 0 0 1 0 2194 High 0.002727 0.03365 14
High KTDPWSLL 0.139276 0.008297 0 0 1 1 2462.34 High 0.002685 0.03359 13
High AHDGGIYA 0.139276 0.008297 1 1 1 O75083 1 2901.401 High 0.002685 0.03358 13
High EMVELPLR 0.138508 0.008297 1 1 3 P55072 0 986.5339 High 0.002638 0.03319 21
High EDPVSCAFV1xCarbami  0.139276 0.008297 1 1 1 P31944 0 1787.857 High 0.002685 0.03363 20
High FQYILNPR 0.141606 0.00842 1 1 2 P23743 0 1050.573 High 0.002727 0.03442 3
High LFAIFG 0.141606 0.00842 1 1 3 Q99935 0 667.3814 High 0.00501 0.07204 36
High NPFDTFFG 0.14239 0.00842 1 1 1 P25685 0 1228.575 High 0.002764 0.0346 7
High IFVDIEK 0.14239 0.00842 1 1 1 P06737 0 863.4873 High 0.002764 0.03454 27
High EVQLVETG 0.147175 0.00842 1 1 1 P0DOX2 0 1910.034 High 0.002807 0.0365 20
High FYEEVHDLE 0.147175 0.00842 2 2 1 P55209; Q9 1 1464.712 High 0.002807 0.03648 18
High TMGVMFT 0.147175 0.00842 1 1 1 O00303 0 1324.7 High 0.002807 0.03628 23
High LGLVGWVQ 0.143969 0.00842 0 0 1 0 1357.722 High 0.002764 0.03535 4
High IVSGIITPIH 0.140049 0.00842 0 0 1 0 1749.953 High 0.002727 0.03373 12
High SAQFLYPAA 0.145564 0.00842 0 0 1 0 1929.013 High 0.002764 0.03572 16
High DGTATGVD1xCarbami  0.14239 0.00842 0 0 1 0 1891.86 High 0.002764 0.03451 6
High NVNIQNFH 0.140049 0.00842 1 1 1 P12814 0 1499.775 High 0.002727 0.0338 9
High ASFHELYNM 0.143969 0.00842 1 1 1 Q9UM54 0 1402.646 High 0.002764 0.03508 10
High ILSLTSSASR 0.143177 0.00842 0 0 1 0 1034.584 High 0.002764 0.0348 26
High SLLEGQEDH 0.14239 0.00842 1 1 1 P08727 0 1904.898 High 0.002764 0.03451 14
High KEPAVLELE 0.141606 0.00842 1 1 2 Q01518 1 1212.683 High 0.002764 0.03448 16
High GVCHIPMA2xCarbami   0.140825 0.00842 1 1 1 Q13126 0 1642.754 High 0.002727 0.03401 20
High NQVYSWLL 0.14239 0.00842 1 1 1 Q6ZNJ1 0 1178.632 High 0.002764 0.03464 24
High LSGLHGQD 0.146368 0.00842 1 1 1 P15309 0 1657.87 High 0.002807 0.03613 13
High NVMLLPVG 0.144765 0.00842 1 1 1 Q96KP4 0 2081.992 High 0.002764 0.03542 11
High SFAVGTLAE 0.144765 0.00842 1 1 1 Q8TEX9 0 2381.246 High 0.002764 0.03546 10
High KEPFFHGH 0.14239 0.00842 0 0 1 1 2001.957 High 0.002764 0.03463 12
High NIITHAPNL 0.144765 0.00842 1 1 1 Q9UN36 1 2830.402 High 0.002764 0.03545 24
High LMEDLDR 1xOxidatio  0.146368 0.00842 1 1 2 P06703 0 907.419 High 0.003161 0.04018 13
High ALLDSLQLG 0.144765 0.00842 1 1 1 Q14697 0 2499.382 High 0.002764 0.03548 16
High LSDGDMTS 0.143177 0.00842 0 0 1 0 1165.552 High 0.002764 0.03479 29
High VYALPEDLV 0.146368 0.00842 1 1 1 P13797 0 1599.899 High 0.002807 0.03599 16
High IEQLQNHE 0.14239 0.00842 1 1 1 O00629 0 1772.845 High 0.002764 0.03473 6
High EIALWFR 0.145564 0.00842 0 0 2 0 934.5145 High 0.009031 0.1343 10
High MEPLNNLQ1xOxidatio  0.140049 0.00842 2 2 1 P63010; Q1 0 1371.73 High 0.002727 0.03381 8
High TDQVIQSLI 0.140825 0.00842 1 1 1 P68036 0 2483.325 High 0.002727 0.03415 14
High LGFEEFK 0.140825 0.00842 2 2 1 P04632; Q9 0 869.4404 High 0.002727 0.03408 36
High TLMNLGGL1xOxidatio  0.143969 0.00842 1 1 1 P37802 0 1231.683 High 0.002764 0.03526 23
High ILDSVGIEA 0.140825 0.00842 1 1 2 P05387 1 1772.902 High 0.002727 0.03398 23
High VTMLISGR 0.141606 0.00842 1 1 8 P31025 0 876.4972 High 0.006324 0.09435 30
High LVTLEEFLK 0.148801 0.008587 1 1 2 P80303 0 1091.635 High 0.0056 0.08143 26
High TRIEGLLAA 0.148801 0.008587 1 1 2 P48444 1 1315.773 High 0.00285 0.03703 21
High YAVLYQPLF 0.14962 0.008587 1 1 1 P55209 1 1512.821 High 0.002896 0.03732 21
High VEVYLPR 0.14962 0.008587 0 0 1 0 875.4985 High 0.00285 0.03717 32
High KFLDGNELT1xCarbami  0.14962 0.008587 1 1 2 O00299 1 2061.069 High 0.003161 0.04015 6
High TCQVLEALN1xCarbami  0.150443 0.008755 1 1 1 O14933 0 2109.16 High 0.002989 0.03765 12
High NADGTICYD1xCarbami  0.150443 0.008755 1 1 1 P14550 1 2188.96 High 0.002942 0.03749 8
High VSEQGLIEIL 0.150443 0.008755 1 1 1 O14737 1 1356.81 High 0.002989 0.0377 13
High DKPLKDVIIA1xCarbami  0.150443 0.008755 1 1 1 P23284 1 1571.846 High 0.002896 0.03744 11
High SHAIFTIHV 1xCarbami  0.150443 0.008755 1 1 1 Q7Z4S6 0 1569.795 High 0.002942 0.03756 5
High DDNPNLPR 0.15127 0.008927 1 1 6 P02768 0 940.4483 High 0.005048 0.07258 33
High LSGSHSQG 0.15127 0.008927 1 1 1 P98160 0 1457.75 High 0.003034 0.03784 3
High STTTGHLIY 0.155466 0.009254 2 3 1 Q05639; P6 0 1120.6 High 0.003161 0.03951 23
High SSEKPTGLW 0.154618 0.009254 0 0 1 0 1721.845 High 0.003161 0.03897 7
High LLIYGASTR 0.152936 0.009254 1 1 1 P01624 0 993.5728 High 0.003076 0.0385 26
High DRYFYFGK 0.152936 0.009254 1 1 1 Q96DA0 1 1095.526 High 0.003076 0.03847 21
High IVVLFYK 0.155466 0.009254 2 2 1 Q9Y6E2; Q 0 881.5495 High 0.003161 0.03932 31
High ETDLLLDDS 0.157172 0.009254 1 1 1 P30044 1 2063.077 High 0.003161 0.04013 19
High FLWESYR 0.154618 0.009254 1 1 1 Q14152 0 1000.489 High 0.003161 0.03909 11
High LKVIFLENY 0.154618 0.009254 2 2 1 P11216; P0 1 1294.752 High 0.003161 0.03907 11
High AIEAVAISPW 0.152936 0.009254 1 1 1 Q9H4A4 0 1184.667 High 0.003076 0.03846 9
High FHALGPIYY 0.152936 0.009254 0 0 1 0 1236.652 High 0.003122 0.03864 11
High AILNYIASK 0.155466 0.009254 0 0 1 0 992.5775 High 0.003161 0.0393 14
High WGYSSTAIT 0.152936 0.009254 1 1 1 P10253 0 1141.564 High 0.003076 0.03859 20
High KDPNQVEL 0.152936 0.009254 1 1 1 O43278 1 1426.769 High 0.003076 0.03857 19
High QNVAYEYL 1xCarbami  0.156317 0.009254 1 1 1 P46940 1 2022.97 High 0.003161 0.03965 13
High VCEEIAIIPS 1xCarbami  0.159762 0.009406 0 0 1 0 1258.671 High 0.003246 0.04092 13
High TCTFILR 1xCarbami  0.158895 0.009406 1 1 1 Q99832 0 910.4815 High 0.003246 0.0407 26
High TVAPTECS 1xCarbami  0.158895 0.009406 2 5 1 P0DOY2; P0 0 864.3768 High 0.003246 0.04068 21
High DIPVLPK 0.160634 0.009406 0 0 2 0 781.4818 High 0.003246 0.04124 27
High EQTLSPTITS 0.158895 0.009406 1 1 1 O94979 0 1837.977 High 0.003246 0.04067 13
High GTLTLCPYH1xCarbami  0.159762 0.009406 1 1 1 Q13200 0 1419.669 High 0.003246 0.04092 12
High DGWSAQP 1xCarbami  0.158031 0.009406 1 1 1 P08603 0 1262.583 High 0.003206 0.04035 27
High ILLWDTR 0.158895 0.009406 1 1 2 Q9BQA1 0 916.5251 High 0.003246 0.04087 22
High DVYKEHFQ 0.158895 0.009406 1 1 1 P43490 1 1912.871 High 0.003246 0.04059 14
High NFLNAIATD 0.160634 0.009406 1 1 1 Q9NUQ8 0 1963.051 High 0.003292 0.04134 9
High TQPNLDNC1xCarbami  0.159762 0.009406 1 1 1 P01034 1 2217.062 High 0.003246 0.0411 7
High IEEELGSK 0.158031 0.009406 1 1 2 P06733 0 904.4622 High 0.003246 0.04053 13
High LLIDSVHAR 0.160634 0.009406 0 0 1 0 1023.595 High 0.003292 0.04137 12
High SNFGYNIPL 0.167758 0.009694 1 1 1 P25788 0 1152.605 High 0.003403 0.04423 24
High NVNQSLLE 0.165952 0.009694 0 0 1 0 1294.711 High 0.003366 0.04352 8
High FDPVRGEV 0.16151 0.009694 1 1 1 P02790 1 1268.675 High 0.003327 0.04159 16
High NNPPTLVG 0.166853 0.009694 1 1 1 Q9P289 0 1302.669 High 0.003366 0.04386 22
High TPPGLVGV 0.16239 0.009694 0 0 1 0 2402.381 High 0.003327 0.04205 17
High NVIPALELV 0.165952 0.009694 1 1 1 P07602 0 1434.857 High 0.003366 0.04357 15
High NWIQYK 0.163274 0.009694 1 1 1 P02679 0 851.441 High 0.003327 0.04225 25
High ESATSPGQY 0.166853 0.009694 0 0 1 0 1977.988 High 0.003366 0.04384 19
High RDPSPVSG 0.166853 0.009694 0 0 1 1 1563.839 High 0.003366 0.04396 23
High YKAEDEVQ 0.16239 0.009694 1 2 1 P0DMV8 1 1137.553 High 0.003327 0.04196 16
High ASLAILQK 0.164163 0.009694 0 0 1 0 843.5298 High 0.003327 0.04269 17
High EMQPTHPI 0.16151 0.009694 3 3 2 P63104; P3  0 1108.557 High 0.003327 0.04167 23



High FALPYIR 0.16151 0.009694 0 0 2 0 879.5087 High 0.003327 0.04177 15
High TIFQGIAAK 0.167758 0.009694 1 1 1 P52209 0 948.5513 High 0.003403 0.04417 20
High VLAVNQEN1xOxidatio  0.163274 0.009694 1 1 1 O43707 0 2076.954 High 0.003327 0.04234 14
High EIADYLAAG 0.16239 0.009694 0 0 1 1 1450.717 High 0.003327 0.04205 13
High YLETADYAI 0.166853 0.009694 1 1 1 O95782 0 1214.605 High 0.003366 0.04372 5
High AAPEASSPP 0.166853 0.009694 1 1 1 Q96TA1 0 1968.055 High 0.003366 0.04376 2
High SMQNWHQ 0.164163 0.009694 0 0 1 0 1988.965 High 0.003327 0.04278 10
High VAEAHENII 0.165055 0.009694 1 1 1 Q08257 0 1690.851 High 0.003327 0.04293 12
High YPVAHFIDQ 0.16151 0.009694 1 1 1 P05155 0 1431.763 High 0.003327 0.0417 5
High GQFSTDELV 0.165952 0.009694 1 2 1 Q00610 1 1707.855 High 0.003366 0.0435 19
High KLAPPLVTL 0.16239 0.009694 1 1 1 Q10567 1 2421.412 High 0.003327 0.04206 14
High TGISDVFAK 0.167758 0.009694 0 0 1 0 937.4989 High 0.003403 0.04426 16
High ALFEEVPEL 0.164163 0.009694 1 1 2 P31939 1 1845.984 High 0.00787 0.1207 12
High LQTIWKEEP1xCarbami  0.166853 0.009694 0 0 1 1 2478.202 High 0.003366 0.04374 8
High SAAVVNAIG 0.167758 0.009694 0 0 1 0 1364.735 High 0.003403 0.04418 13
High GIPEFWLTV 0.165952 0.009694 1 1 1 P55209 0 1336.73 High 0.003366 0.04348 8
High ICSYCNNILG2xCarbami   0.16151 0.009694 1 1 1 Q8WWI1 0 1341.629 High 0.003327 0.04159 19
High DKTISSSLAV1xCarbami  0.16239 0.009694 1 1 1 P13797 1 3047.597 High 0.003327 0.0419 17
High YMVADKFT 0.16239 0.009694 1 1 1 P30153 1 1472.745 High 0.003327 0.0419 10
High GILLYGPPG 1xCarbami  0.167758 0.009694 1 1 1 P46459 0 1231.65 High 0.003403 0.04428 23
High DGAWGAF 0.167758 0.009694 1 1 1 P49327 0 879.4108 High 0.003366 0.04396 17
High EKPLALYM 0.166853 0.009694 1 1 1 P30838 1 1983.062 High 0.003366 0.04385 10
High WIVNLIR 0.16239 0.009694 0 0 1 0 913.5618 High 0.003327 0.04217 8
High MLFKDDYP 0.178956 0.00979 1 1 1 P63279 1 1524.74 High 0.003567 0.04871 19
High TPSNELYKP 0.172349 0.00979 1 1 1 Q8WUM4 0 1317.716 High 0.003444 0.046 6
High AMVLDLR 0.175154 0.00979 1 1 1 Q9UL46 0 817.46 High 0.00348 0.04708 35
High MSASQLEA 1xCarbami  0.174215 0.00979 1 1 1 P35221 0 2810.49 High 0.00348 0.04685 14
High QKYFLVGA 1xCarbami  0.1705 0.00979 1 1 1 P22314 1 1867.015 High 0.003403 0.04524 9
High DLEVTCDPD1xCarbami  0.176098 0.00979 1 1 1 Q9C0C2 0 1805.797 High 0.00348 0.0473 11
High LVGGPMDA 0.169582 0.00979 1 1 1 P01034 1 1800.891 High 0.003403 0.0449 32
High STFVLDEFK 0.168668 0.00979 1 1 1 P26641 1 1241.652 High 0.003403 0.04432 16
High TTQFSCTLG1xCarbami  0.172349 0.00979 1 1 1 Q01469 1 2278.029 High 0.003444 0.04582 11
High DSVLTWLL 0.1705 0.00979 0 0 1 0 1074.619 High 0.003403 0.04525 15
High PVDFTGYW 0.168668 0.00979 1 1 1 P09455 0 1112.541 High 0.003403 0.0444 19
High HDVVFLITK 0.178956 0.00979 1 1 1 Q00610 0 1071.62 High 0.003567 0.04857 7
High VTLTCVAPL1xCarbami  0.169582 0.00979 1 1 1 P04217 0 1876 High 0.003403 0.04481 8
High LAQQSQAL 0.174215 0.00979 0 0 1 1 2098.125 High 0.00348 0.04686 9
High AWTVEQLR 0.177999 0.00979 1 1 1 Q00688 0 1002.537 High 0.003523 0.0481 15
High NIFNISLQR 0.174215 0.00979 0 0 1 0 1104.616 High 0.00348 0.04684 18
High VGMIPVPY 0.177999 0.00979 0 0 1 0 1231.676 High 0.003523 0.04825 15
High VDEFVTHN 0.178956 0.00979 1 1 1 P11766 0 1906.918 High 0.003567 0.04857 8
High KVSQPIEGH 0.177999 0.00979 1 1 2 Q00610 1 1844.965 High 0.003523 0.04821 19
High QQILLSFK 0.169582 0.00979 1 1 1 P50995 0 976.5826 High 0.003403 0.04495 27
High LEPAALGAL 0.169582 0.00979 0 0 1 0 1333.82 High 0.003403 0.04483 9
High ELPAAVAPA 0.177047 0.00979 1 1 2 O95336 0 1490.833 High 0.003915 0.05153 17
High QQQEILAA 0.178956 0.00979 1 1 1 Q92905 0 1540.848 High 0.003567 0.04857 9
High AFMTADLP 0.171422 0.00979 1 2 1 Q00610 0 1947.014 High 0.003403 0.04543 9
High LSLCGEESF 1xCarbami  0.17328 0.00979 1 1 1 P36871 0 1864.849 High 0.003444 0.04616 1
High ATEDEGSEQ 0.171422 0.00979 1 1 1 P01008 1 1874.873 High 0.003403 0.04543 13
High ISGTQKEVA 0.172349 0.00979 0 0 1 1 1202.674 High 0.003444 0.04594 27
High YLALESMCT1xCarbami  0.172349 0.00979 1 2 1 O95782 0 2373.11 High 0.003444 0.04604 9
High VMLVNSM 0.17328 0.00979 1 1 2 P18206 0 1235.649 High 0.00348 0.04649 14
High SFGMTPVL 0.1705 0.00979 1 1 1 P54802 0 2184.127 High 0.003403 0.04508 4
High EQDYLCHV 1xCarbami  0.174215 0.00979 0 0 2 0 1481.684 High 0.00501 0.06977 4
High ESQIFVISRH 0.168668 0.00979 0 0 1 1 2595.335 High 0.003403 0.04452 4
High LYVLLK 0.174215 0.00979 0 0 1 0 748.4967 High 0.00348 0.04675 19
High DYTGEDVT 0.171422 0.00979 1 1 1 Q99538 0 1937.96 High 0.003403 0.04542 6
High AQQALSEL 0.17328 0.00979 1 1 1 Q5T4S7 0 1453.765 High 0.00348 0.04643 10
High VAQLEQVY 0.174215 0.00979 0 0 1 0 1218.684 High 0.00348 0.04662 17
High FFPLESWQ 0.178956 0.00979 1 1 1 P30046 0 1351.705 High 0.003567 0.04866 13
High GSFGEVFK 0.171422 0.00979 1 2 2 Q9P289 0 870.4356 High 0.003444 0.04551 20
High YTADGGKH 0.175154 0.00979 1 1 1 P31025 1 1563.828 High 0.00348 0.04718 13
High QAKDECSF 1xCarbami  0.17328 0.00979 1 1 1 Q7Z406 1 2639.292 High 0.00348 0.04623 17
High LQDVFEMR 0.168668 0.00979 0 0 1 0 1037.508 High 0.003403 0.04454 13
High CLTTDEYDG1xCarbami  0.1705 0.00979 1 1 1 P30043 0 2301.935 High 0.003403 0.04504 5
High IQDKEGIPP 0.175154 0.00979 1 4 1 P62979 1 1523.781 High 0.00348 0.04712 13
High TVYGGGCS 1xCarbami  0.174215 0.00979 1 1 2 P78371 0 2366.105 High 0.004736 0.06568 11
High SGAPVLSLL 0.181853 0.009934 0 0 1 0 1198.715 High 0.003605 0.04994 17
High SEIDLFNIR 0.182828 0.009934 1 1 1 P08758 0 1106.584 High 0.00365 0.0502 33
High FFSYLR 0.179918 0.009934 0 0 1 0 832.4352 High 0.003605 0.04899 17
High LGFTDLFSK 0.180883 0.009934 0 0 1 0 1027.546 High 0.003605 0.04932 27
High MEDATNVV1xOxidatio  0.179918 0.009934 0 0 1 0 1050.488 High 0.003605 0.04904 26
High QPDVSSRE 0.179918 0.009934 0 0 3 1 1511.854 High 0.003605 0.04885 14
High ALSIGFETC 1xCarbami  0.182828 0.009934 1 1 1 P16070 0 1153.567 High 0.00365 0.05027 22
High CTSTGWIPA1xCarbami  0.181853 0.009934 1 1 1 P08603 0 1245.604 High 0.003605 0.04996 10
High TIVTTLQDS 0.181853 0.009934 1 1 1 P07996 0 1246.7 High 0.003605 0.04961 31
High ENFQNWL 0.181853 0.009934 1 1 4 P37802 0 1078.532 High 0.003605 0.04983 18
High LAQMLFW 0.180883 0.009934 0 0 1 0 1576.83 High 0.003605 0.04937 9
High EAQTSFLHL 0.181853 0.009934 1 1 1 Q92499 0 2134.108 High 0.003605 0.04985 8
High EVLSMDDE 0.180883 0.009934 1 1 1 Q06210 0 1306.62 High 0.003605 0.04951 19
High VYTVGPDY 0.180883 0.009934 1 1 1 Q6PFW1 0 1548.744 High 0.003605 0.0494 10
High LFMILWLK 0.181853 0.009934 1 1 1 Q96NY7 0 1063.637 High 0.003605 0.0497 16
High LEHAFCTET1xCarbami  0.179918 0.009934 1 1 2 Q9BV20 0 2049.956 High 0.005895 0.0877 13
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S1 dataset: Peptides identified in experiment 2 (all)
ConfidenceSequence ModificatioQvality PEPQvality q-v # Protein G # Proteins # PSMs Master Pro  # Missed C Theo. MH+ Confidence    Percolator     Percolator     Ions Score (by Search Engine): Mascot
High YYYVCQYC 2xCarbami   6.95E-07 0 0 0 3 0 2084.874 High 0 5.33E-09 59
High LIQEQEQEL 1.62E-08 0 1 1 4 P30838 0 2105.124 High 0 3.89E-10 82
High ILQEYITQQ 4.83E-06 0 1 1 3 Q9Y6Q5 1 1993.06 High 0 6.53E-08 38
High ILQHKDELN 7.51E-05 0 1 1 1 P36952 1 2335.256 High 0 2.25E-06 24
High LLQHLNCT 1xCarbami  8.83E-05 0 1 1 1 Q92851 1 1768.901 High 0 2.78E-06 24
High ILQLCMGN 1xCarbami  0.000325 0 1 1 2 P15311 0 1777.855 High 0 1.5E-05 45
High TGTITTFEH 0.000112 0 1 1 1 P13639 0 1615.765 High 0 3.77E-06 54
High LLQSIGQAP 0.004038 0 1 1 1 Q13564 1 1970.08 High 0 0.000388 32
High LLQVTPADS1xCarbami  2.97E-07 0 1 1 2 P98160 0 1707.837 High 0 1.78E-09 82
High TGQEIPVNV 0.002652 0 1 1 3 Q96KP4 0 1112.606 High 0 0.000225 26
High TGQATVAS 1xCarbami  0.000122 0 1 1 3 P00558 1 2605.239 High 0 4.23E-06 48
High ILRGQDHC 1xCarbami  2.42E-08 0 1 1 2 P07858 1 2206.14 High 0 6.98E-11 78
High IIRQEPSDS 0.002721 0 1 1 1 Q02413 1 1916.006 High 0 0.000234 24
High IIRQEPSDS 1xOxidatio  0.000186 0 1 1 1 Q02413 1 1932.001 High 0 7.27E-06 30
High IIRSSEDPNE 2.31E-05 0 1 1 2 P01591 1 1771.882 High 0 4.93E-07 54
High TGPLPPGPP 0.001674 0 1 1 4 Q14914 0 2073.138 High 0 0.000125 44
High LLSGPYFW 0.000594 0 1 1 1 P98160 0 1522.805 High 0 3.25E-05 46
High IISNASCTTN2xCarbami   1.22E-06 0 1 1 4 P04406 0 1833.92 High 0 1.1E-08 99
High LLSNMMCQ1xCarbami  0.000528 0 1 1 1 P28062 0 1315.596 High 0 2.79E-05 53
High LISSDGHEF 1.99E-05 0 0 0 1 1 1500.817 High 0 4.04E-07 62
High TGPFAEHS 0.00854 0 1 1 3 Q15257 0 2456.199 High 0 0.001022 24
High LISVDTEHS 9.06E-06 0 1 1 1 P00450 0 2171.073 High 0 1.48E-07 67
High TGLQEVEV 0.001057 0 1 1 1 P01024 0 1002.547 High 0 6.89E-05 39
High LISWYDNE 4.93E-06 0 1 1 3 P04406 0 1763.802 High 0 6.68E-08 82
High IISYAQGFM 0.000455 0 1 1 1 P52209 0 1411.777 High 0 2.32E-05 47
High IISYAQGFM1xOxidatio  5.64E-05 0 1 1 3 P52209 0 1427.772 High 0 1.55E-06 66
High LISYAQLTG 0.001043 0 1 1 1 O00534 0 1121.631 High 0 6.78E-05 39
High ILTATIENN 0.000273 0 1 1 2 P13646 0 1144.632 High 0 1.19E-05 43
High LLQEGQAL 1xCarbami  4.83E-06 0 1 1 4 P00751 0 2815.376 High 0 6.32E-07 59
High TGLELSRDP 0.006598 0 1 1 2 P55058 1 1271.67 High 0 0.000735 27
High ILQDGGLQV 0.001004 0 1 1 2 O43175 0 1298.731 High 0 6.43E-05 41
High LLQDEFPGI 1xCarbami  1.07E-05 0 1 1 2 P02790 0 2364.165 High 0 1.81E-07 42
High LLIYDNNKR 0.000114 0 1 1 3 P01701 1 1871.013 High 0 3.86E-06 35
High LLIYGASIR 0.003665 0 1 1 1 A0A087WS 0 1005.609 High 0 0.000343 24
High THTCPPCPA2xCarbami   2.43E-06 0 1 2 10 P0DOX5 0 2844.458 High 0 2.7E-08 42
High THNLEPYFE 0.000385 0 1 1 4 P04264 0 1993.977 High 0 1.85E-05 33
High LLIYGNSNR 0.000525 0 1 1 3 P01703 0 1757.929 High 0 2.77E-05 34
High LLIYSNNQR 0.000452 0 1 1 4 P01700 0 1828.966 High 0 2.3E-05 21
High LLIYWASTR 0.000155 0 0 0 6 0 1122.631 High 0 5.76E-06 56
High ILMDKPEM 0.000953 0 1 1 2 P55786 0 1529.843 High 0 6.02E-05 32
High ILMVGLDA 0.002811 0 2 4 1 P61204; P1 0 1087.618 High 0 0.000243 27
High LIMVQHW 1xCarbami  9.93E-06 0 1 1 3 O00584 0 1769.871 High 0 1.65E-07 58
High THLPGFVEQ 0.000424 0 1 1 5 P30044 0 1539.817 High 0 2.1E-05 35
High ILNEMRDQ 0.002534 0 1 2 2 P02533 1 1438.699 High 0 0.000212 32
High IINEPTAAA 6.87E-09 0 1 2 5 P11142 1 1787.99 High 0 2.56E-10 95
High IINEPTAAA 2.58E-09 0 1 2 4 P0DMV8 0 1687.901 High 0 1.24E-11 86
High IINEVKPTEI 0.00115 0 1 1 2 O60547 0 2253.224 High 0 7.65E-05 40
High THINIVVIG 1.24E-05 0 1 3 1 P68104 0 1588.881 High 0 2.2E-07 62
High LINKPMVG 0.002584 0 0 0 3 0 1511.825 High 0 0.000218 29
High IINNTENLV 0.00017 0 1 1 1 Q9Y617 0 1185.659 High 0 6.47E-06 49
High LLNTFLER 0.002034 0 1 1 2 Q14204 0 1005.573 High 0 0.000159 52
High LLPAALACW1xCarbami  4.24E-05 0 1 1 2 Q13421 0 1326.735 High 0 1.08E-06 61
High IIPGFMCQG1xCarbami  0.000259 0 1 1 5 P62937 0 1598.745 High 0 1.6E-05 54
High IIPGFMCQG1xCarbami    0.006514 0 1 1 1 P62937 0 1614.74 High 0 0.000719 18
High IIPGGIYDAD 1.55E-07 0 1 1 15 P01036 0 2074.024 High 0 3.59E-09 77
High IIPGGIYNAD 2.26E-07 0 1 1 36 P01037 0 2073.04 High 0 1.25E-09 62
High THLAPYSDE 0.000685 0 1 1 2 P02647 0 1301.648 High 0 3.9E-05 44
High THCFNWHS1xCarbami  0.003078 0 1 1 3 Q99538 0 2081.929 High 0.000215 0.003209 20
High TGYYFDGIS 0.001188 0 0 0 2 0 1178.548 High 0 8E-05 37
High LLQDFFNG 0.0023 0 1 1 1 P0DMV8 0 1109.574 High 0 0.000187 38
High LLIYDASSR 0.00158 0 1 1 6 A0A0C4DH 0 1037.563 High 0 0.000115 46
High TGCTFPEKP1xCarbami  0.00445 0 1 1 3 P55263 0 1435.631 High 0 0.00044 27
High IITLTGPTNA 0.00445 0 1 1 2 Q15365 0 1388.815 High 0 0.00044 38
High TFTCTAAYP1xCarbami  0.000567 0 1 1 9 P01876 1 2288.148 High 0 3.07E-05 34
High TFTCTAAYP1xCarbami  1.9E-05 0 1 1 64 P01876 0 1375.62 High 0 3.82E-07 73
High TFPGFFSPM 0.00038 0 1 1 3 P02671 0 2265.053 High 0 5.84E-05 39
High TFLRPSPED 0.007904 0 1 1 1 Q9UDY2 0 2035.013 High 0 0.000925 33
High TFIAIKPDGV 0.006146 0 1 2 5 P22392 0 1344.763 High 0 0.00067 32
High TFKDTIYLTQ1xCarbami  0.00014 0 1 1 2 O00462 1 2174.098 High 0 1.7E-05 36
High LMIYEVSK 0.002047 0 1 1 3 P01709 0 982.5278 High 0 0.000161 47
High TFHFNTVE 1.62E-06 0 1 1 7 P30740 0 1602.766 High 0 1.58E-08 57
High LMIYEVSNR 0.002486 0 1 1 2 A0A075B6J 0 1832.932 High 0 0.000208 27
High LMIYEVSNR 6.85E-05 0 0 0 1 0 1821.928 High 0 2.01E-06 36
High LMIYEVSNR1xOxidatio  0.000312 0 0 0 3 0 1837.923 High 0 1.42E-05 41
High TFGENYVQ 0.003548 0 1 1 1 O94903 0 1569.78 High 0 0.000327 27
High LMNIFLK 1xOxidatio  0.004478 0 1 1 1 P01024 0 894.5117 High 0 0.000443 21
High IMNTFSVV 1.94E-05 0 3 4 1 P04350; P0  0 1319.703 High 0 3.92E-07 66
High LMVHNWE 0.007654 0 1 1 3 Q9UI12 0 1389.698 High 0 0.000891 23
High TFEDKVTFP 0.004253 0 1 1 1 O00534 1 2595.393 High 0 0.000415 21
High TFDQLTPD 0.000402 0 1 1 4 Q15293 1 1565.744 High 0 1.97E-05 44
High INALTAASE 1xCarbami  0.000129 0 1 1 2 Q99832 1 2656.397 High 0 4.57E-06 47
High LNAIYQNN 0.006727 0 1 1 1 P00390 0 1291.7 High 0 0.000754 35
High INAWNSPT 0.008431 0 0 0 1 0 1913.017 High 0 0.001009 27
High LNCQVIGAS2xCarbami   5.43E-07 0 1 1 25 Q06830 0 2753.329 High 0 4.85E-09 57
High LNDGHFM 5.29E-06 0 1 2 12 P52895 0 2360.174 High 0 7.31E-08 36
High TFDCGPGL 3xCarbami    9.06E-05 0 1 1 2 Q9UBT3 0 1413.571 High 0 2.87E-06 56
High LNEAQPST 2.46E-05 0 1 1 2 P56537 0 1518.758 High 0 5.33E-07 43
High TFCQLILDP 1xCarbami  0.002999 0 1 1 5 P13639 0 1494.803 High 0 0.000263 42
High INEGFDLLR 6.94E-05 0 1 1 3 P00326 0 1076.573 High 0 2.57E-06 69
High LNFSHGTH 3.83E-06 0 1 1 6 P14618 0 1883.903 High 0 6.25E-07 45



High IMFVDPSLT 0.001529 0 1 1 2 O95994 0 1277.692 High 0 0.00011 48
High TGCNVLLIQ1xCarbami  0.006348 0 1 1 1 P50991 0 1145.635 High 0 0.000699 34
High TFTTQETIT 3.47E-07 0 1 1 1 P06744 0 1655.812 High 0 2.18E-09 82
High LMDVGLIA 9.42E-05 0 1 1 2 P31948 0 1100.65 High 0 3.03E-06 56
High TFYGLHQD 0.003641 0 1 1 4 P28838 0 2077.112 High 7.62E-05 0.002018 25
High ILTPLVSLDT 0.000106 0 1 1 2 Q9HC38 0 1353.799 High 0 3.5E-06 52
High TFYEPGEEIT1xCarbami  5.91E-07 0 1 1 3 P02749 0 2383.091 High 0 4.34E-09 93
High LLTSGYLQR 0.001696 0 1 1 2 Q96FW1 0 1050.594 High 0 0.000127 47
High LITSVADVV 5.13E-07 0 1 1 1 P06737 0 1858.958 High 0 3.6E-09 69
High TFVPGCQP 1xCarbami  0.000331 0 1 1 4 P80188 0 1864.926 High 0 1.53E-05 61
High LITWSPVCR1xCarbami  0.00854 0 1 1 1 P07203 0 1131.598 High 0 0.001026 23
High ILVALCGGN1xCarbami  0.000325 0 1 1 7 P04083 0 916.4921 High 0 1.49E-05 49
High TFVNITPAE 0.001696 0 1 1 3 P07737 1 1915.065 High 0 0.000127 49
High IIVDELKQEV 6.35E-07 0 1 1 1 P63244 1 1788.995 High 0 4.75E-09 70
High LLVILATEQ 0.000149 0 1 1 1 Q9H173 0 1509.925 High 0 5.47E-06 40
High IIVPLNNRE 0.000449 0 1 1 2 P01591 1 2148.177 High 7.62E-05 0.001785 21
High LLVSMCQG1xCarbami  0.002534 0 1 1 1 P20073 1 3172.432 High 0 0.000213 7
High ILVTGGSGL 0.003058 0 1 1 1 Q13630 0 1100.667 High 0 0.000272 47
High ILVVNAAYF 5.3E-08 0 1 1 3 P36952 0 1293.757 High 0 1.92E-10 86
High LLVVTDPR 0.001642 0 1 1 3 P08865 0 912.5513 High 0 0.000121 49
High TFVNITPAE 0.00065 0 1 1 4 P07737 0 1643.937 High 0 0.000812 37
High TFVLEVMG 0.00037 0 2 2 3 Q01813; P1 0 1051.56 High 0 1.77E-05 50
High LLWTLESLV 4.13E-05 0 1 1 2 Q8IZ83 0 1387.794 High 0 1.04E-06 66
High LLYECNPM 1xCarbami  9.6E-05 0 1 1 2 P09467 0 1760.806 High 0 4.5E-05 61
High LLYECNPM 1xCarbami    0.000549 0 1 1 1 P09467 0 1776.801 High 0 2.95E-05 58
High IIYGGSVTG 1xCarbami  2.22E-05 0 1 1 8 P60174 0 1326.672 High 0 6.96E-07 53
High LLYNNVSN 0.0001 0 1 1 1 Q00610 0 1296.67 High 0 3.27E-06 50
High LIYQWVSR 0.003594 0 1 1 1 Q9BRG1 0 1064.589 High 0 0.000333 43
High ILYSQCGDV1xCarbami  0.000372 0 1 2 2 P60660 0 1341.629 High 0 1.78E-05 41
High ILYSQCGDV1xCarbami    0.000181 0 1 2 1 P60660 0 1357.624 High 0 7.02E-06 49
High LMAVPNLF 0.005196 0 1 1 2 O94903 0 1907.002 High 0.000215 0.003615 15
High LMEWTSLQ 0.000522 0 1 2 1 P29508 0 1408.671 High 0 2.75E-05 36
High LNGTDPED 0.000325 0 1 3 2 O14950 0 1228.617 High 0 1.49E-05 44
High LLIYDASNR 0.003986 0 0 0 2 0 1064.573 High 0 0.000382 28
High LLIYAASTLQ 0.000837 0 1 1 2 A0A0C4DH 0 1675.938 High 0 5.06E-05 26
High LLCGLLAER 1xCarbami  2.61E-05 0 0 0 5 0 1044.587 High 0 5.75E-07 66
High LICQATGFS 1xCarbami  1.05E-05 0 1 2 2 P01871 0 1249.636 High 0 1.76E-07 63
High LLDDAMAA 0.000358 0 1 1 1 Q9HC38 1 1925.895 High 0 1.7E-05 28
High ILDDDTIITT 0.008269 0 1 1 2 Q14204 1 1873.028 High 0 0.000979 20
High LIDDMVAQ 1.06E-05 0 1 1 2 O75874 0 1234.617 High 0 1.8E-07 66
High LIDDMVAQ1xOxidatio  0.000774 0 1 1 2 O75874 0 1250.612 High 0 6.86E-05 42
High LLDEELYSR 0.005989 0 1 1 1 P41226 0 1137.579 High 0 0.000645 31
High TLLCSFQVL 1xCarbami  5.87E-07 0 1 1 1 Q9UBX1 0 1650.852 High 0 4.28E-09 68
High LLDEVFFSE 3.85E-05 0 1 1 2 P25789 0 1226.63 High 0 9.5E-07 63
High TLHYECIVLV1xCarbami  0.001674 0 0 0 3 0 1374.745 High 0 0.000149 26
High TLGLYGKDQ 1.26E-07 0 1 1 2 P09211 1 2849.399 High 0 5.88E-10 64
High LLDIACWIH1xCarbami  0.004091 0 1 1 3 P07339 0 1405.741 High 0 0.000394 36
High ILDLIESGK 0.000385 0 1 1 2 P00352 0 987.5721 High 0 1.86E-05 50
High LLDNWDSV 0.000438 0 1 1 1 P02647 0 1612.785 High 0 2.19E-05 42
High TLGILGLGR 0.004364 0 1 1 4 O43175 0 899.5673 High 0 0.000892 37
High LIDQYGTHY 0.000206 0 1 1 1 P10643 0 2257.088 High 0 8.31E-06 29
High TLFSNIVLSG 0.000755 0 1 1 3 P61163 0 1683.932 High 0 4.46E-05 27
High LLDSLPSDT 0.000571 0 1 1 3 P05155 0 1116.59 High 0 3.11E-05 52
High TLFGLHLSQ 0.004253 0 1 1 1 P31939 0 1143.652 High 0 0.000416 30
High LLEDMVEK 0.004038 0 1 1 10 O75556 0 976.502 High 0 0.000389 47
High LLEDMVEK 1xOxidatio  0.004225 0 1 1 8 O75556 0 992.4969 High 0 0.000413 43
High ILEDQEENP 1.55E-06 0 1 1 1 O95336 0 2299.193 High 0 1.51E-08 48
High TLESSIQGL 0.000282 0 0 0 1 0 1103.606 High 0 1.25E-05 34
High IIEETLALK 0.002454 0 1 1 5 O15144 0 1029.619 High 0 0.000203 40
High LLEGEDAH 3.28E-10 0 1 1 2 P08779 0 2350.091 High 0 3.39E-10 64
High LLEGEDAH 0.001352 0 1 1 1 P02533 0 2309.064 High 0 9.46E-05 36
High TLENLLASIR 0.009108 0 0 0 1 0 1129.658 High 0 0.001114 35
High LLCETLLEPG2xCarbami   0.000667 0 1 1 2 P13489 0 2288.167 High 0 3.78E-05 29
High IIEGGIYDAD 0.00012 0 1 1 2 P09228 1 2076.036 High 0 4.16E-06 45
High LICCDILDVL2xCarbami   0.00074 0 1 1 8 P62258 1 2695.379 High 0 5.04E-05 27
High ILATPPQED 0.000186 0 1 1 3 P29401 0 2020.071 High 0 1.68E-05 58
High TLNDMRQ 1xOxidatio  0.001301 0 1 1 4 P35527 1 1867.922 High 0 8.98E-05 48
High TLNDMRQ 0.003885 0 1 1 1 P35527 1 1851.927 High 0 0.00037 17
High TLNAHEHF 0.000805 0 1 1 3 P43034 0 1895.94 High 0 4.81E-05 22
High LKQNLEEQ 0.000166 0 1 1 3 Q8WZA0 1 1385.738 High 0 7.8E-06 47
High TLMNLGGL1xOxidatio  0.000905 0 1 1 1 P37802 0 1231.683 High 0 5.62E-05 30
High IKSDYAQLL 0.000365 0 1 1 4 P38606 1 2042.001 High 0 1.73E-05 38
High TLMNLGGL 1.2E-05 0 1 1 3 P37802 0 1215.688 High 0 2.11E-07 54
High TLMAQSIYG 0.000217 0 1 1 2 Q14204 0 1196.609 High 0 8.92E-06 31
High IKVTTSQDM 0.001267 0 1 1 1 P05155 1 1723.897 High 0 8.67E-05 23
High IKWGDAGA 2.71E-06 0 1 1 1 P04406 1 2518.217 High 0 3.1E-08 48
High LKYEATIAD 5.65E-07 0 1 1 2 Q7Z406 1 1554.747 High 0 4.07E-09 85
High LKYENEVAL 0.000571 0 1 1 2 P13645 1 1234.679 High 0 3.1E-05 37
High TLLSNLEEA 0.00034 0 1 1 2 P10909 0 1117.61 High 0 1.59E-05 48
High TLIQNCGAS1xCarbami  7.65E-05 0 1 1 2 P49368 0 1333.689 High 0 2.31E-06 49
High IIAATIENAQ 0.00014 0 1 1 1 P08779 0 2064.145 High 0 5.03E-06 28
High LLAEPVPGI 0.004777 0 0 0 1 1 2006.055 High 0 0.000482 43
High TIIIGHSSGA 3.03E-05 0 1 1 1 O75884 0 1497.821 High 0 6.97E-07 42
High LLAGDHPID 1.31E-05 0 1 1 6 Q14515 0 1445.847 High 0 2.36E-07 55
High TLLGDGPVV 0.000274 0 1 1 7 P52566 1 2148.202 High 0 1.21E-05 37
High ILAIGLINEA 6.31E-08 0 1 1 3 P46940 0 1883.012 High 0 2.4E-10 83
High LIALSIDSVE 3.88E-06 0 1 1 4 P30041 0 1897.007 High 0 4.9E-08 55
High TLLGDGPVV 6.26E-05 0 1 1 2 P52566 0 1311.715 High 0 1.79E-06 67
High LIAPVAEEE 1.63E-06 0 1 1 3 P07195 0 1694.896 High 0 1.6E-08 66
High ILAQITGTE 0.003038 0 1 1 2 Q96HC4 1 2198.13 High 7.62E-05 0.001247 25
High TLIEFLLR 0.006903 0 1 1 4 P28838 0 1004.614 High 0 0.000777 26
High ILASTQFEP 5.72E-05 0 1 1 1 Q9NZ08 0 1404.748 High 0 1.58E-06 37
High LLATLCSAE 3xCarbami    9.3E-06 0 1 2 2 P0C0L5 0 1909.882 High 0 1.51E-07 71
High TLLDIDNTR 0.007654 0 1 1 1 P35527 0 1060.563 High 0 0.00089 37
High LLIYDASNL 0.000146 0 0 0 2 0 1747.922 High 0 5.35E-06 50



High LLELGPKPE 0.008595 0 1 1 1 P53621 0 1678.949 High 0 0.001034 24
High TIEEYAVCP 1xCarbami  3.85E-05 0 1 1 2 P36871 0 1437.693 High 0 9.52E-07 58
High TKPYIQVDI 0.000785 0 1 1 3 P11021 0 1604.864 High 0 4.66E-05 37
High LILADALCYA1xCarbami  0.001379 0 1 1 2 P28838 0 1846.952 High 0 9.71E-05 30
High LIIAGTSCYS1xCarbami  0.001798 0 1 1 1 P34896 0 1240.635 High 0 0.000136 30
High TKPQDMIS 4.59E-07 0 1 1 2 P20810 0 2615.335 High 0 3.12E-09 50
High TKLHQLSGS 0.000424 0 1 1 2 O60271 1 2095.053 High 0 2.11E-05 30
High LLLATMESM 1.12E-06 0 1 1 2 P00352 0 1364.691 High 0 9.79E-09 65
High LLLATMESM1xOxidatio  4.44E-06 0 1 1 2 P00352 0 1380.686 High 0 5.84E-08 50
High TKGVDEVT 1.97E-05 0 1 1 1 P07355 1 1771.991 High 0 4.03E-07 33
High TKFPAEQYY 0.001057 0 1 1 1 Q15631 1 1302.648 High 0 6.86E-05 37
High TKEQLGYIV 0.001292 0 1 1 4 P14735 1 1594.859 High 0 8.91E-05 27
High TKENVNAT 1xCarbami  0.000174 0 1 1 2 O00410 1 1834.896 High 0 8.99E-06 35
High LLLEQAANE 2.56E-07 0 0 0 2 0 1756.948 High 0 1.47E-09 61
High IIIKNFDIPK 0.003348 0 1 1 5 P12273 1 1200.735 High 0 0.000973 45
High TKEEYGHSE1xCarbami  2.19E-07 0 1 1 2 P08603 1 2259.998 High 0 1.2E-09 58
High TKEAQPGQ 0.002184 0 0 0 1 1 2173.125 High 0 0.000175 27
High LLIIGDSGVG 0.002601 0 3 8 4 P61026; P6  0 1071.641 High 0 0.00022 36
High ILLLGLDNA 0.000118 0 1 1 1 P36405 0 1126.683 High 0 4.06E-06 42
High LLLNNDNL 5.94E-05 0 2 2 2 P47755; P5 0 1197.695 High 0 1.67E-06 46
High ILLNPQDKD 4.77E-07 0 1 1 21 P01833 1 2172.202 High 0 5.87E-08 97
High THYYAVAV 0.000905 0 1 1 15 P02788 0 1150.626 High 0 5.61E-05 48
High ILLQGTPVA 1.38E-06 0 1 1 2 P01024 0 2157.086 High 0 1.88E-08 91
High ILLQGTPVA 0.004871 0 1 1 2 P01024 1 2398.265 High 0 0.000495 34
High LLLQLEATK 0.004038 0 1 1 1 Q13561 0 1028.635 High 0 0.000389 39
High LLLQQVSLP 0.000287 0 1 1 4 P01023 0 2045.099 High 0 1.27E-05 38
High THYSNIEAN 2.46E-07 0 1 1 3 P04632 0 1777.799 High 0 1.4E-09 75
High THTQDAVP 0.00523 0 0 0 1 0 2546.289 High 0 0.000545 19
High LLIYAASSLQ 7.32E-07 0 1 1 5 A0A0C4DH 0 1661.922 High 0 5.71E-09 70
High TKVEAFQTT 0.006727 0 1 1 3 Q9UL46 1 1352.742 High 0.000722 0.00944 56
High LLELLWNK 0.001931 0 0 0 1 0 1028.614 High 0 0.00015 33
High TLADVLVQ 4.19E-05 0 1 1 3 P49441 0 1327.783 High 0 1.6E-05 41
High TIAECLADE 1xCarbami  8.96E-08 0 1 1 5 P46782 0 1631.831 High 0 3.78E-10 92
High LLEMILNKP 3.85E-06 0 1 1 4 P52895 0 1368.828 High 0 5.08E-07 63
High ILENPQSLS 1xCarbami  0.001064 0 1 1 1 Q9UIA9 0 2333.062 High 0 6.95E-05 20
High LLERLPEVE 0.000745 0 1 1 1 Q02818 1 1671.943 High 0 4.36E-05 21
High LLETCSIALV1xCarbami  1.26E-06 0 1 1 1 P17812 0 1303.729 High 0 1.15E-08 79
High LLETECPQY 1xCarbami  3.28E-06 0 1 1 3 P05109 0 1421.709 High 0 3.96E-08 69
High LLETECPQY 1xCarbami  0.000375 0 1 1 2 P05109 1 1549.804 High 0 1.8E-05 54
High IIETLTQQLQ 4.62E-07 0 1 1 2 Q9UHV9 0 1385.8 High 0 3.15E-09 80
High LLETTDRPD 0.001227 0 1 1 2 Q14974 0 1878.942 High 0 8.3E-05 26
High ILEVCVWD 1xCarbami  2.39E-07 0 1 1 1 Q13217 0 1502.767 High 0 1.33E-09 72
High TLEEGHDFI 1.41E-05 0 0 0 1 0 2904.441 High 0 2.59E-07 39
High ILFQEFR 0.002652 0 1 1 2 Q7Z406 0 952.5251 High 0 0.000225 38
High TLEEEAKTH1xOxidatio  0.002903 0 1 1 2 P35579 1 2058.976 High 0 0.000254 28
High TLEEEAKTH 0.005989 0 1 1 3 P35579 1 2042.981 High 0.000282 0.004757 23
High IIFVVGGPG 0.000184 0 1 1 1 P00568 0 1130.657 High 0 7.17E-06 57
High ILGGVISAIS 0.000273 0 1 1 1 P04632 0 2447.293 High 0 1.19E-05 22
High TLEEAVGN 0.000111 0 1 1 3 Q9Y678 0 1172.652 High 0 3.72E-06 65
High TLDAMAFN 0.007176 0 1 1 1 P07686 0 1010.498 High 0 0.000816 33
High IIGNLLYYR 0.002198 0 1 1 1 P46940 0 1124.646 High 0 0.000177 42
High LLGPGVNY 1xCarbami  2.95E-06 0 1 1 2 P40763 0 1863.942 High 0 3.46E-08 61
High LLGPHVEG 4.89E-05 0 1 1 3 Q13421 1 1547.854 High 0 1.29E-06 41
High LLGPNASPD 3.17E-05 0 1 1 1 P42224 0 1706.922 High 0 7.38E-07 50
High TICSSVDKL 1xCarbami  0.005615 0 1 1 1 P12081 1 1265.641 High 0 0.000595 22
High TLAQLNPES 5.22E-05 0 1 1 1 P06744 0 1832.016 High 0 1.41E-06 43
High TIAQDYGV 5.65E-08 0 1 1 3 Q06830 1 1983.018 High 0 2.09E-10 88
High TLAMDTILA 4.03E-05 0 1 1 2 P46926 0 1289.688 High 0 1.01E-06 62
High LLHEVQELT 0.005298 0 1 1 3 Q13561 0 1667.885 High 0 0.000551 15
High ILHLLGQEG 0.007654 0 1 1 1 Q9Y678 0 1204.705 High 0 0.000891 34
High LLHQLADLV 0.003018 0 1 1 1 P47895 0 1306.748 High 0 0.000267 33
High IKNVDCVLL1xCarbami  0.005031 0 1 1 1 Q13126 1 1300.741 High 0 0.000517 37
High INHCRFDEF2xCarbami   1.9E-05 0 1 1 2 P02787 1 2257.975 High 0 3.83E-07 39
High TEVNYTQLV 0.001529 0 1 1 1 P36969 0 1658.85 High 0 0.000111 17
High LSDAGQYL 1xCarbami  3.26E-09 0 1 1 18 P01833 1 2170.967 High 0 5.23E-12 76
High TAPYVVTG 0.001529 0 1 1 3 P43034 0 1564.822 High 0 0.00011 41
High LSDLLAPISE 0.004507 0 1 1 1 Q01518 0 1426.815 High 0 0.000448 29
High LSDQFHDIL 0.003571 0 1 1 1 O75340 0 1356.727 High 0 0.000333 22
High TAPVQAPP 0.005401 0 1 1 1 Q9UKY7 0 3257.699 High 0 0.000565 12
High LSEDYGVLK 6.69E-07 0 1 1 3 P32119 1 1928.96 High 0 2.19E-08 59
High TAMNVNE 1xOxidatio  0.00087 0 1 1 1 P51148 0 1568.781 High 0 5.34E-05 45
High ISEEDELDT 0.000269 0 1 1 6 Q15121 1 1548.775 High 0 1.43E-05 39
High LSEGASYLD 0.000667 0 1 1 3 P12259 0 1764.844 High 0 3.79E-05 30
High ISEGFELLNS 3.63E-06 0 1 1 3 P40394 0 1649.849 High 0 4.52E-08 56
High LSEGFSIHT 0.001099 0 1 1 1 P20618 0 1146.59 High 0 7.19E-05 28
High ISELDAFLKE 1.84E-07 0 1 1 1 Q06323 1 2429.292 High 0 9.54E-10 54
High LSELVQAVS 0.000151 0 1 1 2 O14773 0 1904.96 High 0 5.56E-06 57
High LSENTDFLA 2.75E-05 0 1 1 2 Q14515 1 2971.428 High 0 6.15E-07 41
High ISEQFTAM 1.71E-05 0 3 6 2 P04350; P0  0 1229.598 High 0 3.33E-07 73
High TAMNVNE 1.56E-05 0 1 1 1 P51148 0 1552.786 High 0 2.96E-07 64
High LSFQHDPET 7.7E-05 0 1 1 1 Q14697 0 1740.928 High 0 2.33E-06 39
High ISGETIFVTA 3.11E-05 0 1 1 1 Q00610 0 2353.251 High 0 7.19E-07 39
High ISGGSVVEM 0.00227 0 1 1 1 O75874 0 1695.768 High 0 0.000185 43
High ISGLIYEETR 0.00087 0 0 0 1 0 1180.621 High 0 5.33E-05 45
High LSGNVLSYT 0.001326 0 1 1 1 P10643 0 1455.784 High 0 9.19E-05 26
High TALVANTSN 1.25E-05 0 1 1 3 P38606 0 1515.795 High 0 2.27E-06 57
High LSGSNPYTT 5.06E-07 0 1 1 1 O43707 0 1920.007 High 0 3.53E-09 74
High ISGVGIDQP 0.00017 0 1 1 8 Q02413 0 2045.107 High 0 6.48E-06 44
High TALASGGV 2.07E-06 0 1 1 1 O43505 0 1552.76 High 0 2.17E-08 78
High TAGWNIPM1xOxidatio  0.000235 0 1 1 9 P02787 0 1593.809 High 0 1.21E-05 55
High TAGWNIPM 5.99E-07 0 1 1 13 P02787 0 1577.814 High 0 4.41E-09 65
High LSCSYSHW 2xCarbami   0.001343 0 1 1 2 P04003 0 1878.826 High 0 9.38E-05 26
High ISLAIPNLGN 0.004747 0 0 0 1 0 1875.981 High 0 0.00048 19
High LSCAYSGFS 1xCarbami  0.003761 0 0 0 1 0 1331.605 High 0 0.000354 42
High LSCAASGFT1xCarbami  0.000353 0 1 1 1 P0DOX5 0 1303.61 High 0 1.66E-05 47



High IQYQLVDIS 0.001869 0 0 0 2 1 2307.14 High 0 0.000144 29
High IQYQLVDIS 1xOxidatio  7.55E-05 0 0 0 2 1 2323.135 High 0 2.28E-06 32
High LRENELTYY 2xCarbami   1.97E-05 0 1 1 2 P13987 1 1648.746 High 0 4.02E-07 34
High YYYDGKDY 2.66E-06 0 1 1 8 P25311 1 1717.774 High 0 3.01E-08 55
High IRLENEIQTY 0.000123 0 1 1 2 P13645 1 1434.77 High 0 4.25E-06 60
High LRLHHVSPA1xCarbami  0.001931 0 1 1 2 P98160 1 1995.982 High 0 0.00015 25
High LRLPQVSPA1xCarbami  1.66E-07 0 1 1 3 P98160 1 1946.975 High 0 8.34E-10 61
High IRNPWGEV 6.42E-05 0 1 1 3 P17655 1 1599.803 High 0 1.85E-06 32
High LRPVAAEVY 1.69E-05 0 1 1 42 P02788 0 1460.786 High 0 5.83E-06 55
High LRPVAAEVY 1.49E-06 0 1 1 9 P02788 1 1841.998 High 0 1.43E-08 62
High IRQNVQVF 1.86E-05 0 1 2 1 P52895 1 2226.122 High 0 3.72E-07 56
High LRSDDTAVY1xCarbami  0.000143 0 1 1 4 P23083 1 1589.738 High 0 1.52E-05 42
High LRSELEMVS 0.002518 0 1 1 1 O60784 1 1489.779 High 0 0.00021 32
High LRSPAQYQ 0.000154 0 1 1 3 Q6XQN6 1 1645.902 High 0 5.72E-06 46
High LRSPVISIDP 1.1E-06 0 1 1 4 P98160 1 2557.326 High 0 9.63E-09 81
High LRTDAVLPL 1.07E-07 0 1 1 5 Q13421 1 1753.022 High 0 4.81E-09 74
High LRTEGDGV 0.000579 0 2 2 1 P00739; P0 1 1580.791 High 0 3.16E-05 50
High TAQTGSAQ 3.82E-05 0 1 1 2 Q99102 0 2117.041 High 0 9.41E-07 35
High LSAAVTEAF 0.000158 0 1 1 1 P26640 0 1163.642 High 0 5.92E-06 32
High TAQNLSIFL 0.008934 0 1 1 1 O60610 0 1453.78 High 0 0.001086 20
High LSAEERDQ 0.002584 0 0 0 1 1 1653.892 High 0 0.000217 24
High LSAEKVEIA 2.64E-06 0 1 1 3 P25789 1 1430.821 High 0 3E-08 61
High ISAFGYLEC 1xCarbami  0.000489 0 1 1 2 P08134 0 1345.646 High 0 3.05E-05 48
High ISATSIFFES 0.001078 0 1 1 1 P34896 0 1620.798 High 0 7.03E-05 40
High LSCAASGFT1xCarbami  1.4E-05 0 1 2 4 P0DP04 0 2233.979 High 0 2.57E-07 42
High LSCAASGFT1xCarbami    0.005367 0 1 2 1 P0DP04 0 2249.974 High 0 0.000562 30
High LSCAASGFT1xCarbami  0.004225 0 1 1 1 A0A0B4J1Y 0 2249.974 High 0 0.000412 32
High LSCAASGFT1xCarbami    0.006226 0 1 2 1 P01768 0 2179.969 High 0 0.000681 19
High LQYAIISEAW 0.000301 0 0 0 1 0 1349.721 High 0 1.35E-05 41
High LSLCGEESF 1xCarbami  0.000101 0 1 1 1 P36871 0 1864.849 High 0 3.31E-06 35
High ISIGGGSCA 1xCarbami  8.33E-06 0 2 3 2 P04259; P0 0 1598.759 High 0 4.02E-07 82
High SYRPGAVV 3xCarbami    4.99E-05 0 1 1 1 P98088 1 2584.17 High 0 1.33E-06 38
High LSTGCTGTL1xCarbami  0.00087 0 0 0 1 0 1336.678 High 0 5.34E-05 55
High LSVEGFAVD 0.00031 0 1 1 3 P55786 0 1064.562 High 0 1.41E-05 44
High LSVLGAITSV 5.9E-05 0 1 1 4 P62495 0 1371.795 High 0 1.65E-06 47
High SYQDPSNA 5.25E-05 0 1 1 1 Q9UNZ2 0 1754.834 High 0 1.42E-06 68
High SYPGLTSYL 0.00149 0 1 1 1 P80188 0 1255.668 High 0 0.000107 43
High SYIYSGSHD 3.3E-06 0 1 1 3 O75083 0 3136.319 High 0 3.98E-08 55
High SYLSMVGS 3xCarbami    0.002866 0 1 1 1 P02774 1 2640.192 High 0 0.000248 23
High ITCAEEGW 1xCarbami  8.01E-05 0 1 1 2 P36980 0 1475.684 High 0 4.81E-05 57
High ITCLCQVPQ2xCarbami   0.000259 0 1 1 1 P49588 0 1644.794 High 0 1.12E-05 37
High SYLSMVGS 3xCarbami      3.73E-07 0 1 1 5 P02774 0 2371.044 High 0 1.66E-08 63
High LTCTLSSGH1xCarbami  1.68E-07 0 0 0 4 1 2939.422 High 0 8.54E-10 86
High ITDNMFCA 1xCarbami  0.006727 0 1 1 1 P00734 1 2001.916 High 0 0.000755 33
High LTEDLEYHE 0.00079 0 0 0 1 0 1645.807 High 0 4.7E-05 26
High SYLSMVGS 3xCarbami    0.000333 0 1 1 4 P02774 0 2355.049 High 0 1.55E-05 38
High LTELETAVR 0.000121 0 1 1 3 Q13561 0 1031.573 High 0 4.17E-06 45
High SYIQSLPQT 0.002686 0 1 1 1 O15264 0 1289.685 High 0 0.000229 43
High ITENIGCVM1xCarbami  1.47E-08 0 1 1 3 P60900 0 1855.835 High 0 3.65E-11 98
High LTEQAVQA 4.68E-05 0 1 1 2 Q9BRF8 0 1214.674 High 0 1.22E-06 62
High ITFRPDSAD 0.001943 0 1 1 1 P98160 0 2026.006 High 0 0.000151 38
High LTFSCLGGS1xCarbami  0.000144 0 1 1 1 Q15185 0 1445.673 High 0 5.2E-06 43
High LTGAGGGG1xCarbami  0.000184 0 1 1 2 Q03426 0 2653.387 High 0 7.92E-06 35
High LTGFHETSN 1.11E-05 0 1 1 5 P15104 0 2150.026 High 0 1.9E-07 55
High LTGQLFLGG 0.002903 0 1 1 1 Q13228 0 1332.789 High 0 0.000253 34
High LTGSSGFVT 1.31E-05 0 1 1 1 O75882 0 1599.765 High 0 2.36E-07 88
High ITHLSTLQV 0.004566 0 0 0 2 0 1609.927 High 7.62E-05 0.001442 24
High LTHVPQGH1xCarbami  0.003058 0 1 1 2 Q9Y2E5 0 1868.918 High 0 0.000711 20
High SYSCQVTH 1xCarbami  0.000336 0 2 6 12 P0DOY2; P0 0 1711.759 High 0 1.56E-05 41
High LSLEGDHST 0.000625 0 1 2 2 P07355 0 1844.902 High 0 3.48E-05 36
High LSSWVLLM 0.000567 0 1 1 1 P01009 0 1076.617 High 0 3.08E-05 57
High LSSVTAADT1xCarbami  3.07E-08 0 2 6 13 P06331; P0 0 1747.832 High 0 9.52E-11 97
High TAFQEALDA 0.00381 0 1 1 1 P10599 0 1336.638 High 0 0.00036 44
High TAEYDVAYG 0.002345 0 1 1 2 P12109 0 1757.813 High 0 0.000371 31
High TAEHFQEA 9.54E-05 0 1 1 1 Q9BRK5 1 2077.94 High 0 3.07E-06 32
High LSLQNCCLT3xCarbami    0.000232 0 1 1 3 P13489 0 2267.094 High 0 9.69E-06 43
High LSLSQLNSN 0.006903 0 1 1 1 O43490 0 1470.791 High 0 0.000777 30
High ISISTSGGSF 0.008111 0 1 1 1 P13647 0 1111.574 High 0 0.000955 45
High TAEELMNF 5.29E-05 0 1 1 1 P50990 1 2384.111 High 0 1.43E-06 40
High ISLVLGGDH 4.99E-06 0 1 1 4 P05089 0 2060.125 High 0 6.79E-08 60
High ISMAAYVSG 0.008651 0 1 1 1 P17858 0 1762.879 High 0 0.001038 20
High ISMSHEEEP 0.000492 0 1 1 1 Q9Y5P6 0 2079.054 High 0 2.55E-05 32
High TAEEFLQQ 1.36E-05 0 1 1 1 Q9Y6U3 0 1588.731 High 0 2.49E-07 46
High TAASGVEA 5.12E-06 0 1 1 3 O00151 1 3395.708 High 0 7.01E-08 33
High LSPLGEEM 0.001443 0 1 1 6 P02647 0 1031.519 High 0 0.000102 33
High TAAENDFV 0.000304 0 1 1 3 P19013 1 1334.731 High 0 1.37E-05 39
High ISPQIQLSG 1.85E-08 0 1 1 1 Q9UBG3 0 1785.934 High 0 4.92E-11 72
High LSPVTACAG1xCarbami  4.19E-06 0 1 1 2 Q8NBF2 0 1620.841 High 0 6.07E-08 58
High LSQLEGVN 0.000427 0 1 1 1 Q96QK1 0 1243.664 High 0 2.12E-05 62
High TAAENDFV 0.005367 0 1 1 1 P35908 0 1208.616 High 0 0.000562 29
High SYTVAIAGY 1xOxidatio  1.46E-05 0 1 1 2 P01024 0 1687.847 High 0 2.73E-07 41
High LSSGLVTAA 0.00074 0 1 1 1 P43251 0 1307.732 High 0 4.31E-05 51
High ISSIANSFLY 0.001211 0 0 0 1 0 1501.772 High 0 8.2E-05 21
High ISSLLEEQFQ 0.000256 0 1 1 1 P62241 0 1506.78 High 0 1.1E-05 47
High LSSPAVITD 0.005264 0 1 1 3 P00747 0 1030.578 High 0 0.000548 38
High SYTVAIAGY 2.56E-07 0 1 1 3 P01024 0 1671.852 High 0 1.47E-09 66
High SYSPYDML 0.00202 0 1 2 2 P07355 1 1588.768 High 0 0.000158 39
High ISSSKGSLG 0.00012 0 1 1 1 P13645 1 2210.047 High 0 4.16E-06 30
High LSSTWEGIQ 3.65E-05 0 1 1 1 P37837 0 1276.653 High 0 8.87E-07 46
High SYSCQVTH 2xCarbami   5.58E-08 0 2 5 4 P0DOY2; P0 1 2557.118 High 0 2.05E-10 72
High INKLHSEGD 0.000923 0 1 1 2 O60437 1 2085.084 High 0 5.76E-05 18
High IQVVVLSAS 4.81E-08 0 1 1 1 P98160 0 1706.969 High 0 1.69E-10 75
High IQVLVEPDH 0.008431 0 1 1 2 P17931 0 1324.726 High 7.62E-05 0.002226 32
High IPDWFLNR 0.001211 0 0 0 4 0 1060.557 High 0 8.18E-05 35
High TEELNREVA 0.0001 0 1 1 2 P08727 1 2228.072 High 0 3.27E-06 29



High LPEEWSQW 0.008992 0 1 1 2 P04792 0 4093.061 High 0 0.001098 34
High LPEHCIEYV 1xCarbami  0.007363 0 0 0 1 0 1315.646 High 0 0.000845 37
High IPELLASGM 5.96E-08 0 1 1 3 P30740 0 1618.818 High 0 2.23E-10 79
High LPEPCPSTV 1xCarbami  1.25E-05 0 1 1 4 Q9UBC9 0 1806.905 High 0 2.22E-07 58
High IPETYPFNP 0.004253 0 1 1 1 P61086 0 1302.673 High 0 0.000415 27
High LPEVEVPQH 0.002047 0 1 1 1 Q02818 0 1160.631 High 0 0.000161 42
High LPEWAADE 0.000542 0 1 1 4 P30838 0 1383.679 High 0 2.9E-05 36
High LPFPIIDDR 0.000947 0 1 1 3 P30041 0 1085.599 High 0 5.93E-05 38
High LPFTALGSG 0.003885 0 0 0 3 0 2044.071 High 0 0.000833 22
High TEELNKEVA 6.86E-06 0 1 1 1 P08779 1 2120.047 High 0 1.03E-07 57
High IPGEKDSVIC1xCarbami  0.006028 0 1 1 2 P08174 1 1358.735 High 0 0.000654 27
High IPGVPWCF 2xCarbami   4.33E-05 0 0 0 2 0 2179.035 High 0 1.1E-06 38
High IPIEDGSGEV 1.42E-06 0 1 1 3 P01024 0 1470.78 High 0 1.34E-08 65
High IPIFSAAGLP1xCarbami  2.57E-05 0 1 2 4 P21281 0 2178.149 High 0 5.65E-07 49
High LPIGDVATQ1xCarbami  0.000721 0 1 1 1 Q99832 1 2403.122 High 0 4.19E-05 18
High TEDSGLQTQ2xCarbami   0.004934 0 1 1 2 Q9Y490 0 3052.493 High 0 0.000503 31
High LPLQDVYK 0.001869 0 1 3 6 P68104 0 975.551 High 0 0.00027 47
High LPMPNLKD 2xCarbami   0.000377 0 1 1 7 Q13228 1 3118.382 High 0 1.82E-05 38
High IPPPPPAPY 0.000726 0 1 1 26 P02814 0 2130.142 High 0 0.000159 39
High LPPTTTCQQ1xCarbami  7.27E-05 0 1 1 4 P00751 1 2438.26 High 0 9.85E-05 26
High IPPVNTNLE 0.000553 0 1 1 2 Q06828 0 1955.035 High 0 2.97E-05 44
High IPPYHYIHV 0.000443 0 1 1 1 Q14764 0 2152.093 High 0 2.24E-05 15
High TDYMVGSY 0.000387 0 1 1 1 P52565 0 1245.557 High 0 1.88E-05 46
High LPQNSGYIW 1.58E-05 0 1 1 1 Q9Y6U3 0 1361.721 High 0 3.02E-07 68
High TDVNKIEEF 0.003737 0 1 1 1 Q96NY7 1 1593.801 High 0 0.000351 27
High LPDGTSLTQ 0.000522 0 1 1 3 Q04323 0 1335.69 High 0 2.75E-05 48
High IPTEAPQLE 0.001632 0 1 1 1 Q5VW32 0 1238.699 High 0 0.00012 47
High LPDGSEIPL 4.89E-05 0 1 1 1 Q96KP4 0 1686.979 High 0 1.3E-06 31
High LPAVEPTDQ1xCarbami  1.05E-06 0 1 1 3 P98160 0 1760.864 High 0 9.08E-09 79
High LNILDTLSK 0.004808 0 1 1 2 Q13200 0 1016.599 High 0 0.000488 25
High LNIISNLDCV1xCarbami  8.5E-07 0 1 2 3 P30153 0 1942.043 High 0 6.94E-09 77
High INISEGNCP 1xCarbami  0.005264 0 1 1 1 Q15365 0 1288.595 High 0 0.000548 24
High LNISEVDEQ 0.004686 0 1 1 2 Q01432 0 1301.67 High 0 0.000563 48
High TEPTAQQN 0.000138 0 1 2 1 B5ME19 0 1754.928 High 0 4.94E-06 37
High TENLLGSYF 0.000243 0 1 1 4 Q06323 0 1268.652 High 0 1.02E-05 63
High LNMGITDL 2.08E-05 0 1 2 2 P0C0L5 0 1330.715 High 0 4.29E-07 55
High TELRPGETL 9.54E-05 0 1 1 2 P01024 0 1872.034 High 0 3.07E-06 36
High TELPQFVSY 0.000613 0 1 1 1 Q14166 0 1642.822 High 0 3.41E-05 30
High TELLNVCM 1xCarbami  0.000154 0 1 1 2 P15328 0 1292.634 High 0 5.7E-06 42
High TEKLQQNQ 0.004012 0 1 1 1 Q6ZVX7 1 1589.828 High 0 0.000386 28
High LNPNFLVD 5.16E-07 0 1 1 5 Q13228 1 2547.372 High 0 3.64E-09 60
High LNPQWDG 0.000146 0 1 1 3 P22079 1 1846.908 High 0 5.33E-06 56
High INPSSMFDV 0.00445 0 1 1 2 P06737 0 1364.688 High 0 0.000439 27
High TEGDGVYT 1.26E-06 0 1 1 2 P00738 1 2109.025 High 0 1.15E-08 49
High TEFLSFMNT1xOxidatio  1.68E-05 0 1 1 2 P31949 0 1865.899 High 0 3.25E-07 61
High LNSNTQVV 9.36E-05 0 1 1 1 P60842 1 2587.401 High 0 3E-06 40
High LNSPLSLPF 1.86E-05 0 1 1 9 Q99935 0 1396.795 High 0 1.03E-06 66
High INSWVESQ 0.000172 0 1 2 1 P29508 0 1434.686 High 0 6.6E-06 35
High INVNEIFYD 0.003458 0 0 0 1 0 1494.795 High 0 0.000317 29
High LNVWDIGG 7.08E-05 0 1 1 2 P36405 0 1157.606 High 0 2.08E-06 52
High INVYYNEAT 0.000306 0 1 1 5 P68371 0 1328.648 High 0 1.38E-05 51
High LNWGHIPS 0.003283 0 1 1 1 P98160 0 1313.686 High 0 0.000297 28
High LPACVVDC 2xCarbami   3.38E-05 0 1 1 2 P61158 0 1540.713 High 0 6.01E-06 62
High IPAFGSIPIE 0.001653 0 1 1 1 P47989 0 1346.747 High 0 0.000123 47
High TEFLSFMNT 2E-05 0 1 1 4 P31949 0 1849.904 High 0 4.09E-07 40
High TEELNREVA 1.91E-08 0 1 2 2 P02533 1 2104.052 High 0 5.15E-11 75
High LPAYLTIQM 0.001559 0 1 1 2 P54578 0 1304.74 High 0 0.000113 44
High LQVVDQPL 0.001361 0 1 1 2 P49327 0 1263.742 High 0 9.49E-05 47
High IPVDEEAFV 1.36E-05 0 1 1 3 P19021 0 1774.937 High 0 2.46E-07 46
High LPYSVVR 0.005298 0 1 1 3 P01024 0 833.488 High 0 0.000553 40
High TAVSCLSQN1xCarbami  0.001397 0 0 0 1 0 1408.653 High 0 9.81E-05 52
High IQNLDQSCQ2xCarbami   0.003835 0 1 1 3 P98160 0 2561.166 High 0.009469 0.1212 25
High TAVNVPRQ1xCarbami  1.09E-07 0 1 1 1 Q96HC4 1 2944.443 High 0 4.88E-10 61
High LQNQLQGA 0.001569 0 1 1 2 O75351 0 1920.103 High 0 0.000115 22
High LQPLDFKEN 0.000929 0 1 1 2 P01008 1 1674.845 High 0 5.81E-05 49
High IQPSGGTN 0.006266 0 1 1 1 P19823 0 1582.855 High 0 0.000687 31
High IQQEIAVQN 2.03E-08 0 1 1 3 Q96FW1 0 1723.934 High 0 2.87E-10 99
High LQQELDDL 0.000182 0 1 1 1 P35579 0 1949.993 High 0 7.12E-06 23
High LQQGYNAM 1.22E-07 0 1 1 2 P50897 0 2001.96 High 0 5.66E-10 79
High LQQHIQELE 4.12E-11 0 1 1 7 Q7Z406 0 2201.095 High 0 1.86E-14 84
High IQQLEALQR 0.000185 0 1 1 4 P30838 0 1098.627 High 0 7.23E-06 59
High LQQLFNHT 7.96E-06 0 1 1 2 Q7Z406 0 2453.192 High 0 1.24E-07 46
High LQRELEDVT 0.008163 0 1 1 1 Q7Z406 1 2006.945 High 0 0.000968 14
High IQSFLGGAP 0.001775 0 1 1 1 Q13421 0 1475.774 High 0 0.000134 39
High LQSGTHCLW1xCarbami  5.51E-08 0 1 1 2 P01033 0 2201.066 High 0 2.02E-10 76
High LQSHLLTEP 0.000351 0 1 1 3 O95361 1 1973.035 High 0 1.65E-05 30
High TAVCDIPPR1xCarbami  0.000162 0 3 7 3 P04350; P0  0 1028.519 High 0 6.1E-06 56
High TATSEYQTF 0.002885 0 1 1 1 P00734 0 1561.728 High 0 0.000251 40
High LQSSSASYG1xCarbami  2.85E-09 0 1 1 4 P13646 0 2146.957 High 0 4.41E-12 103
High TATESFASD 0.000215 0 1 1 4 P14618 1 3017.594 High 0 8.76E-06 47
High TATESFASD 9.66E-05 0 1 1 4 P14618 0 2465.292 High 0 3.13E-06 49
High IQTYLQSTK 7.36E-05 0 1 1 5 P30085 0 2370.226 High 0 3.01E-06 44
High IQTYLQSTK 1xOxidatio  0.000201 0 1 1 1 P30085 0 2386.221 High 0 8.03E-06 27
High IQVHYYEDG 8.67E-08 0 2 2 1 P47755; P5 0 2029.014 High 0 3.62E-10 63
High IQVHYYEDG 0.006598 0 1 1 1 P52907 1 3715.82 High 0 0.000734 7
High IQVLGSLVS 0.008059 0 1 1 1 P49419 0 1473.835 High 0 0.000948 30
High TASNVEEA 3.54E-05 0 1 1 1 P61019 0 1494.743 High 0 8.5E-07 75
High LQMEAPHI 1xOxidatio  0.001157 0 1 1 1 P60842 0 1634.868 High 0 7.69E-05 29
High TDQVIQSLI 2.48E-06 0 1 1 1 P68036 0 2483.325 High 0 2.75E-08 43
High TAVVVGTIT 0.000179 0 0 0 1 0 1345.732 High 0 6.92E-06 29
High TAYFSLDTR 0.001653 0 1 1 2 P12830 0 1073.526 High 0 0.000122 39
High LQAEIDNIK 1.91E-05 0 1 1 1 P08729 1 1441.776 High 0 3.85E-07 55
High LQAFSAAIE 1xCarbami  2.1E-07 0 1 1 3 Q02790 0 1438.699 High 0 8.52E-08 68
High IQALGLGED 0.001621 0 1 1 1 Q02809 0 1571.806 High 0 0.000119 34
High IQALQQQA 7.14E-07 0 1 1 2 P67936 1 2268.133 High 0 5.5E-09 67



High TDKTMTEL 0.000429 0 1 1 2 P45974 1 1824.847 High 0 2.14E-05 42
High TDKTLVLLM 6.72E-05 0 1 1 4 P07737 1 1218.713 High 0 1.95E-06 60
High TDGSVNFF 0.001549 0 0 0 1 0 1042.495 High 0 0.000112 32
High IQCCETVNV3xCarbami    0.001318 0 1 1 1 P98088 0 1438.624 High 0 9.08E-05 46
High LQCTYIEVE 1xCarbami  1.15E-05 0 1 1 1 Q96FV2 0 1596.794 High 0 2E-07 78
High TDDHVVSG 0.005989 0 0 1 2 0 4107.161 High 0.001258 0.01347 18
High LQDFKLDFG 0.000184 0 1 1 2 O75223 1 1596.802 High 0 7.16E-06 46
High LQDQQVPY 4.44E-05 0 1 1 3 Q15782 0 1288.69 High 0 1.14E-06 44
High TDDCHPWV1xCarbami  0.004716 0 1 1 2 P17174 0 1565.778 High 0 0.000564 23
High TDAVLPLTV 5.33E-07 0 1 1 3 Q13421 0 1483.837 High 0 3.79E-09 75
High LQETSNWL 7.66E-07 0 1 1 2 P0C0L5 0 3097.534 High 0 6.05E-09 60
High IQEVADELQ 0.002551 0 1 1 1 P18085 0 1172.616 High 0 0.000213 25
High TCVADESA 2xCarbami   1.14E-05 0 1 1 6 P02768 1 2497.097 High 0 1.98E-07 61
High LQFHDVAG1xCarbami  2.59E-05 0 1 1 2 P11413 0 1942.923 High 0 5.69E-07 33
High TCLLNETGD1xCarbami  0.000642 0 1 1 2 P15104 1 1928.869 High 0 3.61E-05 31
High IQGGYENV 3.65E-05 0 1 1 2 Q02809 0 2531.235 High 0 8.91E-07 46
High LQGPQTSA 0.000159 0 1 1 2 Q8N335 0 1348.686 High 0 5.96E-06 65
High IQGQELSAY 5.99E-08 0 1 1 11 Q96S96 0 2378.164 High 0 2.24E-10 66
High TCLLIVFSK 1xCarbami  0.000663 0 2 2 2 P08134; P6 0 1080.612 High 0 3.76E-05 44
High IQKLESDVS 1xCarbami  1.31E-05 0 1 1 1 P02675 1 1956.915 High 0 2.37E-07 28
High LQLEAVNIT 4.19E-05 0 1 1 1 P18510 0 1714.897 High 0 1.06E-06 37
High LQLEAVNIT 1.76E-05 0 1 1 1 P18510 1 1842.992 High 0 3.46E-07 48
High LQLEYCSLS 2xCarbami   0.009108 0 1 1 1 P13489 0 2367.168 High 0 0.001111 11
High IQLVEEELD 0.001943 0 1 1 1 P67936 0 1243.653 High 0 0.000151 23
High TINEVENQ 0.000114 0 1 2 1 O43707 0 1429.765 High 0 3.86E-06 53
High TINSDISIPE 1.85E-05 0 1 1 12 O75556 0 1379.705 High 0 8.81E-06 61
High TIPIDGNFFT 4.59E-05 0 1 1 7 P00352 0 1544.774 High 0 0.000364 66
High LAMQEFM 2xOxidatio   3.09E-07 0 1 1 3 P06733 0 1939.977 High 0 5.96E-08 70
High IANDNSLN 0.000147 0 1 1 2 P17174 0 2399.235 High 0 5.36E-06 34
High LANQAADY 0.0001 0 1 1 3 Q8WUM4 0 1530.722 High 0 3.29E-06 49
High LANVMMG 0.005129 0 1 1 2 P18206 1 1819.956 High 0 0.000531 31
High TTPPMLDS 1xOxidatio  0.000598 0 1 1 2 P01859 0 1921.889 High 0 3.3E-05 37
High LAPGTIVEV 0.001653 0 1 1 1 P07686 1 2360.213 High 0 0.000122 17
High TTPPMLDS 3.09E-07 0 1 1 6 P01859 0 1905.894 High 0 1.86E-09 68
High LAPITSDPT 8.07E-07 0 1 1 4 P14618 0 2175.118 High 0 6.44E-09 81
High LAPPLVTLL 0.001529 0 1 1 1 Q10567 0 2293.317 High 0 0.00011 31
High LAPVPFFSL 0.002903 0 1 1 2 P07741 0 1523.814 High 0 0.000253 49
High LAQAAQSS 1.55E-06 0 1 1 1 Q9Y490 0 1416.781 High 0 1.51E-08 68
High LAQAEEQL 1.17E-05 0 1 1 3 Q7Z406 0 1544.755 High 0 2.05E-07 62
High LAQANGW 2.73E-06 0 1 1 3 P06733 0 1525.769 High 0 1.34E-06 71
High LAQDFLDSQ 0.001071 0 1 1 2 Q9NY33 0 1955.946 High 0 6.99E-05 27
High IAQDLEMY 4.84E-07 0 1 1 3 P15311 0 1946.957 High 0 3.34E-09 82
High LAQEGSEV 1xCarbami  2.4E-05 0 1 1 2 Q6XQN6 0 3187.63 High 0 1.32E-06 41
High LAQKVPTA 0.000138 0 1 1 1 P02774 1 2806.545 High 0 4.93E-06 35
High IAQLEEQLD 0.0002 0 1 1 2 P35579 1 1815.908 High 0 7.98E-06 44
High TTNIQGINL 1.15E-06 0 1 2 4 P0C0L5 0 1563.849 High 0 1.02E-08 67
High LAQQYYLVY 0.000515 0 1 1 2 P25787 0 2521.345 High 0 2.71E-05 25
High LASDLLEW 7E-07 0 1 2 3 O43707 0 1215.673 High 0 5.37E-09 62
High IASFSQNCD1xCarbami  6.47E-05 0 1 1 3 P01042 1 2512.218 High 0 3.7E-05 36
High IASLEVENQ 1.22E-07 0 1 1 1 P29692 0 1358.727 High 0 5.64E-10 82
High TTMRPQSF 1xCarbami  1.74E-07 0 1 1 2 Q13126 0 2000.87 High 0 8.86E-10 42
High LASTLVHLG 8.39E-06 0 1 1 3 Q00610 0 1971.029 High 0 1.33E-07 42
High LASVLGSEP 0.000112 0 1 1 1 Q9NY33 0 1818.933 High 0 3.8E-06 59
High TTLSGAPCQ1xCarbami  0.000685 0 1 1 1 P00748 0 1995.923 High 0 3.9E-05 45
High LAMQEFM 1xOxidatio  4.96E-06 0 1 1 11 P06733 0 1923.982 High 0 2.12E-05 65
High LASYLDKVQ 1.26E-08 0 1 1 2 P35527 1 2377.188 High 0 3E-11 59
High LAMQEFM 0.000848 0 1 1 4 P06733 0 1907.987 High 0 5.15E-05 37
High TTPPVLDSD 5.87E-05 0 1 1 3 P01861 0 1901.928 High 0 2.1E-06 58
High IAEYMNHL 0.000887 0 1 3 3 P04745 0 1918.984 High 0 0.000185 19
High TTQFSCTLG1xCarbami  6.59E-05 0 1 1 5 Q01469 0 1271.594 High 0 1.9E-06 49
High IAFTGSTEV 0.000178 0 1 2 4 P47895 0 1109.584 High 0 5.05E-05 54
High LAGAPSED 0.001292 0 1 1 3 O00391 0 1356.679 High 0 8.88E-05 45
High LAGDKANY 7.96E-05 0 1 1 1 P31939 1 1492.77 High 0 2.43E-06 38
High LAGGDWFT 0.000111 0 1 1 1 P30153 0 1109.537 High 0 3.71E-06 44
High LAGKPTHV 1xCarbami  5.4E-06 0 1 1 7 P01876 0 2347.142 High 0 1.26E-07 64
High LAGKPTHV 1xCarbami    0.000184 0 1 1 5 P01876 0 2363.137 High 0 2.3E-05 34
High LAGPQLVQ 0.001845 0 1 1 3 P17980 0 1644.878 High 0 0.000141 42
High LAGTQPLEV 2.51E-07 0 1 1 2 P22314 0 1623.906 High 0 4.53E-08 69
High IAHVELADA 6.94E-05 0 1 1 13 P98160 0 1442.739 High 0 2.03E-06 64
High IAKEEIFGPV 2.22E-07 0 1 1 3 P47895 1 1681.989 High 0 1.22E-09 65
High IAKEEIFGPV 2.32E-05 0 1 1 8 P00352 1 1730.951 High 0 4.96E-07 53
High IAKEEIFGPV1xOxidatio  0.006556 0 1 1 1 P00352 1 1746.946 High 0 0.000728 27
High LAKENAPA 0.002101 0 1 1 1 P43686 1 2256.249 High 0 0.000167 41
High LALASLGYE 0.000336 0 1 1 1 Q8WUM4 0 1064.599 High 0 1.55E-05 37
High IAICGAISTY 1xCarbami  8.17E-05 0 1 1 1 Q14914 0 1338.683 High 0 2.52E-06 44
High TTQETIDKT 5.33E-06 0 0 0 2 1 2313.12 High 0 7.38E-08 44
High LALDNGGL 0.0008 0 1 1 1 Q14624 0 999.5582 High 0 4.78E-05 45
High LALEAEVSE 8.17E-05 0 1 1 2 Q7Z406 0 1229.674 High 0 2.51E-06 69
High LALEAEVSE 6.19E-07 0 1 1 2 Q7Z406 1 2286.23 High 0 4.59E-09 62
High LAIEAGFR 0.002486 0 1 3 2 P42330 0 876.4938 High 0 0.000207 40
High TTPVASQQ 1xCarbami  0.0016 0 0 0 3 0 2499.214 High 0 0.000117 38
High TTPSYVAFT 3.27E-05 0 2 6 5 P11142; P0 0 1487.701 High 0 7.69E-07 61
High IAILTCPFEP 1xCarbami  0.00015 0 1 1 3 P48643 0 1610.897 High 0 1.01E-05 39
High LALLVDTVG 2.51E-05 0 1 1 2 Q9Y646 0 1153.694 High 0 5.45E-07 48
High IALVITDGR 0.000241 0 1 1 1 P12109 0 957.5728 High 0 1.02E-05 45
High TTPPVLDSD 1.17E-05 0 1 2 3 P0DOX5 0 1873.922 High 0 2.05E-07 69
High TTQFSCTLG1xCarbami  3.94E-10 0 1 1 5 Q01469 1 2278.029 High 0 8.28E-11 131
High TTLPTFQSP 0.002518 0 1 1 2 Q9Y5X3 0 1710.87 High 0 0.00025 41
High LATQSNEIT 0.002567 0 1 1 2 P04792 0 1905.992 High 0 0.000215 44
High ICSGAANVV2xCarbami   3.43E-08 0 1 1 1 Q96BQ1 0 1983.872 High 0 1.09E-10 57
High LCSGPGIVG1xCarbami  7.66E-07 0 1 1 2 Q9Y5P6 0 1810.948 High 0 6.02E-09 58
High TSQNSELN 1xOxidatio  0.007854 0 1 1 1 P35908 1 2272.04 High 0 0.000917 18
High TSMNVNEI 0.00087 0 0 1 1 0 1568.781 High 0 5.34E-05 45
High LCTVATLRE3xCarbami    3.63E-06 0 1 1 5 P02768 1 2349.034 High 0 4.29E-07 47
High LCTVATLRE3xCarbami      3.34E-06 0 1 1 3 P02768 1 2365.029 High 0 4.05E-08 48



High TSMCSIQSA1xCarbami  0.005163 0 1 1 1 P20810 0 1817.877 High 0 0.000534 29
High LCYVALDFE1xCarbami  1.54E-10 0 1 3 9 P60709 0 2550.174 High 0 1.02E-13 109
High LCYVALDFE1xCarbami    7.11E-11 0 1 3 4 P60709 0 2566.169 High 0 3.73E-14 119
High LCYVGYNIE 1xCarbami  2.37E-07 0 1 1 1 P61160 0 1643.773 High 0 1.33E-09 55
High TSIYPFLDFM 0.001994 0 1 1 4 P43251 0 1997.02 High 0 0.000155 30
High IDDAAPPEK2xCarbami   1.93E-07 0 1 1 2 P40394 1 2696.306 High 0 6.99E-09 53
High TSFFQALGI 1.86E-05 0 1 2 3 P05388 0 1313.71 High 0 3.73E-07 64
High LDFNLIR 0.005874 0 1 1 4 P31939 0 890.5094 High 0 0.000632 40
High TSEVDLAKP 9.79E-05 0 1 1 3 Q8WUM4 0 1299.752 High 0 3.18E-06 51
High TSESLCQNN1xCarbami  0.000959 0 1 1 1 O14980 0 1636.803 High 0 6.03E-05 38
High LDKACEPGV1xCarbami  6.6E-06 0 1 1 2 P01024 1 1656.794 High 0 2.07E-06 58
High LDKAQIHD 1.52E-06 0 1 1 2 P0DMV8 1 1822.018 High 0 1.47E-08 46
High IDKLMIEMD 2.75E-05 0 1 1 2 P06733 1 1636.792 High 0 6.17E-07 46
High IDKLMIEMD1xOxidatio  0.000464 0 1 1 2 P06733 1 1652.787 High 0 2.37E-05 47
High LDKSQIHDI 0.000303 0 1 1 1 P11142 1 1838.013 High 0 1.36E-05 35
High IDKTDYMV 2.41E-06 0 1 1 6 P52565 1 1601.763 High 0 2.66E-08 72
High TSDSTFLVF 0.004777 0 1 1 3 P29466 0 1697.832 High 0 0.000484 33
High LDLAGRDLT 0.00158 0 3 7 4 P60709; Q5  1 1623.841 High 0 0.000163 41
High LDLAGRDLT1xOxidatio  0.003689 0 3 7 2 P60709; Q5  1 1639.836 High 0.000215 0.003843 35
High LDIDSPPITA 0.000685 0 1 1 1 P14618 0 1197.647 High 0 3.91E-05 29
High IDIIPNPQER 0.007411 0 1 2 1 P08238 0 1194.648 High 0 0.000851 53
High LCQDLGPG 1xCarbami  0.008819 0 0 0 2 0 1233.604 High 0 0.001069 30
High TTGIVMDS 1xOxidatio  1.48E-06 0 1 2 2 P60709 0 3199.609 High 0 1.42E-08 61
High ICPVEFNPN1xCarbami  0.003413 0 0 0 2 0 1562.778 High 0 0.000777 31
High LCNSPSPQM2xCarbami   0.006556 0 1 1 3 P07996 0 2131.932 High 0.002978 0.03682 15
High IATSLDGFD 8.44E-06 0 1 1 2 O60664 0 1834.929 High 0 3.96E-07 65
High TTGIVMDS 1.24E-06 0 1 2 27 P60709 0 3183.614 High 0 5.91E-08 63
High LAVEAVLR 0.000617 0 1 1 2 P78371 0 870.5407 High 0 3.43E-05 53
High IAVIGQSLF 1xCarbami  0.005436 0 1 1 1 O75891 0 2090.085 High 0 0.000569 15
High LAVTTHGLP1xCarbami  0.001064 0 1 1 1 P00734 0 1995.048 High 0 6.92E-05 25
High IAYGTQGSS 1.16E-05 0 0 0 1 0 1459.718 High 0 2.02E-07 75
High LCAAAASIL 1xCarbami  0.000151 0 1 1 3 P30046 0 1513.816 High 0 5.56E-06 51
High LCAGTGEN 2xCarbami   1.01E-07 0 1 1 13 P02788 1 2906.276 High 0 7.11E-09 68
High TTCWDGKL2xCarbami   0.00013 0 1 2 4 P08603 1 1829.82 High 0 4.57E-06 56
High ICANHYITP 1xCarbami  2.03E-06 0 0 0 1 0 2418.136 High 0 2.12E-08 35
High TTCSCSLAV2xCarbami   0.000185 0 1 1 2 O43681 0 1454.698 High 0 7.23E-06 53
High ICDDELILIK 1xCarbami  0.005799 0 1 1 3 P17987 0 1231.66 High 7.62E-05 0.002542 41
High TTASMVSV 1xCarbami  0.00041 0 1 1 1 Q96FV2 0 3153.534 High 0 2.02E-05 34
High ICDQWDAL1xCarbami  4.77E-07 0 1 1 1 O43707 0 1758.823 High 0 3.28E-09 55
High TTAENEFVM 0.000146 0 1 1 1 P13647 1 1410.73 High 0 5.32E-06 56
High ICEPGYSPT 1xCarbami  0.001397 0 1 1 3 P07858 1 1685.784 High 0 9.81E-05 25
High TSVQTVVV 1xCarbami  6.55E-05 0 1 1 2 P98160 0 3282.683 High 0 1.89E-06 39
High ICHCFSKDE 2xCarbami   8.12E-06 0 1 1 2 Q13217 1 1988.968 High 0 1.27E-07 45
High ICKNPESNY2xCarbami   0.000372 0 1 2 2 P00326 1 1525.714 High 0 1.78E-05 29
High ICKPVLLEG 2xCarbami   0.00074 0 1 1 3 Q9UBT3 0 1658.872 High 0 4.32E-05 35
High TSRPENAIIY 8.56E-07 0 1 1 4 P29401 0 2508.211 High 0 1.32E-08 62
High LCLQQGQL 2xCarbami   3.59E-07 0 1 1 3 Q6XQN6 0 2199.09 High 0 3.65E-08 73
High LCMGSGLN2xCarbami   4.68E-06 0 1 1 3 P02787 0 1706.766 High 0 6.28E-08 72
High LCMGSGLN2xCarbami     2.7E-06 0 1 1 1 P02787 0 1722.761 High 0 3.08E-08 68
High LCMGSGLN2xCarbami   7.37E-06 0 1 1 2 P02787 1 2971.317 High 0 1.12E-07 45
High LCMGSGLN2xCarbami     1.15E-08 0 1 1 4 P02787 1 2987.312 High 0 2.68E-11 65
High LCNECADG 2xCarbami   9.18E-06 0 1 1 4 P98160 0 1766.758 High 0 1.49E-07 58
High LCNYLSHH 1xCarbami  0.000238 0 0 0 1 0 2244.098 High 0 9.99E-06 25
High IDINMSGFN 1.13E-05 0 1 1 3 P13797 1 1867.885 High 0 2.58E-07 55
High TTYEKYLGP 2.63E-05 0 1 1 3 P02788 1 2159.138 High 0 5.82E-07 50
High LAEQLRAEA1xCarbami  0.000429 0 1 1 1 Q7Z406 1 2189.05 High 0 2.15E-05 31
High KPVAGALD 0.004625 0 0 0 2 0 1345.747 High 0.000658 0.008917 15
High KPVDEYKD 1xCarbami  1.99E-05 0 1 1 6 P02787 1 2549.293 High 0 4.06E-07 32
High KPVEEYANC1xCarbami  5.91E-06 0 1 1 5 P02787 0 1586.774 High 0 8.44E-08 45
High KPVHGVMT 1.38E-05 0 1 1 2 P98088 0 1840.974 High 0 2.54E-07 46
High KPYPDDEN 0.000287 0 1 2 7 P55786 0 1545.78 High 0 5.74E-05 23
High KQDIENILH 0.003158 0 1 1 1 P21399 1 2003.046 High 0 0.000282 10
High KQELEEICH 1xCarbami  3.01E-05 0 1 1 4 P35579 1 1769.849 High 0 6.93E-07 44
High KQELELVVS 8.61E-07 0 1 1 4 Q7Z406 1 1642.901 High 0 7.03E-09 96
High KQEVQAW 0.000146 0 1 1 3 P45974 1 1444.718 High 0 5.32E-06 60
High KQGGLGPM 6.64E-06 0 1 1 6 Q06830 1 1750.952 High 0 9.81E-08 56
High TVTINCPFK 1xCarbami  3.25E-05 0 1 1 15 P01833 1 1750.879 High 0 7.65E-07 66
High TVTINCPFK 1xCarbami  0.000821 0 1 1 6 P01833 0 1079.555 High 0 4.95E-05 52
High KQLCSFEIY 1xCarbami  6.92E-10 0 1 1 4 P01036 1 2098.99 High 0 7.06E-13 96
High KQLCSFEIY 1xCarbami  0.00151 0 1 1 3 P01037 1 2098.006 High 0.001753 0.01803 21
High KQLCSFQIY 1xCarbami  1.54E-06 0 1 1 3 P09228 1 2098.006 High 0 1.5E-08 70
High KQSLGELIG 5.39E-05 0 1 1 2 P60174 1 1542.885 High 0 1.47E-06 62
High KQTALVELV 0.000605 0 1 1 15 P02768 1 1128.699 High 0 3.35E-05 60
High KQTIDNSQ 6.77E-05 0 1 1 1 P27348 1 2143.03 High 0 1.98E-06 23
High KSADTLWG 0.00079 0 1 1 1 P00338 1 1246.679 High 0 4.71E-05 32
High KSASDLTW 8.94E-05 0 1 1 9 P02787 1 1377.701 High 0 2.19E-05 68
High KSDIYVCM 1xCarbami  0.000111 0 1 1 3 P50395 1 2239.1 High 0 3.73E-06 27
High KSDIYVCM 1xCarbami  0.002114 0 1 1 1 P31150 1 2255.095 High 0 0.000169 16
High TVSYNGILG1xCarbami  2.95E-06 0 1 1 3 P21980 0 1595.773 High 0 3.44E-08 71
High TVSKVDDF 0.000712 0 1 1 2 P52209 1 1536.79 High 0 4.11E-05 35
High KTFVGTPCW1xCarbami  0.000712 0 2 2 2 O95747; Q 1 2266.082 High 0 0.000194 26
High KTLLSNLEE 0.001135 0 1 1 2 P10909 1 1245.705 High 0 7.5E-05 25
High TVQIAAVV 2.25E-06 0 1 1 33 P12273 0 1283.768 High 0 2.43E-08 75
High KPRPPPALG 0.001128 0 0 0 1 0 2100.145 High 0 7.45E-05 30
High TVQAVLTV 0.001085 0 1 1 2 P36955 0 1055.646 High 0 7.11E-05 45
High SAMMYIQE 4.96E-05 0 1 1 3 O60610 0 1241.602 High 0 1.32E-06 48
High KPLLESGTL 0.003737 0 1 1 1 P22314 0 1243.726 High 0 0.000353 26
High KLLETECPQ1xCarbami  1.78E-05 0 1 1 4 P05109 1 1549.804 High 0 3.51E-07 67
High KLLMMAG 1xCarbami  0.000327 0 1 1 1 P15880 1 1844.87 High 0 1.51E-05 28
High KLNCQVIGA2xCarbami   0.000271 0 1 1 2 Q06830 1 2881.424 High 0 4.81E-05 27
High TYAEPLTAA 0.002128 0 1 1 3 Q14204 0 2338.073 High 0 0.000765 22
High TWNAVLLR 0.005913 0 1 1 1 Q14376 0 972.5625 High 0 0.000636 34
High KIQALQQQ 0.002198 0 1 1 2 P67936 1 1742.867 High 0 0.000176 34
High KISEGFELLN 1.84E-05 0 1 1 1 P40394 1 1777.944 High 0 3.67E-07 56
High KLSENTDFL 6.64E-06 0 1 1 1 Q14515 1 2943.422 High 0 9.82E-08 53



High TWEQQQE 6.22E-05 0 1 1 1 Q9UJU6 0 1389.676 High 0 1.77E-06 60
High KISGGSVVE 0.000353 0 1 1 1 O75874 1 1823.863 High 0 1.67E-05 36
High KLSSSDAPA 1.79E-05 0 1 1 3 Q7Z4S6 1 2422.133 High 0 3.53E-07 46
High KLTDIINND 3.13E-05 0 1 1 1 Q8N335 1 1652.86 High 0 7.26E-07 28
High KITIADCGQ 1xCarbami  0.001674 0 1 1 2 P62937 1 1247.63 High 0 0.000124 64
High TVYGGGCS 1xCarbami    0.005615 0 1 1 1 P78371 0 2382.1 High 0 0.000593 16
High KLVPFATEL 6.42E-05 0 1 1 2 P06727 1 1439.801 High 0 1.85E-06 50
High KLVTDQNIS 1.11E-05 0 1 1 2 P24666 1 1602.823 High 0 1.9E-07 61
High TVVSGLVQ 0.00322 0 1 1 3 P54577 1 2044.107 High 0 0.000291 23
High KLYDYCDVP3xCarbami    1.91E-06 0 1 1 5 P00747 1 3072.39 High 0 1.96E-08 40
High KMGAMAK 2xCarbami   0.000184 0 1 1 3 Q01469 1 1895.885 High 0 7.18E-06 54
High KMGAMAK 2xCarbami     0.000464 0 1 1 3 Q01469 1 1911.88 High 0 2.37E-05 34
High KNHEEEML 0.002866 0 1 1 1 P08779 1 1369.689 High 0 0.00025 29
High TVVQPSVG 1xCarbami  6.44E-08 0 1 1 11 P02765 0 2016.07 High 0 5.42E-08 81
High KNPDSQYG 6.9E-06 0 1 1 3 P30085 1 1520.759 High 0 1.03E-07 70
High KNPQAVLD 0.006028 0 0 0 2 1 1224.731 High 0.000542 0.006885 26
High KNVSINTVT 2.16E-06 0 1 1 4 Q9UGI8 1 2599.363 High 0 2.3E-08 45
High KPFSIEEVEV 3.17E-07 0 1 2 1 P00326 0 1569.852 High 0 1.93E-09 61
High TVTNAVVT 9.54E-05 0 1 1 4 P11142 0 1981.998 High 0 0.000187 46
High KPLLPYTPG 0.000186 0 1 1 1 Q08257 0 2716.419 High 0 7.3E-06 29
High IAEQVASFQ 0.006067 0 1 1 2 P35221 0 1378.685 High 7.62E-05 0.001507 34
High KTQTVCNF 1xCarbami  2.6E-08 0 1 1 2 Q01469 1 2562.204 High 0 7.65E-11 64
High KTSLEDFYL 1.12E-05 0 1 1 2 P36955 1 1644.775 High 0 1.94E-07 55
High LAATNALLN 2.88E-07 0 1 1 1 Q14974 0 1605.885 High 0 1.71E-09 69
High LAAVALINA 0.000905 0 1 1 1 P46940 0 1295.805 High 0 5.6E-05 45
High LACCVVGV 3xCarbami    1.25E-06 0 0 0 1 0 1832.86 High 0 1.14E-08 60
High TVEIPDPVE 0.000186 0 1 1 1 P21980 1 1866.981 High 0 7.28E-06 52
High LADFALLCL 1xCarbami  7.33E-09 0 1 1 93 P02788 0 1335.698 High 0 1.22E-09 100
High LADFALLCL 1xCarbami  1.66E-05 0 1 1 15 P02788 1 1491.799 High 0 1.93E-06 49
High LADGGATN 0.003785 0 1 1 3 Q08380 1 1866.946 High 0 0.000357 34
High LADIQIEQL 0.000103 0 1 1 1 O60925 0 1312.722 High 0 3.38E-06 43
High TVAISDAAQ1xCarbami  0.00081 0 0 0 1 0 3192.527 High 0 4.87E-05 30
High LAEEAFFR 0.00151 0 1 1 1 P09958 0 982.4993 High 0 0.000109 38
High LAEFSSQAA 0.000127 0 1 1 4 Q7Z406 1 1794.876 High 0 4.44E-06 57
High TVAGGAW 0.000745 0 0 0 1 0 1826.928 High 0 4.36E-05 22
High IAEGAQQG 0.007556 0 1 1 1 Q9UJ70 0 1341.676 High 0 0.000873 19
High TVAEGHGD 3.05E-05 0 1 1 4 O95834 0 1676.824 High 0 7.04E-07 52
High LAELEEFING 0.001227 0 1 1 1 Q00610 0 2464.222 High 0 8.31E-05 31
High IAELLSPGSV 0.00428 0 1 1 1 P35237 0 1567.869 High 0 0.000418 37
High LAEMPADS 2.53E-07 0 1 1 1 P38606 0 1781.853 High 0 1.44E-09 80
High LAEQAERY 1.49E-05 0 2 2 3 P31946; P6 1 1812.825 High 0 5.43E-07 49
High LAEQAERY 1xOxidatio  0.000246 0 2 2 4 P31946; P6 1 1828.82 High 0 2.69E-05 34
High LAEQAERY 1xCarbami  1.54E-05 0 1 1 3 P63104 1 1901.819 High 0 2.92E-07 48
High LAEQAERY 1xCarbami    7.55E-05 0 1 1 3 P63104 1 1917.814 High 0 2.28E-06 51
High LAEQAERY 1xCarbami  0.000142 0 1 1 4 P27348 1 1931.83 High 0 7.01E-06 48
High TVAAPSVFI 2.22E-06 0 1 1 91 P01834 0 1946.027 High 0 9.23E-08 52
High LAEQAERY 0.003571 0 1 1 2 P62258 1 1928.873 High 0 0.000331 30
High LAEQAERY 5.79E-05 0 1 1 4 P31947 1 1902.872 High 0 0.00078 43
High LAEQAERY 1xOxidatio  0.000122 0 1 1 2 P31947 1 1918.867 High 0 4.21E-06 24
High LAEQFVLLN 0.000984 0 1 1 2 O95994 1 3245.684 High 0 6.28E-05 18
High TVENFVALA 7.66E-07 0 0 0 2 0 1378.721 High 0 6.03E-09 78
High KTSCEFTGD1xCarbami  0.005688 0 1 1 2 P21281 1 1426.699 High 0 0.000606 30
High TVFFESLER 0.001388 0 1 1 3 A0AVT1 0 1127.573 High 0 9.75E-05 33
High TVFGVEPD 0.004966 0 1 1 2 Q96KP4 0 1233.647 High 0 0.000506 34
High KTYITDPVS 1xCarbami  0.000598 0 1 1 2 Q93052 1 2083.089 High 0 3.28E-05 39
High TVPFCSTFA1xCarbami  0.001203 0 1 1 1 P29401 0 1651.794 High 0 8.1E-05 30
High KVDFVSGL 1xCarbami  0.001529 0 1 1 1 Q93099 1 1916.99 High 0 0.000111 28
High KVEEVVYD 2.23E-06 0 1 1 6 Q15631 1 1449.795 High 0 2.41E-08 76
High KVEGTAFV 7.57E-07 0 1 1 2 P01024 1 1994.034 High 0 5.96E-09 56
High TVNTESEM 1xCarbami  0.000217 0 1 1 1 Q7Z4S6 0 1570.691 High 0 8.89E-06 50
High KVFLDCCNY2xCarbami   7.9E-05 0 1 1 1 P01024 1 1830.888 High 0 2.41E-06 90
High KVLHFDQV 0.000397 0 1 1 3 P29508 1 1716.892 High 0 1.93E-05 43
High KVLLDGVQ 0.001188 0 1 1 3 P01024 1 1238.722 High 0.000542 0.005884 38
High TVIGELPPA 1xCarbami  4.77E-07 0 1 1 2 Q86VP6 0 2042.059 High 0 3.51E-06 47
High KVNAEGSV 1xCarbami  0.000467 0 1 1 1 P00568 1 2504.245 High 0 2.38E-05 33
High KVPQVSTPT 5.83E-06 0 1 1 21 P02768 1 1639.938 High 0 3.2E-07 85
High TVIGCSGFH2xCarbami   2.34E-06 0 1 1 2 P20618 0 1865.888 High 0 2.56E-08 34
High TVKGPDGL 7.42E-08 0 1 1 4 P58546 1 2076.061 High 0 2.97E-10 79
High KWDTCAPE1xCarbami  3.19E-05 0 1 1 1 O95861 1 1880.969 High 0 7.48E-07 41
High KWNTTLYE 0.002406 0 1 1 2 P07384 1 1554.77 High 0 0.000793 21
High TVKEFCQQ 2xCarbami     0.00158 0 1 1 1 Q96FW1 1 1928.855 High 0 0.000115 24
High TVKEFCQQ 2xCarbami   5.83E-05 0 1 1 1 Q96FW1 1 1912.86 High 0 1.62E-06 43
High KYEDICPST 1xCarbami  2.68E-07 0 1 3 3 P63241 1 2161.005 High 0 1.55E-09 53
High KYEMFAQT 9.81E-08 0 1 1 2 P55072 1 1629.805 High 0 4.26E-10 78
High KYFIDFVAR 0.005651 0 1 1 1 P01042 1 1158.631 High 0 0.000599 32
High KYLYEIAR 0.008059 0 1 1 7 P02768 1 1055.588 High 0.000215 0.004012 33
High KYPVAHFID 0.00103 0 1 1 1 P05155 1 1559.858 High 0 6.65E-05 36
High KYTLPPGVD 6.11E-08 0 1 1 10 P04792 1 3226.655 High 0 3.92E-09 60
High KYTLPPGVD1xOxidatio  4.3E-07 0 1 1 6 P04792 1 3242.65 High 0 2.86E-09 65
High KYVLPNFEV 0.000731 0 1 2 2 P0C0L5 1 1236.699 High 0 4.26E-05 31
High LAAAVSNF 0.000223 0 1 1 1 P36955 0 1559.785 High 0 9.16E-06 42
High LAALNPESN 4.87E-08 0 1 1 5 O00299 0 1844.975 High 0 4.04E-10 85
High IDITLSSVK 8.77E-05 0 1 1 2 Q08380 0 975.5721 High 0 2.75E-06 54
High LDNVPHTP 0.000769 0 1 1 1 Q99733 0 1910.986 High 0 4.57E-05 38
High TSACGLFSV2xCarbami   0.000106 0 1 2 1 P30153 0 1517.688 High 0 3.51E-06 62
High LGLPLQQY 0.005196 0 1 1 1 Q8TE77 0 1087.626 High 0 0.000537 27
High LGLQNDLF 1.49E-05 0 1 1 2 P55786 0 1346.743 High 0 2.8E-07 81
High LGIQTDDKG 2.65E-07 0 1 1 3 P00390 1 2484.273 High 0 1.53E-09 46
High TMTLFSALR 0.002375 0 1 1 1 Q14204 0 1039.56 High 0 0.000196 30
High LGLVLDQA 1xCarbami  7.88E-09 0 1 1 2 Q13938 0 1629.826 High 0 1.63E-11 102
High TMSEVGGS 2.25E-05 0 1 1 1 P07339 0 1535.762 High 0 4.73E-07 55
High LGMFNIQH1xCarbami  0.001956 0 1 1 3 P01009 0 1247.602 High 0 0.000152 30
High TMQTLLSLV 0.007316 0 1 1 1 P00492 0 1161.666 High 0 0.000841 36
High LGNDFMG 4.33E-07 0 1 1 3 Q9HC38 0 2052.018 High 0 2.56E-07 54
High TMQALPYS 1xOxidatio  8.33E-06 0 1 1 7 P01024 0 2594.303 High 0 1.32E-07 48



High IGNFSTDIK 2.91E-05 0 1 1 1 P13796 1 1324.674 High 0 6.61E-07 59
High LGNYAGAV1xCarbami  0.00039 0 0 0 3 0 1452.654 High 0 1.89E-05 53
High TMQALPYS 4.65E-07 0 1 1 7 P01024 0 2578.308 High 0 3.16E-09 79
High LGPGMADI 1xCarbami  0.000449 0 1 1 2 P07602 0 1061.512 High 0 2.26E-05 49
High TMNNFLDR 0.006598 0 1 1 2 Q02413 1 2289.108 High 7.62E-05 0.002239 17
High IGPILDNST 0.001379 0 1 1 2 P30153 0 2194.233 High 0 9.66E-05 23
High LGPNYLHIP 1xCarbami  0.003737 0 0 0 2 0 1812.921 High 0 0.000351 7
High LGQLEEELE 4.19E-07 0 1 1 2 Q7Z406 1 2793.317 High 0 2.78E-09 68
High LGQMVLSG 0.00017 0 1 1 2 O60664 0 1516.84 High 0 6.45E-06 58
High LGQSDPAP 0.000467 0 1 1 2 P29401 0 2069.012 High 0 2.39E-05 35
High LGQSDPAP 1xOxidatio  0.001259 0 1 1 1 P29401 0 2085.007 High 0 8.63E-05 25
High IGSCTQQDV1xCarbami  3.9E-05 0 1 1 1 P14868 0 1741.854 High 0 9.71E-07 41
High TMLQIGVM1xOxidatio  1.25E-05 0 1 1 2 P55058 0 1648.822 High 0 2.21E-07 50
High LGTDESKFN1xCarbami  1.74E-07 0 1 1 2 P50995 1 1696.832 High 0 8.9E-10 80
High IGTDIQDNK2xCarbami   0.000848 0 1 1 1 P14324 1 2433.201 High 0 5.17E-05 33
High TMLQIGVM 1.31E-06 0 1 1 3 P55058 0 1632.827 High 0 1.21E-08 64
High TMLLQPAG1xOxidatio  5.36E-05 0 0 0 1 0 1759.868 High 0 1.45E-06 38
High IGLPILCVGS1xCarbami  0.006067 0 1 1 2 Q9UJ70 0 1441.824 High 0 0.00066 32
High IGTYTGPLQ1xCarbami  0.004308 0 1 1 2 P49902 0 2980.472 High 0 0.000422 29
High TNAENEFV 0.003305 0 1 1 1 P04264 0 1265.637 High 0 0.000299 39
High LGILTHLYR 0.0016 0 1 1 1 Q9UJ70 0 1085.647 High 0 0.000118 37
High IGEHTPSAL 6.52E-07 0 1 1 9 P04075 0 2107.096 High 0 4.92E-09 65
High IGEHTPSAL 1xOxidatio  4.21E-05 0 1 1 2 P04075 0 2123.091 High 0 1.07E-06 42
High IGEIVAEMD1xCarbami  9.06E-05 0 1 1 3 Q5SRE7 0 1738.861 High 0 2.86E-06 48
High IGETIFFR 9.18E-05 0 1 1 2 Q6BCY4 0 982.5356 High 0 2.91E-06 57
High LGEVNTYA 7.13E-06 0 1 1 1 P06727 0 1407.711 High 0 1.08E-07 49
High IGEWELIQE 3.43E-07 0 1 1 2 P45974 0 2856.529 High 0 2.14E-09 59
High LGEWVGLC1xCarbami  0.002212 0 0 0 3 0 1061.545 High 0 0.000761 37
High LGFAGLVQ 0.007176 0 1 1 1 P48643 0 1667.9 High 0 0.00082 26
High IGFPWSEIR 6.14E-05 0 3 3 4 P35241; P2  0 1104.584 High 0 1.74E-06 57
High IGGFYALSP 0.00021 0 0 0 2 0 1510.805 High 0 8.55E-06 41
High LGGGPSDA 0.007269 0 0 0 1 1 1582.764 High 0 0.000831 25
High LGGGSEDA 3.77E-05 0 1 1 2 P31749 1 1627.786 High 0 9.29E-07 36
High TNSILFYGR 0.002866 0 1 2 1 P29508 0 1070.563 High 0 0.000249 44
High IGGIGTVPV 0.000333 0 1 3 2 P68104 0 1025.61 High 0 3E-05 63
High LGGSAVISL 1.02E-05 0 1 1 2 P23528 0 1340.778 High 0 1.71E-07 82
High LGGTCVNV 2xCarbami   0.000291 0 1 1 2 P00390 0 1360.671 High 0 1.3E-05 54
High LGHGLLSG 0.000882 0 1 1 1 P45974 1 2865.438 High 0 5.41E-05 17
High TNLESILSYP 0.003078 0 1 1 1 P05155 0 1264.678 High 0 0.000272 21
High LGHPDTLN 1.02E-06 0 1 1 6 P06702 1 1953.019 High 0 2.3E-08 78
High LGHVVMG 0.001481 0 1 1 2 P60228 0 2183.128 High 0 0.000258 27
High LGKDAVED 2.4E-05 0 1 1 6 P81605 1 1459.764 High 0 2.82E-05 53
High TNLEEFASK 0.005615 0 0 0 2 0 1038.51 High 0 0.000595 31
High IGLETVGVK 0.006266 0 1 1 3 Q16881 0 915.551 High 0 0.000684 33
High TNHIGHTG 1xCarbami  0.00081 0 1 1 4 P63244 0 2743.31 High 0 4.88E-05 34
High LGIKPSINYY 4.9E-07 0 1 1 2 O00584 0 1855.995 High 0 3.38E-09 44
High LGIKPSINYY 0.000174 0 1 1 4 O00584 1 2382.282 High 0 6.71E-06 40
High IGLIQFCLSA1xCarbami  0.000621 0 1 1 1 P50991 0 1346.75 High 0 3.44E-05 56
High TNAENEFV 0.000115 0 1 1 7 P04264 1 1393.732 High 0 3.9E-06 62
High TNVLGHLQ 4.96E-05 0 1 1 3 P17858 0 1907.972 High 0 1.32E-06 46
High TMLLQPAG 9.24E-05 0 0 0 1 0 1743.873 High 0 2.93E-06 39
High LGVQDLFN 8.89E-06 0 1 1 9 P30740 0 1207.632 High 0 1.43E-07 77
High TLTAAAVSG 0.008651 0 1 1 2 O60664 0 1527.874 High 0 0.001037 39
High TLSSSAQED 0.002486 0 1 1 1 Q9H788 0 1319.68 High 0 0.000207 48
High IHVSDQELQ 5.26E-06 0 1 1 3 P22314 1 2683.317 High 0 7.29E-08 47
High TLSHPQQM 0.006727 0 1 1 1 Q9Y490 0 1710.884 High 0 0.000749 18
High TLSGMESY 1xCarbami  0.001243 0 1 1 1 P50991 0 1302.582 High 0 8.47E-05 36
High IHWESASLL 0.001211 0 1 1 2 P01024 0 1211.653 High 0 0.000105 32
High LHYGDLTD 1xCarbami  0.006771 0 1 1 1 O60547 0 1621.789 High 0 0.00076 25
High LKAGDTVIP2xCarbami   0.000238 0 1 1 1 P11766 1 2162.098 High 0 1E-05 41
High LKCDEWSV 1xCarbami  0.002198 0 1 1 2 P02787 1 1521.737 High 0 0.000177 30
High LKCLAYDFY 1xCarbami  3.92E-05 0 1 1 4 P25311 1 1474.74 High 0 2.52E-05 70
High LKDPANFQ 0.000567 0 1 1 2 P15559 1 2054.059 High 0 3.08E-05 43
High TLSDYNIQK 0.003641 0 0 0 1 1 2130.155 High 0 0.00034 34
High LKECCEKPL 2xCarbami   0.001037 0 1 1 9 P02768 1 1546.797 High 7.62E-05 0.002131 21
High TIRYPDPLIK 0.008651 0 0 0 2 1 1215.71 High 0 0.001039 27
High LKEGDTMM 0.000492 0 1 1 3 Q14914 1 1535.756 High 0 2.56E-05 29
High TLQIFNIEM 0.002704 0 1 2 4 Q00610 0 1236.666 High 0 0.000231 41
High TIQFVDWC 1xCarbami  2.82E-06 0 1 5 2 Q9BQE3 0 1598.767 High 0 3.25E-08 55
High IKELNNTCE 1xCarbami  0.000579 0 1 1 1 Q92598 1 2095.122 High 0 3.14E-05 32
High LKELTLEDL 0.000225 0 1 1 3 P08571 1 1201.704 High 0 1.86E-05 47
High IKELVVTQL 0.000102 0 1 1 1 Q01813 1 1634.911 High 0 3.37E-06 34
High LKEVLEYNA 0.001165 0 1 1 1 P14324 1 1433.8 High 0 7.78E-05 40
High LKEVVLQVE 0.000119 0 1 1 1 Q7Z406 1 1470.816 High 0 4.07E-06 29
High IKFEMEQN 4.27E-05 0 1 1 1 P35527 1 1307.678 High 0 1.09E-06 47
High IKFEMEQN 1xOxidatio  0.001519 0 1 1 5 P35527 1 1323.673 High 0 0.00011 33
High IKGCTDNLT1xCarbami  0.000271 0 1 1 2 O00151 1 1561.837 High 0 1.18E-05 75
High TLQALEFHT 4E-05 0 1 1 11 Q08380 0 1984.101 High 0 9.96E-07 44
High IKIGDPLLED 0.000486 0 1 1 3 P49189 1 1369.769 High 0 2.71E-05 43
High TLTGTVIDS 1xCarbami  3.51E-05 0 1 1 2 P61158 0 3058.577 High 0 1.58E-06 52
High LGVNNNQG 0.00643 0 1 1 1 Q9P2R3 0 2093.077 High 0 0.000709 21
High TLTIVDTGIG 3.71E-07 0 2 3 4 P07900; P0 0 1349.734 High 0 2.37E-09 73
High LHQMSVAD1xCarbami  7.28E-07 0 1 1 4 P98160 0 1751.784 High 0 1.1E-06 64
High TMLELLNQ 0.001023 0 1 1 1 P17980 0 2189.127 High 0 6.61E-05 22
High LGWDPKPG 0.00068 0 1 1 1 P55786 0 1873.992 High 0 3.88E-05 25
High TMLELLNQ 1.66E-05 0 1 1 1 P62195 0 1822.926 High 0 3.21E-07 52
High LGYVTADG 1xCarbami  1.79E-06 0 1 1 2 P08603 0 1815.843 High 0 1.82E-08 69
High LHCWSLTQ1xCarbami  1.22E-05 0 1 1 1 P46976 0 1422.683 High 0 2.16E-07 53
High LHDVNSDG 4.42E-08 0 1 1 2 P80303 0 2420.162 High 0 1.51E-10 78
High LHDVNSDG 0.000464 0 1 1 2 P80303 1 2919.426 High 0 3.91E-05 28
High LHEAFSPVS 3.68E-05 0 1 1 1 P00748 0 2096.092 High 0 8.95E-07 38
High TIYTPGSTV 0.008163 0 1 1 4 P01024 0 1370.731 High 0 0.000969 28
High LHEWTKPE 8.18E-08 0 1 1 4 P30740 0 2536.319 High 0 1.24E-08 70
High TLWIWECG1xCarbami  0.002601 0 1 1 1 P13489 0 1477.751 High 0 0.00022 37
High IHFPLATYA 1.64E-05 0 2 6 9 Q9BQE3; P 0 1756.963 High 0 3.15E-07 52



High IHGFDLAAI 5.22E-06 0 1 1 2 P22079 0 1455.77 High 0 7.21E-08 53
High TLVYGGIFL 1.79E-05 0 1 1 4 P09467 0 1555.852 High 0 3.54E-07 61
High LHHVSPAD 1xCarbami  0.000575 0 1 1 6 P98160 0 1726.797 High 0 3.13E-05 33
High TLVWSEKE 0.001211 0 1 1 3 P09960 1 1475.774 High 0 8.16E-05 47
High LHLGTTQN 0.002502 0 1 1 1 O75351 0 1802.903 High 0 0.00021 24
High LHIIEVGTPP 3.7E-05 0 1 1 2 Q00610 0 1945.054 High 0 9.04E-07 37
High IHLISTQSAI 1.64E-06 0 1 1 1 P02679 0 1682.959 High 0 1.62E-08 57
High TIVWEGKN 6.99E-05 0 1 1 2 O60547 1 1630.818 High 0 2.06E-06 37
High TLVLLMGK 0.003665 0 1 1 3 P07737 0 874.543 High 0 0.000343 45
High TLVGVGAS 0.000293 0 1 1 2 P19971 0 1142.689 High 0 1.31E-05 36
High LHLVSPADS1xCarbami  2.11E-06 0 1 1 4 P98160 0 1702.822 High 0 7.41E-05 49
High TLTSGGHA 2xCarbami   0.003348 0 1 1 4 P50238 0 3117.376 High 0 0.000304 11
High TLTIVDTGIG1xOxidatio  2.59E-06 0 2 3 8 P07900; P0 0 1365.729 High 0 2.91E-08 55
High IHQIEYAME1xOxidatio  0.007363 0 1 1 1 P25786 0 1447.725 High 0 0.000843 19
High IHQIGPGM 2xCarbami   0.003305 0 0 0 1 0 2879.317 High 0 0.000301 7
High LHQMSVAD1xCarbami    1.26E-05 0 1 1 5 P98160 0 1767.779 High 0 3.1E-07 66
High IGEEFLTDLS 0.000127 0 1 1 2 P11216 1 1620.884 High 0 4.45E-06 49
High IGEDYVKDL 0.000226 0 1 1 1 P06737 1 1608.848 High 0 9.34E-06 40
High IGDYVQQH 1.15E-05 0 1 1 1 P12081 0 2423.257 High 0 2E-07 38
High IEGSNKVPV 6.64E-07 0 1 1 5 P06396 1 3399.653 High 0 1.17E-07 72
High LEGVLAEVA 2.86E-06 0 1 1 4 P46940 0 2055.087 High 0 3.32E-08 47
High LEGWQGN 0.001106 0 1 1 3 Q86SF2 0 2140.107 High 0 7.29E-05 34
High TQDPAKAP 0.000518 0 1 1 3 P00966 1 2127.097 High 0 2.74E-05 50
High TQAIVCQQ 1xCarbami  0.007038 0 1 1 1 P61221 0 1767.942 High 0 0.000798 11
High LEKEIETYH 0.000408 0 1 1 1 P35527 1 2880.353 High 0 2E-05 33
High IEKVEHSDL 0.00034 0 1 1 4 P61769 1 1518.78 High 0 1.59E-05 32
High LEICNLTPD 1xCarbami  4.08E-06 0 1 1 2 P07384 0 1386.73 High 0 5.25E-08 57
High TQAFQEQE 1xCarbami  1.05E-06 0 1 1 3 Q8TE77 0 2748.228 High 0 1.07E-08 62
High TPVPSDIDIS 0.000358 0 1 1 1 P11586 0 1199.627 High 0 1.7E-05 37
High TPVEPEVAI 0.000171 0 1 1 1 P60866 0 1247.674 High 0 6.5E-06 37
High IEINFPAEYP 0.000108 0 1 1 6 P68036 0 1789.952 High 0 6.72E-05 47
High IEISELNR 0.006903 0 2 2 5 P35908; P0 0 973.5313 High 7.62E-05 0.001977 36
High LENEIQTYR 0.008323 0 1 1 2 P13645 0 1165.585 High 7.62E-05 0.001266 36
High LENNMLM 1xCarbami  0.002406 0 1 1 2 P98160 0 2951.417 High 0 0.000199 23
High LENNMLM 1xCarbami    0.002184 0 1 1 3 P98160 0 2967.412 High 0 0.000175 23
High LENYPIPEP 0.001685 0 1 1 1 Q00796 0 1950.033 High 0 0.000125 22
High LEPKPQPPV 6.22E-05 0 0 0 3 0 1629.896 High 0 1.77E-06 46
High TPSGLYLGT1xCarbami  1.66E-06 0 1 1 4 P98160 0 1353.647 High 0 1.63E-08 64
High TPSCKDIVA 1xCarbami  0.005367 0 0 0 2 1 1508.708 High 0 0.000563 28
High IEPSSSQVA 1xCarbami  0.000865 0 1 1 2 P98160 1 3658.803 High 0 5.29E-05 22
High LEQLGIPR 0.009167 0 1 1 2 Q07960 0 925.5465 High 0 0.001119 25
High LESEETMV 0.000293 0 1 1 2 P01024 1 3378.652 High 0 1.94E-05 17
High IESSSPTVV 1xCarbami  8.03E-08 0 1 1 1 P98160 0 2374.192 High 0 3.29E-10 96
High IESSSSHVA 1xCarbami  0.000128 0 1 1 2 P98160 0 3486.671 High 0 1.54E-05 34
High IESSSSHVA 1xCarbami  0.004655 0 1 1 1 P98160 1 3642.772 High 0 0.000467 18
High TPSAAYLW 3.48E-09 0 1 1 8 P06396 1 2706.373 High 0 8.53E-11 75
High IEGLQNLVN 0.002047 0 1 1 2 Q15435 0 1268.732 High 0 0.000161 46
High LEVNLQAM 0.006556 0 1 1 1 P35579 0 1045.571 High 0 0.000728 40
High TQEFPQILT 0.000667 0 1 1 1 Q9NZ08 0 1515.853 High 0 3.78E-05 47
High IEEQLTLEK 0.000712 0 1 1 3 P30740 0 1102.599 High 0 4.1E-05 62
High LDQGNLHT 3.78E-06 0 1 1 2 Q9UBG3 0 2500.155 High 0 4.75E-08 49
High LDQGNLHT 3.54E-05 0 1 1 3 Q9UBG3 1 2656.256 High 0 8.52E-07 38
High LDQPMTEIV 1.35E-05 0 1 1 2 P22314 0 1288.657 High 0 2.98E-07 63
High TRLEQEIAT 0.000441 0 3 5 3 P02533; P1  1 1379.728 High 0 2.21E-05 42
High TRFVYHLSD1xCarbami  0.000887 0 1 1 6 P01591 1 1538.778 High 0 5.47E-05 35
High TREEECHFY1xCarbami  5.61E-05 0 1 1 2 Q13162 1 2443.073 High 0 1.55E-06 38
High LDSELKNM 2xOxidatio   0.000133 0 1 1 2 P04264 1 2017.884 High 0 4.7E-06 28
High IDSGLYLGS 2.23E-11 0 1 1 54 P02788 0 2088.076 High 0 8.34E-15 97
High IDSGLYLGS 4.64E-05 0 1 1 8 P02788 1 2216.171 High 0 2.72E-05 41
High TQYSSAML 2.05E-05 0 1 1 2 P55786 0 1765.915 High 0 4.22E-07 60
High LDSLQDIGM 1.1E-05 0 1 1 3 P80303 0 1796.921 High 0 1.88E-07 46
High LDSLQDIGM1xOxidatio  0.000917 0 1 1 1 P80303 0 1812.916 High 0 5.72E-05 23
High LDTLAQEVA 0.000126 0 1 1 1 P05452 0 1313.767 High 0 4.39E-06 50
High IDTQDIEAS 0.003986 0 0 0 2 0 1447.681 High 0.000282 0.005085 29
High TQTVCNFT 1xCarbami  7.46E-06 0 1 2 13 Q01469 1 3121.464 High 0 3.06E-06 57
High IDVHWTR 0.006067 0 1 1 5 P25311 0 926.4843 High 0 0.000964 46
High TQTSDPAM 9.98E-05 0 1 1 3 O43175 0 2272.168 High 0 3.24E-06 34
High IDWDDDKF 0.000153 0 1 1 3 A0A0C4DH 1 1732.806 High 0 0.000306 32
High TQTPPVSPA 0.000549 0 1 1 3 Q14247 1 3226.59 High 0 2.95E-05 37
High TQPNLDNC1xCarbami  0.0004 0 1 1 9 P01034 0 2060.961 High 0 1.96E-05 46
High LECGGGPW1xCarbami  0.002757 0 1 1 2 P00352 0 1174.531 High 0 0.000237 40
High LECGGGPW1xCarbami  0.000764 0 1 1 1 P00352 1 3145.451 High 0 4.53E-05 13
High IECGPKYPE 1xCarbami  0.006815 0 1 1 4 Q13404 1 1759.884 High 0 0.000767 19
High IECVSAETT 2xCarbami   9.02E-08 0 1 1 2 P02787 0 1725.767 High 0 1.86E-09 77
High LEDEHLVFF1xCarbami  0.001078 0 0 0 1 0 1752.808 High 0 7.06E-05 20
High IEDGNNFG 7.81E-07 0 1 1 3 Q06323 0 1519.739 High 0 6.21E-09 95
High TQNPMVTG1xOxidatio  0.005951 0 1 1 1 P28070 0 1547.81 High 0 0.000643 42
High LEGDTLIIPR 2.59E-05 0 1 1 1 P98160 0 1126.647 High 0 5.71E-07 56
High IEVQDTSGG 1.07E-05 0 1 1 2 Q16531 0 2952.476 High 0 1.99E-07 52
High LEVTVQALK 0.002034 0 1 1 2 Q7Z406 0 1000.604 High 0 0.00016 37
High TPSAAYLW 2.88E-09 0 1 1 2 P06396 0 1837.897 High 0 3.2E-11 69
High TPCTVSCNI 2xCarbami   0.000553 0 1 1 3 P02675 0 1618.793 High 0 0.000368 40
High TPAQYDAS 0.00024 0 1 2 3 P07355 1 1639.8 High 0 1.01E-05 70
High IFVEESIYDE 3.69E-08 0 1 1 1 P00352 0 1645.811 High 0 1.21E-10 83
High IFVFLEHQT 0.007854 0 1 1 4 Q02487 0 1261.694 High 0 0.000919 27
High IFVGGLSPD 7.41E-05 0 1 1 1 Q14103 0 1488.758 High 0 2.21E-06 49
High TPAQFDAD 1xOxidatio  0.000127 0 1 1 2 P04083 1 1679.806 High 0 6.54E-06 45
High LFVTNDAA 4.99E-06 0 1 1 1 P50990 0 1333.747 High 0 6.82E-08 78
High IFYPETTDIY 0.001165 0 1 1 3 P46940 1 1660.822 High 0 7.77E-05 44
High LGAAAGFN 5.22E-05 0 1 1 1 Q53FA7 0 1011.526 High 0 1.41E-06 47
High TPAQFDAD 0.000712 0 1 1 4 P04083 1 1663.811 High 0 5.35E-05 60
High TPAQFDAD 0.000312 0 1 1 1 P04083 0 1262.601 High 0 1.42E-05 60
High IGADFLAR 0.002848 0 1 1 2 P17174 0 862.4781 High 0 0.000247 41
High IGAEVYHN 9.12E-05 0 1 1 3 P06733 0 1143.616 High 0 2.91E-06 55
High TPALIVYGD1xOxidatio  0.000278 0 1 1 1 Q96IU4 0 2463.186 High 0 1.23E-05 36



High IGAFGYME 1xCarbami  0.000617 0 1 1 2 P61586 0 1333.592 High 0 3.42E-05 35
High LGAGPDGV 0.001685 0 1 1 2 P51812 1 1340.717 High 0 0.000126 41
High LGAHQLDS 5.61E-05 0 1 1 2 Q16651 0 1533.718 High 0 2.31E-06 39
High TPALIVYGD 1.31E-08 0 1 1 2 Q96IU4 0 2447.191 High 0 1.73E-09 64
High LGALGGNT 7.11E-10 0 1 1 4 Q96DA0 0 2189.145 High 0 7.29E-13 118
High IGASTLLSD 6.3E-05 0 0 0 3 0 1274.695 High 0 2.77E-06 66
High LGCGEGGC 3xCarbami    9.73E-06 0 1 1 1 P47989 0 1756.749 High 0 1.61E-07 57
High LGCSLNQN 1xCarbami  0.000111 0 1 1 2 Q14118 0 2234.098 High 0 3.76E-06 55
High TPALIALR 0.001267 0 2 3 3 P52895; P4 0 854.5458 High 0 0.000113 49
High IGDLGLATL 0.00105 0 0 0 1 0 1000.604 High 0 6.82E-05 16
High LGDSWDVK 0.000795 0 1 1 3 Q96DA0 0 919.452 High 0 9.24E-05 50
High TNVLGHLQ 0.001519 0 1 1 1 P17858 1 2471.243 High 0 0.00011 33
High LGDVYVND 4.17E-07 0 1 2 3 P00558 0 1634.792 High 0 2.77E-09 84
High IFSIVEQR 0.001943 0 1 1 5 P12081 0 991.5571 High 0 0.000151 33
High LFSGDVVLT 7.46E-05 0 1 1 1 P16152 0 1177.658 High 0 2.23E-06 44
High IFRDGEEAG 0.00118 0 1 1 1 P30101 1 1652.766 High 0 7.91E-05 23
High LFQVEYAIE 9.55E-07 0 1 1 3 P28066 0 1423.783 High 0 8.06E-09 68
High LFAEEKAVA 7.55E-05 0 1 1 4 P01833 1 1349.706 High 0 2.27E-06 39
High IFCCHGGLS2xCarbami   0.001632 0 2 3 2 P62136; P6 1 2404.132 High 0 0.00012 20
High IFCVHGGLS1xCarbami  0.000102 0 1 1 2 P60510 0 2141.117 High 0 3.37E-06 29
High LFDMSAFM 4E-05 0 1 1 4 Q14118 0 1556.724 High 0 2.01E-06 53
High LFDQAFGL 5.25E-05 0 1 1 8 P04792 0 1163.621 High 0 3.71E-06 60
High LFDSDPITV 9.86E-06 0 1 1 4 P10909 0 1873.991 High 0 1.64E-07 45
High TPLLLMLGQ 2E-05 0 1 1 1 P13798 0 1385.746 High 0 4.07E-07 57
High TPGAVNAC 3xCarbami    1.25E-09 0 1 1 47 P61626 1 3083.482 High 0 1.51E-12 81
High LFEASIETG 0.000101 0 1 1 1 P28838 0 1237.606 High 0 3.32E-06 39
High TPGAVNAC 3xCarbami    9.51E-10 0 1 1 305 P61626 0 2927.381 High 0 1.06E-12 94
High TPGAAANL 8.67E-08 0 1 1 5 P04217 0 2296.183 High 0 6.67E-09 58
High TPEVTCVVV1xCarbami  3.47E-05 0 1 1 1 P01860 0 2414.154 High 0 8.33E-07 29
High LFEGNALLR 0.000882 0 0 0 2 0 1032.584 High 0 5.41E-05 53
High SYLLSMGIA 0.000147 0 0 0 2 0 1521.809 High 0 7.6E-05 40
High LFEVGGSPA 0.004934 0 0 0 1 0 1247.638 High 0 0.000505 8
High LFGGNFAH 0.000236 0 1 1 1 O14773 0 1474.755 High 0 9.9E-06 46
High LFGYEPTIYY 0.001284 0 0 0 1 0 1490.757 High 0 8.81E-05 38
High TPENYPNA 1xCarbami  4.65E-06 0 1 1 2 P00747 0 1900.832 High 0 6.21E-08 66
High LFKEVDGEG 0.001165 0 1 1 1 Q9NY33 1 1928.975 High 0 7.76E-05 29
High LFLAGYDPT 0.000959 0 1 1 2 O75436 0 1481.746 High 0 6.03E-05 43
High TPELTWER 0.004625 0 2 2 2 O43865; Q 0 1031.516 High 0 0.000464 37
High TPDKVNHA 0.000947 0 1 1 2 P09668 1 1797.949 High 0 5.94E-05 28
High IFIIQACR 1xCarbami  0.007703 0 0 0 2 0 1020.566 High 0 0.000898 40
High IFINNEWH 2.74E-08 0 1 1 2 P00352 0 1645.797 High 0 8.18E-11 90
High TPCTVSCNI 3xCarbami    3.54E-07 0 1 1 2 P02675 1 2548.22 High 0 6.98E-06 48
High IFPHLYLGS 4.47E-07 0 1 1 1 Q8TE77 0 2500.262 High 0 3.03E-09 63
High IFQAALYAA 3.78E-07 0 0 0 1 0 1355.736 High 0 2.43E-09 73
High IFQNAPTDP 7.77E-09 0 1 1 2 P45974 0 2108.029 High 0 1.61E-11 87
High TPEVTCVVV1xCarbami  3.91E-09 0 1 2 3 P0DOX5 0 2139.027 High 0 6.6E-12 84
High SYIEYQLTPT 0.000124 0 0 0 1 0 1699.829 High 0 4.31E-06 21
High SYLAQFAAR 0.006107 0 0 0 1 0 1026.537 High 0 0.000666 33
High LTLDKLDVK 0.008934 0 1 1 1 P00558 1 1044.63 High 0 0.00109 31
High QAPQTIHLP 0.002534 0 1 1 1 P21399 0 2407.225 High 0 0.000213 14
High QAQQERDE 0.001165 0 1 1 1 P35579 1 2088.979 High 0 7.78E-05 35
High SHCIAEVEN2xCarbami     2.27E-08 0 1 1 6 P02768 1 3492.56 High 0 6.42E-11 77
High QASMEDIP 0.001143 0 1 1 3 Q9BS40 0 1103.515 High 0 7.56E-05 45
High QASPSIVIA 0.000515 0 1 1 1 P61020 0 1368.785 High 0 2.71E-05 29
High SHCIAEVEN2xCarbami   2.45E-10 0 1 1 11 P02768 1 3476.565 High 0 1.86E-13 109
High QATAHCPN1xCarbami  7.8E-05 0 1 1 3 Q9GZM7 0 2824.311 High 0 0.000174 39
High QATVGDIN 0.001415 0 0 0 2 0 2150.055 High 0 0.0001 29
High QATVGDIN 1xOxidatio  0.00038 0 0 0 2 0 2166.05 High 0 1.83E-05 35
High QATYGYYLG 0.000716 0 1 1 2 Q15293 1 2913.323 High 7.62E-05 0.001737 15
High QAVQILDE 0.000553 0 0 0 1 0 1356.737 High 0 2.96E-05 38
High QAVSMFLG 0.006641 0 1 1 1 P49419 1 1607.846 High 0 0.00074 21
High QAWFIENE 3.43E-06 0 1 1 1 P04083 0 2141.019 High 0 4.17E-08 54
High QCSKEDGG1xCarbami  0.005874 0 1 1 2 P02675 1 1742.734 High 7.62E-05 0.00138 21
High QCVENADL 1xCarbami  0.003594 0 1 1 4 Q99460 1 2226.082 High 0 0.000335 27
High SHCIAEVEN1xCarbami    1.7E-05 0 1 1 5 P02768 0 2990.339 High 0 4.21E-07 53
High SHCIAEVEN1xCarbami  2.56E-07 0 1 1 15 P02768 0 2974.344 High 0 1.47E-09 69
High SGYQALPW 0.008431 0 1 1 1 Q9Y6Q5 0 1176.616 High 0 0.001006 21
High SGYHQSAS 5.09E-05 0 1 1 2 P10768 0 2308.132 High 0 1.37E-06 29
High QDPPSVVV 0.000285 0 1 1 15 P25311 0 1775.892 High 0 1.27E-05 47
High QDPPSVVV 0.000108 0 1 1 6 P25311 1 1903.987 High 0 0.000188 35
High QDVSPFNV 0.005031 0 1 1 1 Q93099 0 2222.067 High 0 0.000515 37
High SGVYQHVT 2xOxidatio   1.07E-05 0 1 1 3 P07858 0 1961.896 High 0 3.26E-07 45
High SGVYQHVT 1xOxidatio  2.84E-08 0 1 1 8 P07858 0 1945.901 High 0 8.62E-11 59
High QEILAALEK 0.003548 0 1 1 1 P07602 0 1014.583 High 0 0.000327 43
High QEPGENSE 2.13E-05 0 1 1 1 P22352 0 1554.801 High 0 4.44E-07 60
High QEPSQGTT 2.02E-08 0 1 1 67 P01876 0 1835.95 High 0 1.47E-08 101
High SHIYFWTLE 0.000392 0 1 1 1 O95834 0 1724.864 High 0 1.91E-05 14
High QEYDESGP 0.000372 0 1 7 2 P60709 0 1516.703 High 0 1.78E-05 33
High QAMFHYFQ1xOxidatio  0.000213 0 1 1 2 Q9UJ70 0 1554.716 High 0 8.68E-06 38
High QAFTDVAT 1xCarbami  0.008431 0 1 1 1 P29401 0 2532.186 High 0 0.001006 22
High SKELTTEIDN 0.00105 0 1 1 1 P13645 1 2212.098 High 0 6.83E-05 24
High NYPATFWV 4.08E-06 0 1 1 3 P07384 0 1611.795 High 0 5.23E-08 68
High SKEFQLFSS 0.002502 0 1 1 4 P02787 1 1491.759 High 0 0.000209 30
High NYPNTFWM 7.8E-05 0 1 1 3 P17655 0 1928.936 High 0 2.37E-06 46
High NYPNTFWM1xOxidatio  4.33E-05 0 1 1 3 P17655 0 1944.931 High 0 2.26E-05 44
High SKDPNSQV 1xCarbami  0.000712 0 0 0 1 1 1946.924 High 0 4.1E-05 29
High NYSWMDII 1xCarbami  0.004934 0 1 1 1 Q9BV57 0 1543.728 High 0 0.000503 25
High PAYHSSLM 0.00643 0 1 1 5 O15145 0 1461.668 High 0 0.000706 24
High PEIVDTCSL 2xCarbami   1.91E-07 0 1 1 1 P09960 0 1861.878 High 0 1.01E-09 74
High PGGLLLGDV 1.56E-10 0 1 1 8 P30041 0 2098.093 High 0 2.44E-11 83
High PGVTVKDV 0.000528 0 0 0 2 1 1715.908 High 0 2.8E-05 41
High PKHEFSVD 2xCarbami   5.99E-07 0 1 1 2 O00244 1 2237.974 High 0 4.41E-09 70
High PLAQLADPW 0.000254 0 1 1 1 P51812 0 1266.684 High 0 1.09E-05 37
High PMILGYWD 0.000893 0 1 1 2 P09488 0 1263.655 High 0 5.51E-05 37
High PNIVLFSGS 0.0023 0 1 1 1 P11908 0 1884.956 High 0 0.000187 22



High PPYTVVYFP 0.003138 0 1 1 1 P09211 0 1337.725 High 0 0.000281 31
High PYQYPALTP 1.69E-05 0 1 1 8 P04075 0 1434.726 High 0 3.29E-07 67
High PYQYPALTP 0.000104 0 1 1 3 P04075 1 1562.821 High 0 3.42E-06 32
High QAAAAASS 9.12E-05 0 0 0 2 0 2681.276 High 0 2.9E-06 51
High SHVKDHYIF1xCarbami  3.6E-10 0 1 1 85 P31025 1 2571.256 High 0 2.01E-12 71
High SHMAEESK 0.000143 0 1 1 1 Q15642 1 1991.924 High 0 5.14E-06 37
High QAALQVAE 5.22E-05 0 1 1 4 P40121 0 1389.748 High 0 2.37E-06 47
High QAAPCVLF 1xCarbami  0.00068 0 1 1 2 P55072 0 1923.952 High 0 3.89E-05 46
High QADLYISEG 0.000865 0 1 2 3 P40227 0 1498.765 High 0 5.31E-05 29
High QADNPHVA 0.002502 0 1 1 1 Q9Y4L1 0 1482.745 High 0 0.000209 26
High SHIYFWTLE 0.006948 0 1 1 1 O95834 1 1880.965 High 0 0.000782 9
High QAFQIGSPW 0.000795 0 1 1 2 P00352 0 1189.611 High 0 4.75E-05 40
High QAKEEAQA 3.95E-05 0 1 1 1 O75348 1 1692.819 High 0 9.83E-07 33
High SKFDNLYGC1xCarbami  0.00854 0 1 1 2 P23526 1 1259.584 High 0 0.001021 38
High SGVYQHVT 5.88E-09 0 1 1 5 P07858 0 1929.906 High 0 1.12E-11 67
High QFASQANV 4.83E-06 0 1 1 2 O43707 0 1773.928 High 0 9.54E-07 64
High QKLPDGSE 0.00233 0 1 1 5 Q96KP4 1 1943.132 High 0 0.000356 39
High SGNIINMSS 1.07E-05 0 1 1 2 Q9BUT1 0 1493.763 High 0 1.81E-07 56
High QKPDGVFQ 0.001519 0 1 1 2 P01024 0 2564.293 High 0 0.00021 26
High QKPDGVFQ1xOxidatio  0.000567 0 1 1 4 P01024 0 2580.288 High 0 3.08E-05 30
High QKWEAEPV 4.83E-05 0 1 1 12 P25311 1 1532.786 High 0 1.32E-05 41
High QKYFLVGA 1xCarbami  0.00101 0 1 1 2 P22314 1 1867.015 High 0 6.45E-05 26
High SGMYTVAM1xCarbami  0.000235 0 1 1 1 Q99460 0 1810.756 High 0 9.86E-06 48
High QLASEDISH 0.00523 0 1 1 1 P36405 0 2099.077 High 0 0.000544 18
High SGIVQYLQK 0.003571 0 1 1 3 Q9NZ08 0 1035.583 High 0 0.000332 26
High QICLVMLET1xCarbami  0.000518 0 1 1 4 Q15365 0 1959.999 High 0 2.74E-05 37
High QLCSFEIYEV1xCarbami  1.49E-06 0 1 1 52 P01036 0 1970.895 High 0 7.14E-07 52
High QLCSFEIYEV1xCarbami  1.4E-05 0 1 1 4 P01036 1 2758.296 High 0 2.57E-07 53
High QLCSFEIYEV1xCarbami    0.001211 0 1 1 1 P01036 1 2774.291 High 0 8.16E-05 45
High QLCSFEIYEV1xCarbami  6.68E-05 0 1 1 8 P01037 1 2126.012 High 0 6.13E-06 53
High QLCSFQIYE 1xCarbami  2.23E-06 0 1 1 3 P09228 0 1969.911 High 0 4.78E-07 49
High QIDATFVRF 0.004012 0 1 1 1 Q15435 1 1096.579 High 0 0.000385 44
High SGIPIVTSPY 2.77E-05 0 1 1 3 P01024 0 1787.969 High 0 6.21E-07 54
High SGIECQLW 1xCarbami  0.000663 0 1 1 1 P00734 0 1148.552 High 0 3.77E-05 39
High SGGGGLM 0.001549 0 1 1 1 P50552 0 1623.729 High 0 0.000112 40
High QLEAIDQLH 0.000301 0 1 1 2 O43707 0 1670.875 High 0 1.35E-05 42
High QLEAIDQLH 0.00149 0 1 1 3 O43707 1 1826.976 High 0 0.000107 29
High SGGGGDIH 2.13E-06 0 1 1 3 P35237 0 2044.009 High 0 2.27E-08 47
High QIEINTISAS 1.25E-05 0 1 1 2 P48637 0 1763.929 High 0 2.23E-07 75
High SGGGFSSG 9.07E-07 0 1 1 6 P04264 0 1657.793 High 0 7.53E-09 80
High QIFHPEQLI 0.005436 0 2 7 4 Q9BQE3; P 0 1410.774 High 0 0.000572 30
High QLFHPEQL 4.53E-05 0 2 6 4 Q9BQE3; P 1 2415.205 High 0 1.17E-06 38
High SGFSSVSVS 0.001894 0 1 1 2 P02538 0 1012.506 High 0 0.000145 35
High QKGADFLV 0.002454 0 1 1 1 P14618 1 2036.029 High 0 0.000204 23
High QFAEMYVA 0.008763 0 1 1 1 P13639 0 1086.529 High 0 0.001061 47
High SGNTFRPEV1xCarbami  7.71E-07 0 3 3 12 P01876; P0  0 3573.873 High 0 6.11E-09 79
High QHMDSDS 1xCarbami  0.000473 0 0 0 1 0 2435.932 High 0 2.43E-05 30
High SGVGLSSYL 0.002793 0 1 1 2 Q9BW04 1 1825.918 High 0 0.000241 20
High QFIENGSEF 7.7E-05 0 1 1 25 Q9GZZ8 0 1397.67 High 0 1.26E-05 59
High QFSANDKV 3.85E-05 0 1 1 2 P36871 1 1528.764 High 0 9.51E-07 57
High QFSFPLSSE 7.27E-06 0 1 1 2 P01023 0 1848.88 High 0 1.47E-07 74
High QFSSSYLSR 0.005913 0 1 1 3 P35527 0 1074.521 High 7.62E-05 0.002005 30
High QFTSSTSYN 0.000721 0 1 1 2 P02671 1 2041.91 High 0 4.19E-05 10
High SGTSASLAI 1.62E-05 0 1 1 9 P01700 0 1219.664 High 0 3.12E-07 71
High QFVTPADV 0.000196 0 2 2 1 Q14651; P1 0 1458.759 High 0 7.79E-06 37
High QGAAIGIPY 0.000816 0 1 1 2 Q08257 0 1527.795 High 0 0.000107 30
High QGALELIK 0.002101 0 1 1 5 P01024 0 871.5247 High 0 0.000297 59
High QGGFLGLS 0.000508 0 1 1 2 P15941 0 1133.631 High 0 2.66E-05 46
High QGGLGPM 6.15E-07 0 1 1 3 Q06830 0 1622.857 High 0 4.93E-08 66
High QGGLGPM 0.002007 0 1 1 5 Q06830 1 1778.958 High 0 0.000158 43
High SGTASVVC 1xCarbami  2.11E-07 0 2 2 102 P01834; P0 0 1797.895 High 0 1.19E-08 92
High QGHFYGET 5.93E-10 0 1 1 111 P01833 0 2025.966 High 0 1.87E-12 107
High QGHFYGET 1.5E-08 0 1 1 4 P01833 1 2154.061 High 0 3.76E-11 95
High SGSTAVGV 1xCarbami  0.000195 0 1 1 3 P35813 0 2566.235 High 0 7.7E-06 37
High SGSLENVPN 3.75E-05 0 1 1 1 P53004 0 1413.733 High 0 9.21E-07 46
High QGNAVTLG 5.13E-07 0 1 1 1 Q86X29 0 1541.734 High 0 3.58E-09 60
High QGNMTAA 0.002866 0 0 0 1 0 1316.699 High 0 0.000249 47
High QGRPVVIC 1xCarbami  0.001882 0 1 1 2 Q06210 1 1988.012 High 0 0.000145 25
High QGVDADIN 0.000251 0 1 1 2 P35527 0 1157.591 High 0 1.07E-05 47
High SGSGTMNL 7.13E-06 0 1 1 2 P47756 0 1337.648 High 0 1.08E-07 64
High SGQSEDRQ 0.000282 0 1 1 4 P01024 1 1985.971 High 0 1.24E-05 39
High QHIVNDMN1xOxidatio  0.008595 0 1 1 1 Q92597 0 2583.252 High 0 0.001034 16
High QHMDITGE 3.13E-05 0 1 1 3 Q9H4A4 0 1625.759 High 0 1.45E-06 51
High SGPFGQIFR 4.39E-07 0 3 5 2 P04350; P0  0 2798.343 High 0 2.93E-09 52
High QHMDSDS 1xCarbami    0.009108 0 0 0 1 0 2451.927 High 0 0.001109 18
High QLGAGSIEE3xCarbami    0.00014 0 1 1 2 P00747 1 2689.117 High 0 5.03E-06 42
High SKFFIEEMIR 0.000229 0 1 1 5 Q14376 1 1299.677 High 0 9.52E-06 48
High SKLTFSCLG 1xCarbami  0.000129 0 1 1 4 Q15185 1 1660.8 High 0 4.54E-06 56
High NQVSLTCLV1xCarbami  0.001406 0 4 5 8 P01861; P0   0 1161.63 High 0 9.9E-05 44
High SLGPNSCSA2xCarbami   5.33E-06 0 1 1 1 P02790 0 3282.519 High 0 7.41E-08 63
High NQYDNDVT 1.8E-05 0 1 1 1 P25786 0 1778.809 High 0 3.58E-07 60
High NREILDESL 0.00322 0 1 1 2 Q8WUM4 1 1244.659 High 0 0.000289 26
High NREQASGL 1xCarbami  0.000299 0 1 1 2 P98088 1 1871.882 High 0 1.34E-05 28
High NRPSSGSLI 1.23E-07 0 1 1 4 P09417 0 1800.956 High 0 5.7E-10 66
High NRPSVPPP 0.001833 0 0 0 1 0 3064.545 High 0 0.00014 17
High NRPTSISW 4.06E-08 0 1 1 3 P30086 1 3174.607 High 0 1.36E-10 56
High NSCIVCNM 2xCarbami   0.000546 0 1 1 1 Q96HN2 0 2377.069 High 0 2.91E-05 28
High NSCIVCNM 2xCarbami   0.000721 0 1 1 1 O43865 0 2407.08 High 0 0.000042 20
High NSCPPTSEL1xCarbami  0.00012 0 1 1 1 P22352 0 1633.749 High 0 4.14E-06 46
High NSKIEISELN 0.000408 0 1 1 3 P04264 1 1302.701 High 0 2E-05 39
High NSLDCEIVS 1xCarbami  8.38E-05 0 1 1 6 Q01518 0 1235.594 High 0 2.96E-06 53
High NSLESYAFN 2.9E-06 0 1 1 3 P11142 0 1303.599 High 0 3.37E-08 70
High NSILAQVLD 8.43E-05 0 1 1 1 O14737 0 1414.765 High 0 2.61E-06 56
High SLGPDTRPP1xCarbami  0.000476 0 1 1 2 Q8NCL4 0 1698.812 High 0 2.44E-05 44
High NSLYLQMN 3.27E-05 0 3 9 5 P0DP04; P0  0 1338.683 High 0 7.72E-07 58



High NSLYLQMN1xOxidatio  0.000273 0 3 9 3 P0DP04; P0  0 1354.678 High 0 1.2E-05 35
High NSLYLQMN1xCarbami  0.000206 0 1 4 1 P01780 1 2638.239 High 0 8.35E-06 29
High SLGLSLSGG 0.001685 0 1 1 1 Q9UJ70 0 1561.745 High 0 0.000125 26
High NSQSFFSG 9.85E-05 0 1 1 2 P54920 0 1549.728 High 0 3.21E-06 40
High NSSYFVEW 0.004392 0 3 7 3 P04350; P0  0 1696.833 High 7.62E-05 0.001655 22
High SLGDDISSE 1.47E-05 0 1 1 2 P12429 1 1713.793 High 0 2.75E-07 58
High NSVSQISVL 6.47E-05 0 1 1 2 O15143 0 1275.69 High 0 1.86E-06 53
High SIGASVEFH1xCarbami  0.000385 0 1 1 1 P98160 1 2287.125 High 0 1.86E-05 46
High NSYVAGQY 1.04E-05 0 1 1 2 P11413 0 1807.788 High 0 1.75E-07 44
High SIGASVEFH1xCarbami  1.48E-05 0 1 1 2 P98160 0 1731.812 High 0 2.77E-07 46
High NQVAMNP 1xOxidatio  0.000109 0 1 1 2 P11142 1 1821.891 High 0 3.63E-06 33
High NTAYLQMN 0.002422 0 1 1 1 A0A0B4J1V 0 1282.646 High 0 0.000201 33
High SLGPQLYGV 4.35E-05 0 1 1 2 Q9Y259 0 1519.79 High 0 1.12E-06 52
High NQVAMNP 6.51E-05 0 1 1 1 P11142 0 1649.795 High 0 1.87E-06 54
High NPDGDVGG1xCarbami  7.09E-06 0 1 1 1 P00747 0 1905.818 High 0 1.06E-07 49
High SIIGMGTGA 0.000959 0 1 1 3 Q92597 0 1580.846 High 0 0.000152 32
High NPELQNLL 1.23E-05 0 1 1 2 P52209 0 1705.88 High 0 2.18E-07 47
High SLLGKDVLF 0.005063 0 1 2 2 P00558 1 1232.761 High 0 0.000521 36
High SLLGEVEQN 1.77E-05 0 1 1 1 O60437 0 1499.806 High 0 3.49E-07 48
High SLIANLAAA 1xCarbami  1.92E-05 0 1 1 2 P55263 0 1408.725 High 0 3.86E-07 78
High NPLPSKETI 0.006146 0 0 0 6 1 1512.79 High 7.62E-05 0.001391 35
High NPLVWVHA 1.29E-05 0 1 1 2 Q14624 0 1940.05 High 0 5.14E-06 36
High SLIAEVLVK 0.004507 0 1 1 4 O95969 0 971.6136 High 0 0.000449 34
High SIKYWCLW 1xCarbami  0.000195 0 1 1 3 P01833 1 1867.891 High 0 9.42E-05 49
High SLKPWDAV 0.002034 0 0 0 1 0 1229.689 High 0 0.00016 25
High SLKEFYGED 0.002739 0 1 1 5 P30838 1 1286.626 High 0 0.000235 33
High NPWSMDE 1xOxidatio  0.001741 0 1 1 3 P00966 1 3773.794 High 0 0.000131 25
High NPYYGGES 0.000303 0 1 1 1 P50395 1 2273.108 High 0 1.36E-05 32
High SLHTLFGDK1xCarbami  3.13E-08 0 1 1 25 P02768 1 1932.037 High 0 9.7E-11 56
High NQEQLLTLA 4.99E-06 0 1 1 5 Q9Y5Z4 0 1498.859 High 0 6.81E-08 91
High NQGIEEALK 0.002686 0 1 1 2 P18206 1 1271.67 High 0 0.000229 24
High NQGNTWL 2.93E-06 0 1 2 3 P01023 0 1491.795 High 0 3.43E-08 60
High NQHIPQYC 2xCarbami   0.000779 0 1 1 1 Q9UBR2 0 2648.119 High 0 4.61E-05 28
High NQLDQEVE 0.000489 0 0 0 3 0 2063.066 High 0 2.54E-05 35
High SIHDALCVI 1xCarbami  0.007411 0 2 2 2 P50991; P4 0 1183.625 High 0 0.000853 23
High NQLPPICYN1xCarbami  0.009108 0 1 1 1 P98088 0 1679.821 High 0 0.001115 19
High SLHDALCVL1xCarbami  0.003761 0 1 1 3 P78371 0 1554.831 High 0 0.000353 37
High SIHCHLYPD2xCarbami   0.004625 0 1 1 1 Q8NES3 0 1938.874 High 0 0.000463 16
High SLGQNPTE 0.001845 0 0 0 1 0 1314.665 High 0 0.00014 30
High NQVALNPQ 1.85E-06 0 1 1 5 P0DMV8 0 1658.85 High 0 1.89E-08 57
High NQVALNPQ 0.006598 0 1 1 5 P0DMV8 1 1814.951 High 0 0.000731 29
High NQVAMNP 1xOxidatio  5.5E-05 0 1 1 1 P11142 0 1665.79 High 0 1.51E-06 61
High NYLLQCTR 1xCarbami  0.005332 0 1 1 2 Q96QK1 0 1067.53 High 0 0.000555 40
High NTDRQWL 0.004747 0 1 1 1 Q9UNM6 1 2512.222 High 0 0.00048 23
High NTGIICTIGP1xCarbami  0.000114 0 1 1 5 P14618 0 1359.705 High 0 3.88E-06 61
High NVIIWGNH 2.9E-07 0 1 1 5 P40925 0 2280.116 High 0 1.73E-09 102
High NVIPALELV 0.000198 0 1 1 2 P07602 1 1562.952 High 0 7.93E-06 55
High NVLSDSRPA 0.008763 0 1 1 1 Q9BR76 0 3522.724 High 0 0.001063 26
High SLDLDSIIAE 0.000256 0 1 1 6 P04264 0 1302.715 High 0 1.25E-05 54
High SICTTVLELL1xCarbami  7.96E-06 0 1 1 1 P27348 0 1391.745 High 0 1.24E-07 73
High NVMILTNP 0.001397 0 1 1 2 Q9UGI8 0 1270.719 High 0 9.81E-05 49
High NVNCLALD 1xCarbami  0.000416 0 1 1 1 Q53FA7 0 1131.558 High 0 2.05E-05 43
High NVNVQNFH 1.9E-05 0 1 1 2 O43707 0 1485.76 High 0 4.42E-05 49
High NVPLPVIAE 0.000238 0 1 2 5 P01871 0 1386.836 High 0 9.96E-06 38
High SIAYLQMN 0.000515 0 1 1 1 A0A0A0MS 0 1267.671 High 0 2.71E-05 37
High NVSLGNVL 0.008431 0 1 1 2 Q9NY33 0 1675.913 High 0 0.001004 34
High SIAVAEAAC1xCarbami  2.04E-05 0 1 1 1 Q9P289 0 1502.752 High 0 4.18E-07 44
High SIAQYWLG 1xCarbami  2.22E-07 0 1 1 2 P04004 0 1669.816 High 0 1.22E-09 68
High NVTELNEP 1.57E-05 0 1 1 1 P61981 0 1643.787 High 0 3E-07 64
High NVVTIFSAP1xCarbami  0.000238 0 1 2 3 P62714 0 1703.821 High 0 1E-05 44
High SLAGSSGPG 4.17E-07 0 1 1 2 P29692 0 2185.048 High 0 2.76E-09 70
High SLAGPAGA 3.56E-06 0 1 1 3 Q8NES3 0 2155.198 High 0 4.39E-08 58
High SLAELGGH 0.000227 0 1 1 2 P06727 0 1927.951 High 0 4.57E-05 30
High NWGEGWG 0.000269 0 1 2 1 P04745 0 1538.648 High 0 1.17E-05 60
High SLAEGYFDA 2.25E-06 0 0 0 1 0 1256.591 High 0 2.42E-08 61
High SKWYNDYA 0.000153 0 1 1 2 A0A0B4J1U 1 1459.722 High 0 5.66E-06 46
High NWRDPDQ 2.94E-08 0 1 1 4 P06396 1 2843.371 High 0 8.98E-11 68
High NYAEAKDV 0.000114 0 1 1 2 P02768 1 2300.106 High 0 0.000247 31
High NYAEAKDV 1xOxidatio  4.68E-06 0 1 1 2 P02768 1 2316.101 High 0 6.23E-08 47
High SKVTLLEGD 0.000911 0 1 1 1 O75534 1 1353.748 High 0 5.67E-05 36
High NYEASVDS 1.46E-06 0 1 1 5 P21980 0 2655.278 High 0 3.7E-08 80
High SKVDQIQEI 7.72E-09 0 1 1 2 P46940 1 1969.096 High 0 1.59E-11 95
High SLDLFNCEV1xCarbami  2.32E-05 0 0 0 1 1 2590.224 High 0 4.95E-07 30
High SIFKPFIFVD 0.000127 0 1 1 7 Q12765 0 1554.857 High 0 4.42E-06 33
High NVIGLQMG1xOxidatio  0.003158 0 1 1 1 P37802 1 2583.222 High 0 0.000284 11
High NVLGHMQ 1xOxidatio  0.007604 0 1 1 1 Q01813 0 1826.86 High 0 0.000881 21
High NTLIIYLDK 0.008934 0 1 1 5 P01024 0 1092.63 High 0 0.001083 42
High NTLIIYLDKV1xCarbami  0.000293 0 1 1 3 P01024 1 2481.233 High 0 3.34E-05 33
High NTLYLQMG 3.87E-05 0 1 1 2 A0A075B6Q 0 1295.678 High 0 9.59E-07 54
High NTLYLQMG1xOxidatio  0.001969 0 1 1 3 A0A075B6Q 0 1311.673 High 0 0.000154 30
High NTLYLQMN 0.004064 0 1 1 2 A0A0B4J1V 0 1324.693 High 0 0.000391 35
High NTLYLQMN1xOxidatio  0.000876 0 1 1 3 A0A0B4J1V 0 1340.688 High 0 5.38E-05 33
High NTLYLQMN 1.92E-05 0 3 7 13 P01768; A0  0 1352.699 High 0 6.82E-07 63
High NTLYLQMN1xOxidatio  0.000223 0 3 7 5 P01768; A0  0 1368.694 High 0 9.17E-06 46
High SLFDYFLTD 0.000556 0 0 0 1 0 1361.699 High 0 2.99E-05 33
High NTMAYIGF 0.001284 0 1 1 1 Q96HC4 0 1401.672 High 0 8.79E-05 38
High NTMILEICT 1xCarbami  0.000654 0 1 1 3 P01024 0 1250.623 High 0 3.68E-05 35
High NTMILEICT 1xCarbami    4.86E-05 0 1 1 2 P01024 0 1266.618 High 0 1.28E-06 61
High NTMSLLAA 0.000115 0 1 1 1 Q9UBQ7 0 1671.921 High 0 3.91E-06 50
High NTNDANSC1xCarbami  0.000321 0 2 2 4 P31150; P5 0 2199.057 High 7.62E-05 0.001365 36
High SIEYSPQLE 4.8E-05 0 1 1 2 P98160 0 1551.729 High 0 1.27E-06 67
High SLETVYLER 0.003737 0 1 1 1 Q15435 0 1109.584 High 0 0.000352 32
High NTQIQVLPE 0.002422 0 1 1 1 Q9Y6U3 0 1870.991 High 0 0.0002 19
High BTVYLQMB 0.000299 0 1 1 8 P0DOX2 0 1339.667 High 0 4.77E-05 49
High SLENETLNK1xCarbami  0.002007 0 0 0 2 1 3218.563 High 0 0.000157 17



High BTVYLQMB 0.000161 0 1 1 6 P0DOX2 0 1338.683 High 0 6.06E-06 44
High BTVYLQMB1xOxidatio  0.009286 0 1 1 3 P0DOX2 0 1354.678 High 0 0.001142 34
High SLEEAIQFIN 1.95E-06 0 1 1 4 P30838 0 1447.754 High 0 2.02E-08 68
High NVDGVNYA 0.000351 0 1 1 2 Q9UBR2 0 1308.654 High 0 1.65E-05 39
High SIEDFAHSS 1.95E-06 0 1 1 3 O75874 0 1797.848 High 0 2.02E-08 71
High NVFDEAILA 0.000327 0 0 0 4 0 1852.969 High 0 1.51E-05 39
High NVFLLGFIP 0.002406 0 0 0 1 0 1218.725 High 0 0.000198 22
High NVLGHMQ 0.003548 0 1 1 2 Q01813 0 1810.865 High 0.001951 0.02255 15
High NVIGLQMG 3.09E-05 0 1 1 2 P37802 0 1202.631 High 0 7.14E-07 44
High SGFSSISVS 0.000124 0 1 2 4 P04259 0 1026.521 High 0 4.28E-06 56
High QLGCGWA 1xCarbami    2.04E-07 0 1 1 8 Q9UGM3 0 1617.762 High 0 1.1E-09 66
High QLGCGWA 1xCarbami  4.14E-06 0 1 1 4 Q9UGM3 0 2988.409 High 0 5.35E-08 57
High REPGYTPPG 0.001071 0 1 1 3 Q93052 1 2582.246 High 0 0.000246 36
High SCNQGPYP 1xCarbami  2.4E-05 0 1 1 5 Q15782 0 1560.784 High 0 5.16E-07 80
High RFDDAVVQ 8.44E-06 0 1 1 1 P11142 1 1410.668 High 0 1.34E-07 53
High RFDEILEAS 1.64E-07 0 1 1 3 P14618 1 1821.916 High 0 1.29E-07 69
High RFDEILEAS 1xOxidatio  0.000254 0 1 1 1 P14618 1 1837.911 High 0 1.08E-05 42
High RFNTFIHED 0.003241 0 1 1 1 P34096 1 1860.95 High 0 0.000292 11
High RFPFIGEDD 4.17E-09 0 0 0 18 1 3091.502 High 0 7.19E-12 59
High RFSMVVQD 5.94E-05 0 1 1 6 P30044 1 1378.751 High 0 1.66E-06 57
High SCLVRPLM 1xCarbami  1.01E-05 0 1 1 5 P30838 1 1886.994 High 0 1.67E-07 48
High RGHLFLQT 0.00038 0 1 2 4 P0C0L5 1 2140.105 High 0 0.00046 34
High RGQPFWLT 4.33E-05 0 1 1 1 P21980 1 1743.908 High 0 1.11E-06 26
High RGSIQVDG 0.000843 0 1 1 1 P98160 1 1601.824 High 0 5.14E-05 34
High RGVITDQN 1xCarbami  4.24E-06 0 1 1 2 P15924 1 2245.992 High 0 5.51E-08 43
High RHEVPPHV 8.17E-06 0 1 1 2 Q7Z406 1 1981.004 High 0 1.29E-07 49
High RHEVTICNY1xCarbami  0.008323 0 0 0 1 1 2240.026 High 0 0.00099 22
High SCLVRPLM 1xCarbami    0.008059 0 1 1 2 P30838 0 1647.819 High 0 0.00095 37
High RHPDYSVV 4.11E-06 0 1 1 25 P02768 1 1467.843 High 0 5.28E-08 59
High RHPYFYAPE 1.46E-07 0 1 1 104 P02768 1 1898.995 High 0 7.08E-10 73
High RLAPITSDP 9.93E-06 0 1 1 1 P14618 1 2331.219 High 0 1.65E-07 50
High RLDGESSEL 1.65E-06 0 1 1 1 Q7Z406 1 2290.073 High 0 1.63E-08 57
High RLDGESSEL1xOxidatio  1.6E-05 0 1 1 1 Q7Z406 1 2306.068 High 0 3.08E-07 57
High SCLVRPLM 1xCarbami  0.000854 0 1 1 2 P30838 0 1631.824 High 0 5.22E-05 38
High SCHLAMAP1xCarbami    4.19E-05 0 1 1 27 P02788 0 1665.795 High 0 5.31E-06 56
High SCHLAMAP1xCarbami  1.01E-07 0 1 1 29 P02788 0 1649.8 High 0 5.56E-08 71
High RLELQLQEV 8.17E-06 0 1 1 6 Q7Z406 1 1468.823 High 0 1.28E-07 61
High SCESNSPFP3xCarbami    0.006226 0 1 1 1 P02774 1 2849.229 High 0 0.000678 11
High RLHTLEEVN 0.002866 0 0 0 1 1 1593.846 High 0 0.000249 19
High RENFCNIHV1xCarbami  0.005264 0 1 1 2 P17812 1 2527.236 High 0 0.000549 21
High SCESNSPFP3xCarbami    4.16E-06 0 1 1 5 P02774 0 2264.937 High 0 1.2E-05 58
High RELDESLQV 2E-06 0 1 1 7 P10909 1 1444.739 High 0 3.04E-07 79
High RDSPIQCIQ 1xCarbami  7.24E-10 0 1 1 18 P02788 1 1770.892 High 0 7.5E-13 85
High QVIDVLETD 0.000121 0 1 1 2 P80303 1 1599.849 High 0 4.18E-06 62
High QVLLHQQA 0.002584 0 1 1 1 P02788 0 1064.621 High 0 0.000218 36
High QVLLSEPEE 0.000201 0 1 1 1 P13798 0 1688.885 High 0 8.06E-06 39
High QVLSQQSL 0.000147 0 1 2 2 O95361 0 1471.802 High 0 5.37E-06 64
High QVPNESFF 0.004012 0 1 1 2 Q99733 0 1827.906 High 0 0.000384 14
High QVQFSEEH 5.12E-06 0 1 1 2 P98160 0 2335.133 High 0 1.25E-06 49
High QVVAGLNF 0.003713 0 1 1 1 P01042 0 1003.568 High 0 0.000347 36
High QVVDCQLA1xCarbami  6.51E-06 0 1 1 2 P28838 0 1672.832 High 0 9.57E-08 75
High QVVVCGYG3xCarbami    0.001956 0 2 2 2 O43865; Q 1 2054.982 High 0 0.000151 15
High QVYMSLPQ 0.001894 0 1 1 2 P15104 0 1279.635 High 0 0.000145 33
High QYASLTGTQ 0.000498 0 1 1 2 Q14697 0 2535.299 High 0 2.6E-05 29
High SDKGEELDN 0.000854 0 1 1 2 O95171 1 1360.695 High 0 5.21E-05 33
High SDEHVVSG 0.007129 0 1 1 3 P00326 0 4107.161 High 0.001258 0.01347 18
High SCVITYLAQ 1xCarbami  0.001674 0 1 1 1 Q9Y365 0 1493.767 High 0 0.000125 24
High QYSLQNW 0.000882 0 1 1 1 P48637 0 1294.617 High 0 5.45E-05 35
High QYSVAFCN 1xCarbami  0.004253 0 1 1 2 Q9BZQ8 0 1380.648 High 0 0.000415 25
High QYVQGCGV1xCarbami  0.003986 0 1 1 5 P61626 0 910.4087 High 0 0.000382 52
High QYYEGSEIV 6.68E-05 0 1 1 1 P19827 0 1470.722 High 0 1.94E-06 62
High RADLNQGI 0.000774 0 0 0 3 1 1724.867 High 0 4.6E-05 41
High SCSSSCVAT4xCarbami     0.000297 0 0 0 1 0 2818.205 High 0 1.33E-05 37
High RANSTDYG 0.002047 0 1 1 2 P47895 1 1714.876 High 0 0.000161 38
High RAPFDLFEN 0.004308 0 1 1 2 P07900 1 1264.643 High 7.62E-05 0.002309 37
High RAQEILSQL 1.68E-05 0 1 1 2 P35754 1 1395.832 High 0 3.25E-07 54
High SCSFTAACC3xCarbami    1.06E-07 0 1 1 6 P13489 0 2289.98 High 0 4.69E-10 86
High RCESCAPGY2xCarbami   0.004777 0 1 1 4 P98160 1 2076.923 High 0 0.000483 33
High SCQMNLVA1xCarbami  0.004808 0 0 0 1 0 2089.016 High 0 0.000489 16
High RDPTAEQF 0.000598 0 1 1 1 P31944 1 1719.818 High 0 3.3E-05 43
High REEAPSLRP 1.73E-06 0 1 1 2 P02675 1 2107.104 High 0 1.74E-08 46
High SDPVVSYRE1xCarbami  0.005367 0 1 1 1 P13639 1 2498.208 High 0 0.000559 26
High RLLEGEDAH 5.61E-06 0 1 1 3 P08779 1 2506.192 High 0 7.93E-08 65
High SCDKTHTC 3xCarbami    6.69E-08 0 1 2 33 P0DOX5 1 3334.642 High 0 9.17E-09 58
High RTHLPEVFL 0.001227 0 1 1 4 P02774 1 1326.753 High 0 0.000161 39
High RTIAQDYGV 0.005472 0 1 1 3 Q06830 1 1263.706 High 7.62E-05 0.00218 37
High RTVAAPSV 1.74E-10 0 1 1 31 P01834 1 2102.128 High 0 1.19E-13 90
High RVASGPSPG 4.74E-06 0 1 1 2 Q14764 1 3275.688 High 0 6.34E-08 42
High RVIISAPSAD 0.001741 0 1 1 1 P04406 1 2369.21 High 0 0.000131 18
High RVIISAPSAD1xOxidatio  2.75E-05 0 1 1 1 P04406 1 2385.205 High 0 6.15E-07 55
High RVIISAPSAD2xOxidatio   0.008323 0 1 1 1 P04406 1 2401.2 High 0 0.000987 26
High RVVIACEGN1xCarbami  1.69E-05 0 1 1 2 P34096 1 1993.991 High 0 3.27E-07 47
High RWLLLCNP 1xCarbami  3.65E-05 0 1 1 3 P11216 1 1998.084 High 0 8.9E-07 45
High RYSDESGN 1xCarbami  3.88E-06 0 1 1 2 P04632 1 2425.055 High 0 4.91E-08 42
High SAADSISES 1.4E-06 0 1 1 4 P45974 0 1443.733 High 0 5.98E-08 69
High SAATVLAYA 0.00115 0 1 1 1 Q8TE77 0 1125.597 High 0 7.66E-05 58
High SACGNCYL 2xCarbami   0.003138 0 0 0 1 0 1490.615 High 0 0.000281 33
High SASDLTWD 0.000429 0 1 1 2 P02787 0 1249.606 High 0 2.13E-05 60
High SADTLWGI 0.001674 0 1 1 6 P00338 0 1118.584 High 7.62E-05 0.001172 40
High SADTLWGI 0.002073 0 1 1 2 P00338 1 1635.838 High 0 0.000165 32
High SAEKEISLW 0.001309 0 1 1 2 P22392 1 2311.186 High 0 0.000603 24
High SAELNKEVS 2.17E-09 0 1 1 2 P13646 1 2052.028 High 0 3.1E-12 76
High SAELNKEVS1xOxidatio  0.000184 0 1 1 1 P13646 1 2068.023 High 0 7.14E-06 31
High SAGACTAA 1xCarbami  0.000941 0 1 1 1 P28838 0 1167.583 High 0 5.92E-05 35
High SAGFHPSG 4.5E-07 0 1 1 1 O95834 0 1799.94 High 0 3.03E-09 80



High SAPSIPKEN 1xCarbami  0.000721 0 1 1 1 P40925 1 1706.853 High 0 4.17E-05 31
High SAGWNIPIG1xCarbami  3.18E-09 0 1 1 5 P02787 0 2171.095 High 0 5.06E-12 82
High SALKDTYM 1.12E-05 0 1 1 1 Q96G03 1 1717.868 High 0 1.92E-07 59
High SALKDTYM 1xOxidatio  6.31E-07 0 1 1 1 Q96G03 1 1733.863 High 0 4.7E-09 53
High SALYSPSDP 1.9E-06 0 1 1 2 O00391 0 2047.071 High 0 1.95E-08 77
High SALYYVDLI 0.000256 0 1 1 1 P13798 0 1298.699 High 0 1.1E-05 45
High RSYDVPPPP 0.005507 0 1 2 3 P18669 1 2573.213 High 0 0.000582 13
High SCEKEVVSA1xCarbami  0.008876 0 1 1 1 P28799 1 1892.953 High 0 0.001078 12
High RSVQWCAV1xCarbami  1.99E-06 0 1 1 16 P02788 1 1746.859 High 0 2.06E-08 74
High RSDTSLTW 5.83E-06 0 1 1 12 P02788 1 1393.707 High 0 8.31E-08 56
High RIPIEDGSG 1.63E-06 0 1 1 3 P01024 1 1626.881 High 0 1.59E-08 58
High SCDFLSSFR 1xCarbami  0.001969 0 1 1 2 P35237 0 1118.494 High 0 0.000292 41
High RLTGFHETS 0.004392 0 1 1 2 P15104 1 2306.127 High 0 0.000433 28
High SCAVAEYGV1xCarbami  6.34E-05 0 2 2 3 P00739; P0 0 1345.646 High 0 1.81E-06 63
High RLYGSEAFA 1.7E-05 0 1 1 1 P01011 1 2047.972 High 0 3.32E-07 35
High RMPCAEDY2xCarbami   5.84E-08 0 1 1 15 P02768 1 2674.315 High 0 5.1E-08 54
High RMPCAEDY2xCarbami     1.31E-06 0 1 1 15 P02768 1 2690.31 High 0 1.21E-08 59
High SCAASGPQ 1xCarbami  9.42E-05 0 0 0 1 0 2179.06 High 0 3.03E-06 53
High RNVLSDSR 4.24E-06 0 1 1 2 Q9BR76 1 3678.825 High 0 5.5E-08 38
High RPAILTYHD 7.13E-06 0 1 1 2 Q9UN36 0 1759.949 High 0 1.08E-07 48
High RPCFSALEV1xCarbami  2.29E-06 0 1 1 12 P02768 0 1910.932 High 0 1.09E-07 60
High RPDLLTMV 0.003018 0 1 1 3 Q15121 0 1477.783 High 0 0.000267 21
High SAVTALWG 3.96E-07 0 1 1 2 P68871 1 2228.167 High 0 2.58E-09 49
High RPDVVENQ 1.52E-07 0 1 1 1 Q9NZL9 0 2608.296 High 0 7.51E-10 74
High SAVTALWG 0.005579 0 1 1 1 P68871 0 932.52 High 0 0.000589 43
High RPGGEPSP 0.000195 0 1 1 4 P02751 0 2396.086 High 0 1.31E-05 45
High SAVQGPPE 4xCarbami     0.00074 0 1 1 9 P01877 1 4871.207 High 7.62E-05 0.00181 28
High RPHGDIYG 7.96E-05 0 1 1 1 P23743 0 1881.993 High 0 2.43E-06 31
High RPLHSAQA 0.00247 0 1 1 1 Q9H4A4 0 1925.994 High 0 0.000205 19
High RPQYSNPP 3.21E-06 0 0 0 1 0 3223.53 High 0 3.84E-08 50
High RPSANCDP 1xCarbami  3.59E-07 0 1 1 5 P15104 0 1932.96 High 0 6.7E-09 52
High RPTEICADP 1xCarbami  6.39E-07 0 1 1 6 P17655 0 2002.017 High 0 4.8E-09 47
High RPTELLSNP 7.37E-07 0 1 1 2 P07384 0 2014.072 High 0 5.74E-09 54
High RPWNVASL 0.008431 0 1 1 2 P02748 0 1576.848 High 0.000542 0.005971 15
High RQECSIPVC2xCarbami   5.09E-06 0 1 1 1 P00734 1 2432.148 High 0 6.94E-08 47
High RQEEEAGA 0.004225 0 1 1 2 Q7Z406 1 1744.81 High 0 0.000411 30
High SAVQGPPE 3xCarbami    9.24E-05 0 1 1 21 P01876 1 3514.594 High 0 2.95E-06 39
High RSIQFVDW 1xCarbami  0.000266 0 1 2 1 P68366 1 1740.853 High 0 1.15E-05 37
High QVGSGVTT 2.45E-08 0 1 2 2 P01871 1 2481.21 High 0 7.05E-11 79
High QVGSGVTT 2.03E-07 0 1 2 4 P01871 0 1617.808 High 0 8.43E-09 66
High QVFGEATK 4.05E-05 0 1 1 3 P07339 1 1906.043 High 0 1.01E-06 62
High SFTILLSNTE 1.83E-05 0 1 1 3 Q02487 0 1623.822 High 0 7.27E-07 42
High QITQVYGFY1xCarbami  6.42E-05 0 2 3 1 P62714; P6 0 1791.837 High 0 1.84E-06 46
High QITSYGETC 1xCarbami  0.00065 0 1 1 1 P50990 1 2186.08 High 0 3.68E-05 21
High QITVNDLPV 0.002391 0 2 2 4 Q06830; P3 0 1211.674 High 0 0.000197 32
High QLVHELDEA 5.99E-06 0 1 1 3 Q06323 0 1501.728 High 0 8.6E-08 55
High SFSTASAITP 0.000342 0 1 1 4 P13647 0 1410.722 High 0 1.6E-05 34
High QIVYCIGGE 1xCarbami  0.00391 0 1 1 1 Q16401 0 1650.852 High 0 0.000372 45
High QIYPPINVL 0.000161 0 1 2 2 P21281 0 1596.911 High 0 6.04E-06 47
High QIYQTYGFV 0.00105 0 1 1 1 P48723 0 1458.738 High 0 6.83E-05 34
High QLYVLGHE 0.00137 0 1 1 1 P22314 0 1288.672 High 0 9.62E-05 25
High QLYVLGSPA 0.001276 0 1 1 1 P41226 0 1362.72 High 0 8.77E-05 22
High QMEKDETV1xCarbami  2.26E-05 0 1 1 3 P47756 1 2287.044 High 0 4.78E-07 48
High QMEQISQF 3.54E-06 0 1 1 3 P37802 0 1678.822 High 0 3.94E-05 64
High QMEQISQF1xOxidatio  3.54E-05 0 1 1 1 P37802 0 1694.817 High 0 8.52E-07 76
High QMIAVADE 0.001043 0 1 1 2 Q9BRK5 0 2444.187 High 0 6.74E-05 32
High SFPDFPTPG 0.000177 0 1 1 1 P07741 0 1465.747 High 0 6.8E-06 48
High QMLVNAFT 1.61E-05 0 1 1 3 Q53FA7 0 2543.271 High 0 3.09E-07 46
High SFNLSALEK 0.004198 0 1 1 1 P13798 0 1008.536 High 0 0.000409 22
High QNCELFEQ 1xCarbami  1.15E-05 0 1 1 12 P02768 0 1657.753 High 0 6.11E-07 66
High QNCELFEQ 1xCarbami  1.43E-07 0 1 1 49 P02768 1 2599.297 High 0 7.39E-10 71
High QNCGFPGV2xCarbami   0.000515 0 1 1 2 P04155 0 1764.779 High 0 0.000392 40
High SFIKDYPVV 2.45E-08 0 1 1 1 P06733 1 2985.394 High 0 7.09E-11 59
High QNLEPLFEQ 8.55E-06 0 3 4 4 P04259; P0  0 1890.971 High 0 1.36E-07 56
High QNLFQEAE 4E-06 0 1 1 1 Q9UL46 0 1686.812 High 0 5.13E-08 69
High QNRYDGQV 0.000443 0 1 1 2 P22314 1 2053.994 High 0 4.38E-05 38
High QPCQPPPQ2xCarbami   0.000259 0 2 2 5 P22528; P3 0 1675.793 High 0 2.07E-05 36
High QPDFISFGL 0.000876 0 1 1 5 P98160 0 1921.992 High 0 5.39E-05 39
High SFYPEEVSS 0.000215 0 1 1 1 P11142 0 1616.788 High 0 8.71E-06 39
High QPFSIEEIEV 4.41E-05 0 1 1 2 P40394 0 1583.832 High 0 1.96E-06 60
High SGALLACG 1xCarbami  0.001969 0 1 1 1 Q13200 0 1473.784 High 0 0.000154 24
High QIQVSWLR 0.001461 0 1 1 3 P01871 0 1029.584 High 0 0.000104 44
High QLGCGWA 1xCarbami  1.9E-06 0 1 1 2 Q9UGM3 0 1575.715 High 0 1.95E-08 60
High QLGCGWA 1xCarbami    3.52E-06 0 1 1 1 Q9UGM3 0 1591.71 High 0 4.33E-08 57
High QLGCGWA 1xCarbami  0.000125 0 1 1 4 Q9UGM3 0 3018.399 High 0 6.11E-06 38
High SGEWTEDE 0.007084 0 1 1 2 Q13938 1 1476.708 High 0 0.000803 39
High SGEHDFGA 0.001664 0 1 1 2 P36871 1 2309.025 High 0 0.000124 24
High QLGGSVELV 0.000621 0 1 1 2 Q96KP4 0 1314.726 High 0 9.31E-05 58
High QLKEHAVE 1xCarbami  0.006067 0 1 1 2 P02765 1 2030.001 High 0 0.000658 18
High QLKNPLEIV 0.000458 0 1 1 3 P49788 1 2592.389 High 0 2.33E-05 28
High SGDAAIVD 1xCarbami    4.92E-05 0 1 2 3 P68104 0 3011.395 High 0 1.73E-06 42
High QLLGFPCAE1xCarbami  9.06E-05 0 1 1 2 Q13421 0 1863.927 High 0 1.07E-05 45
High QLLHNFPP 0.000344 0 1 1 12 P22314 0 2524.262 High 0 1.62E-05 40
High QLLLEEWG 5.19E-06 0 1 1 3 Q6ZVX7 0 2135.15 High 0 6.02E-07 64
High QLLNCLHV 1xCarbami  4.14E-06 0 1 1 2 P06737 0 1774.909 High 0 5.34E-08 67
High QLLNCLHV 1xCarbami  0.005799 0 1 1 1 P11216 0 1742.937 High 0 0.000622 23
High SGDAAIVD 1xCarbami  1.85E-05 0 1 2 7 P68104 0 2995.4 High 0 3.68E-07 40
High QLLTLSSELS 0.000397 0 1 1 2 P15311 0 1445.796 High 0 3.23E-05 64
High QLMETPAN 1.83E-06 0 1 1 1 P28838 0 1618.756 High 0 1.86E-08 59
High QLMETPAN1xOxidatio  7.55E-05 0 1 1 1 P28838 0 1634.751 High 0 2.27E-06 48
High SGCVRDDT 1xCarbami  8.66E-06 0 1 1 3 Q9UGM3 1 2016.908 High 0 1.39E-07 67
High QLNEINYED 0.009286 0 1 1 1 P00751 1 1643.839 High 0 0.001145 18
High QLNSESLSQ 1.38E-07 0 1 1 1 P36952 0 2207.04 High 0 6.65E-10 88
High QIPAITCIQS1xCarbami  0.00137 0 1 1 2 P46940 0 1600.826 High 0 9.63E-05 27
High SGASGPEN 2.84E-05 0 1 1 3 Q9Y490 0 2927.352 High 0 6.44E-07 44



High QLQGPEKE 0.000731 0 1 1 5 O60664 1 2076.072 High 0 0.000466 24
High QLQIYQGIL 5.95E-06 0 1 1 3 Q8TE77 0 1490.833 High 0 8.5E-08 62
High SGAQATWT1xCarbami  0.000905 0 1 1 2 P02790 1 2841.333 High 0 5.59E-05 22
High QLQNISLAA 5.4E-06 0 1 1 1 Q14204 0 1428.781 High 0 7.5E-08 52
High SGAQATWT 9.8E-06 0 1 1 4 P02790 0 1837.887 High 0 1.62E-07 39
High SFFSEIISSIS 1.15E-07 0 1 1 2 P63151 0 1558.8 High 0 5.24E-10 82
High SFFPENWL 0.008763 0 1 2 1 P0C0L5 0 1381.669 High 0 0.001056 16
High QPINISSQQ 0.001017 0 0 0 1 0 1326.738 High 0 6.53E-05 44
High QSPASPERD 0.00037 0 1 1 1 P13646 1 1787.824 High 0 1.77E-05 49
High SEGTYCCG 2xCarbami   0.002114 0 1 1 3 P21980 0 1481.651 High 0 0.000183 33
High QSSGENCD 1xCarbami  2.55E-08 0 1 1 19 P01833 0 1706.801 High 0 7.47E-11 97
High QSSGENCD 1xCarbami  2.48E-07 0 1 1 6 P01833 1 1862.903 High 0 1.41E-09 93
High SEETKENEG 4.06E-06 0 1 1 5 P01024 1 1855.856 High 0 1.64E-07 70
High QSVFPFESG 0.000351 0 1 1 2 P17931 0 1497.774 High 0 1.65E-05 36
High SEEFLIAGK 0.008376 0 1 1 2 P01033 0 993.5251 High 0 0.000998 26
High QTEGFKNV 0.009286 0 1 1 2 Q9NY33 1 2366.246 High 0 0.001142 21
High QTLFASQV 0.003326 0 1 1 1 P49902 0 1180.614 High 0 0.000302 38
High QTNPSAME 1.4E-05 0 1 1 2 P55072 1 2312.082 High 0 2.58E-07 56
High QTPSFWILA 0.000495 0 1 1 1 Q13564 0 1218.663 High 0 2.58E-05 38
High QTQVSVLP 7.96E-05 0 1 1 2 P06396 0 1829.964 High 0 2.43E-06 52
High SEDCFILDH 1xCarbami  3.8E-06 0 1 1 3 P06396 1 1620.732 High 0 4.79E-08 66
High QTSPVSAM 0.001906 0 1 1 3 Q12805 0 1372.787 High 0 0.000176 37
High QTTVSNSQ 1.01E-05 0 1 1 4 P31946 1 2287.12 High 0 1.68E-07 62
High QTVADQVL1xCarbami  0.0001 0 1 1 2 P56537 0 2703.356 High 0 3.29E-06 47
High QTVSWAVT 0.001284 0 1 1 1 P01023 0 1116.605 High 0 8.84E-05 63
High SDVYCEVC 2xCarbami   2.54E-05 0 1 1 2 P07602 0 1647.739 High 0 5.56E-07 53
High QVAASTAQ1xCarbami  2.04E-07 0 1 2 2 Q9Y490 0 1459.794 High 0 1.1E-09 97
High SDVVYTDW 0.000226 0 1 1 5 P02763 1 1240.621 High 0 9.39E-06 51
High QVATALQN 0.000246 0 1 1 1 P18206 0 1314.738 High 0 1.04E-05 42
High QVDVVITCT1xCarbami  0.006146 0 1 1 1 O43865 0 1333.678 High 0 0.000671 21
High SDVMYTDW 0.000315 0 1 1 3 P19652 1 1272.593 High 0 1.44E-05 50
High SDTSLTWN 0.000236 0 1 1 30 P02788 0 1237.606 High 0 2.57E-05 67
High QVEGMED 4.3E-05 0 1 1 7 P25311 1 1948.907 High 0 1.1E-06 42
High QVEGMED 1xOxidatio  0.001642 0 1 1 13 P25311 1 1964.902 High 0 0.000618 47
High QVEKEETN 0.0023 0 1 1 1 Q8NBJ4 1 2298.121 High 0 0.000188 29
High SEIDLFNIR 0.007803 0 1 1 4 P08758 0 1106.584 High 0.000489 0.00558 43
High QSNNKYAA 0.0002 0 2 7 8 P0DOY2; P0 1 2315.13 High 0 0.000916 53
High QSIINPDW 0.008111 0 1 1 2 P46459 0 1490.727 High 0 0.000961 17
High QSLGELIGT 7.87E-08 0 1 1 2 P60174 0 1414.79 High 0 3.2E-10 65
High QPNCYLFFC3xCarbami    0.000142 0 0 0 1 0 2583.183 High 0 5.11E-06 18
High SFENSLGIN 0.000421 0 1 1 4 Q16851 0 1332.691 High 0 4.36E-05 70
High QPSQPPPQ 0.007604 0 1 1 3 Q9UBC9 0 1793.943 High 0 0.000883 27
High SEYDRGVN 0.000215 0 1 1 4 P28066 1 1713.783 High 0 1.51E-05 34
High SEWGSLLE 2.34E-06 0 1 1 1 P17858 0 1646.827 High 0 2.55E-08 60
High QPYITQNYF1xCarbami  0.005196 0 1 1 2 P08174 0 2936.404 High 0 0.000539 32
High QQASSWV 0.002073 0 1 1 7 Q8N474 0 1370.743 High 0 0.000164 49
High QQDVFMF 0.004777 0 1 1 1 Q02809 0 1398.683 High 0 0.000483 15
High QQHVIETLI 0.001343 0 1 1 3 P48643 0 1265.721 High 0 9.36E-05 46
High SELTQQLNA 2.13E-05 0 1 1 1 P06727 0 1634.838 High 0 4.44E-07 61
High QQILLSFK 0.006727 0 1 1 1 P50995 0 976.5826 High 0 0.000751 36
High SELKELLTR 0.00386 0 1 1 2 P26447 1 1088.631 High 7.62E-05 0.001422 42
High QQNAQGG 4.93E-07 0 1 1 2 P01023 0 2387.195 High 0 3.42E-09 68
High NPDADKGP1xCarbami  0.006993 0 1 1 3 P00747 1 2062.929 High 0 0.000794 23
High QQPTQFIN 0.000241 0 1 1 2 Q15019 0 2952.475 High 0 2.39E-05 34
High QQSHFAM 0.00905 0 1 1 1 Q15365 0 2606.176 High 0 0.0011 18
High QQTHMLD 0.001653 0 1 1 3 P10909 0 1872.848 High 0 0.000122 38
High SEIDLVQIK 0.004038 0 1 1 2 P20073 0 1044.594 High 0 0.00044 44
High QQTVGGVN 2.77E-07 0 1 1 4 P01037 0 1914.934 High 0 1.63E-09 90
High QRPAEIKDY 0.001798 0 1 1 2 P02533 1 1741.891 High 7.62E-05 0.001658 27
High QRQPPGTQ 0.003078 0 1 1 2 Q5TDH0 1 3283.641 High 0 0.000274 22
High QSAQLTALA 0.005688 0 0 0 1 1 2071.078 High 0 0.000603 33
High QSEDSTFYL 1.21E-05 0 1 1 2 P00450 0 1431.639 High 0 2.13E-07 81
High QSEQQRET 0.000164 0 0 0 1 1 2247.111 High 0 6.2E-06 37
High QSESSHGW 0.000416 0 0 0 1 0 1672.767 High 0 2.06E-05 31
High SEIDLFNIRK 0.006107 0 1 1 3 P08758 1 1234.679 High 0 0.000665 32
High QSFTMVAD 2.12E-05 0 1 1 1 Q14847 0 1608.769 High 0 4.4E-07 55
High QSLEASLAE 0.000125 0 1 1 1 P13645 0 1390.681 High 0 4.36E-06 63
High QQQHLFGS2xCarbami   0.001004 0 1 1 2 P02787 0 2515.124 High 0 6.4E-05 25
High KLHELTVM 0.0015 0 0 0 2 1 1369.726 High 0 0.000108 30
High NPAVLSAA 7.04E-06 0 1 1 1 O94979 0 1304.659 High 0 1.06E-07 61
High NNQLVAGY 1.87E-05 0 1 1 1 P18510 0 2100.072 High 0 3.75E-07 48
High IYNEIPDINL 0.006859 0 1 1 1 Q53EL6 0 2486.256 High 0 0.000771 15
High IYPTVNCQP1xCarbami  0.005031 0 1 1 2 P01042 0 1965.001 High 0 0.000515 23
High STLINSLFLT 0.000107 0 1 1 2 Q16181 0 2607.309 High 0 3.54E-06 57
High LYQASPAD 1xCarbami  8.07E-07 0 1 1 6 P98160 0 1715.769 High 0 6.49E-09 83
High LYQQHGAG 1.25E-06 0 1 1 2 O14773 0 1604.818 High 0 1.14E-08 51
High LYQSATQA 0.000106 0 0 0 1 0 1383.727 High 0 3.5E-06 45
High LYQTDPSGT 0.000338 0 1 2 1 O14818 0 1666.786 High 0 1.57E-05 27
High LYQVEYAFK 0.00233 0 1 1 1 P60900 0 1160.599 High 0 0.00019 34
High IYQYVINK 0.002866 0 1 1 1 P17812 0 1040.578 High 0 0.00025 30
High LYSILGTTLK 0.000148 0 1 1 4 O75083 1 1537.847 High 0 5.44E-06 49
High LYSNAYLND1xCarbami  3.3E-06 0 1 1 4 P00352 0 1714.847 High 0 3.98E-08 59
High LYSVVFQEI 1xCarbami  1.48E-06 0 0 0 1 0 1527.762 High 0 1.41E-08 79
High LYTLVLTDP 1.6E-05 0 1 1 1 P30086 0 1560.827 High 0 3.08E-07 56
High STLLLYQSP 0.00523 0 0 0 1 0 1867.021 High 0 0.000543 31
High IYTSPTWSA 2.58E-09 0 1 1 10 Q08380 0 2162.019 High 0 3.88E-12 99
High STLILVCGP 1xCarbami  0.001292 0 1 1 2 Q6BCY4 0 2469.353 High 0 8.88E-05 35
High IYVDAVINH2xCarbami     0.001361 0 1 2 1 P04745 0 3408.504 High 0 9.47E-05 30
High IYVDDGLIS 3.9E-06 0 1 1 8 P14618 0 1462.815 High 0 4.95E-08 68
High STGKPTLYN1xCarbami  0.000162 0 1 2 1 P01871 0 2365.105 High 0 6.09E-06 38
High STGGAPTF 7.55E-05 0 1 1 2 P07737 1 1723.886 High 0 2.27E-06 36
High IYVVDVGSE 3.36E-06 0 1 1 3 Q13228 0 1233.647 High 0 4.07E-08 60
High MAATFIGN 1xOxidatio  0.002848 0 1 1 2 P04350 1 2014.043 High 0 0.000247 26
High MADSGGQ 0.000528 0 1 1 2 Q9UN36 1 2204.102 High 0 2.8E-05 36
High MAEAELVQ 1.94E-05 0 1 1 1 P31944 0 1204.588 High 0 3.91E-07 52



High MAGAIPLV 9.92E-05 0 1 1 1 Q53FA7 0 1343.735 High 0 3.22E-06 40
High STGGAPTF 0.000295 0 1 1 5 P07737 0 1379.717 High 0 1.32E-05 34
High MAGCSLSF 1xCarbami  0.000139 0 2 3 1 P0DMM9; 0 1028.465 High 0 4.98E-06 53
High LYMVLITTK 0.001276 0 0 0 1 0 1081.633 High 0 8.77E-05 45
High STEGGQSL 0.00159 0 1 1 1 O95171 0 1334.68 High 0 0.000116 49
High STLNEIYFG 0.006067 0 1 1 1 P47756 0 1171.599 High 0 0.000657 40
High STQAPLIIRP 5.72E-06 0 1 1 1 P43490 0 2235.234 High 0 8.11E-08 54
High SVHWYQQ 0.000257 0 1 1 3 P80748 0 3423.708 High 0 1.1E-05 34
High LWDLTTGT 0.008216 0 1 1 1 P63244 0 1264.653 High 0 0.000975 19
High IWDVVEKA 1xCarbami  0.003503 0 1 1 1 P01024 1 1931.953 High 0 0.000323 26
High LWEEQLAA 0.000698 0 1 1 1 P14314 0 1158.615 High 0 0.00004 48
High SVFPEQAN 0.000511 0 1 1 2 O43242 0 1661.767 High 0 0.000218 40
High IWHHTFYN 9.42E-06 0 2 9 7 P60709; P6 0 1515.749 High 0 1.67E-06 36
High SVETLKEM 0.008651 0 1 1 1 P14618 1 1177.65 High 0 0.001045 37
High SVAADFIQQ 1.52E-06 0 1 1 4 Q9BUT1 0 1304.696 High 0 1.47E-08 78
High LWYCDLQQ1xCarbami  6.64E-07 0 1 1 1 P48147 0 2081.037 High 0 5.02E-09 67
High LYDAYELK 0.00236 0 1 1 4 P08758 0 1014.514 High 7.62E-05 0.001592 26
High STVVSTAVA 4.62E-06 0 1 1 1 P47989 0 1380.773 High 0 6.13E-08 65
High IYDYDPLYK 8.28E-07 0 1 2 6 P31941 1 2031.026 High 0 6.7E-09 52
High LYELIITR 0.00905 0 1 1 4 P07384 0 1020.609 High 0 0.001102 37
High STSSFPCPA 1xCarbami  0.000553 0 1 1 2 Q08380 0 1768.786 High 0 2.97E-05 32
High STSGGTAA 1xCarbami  3.98E-06 0 2 3 5 P0DOX5; P0 0 1321.678 High 0 5.09E-08 68
High IYGISFPDPK 0.003713 0 1 1 2 P26639 0 1136.599 High 0 0.000349 37
High LYGMNEEG 0.002551 0 1 1 1 P07711 0 1254.557 High 0 0.000215 41
High STSESTAAL 1xCarbami  1.92E-06 0 2 2 4 P01861; P0 0 1423.71 High 0 1.99E-08 65
High LYGSEAFAT 1.27E-07 0 1 1 2 P01011 0 1891.871 High 0 5.93E-10 78
High LYGSGDQE 2.95E-06 0 1 1 4 P28838 0 1381.638 High 0 3.45E-08 64
High LYHSCADPT2xCarbami   0.008111 0 1 1 3 Q9UHL4 0 1934.812 High 0 0.000956 21
High LYHSEAFTV 2.08E-09 0 1 1 4 P01009 1 2186.04 High 0 2.93E-12 68
High IYKVPSTEA 1xOxidatio  0.00322 0 1 1 1 P50395 1 2400.237 High 0 0.00029 25
High IYLDMLNVY 0.001276 0 1 1 1 O14980 0 1271.67 High 0 8.78E-05 44
High LYIDSYEKD 0.000358 0 1 1 8 P36871 1 1443.737 High 0 1.7E-05 41
High LYIFQASPA 1xCarbami  1.68E-05 0 1 1 3 P98160 0 1958.943 High 0 3.25E-07 79
High LYIGLAGLA 0.00034 0 1 1 1 P49720 0 1889.049 High 0 1.59E-05 25
High STMLELEK 0.004902 0 1 1 4 Q12765 0 950.4863 High 0.001951 0.02295 30
High IWCFGPDG 1xCarbami  7.61E-06 0 1 1 2 P13639 0 2105.037 High 0 1.17E-07 71
High MALLMAEM 1.35E-05 0 1 1 2 P18206 0 1152.557 High 0 2.44E-07 69
High STDYGIFQI 6.52E-07 0 1 1 179 P61626 0 1400.68 High 0 1.43E-08 83
High MGLLAVLR 0.003525 0 1 1 2 O95394 0 872.5386 High 0 0.000327 44
High MGNTPDSA 3.66E-06 0 1 1 1 Q8NBJ7 0 1581.696 High 0 4.56E-08 77
High SSKGGPGSA 9.99E-06 0 1 1 4 P04083 1 2658.316 High 0 1.67E-07 47
High SSGVPDRFS 0.000387 0 1 1 2 A0A075B6I 1 1620.834 High 0 1.87E-05 46
High MHSMNGF1xCarbami  0.000461 0 1 1 2 P00450 0 2203.921 High 0 2.35E-05 47
High MKEIAEAYL 0.001918 0 1 1 2 P11142 1 1252.661 High 0 0.000186 37
High SSGSLLNNA 0.006859 0 1 2 1 P01023 0 1103.606 High 0 0.000771 40
High SSGSALTVW 0.000837 0 1 1 1 Q13630 0 1489.739 High 0 5.09E-05 28
High MLAAQGV 0.001752 0 1 1 1 P19971 0 1298.689 High 0 0.000132 37
High MLAAYLYEV 3.61E-05 0 1 1 1 Q96KP4 1 1643.835 High 0 8.76E-07 48
High SSFYVNGLT 9.18E-05 0 1 1 2 P07737 0 1470.759 High 0 2.92E-06 56
High MIAPEGSLV 0.000107 0 1 1 3 P48739 0 1457.746 High 0 3.54E-06 34
High MLDAEDIV 0.002567 0 1 1 1 O43707 0 1816.875 High 0 0.000216 24
High MIEAVQNH 0.001203 0 1 1 2 Q16881 0 1987.981 High 0 0.000192 35
High MIELHNQE 2.38E-05 0 1 1 1 P07711 0 1332.637 High 0 5.13E-07 54
High SSAYESLME 2.05E-05 0 1 1 2 Q14974 0 1356.672 High 0 4.21E-07 49
High SSAQLSDG 1.52E-06 0 1 1 2 O15231 0 2945.42 High 0 1.47E-08 75
High SSALQWLT 2xCarbami   8.54E-05 0 1 1 4 P09960 1 3559.685 High 0 2.66E-06 44
High MLGQMTD 1.07E-06 0 1 1 1 P18206 0 1477.714 High 0 9.29E-09 80
High MIKPFFHSL 0.003665 0 1 1 7 P10599 0 1463.772 High 0 0.00087 31
High MIKPFFHSL1xOxidatio  0.000217 0 1 1 3 P10599 0 1479.766 High 0 8.91E-06 40
High MLLADQGQ 0.000726 0 1 1 1 P09211 0 1276.635 High 0 4.24E-05 42
High MLLADQGQ 1.26E-07 0 1 1 6 P09211 1 2991.477 High 0 5.86E-10 70
High MLLADQGQ1xOxidatio  1.69E-06 0 1 1 1 P09211 1 3007.472 High 0 1.67E-08 45
High SRQELASG 0.000779 0 0 0 1 1 2336.22 High 0 4.63E-05 32
High MILLEVNN 0.000663 0 1 1 2 O15144 0 1101.608 High 0 3.74E-05 52
High MLISILTER 0.008707 0 1 1 2 P12429 0 1075.618 High 0 0.001046 45
High MGLKDTPT 0.006472 0 1 1 2 Q9NQW7 1 2458.228 High 0 0.000715 20
High MAPYQGPD 1.34E-07 0 1 1 2 O43707 0 1792.857 High 0 6.38E-10 78
High MGLGHEQ 1xCarbami  0.004225 0 1 1 1 Q9UGI8 0 1601.756 High 0 0.000412 25
High MGFAVLLV 1xOxidatio  0.007129 0 1 1 1 P13798 0 1298.693 High 0 0.000813 16
High STAGDTHL 0.001143 0 1 2 1 P11142 0 1691.726 High 0 7.57E-05 30
High MASVGLSD 9.3E-05 0 1 1 3 P98160 0 2358.118 High 0 2.96E-06 33
High MASVGLSD1xOxidatio  1.6E-07 0 1 1 6 P98160 0 2374.113 High 0 7.96E-10 51
High MASVGLSD2xOxidatio   0.000505 0 1 1 1 P98160 0 2390.107 High 0 2.63E-05 30
High MAVGFML 0.000185 0 1 3 2 P04745 0 1697.829 High 0 7.22E-06 47
High STACQMLV2xCarbami   0.00068 0 1 1 1 O00410 0 1431.643 High 0 3.89E-05 43
High MCKQDPSV1xCarbami  0.00041 0 1 1 4 P50502 1 1860.84 High 0 0.000282 35
High MCLNYEVR1xCarbami  0.000413 0 1 1 1 P98088 0 1084.491 High 0 2.04E-05 53
High MCPQLQQ 1xCarbami  0.00202 0 1 1 1 P01023 0 2073.93 High 0 0.000159 24
High MDELQLFR 5.12E-05 0 1 1 1 P55072 0 1051.524 High 0 1.38E-06 58
High MDKNASTF 0.000145 0 1 1 1 Q14247 1 2249.039 High 0 5.3E-06 26
High SSSSGHYVS 0.00068 0 1 1 1 P54578 0 1323.633 High 0 3.89E-05 33
High MDLLPLHM1xOxidatio  0.001157 0 1 1 7 P21980 0 1420.744 High 0 7.75E-05 32
High MDILSYMR 0.00101 0 1 1 7 P22352 0 1028.49 High 0 6.45E-05 46
High MEAFVVYR 0.001798 0 1 1 3 Q14914 0 1014.508 High 0 0.000137 41
High SSSGLTYIA 0.006598 0 1 1 1 P33908 0 1341.669 High 0 0.000731 30
High SSSAGGQG 2.19E-05 0 1 1 2 Q86X29 0 1478.76 High 0 4.57E-07 61
High MEKGEHSIV 0.008431 0 1 1 1 Q02790 1 2427.238 High 0 0.001003 18
High MELERPGG 0.005725 0 1 1 1 P02671 0 1501.743 High 0 0.000608 41
High MEVGPTM 0.000854 0 1 1 2 P30047 0 2686.216 High 0 5.21E-05 32
High MFGIDRDA 0.000166 0 1 1 2 P29401 1 1562.811 High 0 4.05E-05 36
High SSQSLVHSD 0.000972 0 1 1 5 A0A0C4DH 0 2938.455 High 0 6.13E-05 22
High SSPVDLVTA 0.000435 0 1 1 3 P29218 1 1716.901 High 0 2.18E-05 47
High MGAMAKP 2xCarbami   2.54E-06 0 1 1 3 Q01469 0 1767.79 High 0 2.85E-08 53
High MGAMAKP 2xCarbami     0.002567 0 1 1 5 Q01469 0 1783.785 High 0 0.000852 35
High MGDTHTG 0.00079 0 1 1 1 Q6PCB0 0 1476.752 High 0 4.69E-05 33



High SSNLIILEEH 0.000252 0 1 1 1 P08603 0 1395.784 High 0 1.07E-05 43
High SSLNDPLCL 2xCarbami   8.78E-06 0 1 1 2 O43490 0 2386.113 High 0 1.41E-07 51
High MLITVYCVR1xCarbami  0.006815 0 1 1 2 Q5TDH0 0 1154.606 High 0 0.000764 26
High SVIEQGGIQ 3.81E-08 0 1 1 3 Q8WUM4 0 1727.954 High 0 1.25E-10 97
High IVVYNQPYI 0.000438 0 1 1 1 Q9Y646 0 1628.843 High 0 2.2E-05 35
High LTVVDTPGY1xCarbami  7.03E-05 0 1 1 2 Q15019 0 1750.843 High 0 2.07E-06 56
High LTYLGCASV1xCarbami  0.000805 0 0 0 1 0 1421.721 High 0 4.83E-05 36
High LTYTAEVSV 0.000139 0 1 1 2 P09960 0 1207.657 High 0 7.57E-06 52
High ITYVANVNP 0.006226 0 0 0 1 0 1985.06 High 0 0.000683 12
High LVAASQAA 6.22E-06 0 1 1 15 P02768 0 1013.599 High 0 9.01E-08 86
High SVVGDVLE 3.8E-06 0 1 1 2 P98088 0 1536.769 High 0 4.78E-08 74
High SVTGTDVD 7.51E-05 0 0 0 1 0 1367.705 High 0 2.24E-06 56
High IVALDRDFH1xCarbami  0.001318 0 1 1 1 Q93052 1 1800.896 High 0 9.09E-05 17
High LVALLNTLD 0.005762 0 1 1 1 Q15257 0 1127.678 High 0 0.000614 34
High IVAPGKGIL 0.00158 0 1 1 2 P04075 1 1898.059 High 0 0.000116 22
High IVASTLSNP 2.46E-06 0 1 1 4 P17174 0 2234.134 High 0 2.73E-08 53
High LVAYYTLIG 1.04E-08 0 1 1 2 P01024 0 1511.822 High 0 2.34E-11 92
High LVCYFTNW 1xCarbami  0.000532 0 1 1 2 Q15782 0 1588.721 High 0 2.83E-05 45
High SVTEQGAE 0.003737 0 1 1 2 P63104 1 2437.221 High 0 0.000477 24
High LVECLETVL 1xCarbami  0.00024 0 1 1 1 O95782 0 1317.708 High 0 1.01E-05 47
High IVEGSDAEI 0.003348 0 1 1 1 P00734 0 2265.104 High 0 0.000306 21
High SVTEQGAE 3.98E-08 0 1 1 4 P63104 0 1548.714 High 0 1.33E-10 89
High IVEPYIAWG 0.000227 0 0 0 1 0 1662.889 High 0 9.47E-06 41
High IVFDSIDNL 1.95E-06 0 1 1 1 Q9UJ70 0 2216.123 High 0 2.02E-08 52
High LVFLGEQSV 0.001632 0 1 2 1 P20340 0 1176.662 High 0 0.00012 40
High SVSGSPGQ 1xCarbami  6.3E-05 0 1 1 1 P01706 1 4073.893 High 0 1.8E-06 30
High LVFVHSAEG 0.000257 0 1 1 7 P07384 0 2176.107 High 0 1.63E-05 41
High SVSGSPGQ 1xCarbami  6.91E-07 0 1 1 3 P01706 0 3777.709 High 0 5.29E-09 66
High IVGCTHITA 2xCarbami     0.000173 0 1 1 2 Q96HN2 0 2787.395 High 0 6.65E-06 22
High LVGGKDFE 1.4E-07 0 1 1 1 O00151 1 1629.896 High 0 6.72E-10 87
High LVGGPMDA 5.61E-07 0 1 1 1 P01034 0 1644.79 High 0 4.06E-09 84
High SVSAFAPIC 2xCarbami   0.000435 0 1 1 3 P10768 0 2002.988 High 0 2.18E-05 45
High SVVTGGVQ1xOxidatio  0.00391 0 1 1 2 O60664 0 1379.695 High 7.62E-05 0.002082 25
High LVGGPMDA1xOxidatio  0.000193 0 1 1 3 P01034 1 1816.886 High 0 7.62E-06 25
High ITVPFLEQC 1xCarbami  0.000319 0 1 1 2 P48147 0 1472.793 High 0 1.46E-05 46
High SWGPYITC 2xCarbami   1.19E-09 0 1 1 7 P20061 0 2239.002 High 0 1.42E-12 82
High ITLDNAYM 0.000196 0 1 1 4 P14618 0 1197.582 High 0 7.75E-06 63
High ITLDNAYM 1xCarbami  3.38E-05 0 1 1 2 P14618 1 2647.242 High 0 8.04E-07 42
High ITLDNAYM 1xCarbami    1.01E-05 0 1 1 2 P14618 1 2663.237 High 0 4.04E-07 48
High SYEPLEDPG 0.004507 0 1 1 3 P37837 0 1233.6 High 0.000843 0.009836 35
High LTLIDPETLL 7.36E-05 0 1 1 1 Q86VP6 0 1380.81 High 0 2.2E-06 56
High ITLLSALVET 2.11E-06 0 1 1 3 P01011 0 1215.731 High 0 2.24E-08 66
High ITLPVDFVT 4.74E-05 0 1 1 3 P00558 1 2023.038 High 0 1.88E-06 61
High SYELPDGQV 1.95E-07 0 3 10 4 P60709; Q5  0 1790.892 High 0 1.03E-09 96
High ITMLGIQGD 0.008111 0 1 1 1 P04066 0 1188.666 High 0 0.000961 25
High ITMQNLND 0.000256 0 2 3 12 P08727; P1 0 1104.547 High 0 1.1E-05 55
High SYDWSQIT 4.06E-06 0 1 1 1 Q01459 0 1703.828 High 0 5.19E-08 77
High ITNCILFFGR1xCarbami  1.38E-05 0 1 1 1 P05120 0 1240.651 High 0 2.54E-07 69
High ITNSLTVLCS1xCarbami  3.43E-07 0 0 0 2 0 1364.709 High 0 2.13E-09 81
High SYDVPPPPM 1.17E-05 0 1 2 2 P18669 0 2417.112 High 0 2.03E-07 46
High ITPNLAEFA 3.34E-05 0 1 1 4 P01009 0 1641.864 High 0 7.9E-07 43
High SYDPPCPG 2xCarbami   6.34E-05 0 0 0 2 0 2794.235 High 0 1.82E-06 40
High ITPSYVAFT 0.001251 0 1 1 2 P11021 0 1566.78 High 0 0.000127 34
High ITQAVLGAH1xCarbami  0.000132 0 1 1 4 O95834 0 2055.08 High 0 4.66E-06 40
High SYCAEIAHN1xCarbami  1.39E-05 0 0 0 1 0 1465.674 High 0 2.56E-07 55
High ITQSNAILCY1xCarbami  2.29E-05 0 1 2 2 P09488 0 1522.805 High 0 4.85E-07 53
High ITSEALLVTQ 4.86E-05 0 1 1 2 Q86VP6 0 1542.91 High 0 2.18E-06 45
High LTSLVPFVD 0.003058 0 1 1 1 Q14152 0 1734.943 High 0 0.00027 19
High ITSPLMEPS 0.006389 0 1 1 1 P28066 0 1431.74 High 0 0.000705 39
High LTTAMCNE 1xCarbami  2.84E-06 0 1 1 2 Q8IWE2 0 1524.74 High 0 3.28E-08 70
High LTTGKEAAL2xCarbami   6.44E-08 0 1 1 2 P14555 1 2461.139 High 0 2.47E-10 64
High SWIEEQAM 0.000229 0 1 1 2 P28838 0 1782.873 High 0 9.53E-06 30
High SWHPEEFN2xCarbami   0.004117 0 1 1 2 Q96HC4 0 1701.69 High 0 0.000397 21
High ITVNEVELL 3.59E-06 0 1 1 1 Q9UNM6 0 1387.787 High 0 4.45E-08 81
High LVYLYLMN 0.006684 0 2 2 1 P63010; Q1 0 1390.744 High 0 0.000746 23
High LVGIQIQTL 0.000179 0 1 1 2 P20061 0 1371.803 High 0 6.94E-06 37
High IVGYLNEEG 1.26E-06 0 1 1 1 P22079 0 1718.871 High 0 1.15E-08 74
High LVRPEVDV 1xCarbami  3.54E-07 0 1 1 30 P02768 1 2778.359 High 0 2.36E-08 52
High LVRPEVDV 1xCarbami    7.86E-06 0 1 1 17 P02768 1 2794.354 High 0 1.22E-07 32
High LVSCPGPLD1xCarbami  2.72E-08 0 1 1 7 Q13421 0 1883.892 High 0 8.07E-11 86
High LVSEDPIND 2.29E-05 0 1 1 3 P98160 0 1666.782 High 0 9.91E-07 58
High SVPLCILYEK1xCarbami  0.007604 0 1 1 5 P21980 0 1221.655 High 0 0.00088 37
High LVSIGAEEIV 4.06E-07 0 1 1 1 O43707 0 1514.806 High 0 2.67E-09 60
High IVSLPECFN 1xCarbami  0.000282 0 1 1 1 Q9NQR4 0 1681.825 High 0 1.24E-05 34
High LVSLSAQN 1xCarbami  1.16E-09 0 1 1 3 P25774 0 1763.884 High 0 2.24E-11 103
High LVSLTLNLV 0.005507 0 1 1 4 P01833 0 1228.762 High 0.000658 0.007977 31
High IVSQLLTLM 0.00523 0 1 1 2 P55072 0 1430.829 High 0 0.000544 19
High SVNGKEDA 4.19E-06 0 1 1 22 P02788 1 1614.86 High 0 1.18E-06 78
High IVSSAMEPD 0.001461 0 1 1 1 P08603 1 2192.055 High 0 0.000104 31
High IVSSAMEPD1xOxidatio  0.005688 0 1 1 1 P08603 1 2208.05 High 0 0.000605 17
High LVSSPCCIVT2xCarbami   0.001653 0 1 1 2 P08238 0 2432.104 High 0 0.000123 25
High LVTDQNISE 0.000285 0 1 1 1 P24666 0 1474.728 High 0 1.27E-05 57
High SVLVSVSEV 0.001931 0 1 1 1 O95361 0 1046.609 High 0 0.000149 31
High LVTLEEFLA 2.18E-05 0 1 1 2 Q02818 0 1506.816 High 0 4.54E-07 55
High SVLSLSAVC 1xCarbami  0.001906 0 0 0 1 0 1091.588 High 0 0.000147 45
High LVTSIGDVV 0.004308 0 1 1 1 P11216 0 1891.987 High 0 0.00042 31
High SVIPSDGPS 1xCarbami  0.002486 0 1 1 8 P02787 0 1415.72 High 0 0.000206 33
High LVTSPCCIV 2xCarbami     0.004777 0 1 1 1 P07900 0 2462.115 High 0 0.000481 19
High LVTVWSAP 1xCarbami  0.002866 0 1 1 1 O00743 0 1628.789 High 0 0.000248 35
High LVVECVMN2xCarbami   9.62E-07 0 1 1 4 Q01469 0 1694.802 High 0 8.12E-09 87
High LVVECVMN2xCarbami     1.56E-08 0 1 1 1 Q01469 0 1710.797 High 0 3.95E-11 107
High LVVLATPQV 5.32E-05 0 1 1 1 P46976 0 1515.82 High 0 1.44E-06 30
High LVVNFESD 0.008431 0 1 1 1 P21980 0 1050.547 High 0 0.001004 34
High SVLGQLGIT 0.004064 0 1 1 4 P01009 0 1015.615 High 7.62E-05 0.001768 32
High LVRPEVDV 1xCarbami    2.26E-05 0 1 1 1 P02768 0 2666.259 High 0 4.78E-07 39



High SVRPNDEV 1xCarbami    9.38E-09 0 1 1 47 P12273 1 2831.464 High 0 9.45E-11 82
High LVRPEVDV 1xCarbami  1.5E-08 0 1 1 3 P02768 0 2650.264 High 0 3.02E-09 71
High IVQMTEAE 0.000117 0 1 1 1 P62140 0 1175.609 High 0 3.99E-06 57
High LVHLWSSD 0.000229 0 1 1 2 O95834 0 1947.982 High 0 9.49E-06 22
High SVRPNDEV 1xCarbami  8.36E-11 0 1 1 166 P12273 1 2815.469 High 0 2E-13 94
High SVRPNDEV 3.39E-10 0 1 1 9 P12273 0 2069.124 High 0 2.81E-13 106
High LVLADGVSY1xCarbami  0.00087 0 1 1 1 Q8NDH3 0 1295.666 High 0 5.34E-05 34
High IVLDNSVFS 2.84E-05 0 1 2 3 Q00610 0 1415.728 High 0 6.44E-07 64
High LVIDQIDNG 0.000185 0 1 1 1 P06737 0 1592.832 High 0 7.24E-06 78
High SVQWCAVS2xCarbami   2.22E-06 0 1 1 10 P02788 1 2496.155 High 0 8.44E-08 63
High IVIEYVDR 0.005196 0 1 1 2 P05156 0 1006.557 High 7.62E-05 0.001407 28
High IVLLDSSLEY 0.000136 0 1 1 3 P49368 0 1279.714 High 0 4.86E-06 46
High LVLLGESAV 0.002438 0 2 3 1 P51148; P6 0 1085.656 High 0 0.000202 16
High SVQWCAVS1xCarbami  3.61E-07 0 1 1 63 P02788 0 1590.758 High 0 2.02E-08 65
High SVQCALDFA1xCarbami  7.37E-07 0 1 1 4 P28325 0 1744.821 High 0 1.24E-08 65
High LVLPSLISSR 0.00068 0 1 1 3 Q13228 0 1084.672 High 0 3.88E-05 45
High IVLQIDNAR 0.002073 0 2 2 2 P08727; P0 0 1041.605 High 0 0.000164 44
High SVPTSTVFY 1.17E-05 0 1 1 1 P29401 0 1884.923 High 0 2.05E-07 62
High IVLTNPVCT 1xCarbami  4.86E-05 0 1 2 1 P41091 0 1558.815 High 0 1.29E-06 46
High LVIVGDGAC1xCarbami  0.000285 0 2 2 3 P08134; P6 0 1088.577 High 0 1.87E-05 46
High LVLVNAIYF 0.002156 0 2 3 4 P30740; P5 0 1179.714 High 0 0.000173 53
High LVNEVTEFA 0.003138 0 1 1 14 P02768 0 1149.615 High 0 0.000709 52
High LVNHFVEE 0.005507 0 1 1 2 P0DMV8 0 1261.658 High 0 0.000583 26
High LVNHFVEE 0.005129 0 1 1 2 P0DMV8 1 1417.759 High 0 0.000531 30
High SVPPSASHV 4.03E-05 0 1 1 2 P00450 0 2531.245 High 0 1.01E-06 27
High LVPNMTPE 1.84E-06 0 1 1 5 Q96KP4 0 2205.147 High 0 8.43E-07 40
High LVPNMTPE 1xOxidatio  4.61E-05 0 1 1 1 Q96KP4 0 2221.142 High 0 1.2E-06 28
High LVQAFQFT 0.002793 0 1 1 1 Q06830 0 1196.631 High 0 0.000241 40
High LVQAFQFT 1xCarbami  1.3E-05 0 1 1 7 Q06830 1 3583.8 High 0 5.32E-05 23
High LVQAFQYT 1xCarbami  0.0004 0 1 1 1 P32119 1 4443.087 High 0 1.95E-05 22
High LVQSPNSY 0.00065 0 0 0 1 0 1527.751 High 0 3.66E-05 35
High MLLYTEVTR 0.000492 0 2 2 2 P31150; P5 0 1125.597 High 0 2.56E-05 48
High SRLEQEIAT 0.000241 0 1 1 1 P08727 1 1365.712 High 0 1.02E-05 46
High SRGDNVYV 0.004777 0 1 1 2 P57764 1 1936.013 High 0 0.000482 22
High SNFLVLCYL 1xCarbami  0.000617 0 1 1 2 P48147 0 1607.825 High 0 3.43E-05 29
High SNFLNCYVS1xCarbami  4.22E-07 0 1 1 2 P61769 1 3010.436 High 0 2.8E-09 79
High NGPALQEA 5.79E-05 0 1 1 1 Q9UJU6 0 1217.627 High 0 1.61E-06 48
High SNFLNCYVS1xCarbami  0.000118 0 1 1 16 P61769 0 2554.228 High 7.62E-05 0.001351 43
High NGSDCPDK 2xCarbami   1.88E-06 0 1 1 10 P02788 1 2032.874 High 0 1.93E-08 55
High SNFAEALAA 0.002903 0 1 1 1 P07237 0 1158.59 High 0 0.000253 31
High NHAVVCQG2xCarbami   2.68E-05 0 1 1 3 Q9UGI8 0 2204.008 High 0 5.97E-07 49
High SNELGDVG 2xCarbami   6.52E-07 0 1 1 3 P13489 0 2398.149 High 0 4.89E-09 49
High SNDPVATA 0.002829 0 1 1 2 Q9NYL9 0 1493.73 High 0 0.000244 49
High SNAQRQDI 0.001982 0 1 1 2 P07355 1 1667.825 High 0 0.000154 33
High SMVAVMD 7.47E-08 0 1 1 3 P04632 1 2192.025 High 0 2.98E-10 90
High SMVAVMD 0.00013 0 1 1 2 P04632 0 1341.602 High 0 9.3E-06 30
High NKDQGTYE 0.00022 0 1 1 1 P60660 1 1786.824 High 0 9.01E-06 38
High NKFVTVQA 1.26E-06 0 1 1 6 P01024 1 1896.023 High 0 1.15E-08 72
High NKLAELEEA 0.005264 0 1 1 1 P13647 1 1385.763 High 0 0.000549 39
High NKLEGLEDA 2.82E-05 0 2 3 2 P04259; P0 1 1357.732 High 0 6.35E-07 48
High NKLNDLED 2.8E-05 0 1 1 1 P04264 1 1599.834 High 0 6.32E-07 46
High NKTEDLEAT 0.005163 0 0 0 2 1 1648.781 High 0 0.000531 30
High SMQNWHQ1xOxidatio  0.000676 0 0 0 1 0 2004.96 High 0 3.85E-05 16
High SMPVLGSV 0.006903 0 0 0 1 0 1291.693 High 0 0.000776 25
High NLALCPAN 1xCarbami  4.83E-05 0 1 1 1 P14923 0 2155.144 High 0 1.28E-06 45
High SMLQDRED1xCarbami  0.000125 0 1 2 1 Q7Z406 1 2282.039 High 0 4.37E-06 41
High SMGGKEDL1xOxidatio  0.007703 0 1 1 3 P02787 1 2546.234 High 0.003015 0.03954 13
High NLDLDSIIA 0.001267 0 4 7 1 P35908; P0   0 1329.726 High 0 8.68E-05 42
High NLDLDSIIA 1.77E-05 0 1 2 1 P19013 0 1357.732 High 0 3.48E-07 70
High SLYYYIQQD 7.66E-06 0 1 2 1 P07355 1 2012.96 High 0 1.19E-07 49
High SLYYYIQQD 0.001227 0 1 2 1 P07355 0 1421.695 High 0 8.35E-05 52
High NFTTEQVTA 0.000923 0 1 1 1 P34932 0 1582.815 High 0 5.75E-05 31
High NLDSTTVAV1xCarbami  0.005507 0 1 1 1 P21291 0 1935.912 High 0 0.000579 18
High NFSGAELEG 7.36E-05 0 1 1 2 P46459 0 1291.664 High 0 2.2E-06 58
High SNLCALCIG 2xCarbami   2.4E-09 0 1 1 44 P02788 0 1807.795 High 0 1.14E-10 83
High SPAQYQVV 6.68E-05 0 1 1 2 Q6XQN6 0 1376.717 High 0 1.93E-06 56
High NDLSPTTVM 0.001157 0 1 1 1 P30043 0 1477.695 High 0 7.7E-05 27
High SPAMAGGL 0.000633 0 1 1 3 Q86SF2 0 1319.678 High 0 3.53E-05 31
High SPALQILLTN 0.000745 0 1 1 1 Q03426 0 1298.768 High 0 4.37E-05 32
High NDTPCGTT 1xCarbami  0.000377 0 1 1 2 Q9ULA0 0 1672.832 High 0 1.81E-05 48
High SPAGSIVHE 6.47E-06 0 1 1 3 O43776 0 1931.997 High 0 9.51E-08 51
High NECFLQHK 1xCarbami  0.000452 0 1 1 7 P02768 1 1996.929 High 0 2.3E-05 43
High NELLHFER 0.00233 0 1 1 2 P98160 0 1057.543 High 0 0.00019 33
High NELSGALTG 0.000785 0 1 1 1 P26639 0 1231.664 High 0 4.65E-05 50
High NENTFLDLT 0.000446 0 1 1 1 Q16851 0 2156.098 High 0 2.25E-05 24
High NFATSLYSM 0.001433 0 1 1 3 P08758 0 1274.645 High 0 0.000102 39
High NFATSLYSM1xOxidatio  0.00115 0 1 1 3 P08758 0 1290.64 High 0 7.64E-05 44
High SNYNFEKPF 0.0015 0 1 1 4 P62826 0 1784.912 High 0 0.000114 29
High SNQQLEND 2.15E-07 0 1 1 2 P46940 0 1774.864 High 0 1.17E-09 88
High SNPSENEEK 1.08E-06 0 1 1 4 Q13217 1 1930.935 High 0 2.03E-08 64
High NFEDVAFD 0.005367 0 1 1 2 P07237 1 1341.632 High 0 0.000563 27
High SNIWLAAV 0.000609 0 0 0 2 0 1102.626 High 0 3.36E-05 40
High SNLVDNTN 0.003262 0 1 2 1 Q9UMR2 1 2829.438 High 0 0.000294 33
High NFGLMMH 1xCarbami    0.000215 0 1 1 15 O75556 0 2262.98 High 0 8.73E-06 29
High NFGLMMH 1xCarbami    8.78E-06 0 1 1 21 O75556 0 2278.975 High 0 1.41E-07 45
High SNLNSLDEQ 0.000219 0 1 1 1 O75223 0 1432.691 High 0 8.99E-06 40
High SNLCALCIG 3xCarbami    2.81E-08 0 1 1 59 P02788 1 2764.208 High 0 8.44E-11 108
High NFIAQGPYE 0.006684 0 1 1 1 P21281 0 1308.633 High 0 0.000748 33
High NFPPSQDA 1xCarbami  3.09E-06 0 1 1 69 P01876 0 3168.515 High 0 3.66E-08 55
High NFPPSQDA 1xCarbami  0.000848 0 2 2 4 P01877; P0 0 3196.474 High 0 5.52E-05 31
High NFPPSQDA 2xCarbami   0.005543 0 2 2 2 P01877; P0 1 4007.875 High 0 0.000584 19
High NFPSPVDA 0.000826 0 1 1 3 P02790 0 1220.606 High 0 0.00005 45
High NFSDNQLQ 1.92E-05 0 1 1 3 P37802 1 2463.204 High 0 3.87E-07 49
High NDLGWYQ 1.14E-05 0 1 1 4 A0A0C4DH 0 1433.717 High 0 5.81E-06 53
High SIYYITGESK 0.008707 0 1 2 3 P08238 0 1160.583 High 0 0.001055 40



High SIVSVMDS 0.000303 0 1 1 3 Q96L46 0 1339.641 High 0 0.000126 31
High NLREGTCP 2xCarbami   5.12E-06 0 1 1 3 P02787 1 2201.033 High 0 7.05E-08 63
High SLMPYFLLT 2.89E-05 0 1 1 2 O43242 0 1538.84 High 0 6.57E-07 61
High NISNQLSIG 0.000556 0 1 1 2 Q96FV2 0 2193.126 High 0 0.000176 28
High NLTALGLN 9.01E-07 0 1 1 6 P31939 0 1599.906 High 0 7.44E-09 99
High NLTIKTEST 0.006307 0 1 2 1 Q01469 1 1247.721 High 0 0.00069 31
High NLTNPNTV 5.87E-05 0 1 1 1 P61106 0 1623.943 High 0 1.63E-06 45
High SLIYAASSLQ 0.000347 0 1 1 3 P01601 0 1635.87 High 0 1.62E-05 35
High NLVLHSAR 7.76E-06 0 1 1 3 P98160 0 2413.321 High 0 2.01E-07 42
High NIVLSGGST 0.000127 0 1 1 3 P61158 0 1281.662 High 0 1.19E-05 53
High NIVLSGGST1xOxidatio  0.000353 0 1 1 1 P61158 0 1297.657 High 0 1.67E-05 43
High SLIYAASSLQ 0.000129 0 0 0 2 0 1607.864 High 0 4.53E-06 35
High SLLVTELGS 6.77E-06 0 1 1 3 P29218 0 1161.647 High 0 1.01E-07 68
High NLYVTFPIP 0.003138 0 1 1 2 P14735 0 1547.847 High 0 0.000281 37
High SILTDNPTW 1.18E-06 0 1 1 3 P29218 0 2625.331 High 0 2.82E-06 58
High SLLQWVTS 0.002885 0 0 0 1 0 1089.605 High 0 0.00025 33
High SLLQALNEV 0.000978 0 1 1 1 Q14204 0 1114.647 High 0 6.2E-05 35
High SILLTEQALA 1.48E-05 0 1 1 40 Q9GZZ8 0 1186.704 High 0 6.28E-06 76
High NMQNVEH 0.001674 0 1 1 2 P20618 0 1651.822 High 0 0.000125 31
High NMQNVEH 1xOxidatio  0.000556 0 1 1 2 P20618 0 1667.817 High 0 3E-05 28
High NNEGTYYS 2.34E-05 0 1 1 4 P00450 0 1903.821 High 0 5E-07 62
High NNEVWLIQ 0.002184 0 1 1 3 Q9Y5Z4 0 1143.616 High 0 0.000176 46
High NNFCGVGI 2xCarbami   0.000178 0 0 0 1 0 1748.73 High 0 6.87E-06 36
High NNLAGAEE 0.000259 0 1 1 2 Q00610 0 1304.659 High 0 1.11E-05 52
High NNLEALED 9.61E-06 0 1 1 71 P31025 0 1321.627 High 0 1.58E-07 67
High NNLEALED 1.04E-06 0 1 1 43 P31025 1 1747.861 High 0 8.98E-09 87
High SLIIQQQGC1xCarbami  4.96E-07 0 1 1 1 P98088 0 1788.891 High 0 3.45E-09 54
High NNQFQALL 0.000382 0 1 1 2 P26599 0 2243.12 High 0 1.85E-05 35
High NLRDIDEVS 0.000941 0 1 1 3 P50990 1 1529.828 High 0 0.000168 26
High SIYGEKFED 9.67E-06 0 1 1 3 P62937 1 1831.911 High 0 1.6E-07 60
High NIRDDEGF 0.004392 0 1 1 1 Q9UM54 1 1347.702 High 0 0.000433 24
High SLNNQFAS 2.48E-05 0 1 1 5 P04264 1 1638.86 High 0 5.37E-07 83
High NLEPLFETY 2.46E-05 0 1 1 2 P19013 0 1693.916 High 0 5.33E-07 56
High NIETIINTFH 8.61E-07 0 1 1 21 P06702 0 1806.938 High 0 7E-09 69
High NIFLKDQNI 0.003961 0 1 1 2 P53004 1 1606.895 High 0 0.000378 50
High NIFNISLQR 0.000905 0 1 1 1 P18440 0 1104.616 High 0 5.62E-05 33
High NLGMTDAF 0.000731 0 1 1 1 P35237 0 1295.63 High 0 4.25E-05 37
High SIVEKSILLT 2.64E-06 0 1 1 1 Q9GZZ8 1 1743.026 High 0 2.99E-08 46
High NLKPIKPMQ 1.75E-06 0 1 1 4 P18669 0 2115.127 High 0 1.75E-08 56
High SLVASLAEP 1.4E-05 0 1 1 5 P22314 0 1908.995 High 0 9.71E-07 37
High NILDRQDP 2.1E-10 0 1 1 32 P25311 1 2387.231 High 0 2.94E-10 76
High NLLFNDNT 1xCarbami  4.68E-07 0 1 1 68 P02788 0 1579.753 High 0 3.21E-09 85
High SLTNDWED 1.14E-05 0 2 2 1 P07900; P0 0 1527.744 High 0 1.98E-07 62
High SITLFVQED 0.006771 0 1 1 1 P07996 0 1207.632 High 0 0.000759 20
High SISTAYLQW 9.85E-05 0 2 2 2 A0A0J9YXX  0 1483.779 High 0 3.19E-06 37
High NIIGVIPYFP 0.004998 0 1 1 1 Q14558 0 1510.83 High 0 0.000512 26
High NILHQGQE 0.00643 0 0 0 1 0 1519.834 High 0 0.000711 24
High NIILEEGKEI 1.09E-05 0 1 1 1 P23528 1 3062.593 High 0 1.86E-07 56
High SLSLCNMF 1xCarbami  0.000605 0 1 1 1 Q9Y2A7 0 1658.759 High 0 3.35E-05 34
High NILMQLYEA 7.76E-06 0 1 1 6 Q14515 0 2337.118 High 0 2.68E-07 84
High SIQLDGLVW 9.19E-07 0 1 1 2 P29692 0 1373.742 High 0 7.66E-09 70
High SIQFVDWC 1xCarbami  0.000116 0 1 2 4 P68366 0 1584.752 High 0 3.94E-06 46
High NLLSVAYK 0.005264 0 6 7 5 P63104; P3     0 907.5247 High 0 0.000548 44
High SIPTCTDFEV1xCarbami  4.68E-06 0 1 1 6 Q14515 0 1922.968 High 0 2.96E-07 49
High SIPQGIVAA 0.001071 0 1 1 2 Q13421 0 1197.674 High 0 8.76E-05 46
High SLNYWCNL1xCarbami    1.26E-05 0 1 1 3 Q9HC38 0 1514.713 High 0 2.25E-07 52
High NLMNAVV 0.004934 0 1 1 1 P35221 0 1216.672 High 0 0.000504 24
High NINDAWVC1xCarbami  1.42E-07 0 1 1 1 P61970 0 1755.758 High 0 6.84E-10 67
High NLNEKDYE 1xCarbami  1.91E-08 0 1 1 5 P02787 1 1952.938 High 0 3.67E-10 99
High SLNNQFAS 0.00381 0 1 1 3 P04264 0 1383.69 High 0.000215 0.003872 42
High SPAYTLVW 9.3E-06 0 1 1 1 P98160 0 1193.631 High 0 1.52E-07 57
High SPCYVDKN 3xCarbami    3E-08 0 1 1 3 P30838 1 1971.836 High 0 7.78E-10 89
High SPEEGAETP 0.000443 0 1 1 1 P16152 0 3164.542 High 0 2.23E-05 33
High MQAQMQ 6.06E-05 0 1 1 1 Q15019 0 2384 High 0 1.71E-06 28
High MQEVYNFN 6.69E-07 0 1 1 1 P09960 0 1941.912 High 0 5.09E-09 81
High MQKEITALA 3.24E-07 0 2 6 6 P60709; P6 1 1548.812 High 0 1.99E-09 77
High MQKEITALA1xOxidatio  5.15E-05 0 2 6 8 P60709; P6 1 1564.807 High 0 9.87E-06 61
High SQQSSDPD 1xCarbami  1.02E-06 0 1 1 103 P02788 0 2858.374 High 0 7.82E-07 63
High MREIVHIQA1xCarbami  1.64E-07 0 3 6 14 P04350; P0  1 2110.064 High 0 2.96E-08 61
High SQPNLDTC 1xCarbami  2.97E-05 0 3 3 13 P01036; P0  1 2270.087 High 0 6.78E-07 56
High SQPNLDTC 1xCarbami  7.42E-07 0 3 3 8 P01036; P0  0 2141.992 High 0 1.25E-08 66
High MRPSTDTIT 0.000104 0 1 2 2 P0C0L5 0 2144.059 High 0 1.1E-05 31
High MRPSTDTIT1xOxidatio  1.22E-05 0 1 2 2 P0C0L5 0 2160.054 High 0 4.86E-07 39
High MSAEINEII 0.000264 0 1 1 2 P18206 0 1175.609 High 0 4.28E-05 42
High MSASDPNS 8.14E-10 0 1 1 2 P23381 0 1784.837 High 0 8.75E-13 109
High MSATFIGN 0.002391 0 1 3 3 P68371 1 2014.043 High 0 0.000929 33
High MSGDLSSN1xOxidatio  0.002142 0 1 1 1 P35908 0 2474.193 High 0 0.00017 27
High MSGECAPN1xCarbami  6.88E-10 0 1 1 5 P04264 0 2565.167 High 0 7.01E-13 116
High MSGECAPN1xCarbami    7.48E-09 0 1 1 5 P04264 0 2581.162 High 0 4.14E-08 77
High SQPNLDNC 1xCarbami  3.92E-05 0 1 1 5 P28325 0 1773.786 High 0 2.4E-05 55
High SQNVMAA 0.000144 0 1 1 1 P17987 0 1516.815 High 0 5.24E-06 57
High SQLNSQSV 0.000169 0 1 1 1 O60763 0 1333.696 High 0 6.41E-06 53
High MSMKEVD 0.00037 0 2 4 1 P07437; P6 1 1923.897 High 0 1.77E-05 20
High SQIHDIVLV 6.6E-06 0 1 1 2 P11142 0 1481.807 High 0 9.77E-08 54
High MSMKEVD 2xOxidatio   0.001452 0 2 4 2 P07437; P6 1 1955.887 High 0 0.000106 23
High SQIFSTASD 0.005579 0 1 1 1 P11021 0 1836.934 High 0 0.000588 33
High MSSYAFFV 1xCarbami  2.16E-05 0 2 3 3 P26583; P0 0 1496.666 High 0 1.25E-06 57
High MTAIIFSDY 0.000315 0 1 1 1 Q92896 0 1216.603 High 0 1.44E-05 34
High SQLCECDKA3xCarbami    6.86E-07 0 1 1 6 P14555 1 1887.815 High 0 5.26E-09 75
High SQEQLAAE 0.000113 0 1 1 1 P15311 0 1651.817 High 0 3.82E-06 32
High MPVWYIM 2.15E-05 0 1 1 1 Q14166 0 1630.739 High 0 4.49E-07 46
High MTGSEFDF 2.99E-05 0 1 1 3 P50395 1 1606.688 High 0 2.1E-06 72
High MPPYTVVY 1xOxidatio  0.00028 0 1 1 2 P09211 0 1484.761 High 0 1.24E-05 43
High SQQSSDPD 1xCarbami  0.006472 0 1 1 2 P02788 1 3014.475 High 0.000282 0.005123 6
High SREIFLSQP 0.003594 0 2 3 1 P62136; P6 1 2196.264 High 0 0.000335 18



High MIPCDFLIP 1xCarbami  0.000698 0 1 1 3 P06744 0 2065.072 High 0 6.27E-05 32
High MIPCDFLIP 1xCarbami    0.003986 0 1 1 4 P06744 0 2081.067 High 0.000282 0.004707 14
High SRAEASQE 0.000917 0 1 1 2 P41226 1 1685.893 High 0 5.72E-05 35
High MIQALELD 0.000522 0 1 1 1 Q7Z406 0 1575.82 High 0 2.77E-05 54
High MLSPEQTV 0.000489 0 1 1 1 O00534 0 1320.698 High 0 2.53E-05 56
High MLTGPVYS 1.33E-06 0 1 1 2 Q86VP6 0 1733.889 High 0 1.23E-08 58
High MLTYDPML 8.78E-06 0 1 1 10 P40394 0 1557.78 High 0 4.01E-07 61
High MLTYDPML1xOxidatio  0.000171 0 1 1 6 P40394 0 1573.775 High 0 6.54E-06 40
High MLTYDPML2xOxidatio   0.002999 0 1 1 1 P40394 0 1589.77 High 0 0.000264 36
High SQYEVMAE 0.001211 0 1 1 2 P08727 0 1354.606 High 0 8.21E-05 30
High MLVSGAGD 0.004253 0 1 2 1 P40227 0 990.5288 High 0 0.000417 36
High SQVVAGTN 0.000438 0 1 1 2 P04080 0 1326.705 High 0 2.19E-05 39
High SQVRPSDG 0.002866 0 1 1 1 Q92817 0 1632.834 High 0 0.000248 13
High MMEVAAA 0.000427 0 1 1 1 Q96KP4 0 1064.511 High 0 2.12E-05 56
High MMKDLEA 0.001894 0 1 1 1 P36871 1 1499.706 High 0 0.000145 28
High SQVEPADY 0.000225 0 1 1 1 P48739 1 2337.125 High 0 9.3E-06 31
High MNDLTIIQT1xCarbami  2.84E-06 0 1 1 1 Q96G03 0 1797.862 High 0 3.28E-08 59
High SQTTYYAQ 1xCarbami  0.007084 0 1 1 1 Q9NR46 0 1440.621 High 0 0.000803 26
High MNTVIAAL 0.000144 0 1 1 1 P08185 0 1075.593 High 0 5.23E-06 47
High MNVLADA 0.001869 0 1 1 1 P62244 0 974.5339 High 0 0.000143 30
High MPAAETTG1xCarbami  0.000959 0 1 1 1 O00534 0 1406.665 High 0 6.03E-05 49
High MPCAEDYL 2xCarbami   8.5E-07 0 1 1 4 P02768 0 2518.214 High 0 1.74E-07 51
High MPCAEDYL 2xCarbami     2.53E-08 0 1 1 5 P02768 0 2534.209 High 0 2.71E-09 50
High MPCQLHQV1xCarbami  0.000143 0 1 1 2 P17655 0 1451.761 High 0 5.14E-06 35
High MPCQLHQV1xCarbami    0.004308 0 1 1 2 P17655 0 1467.756 High 0 0.000423 13
High SQSVRPGA 1xCarbami  8.23E-07 0 1 1 6 P98160 0 1836.927 High 0 6.63E-09 61
High MPPYTVVY 1.8E-06 0 1 1 4 P09211 0 1468.766 High 0 1.82E-08 77
High MTGSEFDF 1xOxidatio  0.003641 0 1 1 2 P50395 1 1622.683 High 0 0.000339 21
High MTILQTYFR 0.003689 0 1 1 4 O75348 0 1172.613 High 0.000215 0.00385 31
High MTNPAIQN 0.000441 0 1 1 1 Q9NUQ9 0 1719.78 High 0 2.21E-05 60
High NADLQVLK 1xCarbami  0.001969 0 1 1 4 P01833 1 4079.091 High 0.003015 0.03801 13
High NAEEFTLR 0.004144 0 1 1 5 O14933 0 979.4843 High 0 0.000401 38
High NAEENLIYD 0.001718 0 1 1 1 P20061 0 1849.897 High 0 0.000128 23
High NAEENLIYD 2.95E-07 0 1 1 8 P20061 1 2334.161 High 0 1.76E-09 92
High SPVGVQPIL1xCarbami    1.02E-06 0 1 1 5 P00738 0 2188.053 High 0 8.76E-09 60
High SPVGVQPIL1xCarbami  3.2E-10 0 1 1 6 P00738 0 2172.058 High 0 3.84E-13 113
High SPSPFHAVA1xCarbami  0.000424 0 1 1 2 Q9ULA0 0 1357.632 High 0 2.1E-05 47
High NALEAWAV 0.006859 0 0 0 1 0 1678.928 High 0 0.000769 39
High NALESYAFN 0.000135 0 1 2 1 P0DMV8 0 1287.604 High 0 4.81E-06 55
High NALESYAFN1xOxidatio  0.004144 0 1 2 1 P0DMV8 0 1303.599 High 0 0.000402 43
High SPQYCQVIH1xCarbami  0.000539 0 1 1 3 Q13228 0 1287.626 High 0 2.87E-05 38
High SPPSQLFSS 9E-05 0 0 0 1 0 1550.785 High 0 2.84E-06 58
High NALLSLAK 0.007753 0 1 1 3 P04083 0 829.5142 High 0 0.000906 34
High NANASLVY 1.03E-06 0 1 1 2 Q9Y6Q5 0 1489.769 High 0 8.86E-09 78
High NAPAIIFIDE 3.13E-07 0 1 1 3 P55072 0 1810.995 High 0 1.9E-09 59
High NASNTEKLT 0.000236 0 1 1 1 Q99733 1 1945.94 High 0 9.95E-06 32
High SPNPEGINI 3.88E-06 0 1 1 5 Q6ZVX7 0 3262.649 High 0 1.2E-07 51
High NATNVEQA 9.81E-08 0 1 2 2 Q92928 0 1868.888 High 0 4.23E-10 75
High NATNVEQS 1.56E-06 0 1 1 2 P62820 0 1884.883 High 0 1.52E-08 56
High SPLVMDVL 0.002922 0 1 1 1 Q14204 0 1668.91 High 0 0.000255 42
High NAYAVLYD 2.34E-05 0 1 1 4 Q06323 0 1395.788 High 0 4.97E-07 44
High SPLPWQHR 0.00173 0 1 1 2 P98160 1 2128.166 High 0 0.000129 24
High SPIFGPEEV 1xCarbami  0.006815 0 1 1 1 P01833 0 3299.553 High 0 0.000762 22
High NCIIVSPDA 1xCarbami  0.005651 0 1 2 2 P11908 0 1301.652 High 0 0.0006 45
High NCMSEFM 1xCarbami  0.008111 0 1 1 1 Q93099 0 1357.606 High 0 0.000955 20
High SPKFQLFGS 4.77E-05 0 1 1 3 P02788 1 1507.79 High 0 1.25E-06 57
High SPGADLLQV 0.000152 0 1 1 2 Q3LXA3 0 1241.71 High 0 5.6E-06 56
High NADLQVLK 6.91E-08 0 1 1 6 P01833 0 2241.176 High 0 3.01E-06 70
High NADGTICYD1xCarbami  0.002848 0 1 1 5 P14550 1 2188.96 High 0 0.000247 14
High SPVGVQPIL1xCarbami  9.18E-05 0 1 1 2 P00739 0 2200.089 High 0 2.91E-06 32
High SPVISIDPPS 1.99E-08 0 1 1 3 P98160 0 2288.14 High 0 5.43E-11 81
High MTQSPSSF 0.00428 0 1 1 1 A0A0C4DH 0 1558.68 High 0 0.000417 31
High MTQSPSSF 1xCarbami  0.008763 0 1 1 1 A0A0C4DH 1 2289.06 High 0 0.001062 27
High MVAAATN 1xCarbami  0.004902 0 1 1 1 Q9Y490 0 2556.193 High 0 0.000499 29
High MVKDGGID 0.000287 0 1 1 3 P22079 1 1299.709 High 0 1.28E-05 41
High SQEGRPVQ 0.001539 0 1 1 1 Q7L5N1 0 1651.949 High 0 0.000111 30
High MVLVNAVY 0.000303 0 1 1 2 P05120 0 1183.654 High 0 1.37E-05 38
High SQACGGNL1xCarbami  1.22E-05 0 1 1 1 Q9Y6E0 0 1590.754 High 0 2.15E-07 68
High SPYLYPLYG 2.51E-05 0 2 2 7 P31150; P5 0 2141.107 High 0 5.46E-07 42
High SPWSNKYD1xOxidatio  5.02E-05 0 1 1 2 P47756 1 2234.018 High 0 1.34E-06 30
High SPWSNKYD 2.63E-09 0 1 1 5 P47756 1 2218.023 High 0 3.97E-12 89
High MVPVSVQQ 6.97E-10 0 1 1 3 Q8WUM4 0 1790.922 High 0 7.15E-13 109
High MVPVSVQQ1xOxidatio  1.41E-07 0 1 1 3 Q8WUM4 0 1806.917 High 0 6.82E-10 81
High MVRPNQD 1xCarbami  2.55E-08 0 1 1 2 P43034 0 2362.124 High 0 7.43E-11 63
High SLILLDLSYN 7.31E-05 0 1 1 2 Q06828 0 1556.88 High 0 2.17E-06 43
High MVSAVLQF 8.39E-06 0 1 1 1 Q7Z406 0 1490.84 High 0 1.33E-07 64
High MWEVQTG1xCarbami  0.000518 0 1 1 1 P43034 0 1400.634 High 0 2.73E-05 23
High MWSIENIA 8.11E-05 0 1 1 1 P43490 0 1907.968 High 0 2.49E-06 48
High MYATIYELK 0.00173 0 1 1 2 P80188 1 1503.74 High 0 0.00013 20
High MYGISLCQA1xCarbami  8.08E-09 0 1 1 2 P04083 1 2334.099 High 0 1.69E-11 79
High MYGISLCQA1xCarbami    3.68E-05 0 1 1 1 P04083 1 2350.094 High 0 8.99E-07 39
High MYGPGGG 3.85E-06 0 1 1 2 Q96DA0 1 2694.214 High 0 4.88E-08 43
High SPVYLTVLK 0.004596 0 1 1 3 P55786 0 1019.614 High 0 0.000458 24
High MYLFYGNK 0.005298 0 1 1 3 O95782 0 1035.497 High 0 0.000552 20
High MYLGYEYV 0.000605 0 1 1 3 P02787 0 1478.735 High 0 3.33E-05 36
High MYLGYEYV 1xOxidatio  4.08E-06 0 1 1 1 P02787 0 1494.73 High 0 5.24E-08 52
High MYYSAVDP 1.15E-07 0 1 1 10 P00450 1 2347.171 High 0 1.2E-07 78
High MYYSAVDP1xOxidatio  0.000266 0 1 1 6 P00450 1 2363.166 High 7.62E-05 0.002616 31
High NAAQFLLST 1.7E-05 0 1 1 1 P63151 0 1321.675 High 0 3.31E-07 61
High MVVNEGSD 0.000213 0 1 1 6 P49773 0 2547.252 High 0 8.7E-06 30
High KLGQSLDC 1xCarbami  0.007703 0 1 1 1 P01042 1 2235.111 High 0 0.000899 21
High KPNVGCQQ1xCarbami  0.007411 0 1 1 1 A0AVT1 0 1744.853 High 0 0.000856 18
High KLFSDLGSS 3.43E-07 0 1 1 1 Q96BQ1 1 1315.689 High 0 2.13E-09 70
High YADLTEDQ 1xCarbami  4.96E-06 0 1 1 2 P18669 1 2425.155 High 0 6.71E-08 45
High CVWDIEVQ1xCarbami  0.00381 0 1 1 2 Q9UGM3 0 1595.727 High 0 0.000359 29



High CYTAVVPLV1xCarbami  1.3E-06 0 1 1 13 P01591 0 1656.83 High 0 1.19E-08 67
High YACWYQQ 1xCarbami  0.003961 0 0 0 1 0 2658.302 High 0 0.000379 31
High DAEAWFTS 0.000745 0 1 1 1 P08727 0 1082.49 High 0 4.36E-05 39
High DAEEWFFT 0.000285 0 1 1 1 P02533 1 1914.887 High 0 1.27E-05 23
High DAESIHQYL 1.37E-05 0 1 1 4 P55786 0 1472.749 High 0 2.5E-07 63
High YAATSQVL 1xCarbami    7.04E-07 0 1 1 3 P01871 1 2792.359 High 0 5.44E-09 58
High DAGTIAGLN 0.00075 0 1 1 3 P11142 0 1199.674 High 0 0.000044 33
High DAGVIAGL 7.13E-06 0 1 2 5 P0DMV8 0 1197.695 High 0 1.08E-07 66
High YAATSQVL 1xCarbami  1.84E-08 0 1 1 3 P01871 1 2776.364 High 0 5.19E-11 85
High DALSDLALH 9.67E-06 0 1 1 2 P50991 0 1456.779 High 0 1.6E-07 53
High YAFSLLAR 0.008819 0 1 1 1 Q8TE68 0 940.5251 High 0 0.001066 37
High DASGATFTW 3.63E-06 0 2 2 36 P01877; P0 0 1512.697 High 0 4.53E-08 83
High DASGVTFTW 3.47E-05 0 1 1 68 P01876 0 1540.728 High 0 1.56E-06 66
High YAATSQVL 0.001292 0 1 2 1 P01871 0 1277.71 High 0 8.92E-05 29
High DATNVGDE 0.006307 0 1 1 1 P06733 1 2743.378 High 0 0.000689 24
High YAASSYLSL 7.38E-08 0 0 0 2 0 1771.865 High 0 2.94E-10 80
High DAVLLVFAN 0.005688 0 1 3 2 P61204 0 1089.63 High 0 0.000605 22
High DAYELQEV 1xCarbami  0.001994 0 1 1 1 Q9UEW8 0 2646.356 High 0 0.000156 19
High DCASHFEQ 1xCarbami  0.004308 0 1 1 2 O00391 0 1848.757 High 0 0.000421 25
High DCGATWVV1xCarbami  0.000111 0 1 1 3 P60174 0 1586.738 High 0 3.77E-06 40
High YAASSYLSL 9.56E-08 0 2 7 43 P0DOY2; P0 0 1743.859 High 0 1.17E-08 73
High DCGSVDGV3xCarbami    0.008707 0 1 1 2 P61916 1 2874.343 High 7.62E-05 0.001162 30
High DCHLAQVP 1xCarbami  0.003078 0 1 1 2 P02787 0 1689.849 High 0 0.000274 38
High YAALYQPLF 0.001752 0 1 1 1 Q99733 0 1328.689 High 0 0.000132 43
High DASGATFTW 0.002227 0 1 1 3 P01877 1 2434.163 High 0 0.000179 27
High CVSTNMCI 5xCarbami      0.000779 0 1 1 1 P98160 1 4584.875 High 0 4.61E-05 23
High YAGKDGYN 2.64E-05 0 1 1 8 P31949 1 1479.711 High 0 6.56E-06 66
High YAGLSTCFR1xCarbami  0.000319 0 1 1 2 P49591 0 1074.504 High 0 1.46E-05 43
High YASQSFSGV 6.34E-05 0 1 1 1 A0A0C4DH 0 1285.617 High 0 1.81E-06 54
High CQNALQQV1xCarbami  0.000132 0 1 1 2 Q06210 0 1286.663 High 0 4.67E-06 55
High YASNAVSEA 0.000149 0 1 1 1 Q9ULA0 0 1293.68 High 0 5.46E-06 57
High CQVSGSPP 1xCarbami  1.66E-05 0 1 1 5 P98160 0 1870.833 High 0 3.21E-07 56
High CREILSVDC 2xCarbami   6.99E-05 0 1 1 4 P10909 1 2078.959 High 0 2.06E-06 30
High CSATGSPAP1xCarbami  2.18E-05 0 1 1 4 P98160 0 1599.758 High 0 5.91E-06 52
High CSATGSPTP1xCarbami  0.001343 0 1 1 1 P98160 0 2370.139 High 0 9.37E-05 32
High CSDIVFAR 1xCarbami  0.000638 0 1 1 2 Q8WUM4 0 967.4666 High 0 3.58E-05 58
High CSNEAVLVA2xCarbami   1.49E-06 0 1 1 2 O95834 0 2630.295 High 0 1.44E-08 69
High CSPHLVLSA1xCarbami  4.33E-06 0 1 1 2 P02790 0 3148.469 High 0 5.68E-08 48
High CSTSPLLEA 2xCarbami   5.1E-08 0 1 1 23 P02788 0 1682.788 High 0 1.22E-08 71
High CSTSPLLEA 2xCarbami   6.35E-06 0 1 1 20 P02788 1 1810.883 High 0 1.47E-06 68
High CSTSSLLEA 2xCarbami   2.32E-07 0 1 1 3 P02787 0 1531.688 High 0 1.3E-09 89
High YASICQQN 1xCarbami  1.76E-06 0 2 2 2 P04075; P0 1 3176.604 High 0 1.77E-08 66
High YAQHWCSQ1xCarbami  1.21E-05 0 1 1 1 P98088 0 2108.924 High 0 2.14E-07 40
High YAPLHLVPL 0.00386 0 1 2 2 Q7L576 0 1420.831 High 7.62E-05 0.002034 25
High CTCISISNQ 2xCarbami   0.004253 0 0 0 1 0 1645.778 High 0 0.000415 35
High CTEEGKWS 3xCarbami    0.000689 0 1 1 1 P02749 1 3523.742 High 0 3.94E-05 38
High CTLKPCDYP2xCarbami   0.001569 0 1 1 2 P08603 0 1509.708 High 0.000904 0.01073 13
High YAMVYGYN1xOxidatio  3.78E-06 0 0 0 1 0 1571.695 High 0 4.74E-08 61
High CTSTGWIPA1xCarbami  3.58E-05 0 1 1 5 P08603 0 1245.604 High 0 8.65E-07 52
High YAMVYGYN 0.000223 0 0 0 1 0 1555.7 High 0 9.22E-06 51
High CTWLIEGQ 1xCarbami  0.00428 0 1 1 1 O75882 0 1373.663 High 0 0.00042 38
High CVDTMAYE1xCarbami  0.000158 0 1 1 10 O95968 1 1272.571 High 0 0.00054 44
High YALYDATYE 0.000605 0 1 1 2 P23528 0 1337.626 High 0 3.35E-05 37
High YALYDASFE 0.000205 0 1 1 1 P60981 0 1307.615 High 0 8.27E-06 44
High YALSVGYR 0.001642 0 1 1 3 P14550 0 928.4887 High 0 0.000121 38
High DDKCANLF 1xCarbami  0.002518 0 0 0 1 1 1793.91 High 0 0.00021 35
High DDRYCESIM1xCarbami  0.000145 0 1 1 6 P03950 1 1344.567 High 0 5.3E-06 56
High DDSKNTLY 4.47E-05 0 1 1 2 A0A0B4J1V 1 1769.874 High 0 1.15E-06 33
High DEQGACAV1xCarbami  0.003369 0 1 1 4 P40121 0 2783.437 High 0.000843 0.01038 18
High DKLAACLEG2xCarbami   0.000473 0 1 1 2 P00734 1 2212.012 High 0 2.43E-05 44
High DKILGATIEN 0.000325 0 1 1 1 P08727 1 1316.717 High 0 1.5E-05 37
High DKSEVMLY 0.000571 0 1 1 3 Q15782 1 1768.915 High 0 6.32E-05 36
High WSTAVEFC 1xCarbami  0.005543 0 1 1 3 P08174 0 1127.519 High 0 0.000586 35
High WSPIASTLP 0.000532 0 1 1 2 Q13561 0 1596.874 High 0 2.84E-05 43
High DLAILQCHG1xCarbami  0.0023 0 1 1 1 O95372 0 2063.041 High 0 0.000187 22
High WSGQTAIC 2xCarbami   0.007904 0 1 1 1 P00751 0 2652.193 High 0 0.00093 24
High WSGPLSLQ 0.002903 0 1 1 1 P30086 0 3471.718 High 0 0.000254 22
High DIASGLIGP 1xCarbami  0.000164 0 1 1 8 P00450 0 1469.84 High 0 6.22E-06 44
High DIASGLIGP 1xCarbami  0.004012 0 1 1 1 P00450 1 1597.935 High 0 0.000384 38
High WSAGLTSS 4.3E-06 0 1 1 1 P08185 0 1764.917 High 0 5.6E-08 43
High DLCGCYSVS3xCarbami    1.67E-08 0 1 1 19 P01876 0 2593.127 High 0 4.31E-11 107
High DLCGCYSVS4xCarbami     9.42E-06 0 2 2 7 P01877; P0 0 3949.74 High 0 2.82E-07 48
High DLCGIVASK1xCarbami  0.000764 0 1 1 5 P13489 0 962.4975 High 0 0.000112 43
High DLCQADKT 1xCarbami  1.27E-05 0 1 1 1 Q14376 1 1802.922 High 0 2.26E-07 41
High DIENQYETQ 7.57E-07 0 1 1 2 P35527 0 3264.514 High 0 1.77E-08 75
High DIFTGLIGP 0.007604 0 1 1 1 P00450 0 1191.644 High 0 0.000881 32
High DIGCDQHT 8xCarbami         0.000107 0 1 1 1 P28799 0 4435.759 High 0 3.54E-06 36
High DIKDTTVGT 0.000876 0 1 1 1 P51665 1 1433.759 High 0 5.38E-05 52
High DLKLADFAL1xCarbami  3.85E-07 0 1 1 3 P02788 1 1691.904 High 0 2.49E-09 64
High WQQGNIFS1xCarbami  0.004537 0 1 1 2 P01860 0 2314.06 High 0 0.000451 11
High DLLFKDSAH 0.001569 0 1 1 2 P02787 1 1490.8 High 0.000605 0.007381 30
High DLLFKDSAI 3.15E-05 0 1 1 36 P02788 1 1468.779 High 0 7.34E-07 61
High DLLFRDDTV1xCarbami  6.72E-05 0 1 1 2 P02787 1 1565.799 High 0 1.96E-06 51
High WNTEDKVS 5.61E-07 0 1 2 4 P00558 1 2514.247 High 0 8E-09 48
High WNNTGCQ 2xCarbami   9.14E-08 0 1 1 4 P01833 1 3181.37 High 0 3.88E-10 84
High DLISHDEM 2.5E-08 0 1 1 3 P13693 0 1712.784 High 0 7.25E-11 81
High DKESGICM 1xCarbami  0.000299 0 1 1 3 Q96FV2 1 1558.662 High 0 1.34E-05 35
High YASQSISGV 0.001071 0 1 1 2 A0A0A0MT 0 1251.633 High 0 6.99E-05 31
High DKEAELQCT1xCarbami  0.00105 0 1 1 1 O95361 1 1847.88 High 0 6.81E-05 23
High DHYIFYCEG1xCarbami  4.63E-10 0 1 1 49 P31025 0 2120.002 High 0 1.38E-12 93
High WYVVGLAG 6.26E-06 0 1 1 4 P80188 0 1431.811 High 0 1.25E-06 66
High DFDFVPPVV 0.002866 0 1 1 3 P01024 0 1190.62 High 0.000215 0.003431 26
High DFFLANASR 0.007753 0 1 1 4 P07384 0 1040.516 High 0 0.0009 43
High WYVDGVEV 0.002793 0 1 1 6 P01860 0 1416.691 High 0 0.000525 24
High WYRSPELL 0.00181 0 0 0 1 1 1749.932 High 0 0.000137 52



High DGAGDVAF 5.43E-06 0 1 1 17 P02788 0 1020.511 High 0 7.6E-08 64
High DGDRFWW 2.68E-07 0 1 1 2 P22079 1 2225.005 High 0 1.56E-09 71
High WYQMGAY 0.0015 0 1 1 1 Q14697 0 1593.731 High 0 0.000108 26
High DGFKGDLC 2xCarbami   0.000222 0 1 1 1 P98160 1 2203.95 High 0 9.15E-06 27
High DGKLVVEC 2xCarbami   1.79E-06 0 1 1 3 Q01469 1 1994.946 High 0 1.81E-08 50
High WYNLAIGS 1xCarbami  0.002486 0 1 1 1 P02760 0 1708.852 High 0 0.000207 19
High WVEQHLG 8.01E-05 0 1 1 3 Q8TCD5 0 1624.823 High 0 2.44E-06 40
High WVDIALEC 1xCarbami  0.000178 0 1 3 3 P04745 0 1290.615 High 0 3.65E-05 44
High DGNASGTT1xCarbami  1.84E-05 0 1 2 6 P68104 0 3021.567 High 0 3.66E-07 46
High WVAIQSVS 5.84E-07 0 1 1 3 Q96KP4 1 1656.886 High 0 4.25E-09 79
High WVAIQSVS 3.4E-05 0 1 1 1 Q96KP4 0 1500.785 High 0 8.14E-07 52
High DGSFSVVIT 3.05E-06 0 1 1 3 P01833 0 1250.674 High 0 1.51E-07 61
High DGSFSVVIT 0.002652 0 1 1 2 P01833 1 1378.769 High 0.000215 0.004663 42
High WVADALG 0.002669 0 0 0 1 0 887.4734 High 0 0.000228 31
High DGTVLCELI 1xCarbami  1.58E-06 0 1 1 6 P37802 1 2415.259 High 0 1.55E-08 55
High DGVREVFE 0.000233 0 1 1 1 P61586 1 1409.684 High 0 9.72E-06 30
High DGVYFLYEA 0.008651 0 1 1 1 P30520 0 1705.858 High 0 0.001043 16
High DGYLFQLLR 0.002652 0 1 1 1 P04196 0 1124.61 High 0 0.000225 30
High DGYNYTLS 0.000965 0 1 1 5 P31949 0 1060.495 High 0 0.000102 45
High WTLLQEQG 0.002584 0 3 4 1 P04259; P0  0 1203.637 High 0 0.000218 28
High DHASIQMN 3.49E-06 0 1 1 1 P63220 1 1969.976 High 0 4.3E-08 52
High WTGMIIGP 9.24E-05 0 1 1 2 Q13404 0 1127.603 High 0 2.94E-06 36
High DHYIFYCEG1xCarbami  1.3E-05 0 1 1 6 P31025 1 2404.187 High 0 7.73E-06 33
High CQEVISWL 1xCarbami  0.000135 0 1 1 2 P0DMV8 1 2662.245 High 0 4.82E-06 36
High YCNTWPVA1xCarbami  6.06E-05 0 1 1 6 Q00796 0 1740.845 High 0 1.7E-06 38
High CQCDELCSY6xCarbami       4.94E-09 0 1 1 3 P04004 0 3482.352 High 0 1.24E-11 94
High YGAAMALG2xCarbami   1.77E-06 0 1 1 1 Q99460 0 1714.771 High 0 1.78E-08 61
High AYAQQLTE 0.004392 0 0 0 2 0 1336.664 High 0 0.000433 47
High AYFHLLNQ 3.9E-05 0 2 2 2 Q14651; P1 0 1414.784 High 0 9.64E-07 38
High AYGRDIVEA 0.002198 0 1 1 2 P15104 1 1449.723 High 0 0.000176 32
High AYHEQLSVA1xCarbami  5.64E-05 0 1 5 2 P68366 0 2750.291 High 0 1.56E-06 40
High AYHEQLSVA1xCarbami    3.8E-05 0 1 5 2 P68366 0 2766.286 High 0 9.33E-07 46
High YGAAEPHT 0.002184 0 1 1 1 Q13564 0 2285.192 High 0 0.000175 30
High YFYFYNTGL 6.15E-07 0 1 1 2 P48147 0 1713.802 High 0 4.54E-09 65
High AYLEEECPA1xCarbami  7.55E-05 0 1 1 11 P25311 0 1451.684 High 0 4.61E-05 73
High AYLEEECPA1xCarbami  2.68E-06 0 1 1 9 P25311 1 1579.778 High 0 3.05E-08 70
High AYIKDCVSP 2xCarbami   5.5E-06 0 0 0 2 1 2077.932 High 0 7.7E-08 34
High AYQCVVLLQ1xCarbami  0.001043 0 1 1 1 P54136 0 1278.687 High 0 6.72E-05 56
High AYSEAHEIS 3.01E-05 0 1 1 4 P61981 1 2361.14 High 0 6.89E-07 40
High YFVQGMGY 1.21E-06 0 1 1 1 Q92597 0 1825.807 High 0 1.09E-08 63
High AYTNFDAE 6.99E-05 0 1 2 4 P07355 1 2155.067 High 0 2.06E-06 48
High AYYENSPQ 0.000256 0 1 1 3 P01024 0 2166.003 High 0 0.00014 47
High YFVISNTTG 2.93E-05 0 1 1 1 P49354 0 1549.728 High 0 6.71E-07 40
High CAFSSQEPY1xCarbami  1.72E-11 0 1 1 56 P02788 0 1975.853 High 0 6E-15 117
High CAPGYYGN 2xCarbami   0.000532 0 1 1 2 P98160 0 1939.817 High 0 2.82E-05 47
High CATSKPAFF1xCarbami  5.98E-05 0 1 1 12 P04083 0 1356.662 High 0 1.67E-06 46
High CCAAADPH 3xCarbami    0.002391 0 1 1 3 P02768 0 1552.598 High 0 0.000197 31
High CCSAGCAT 4xCarbami     1.42E-06 0 1 1 1 Q14508 0 1847.718 High 0 1.34E-08 58
High CCSAGCAT 6xCarbami       4E-05 0 1 1 1 Q14508 1 3917.695 High 0 9.96E-07 54
High CCSGAIIVLT2xCarbami   2.82E-06 0 1 1 2 P14618 0 1221.633 High 0 3.25E-08 71
High YFSTTEDYD 7.18E-07 0 1 1 4 Q96DA0 0 1946.877 High 0 5.55E-09 78
High CCVECPPCP4xCarbami     1.35E-07 0 1 1 13 P01859 0 2908.402 High 0 5.31E-09 55
High YFQTYFLTP 0.003525 0 0 0 1 0 1493.767 High 0 0.000325 20
High AWRDPDEP 1.23E-08 0 1 1 9 P14550 1 2489.329 High 0 2.92E-11 75
High CDLELETNG2xCarbami   0.007222 0 1 1 2 P21980 1 2312.014 High 0 0.000824 22
High YGDSGEQIA 3.11E-08 0 0 0 1 0 1370.659 High 0 9.66E-11 91
High AVYTQDCP 1xCarbami  1.01E-05 0 1 1 1 P49588 0 1407.694 High 0 1.69E-07 76
High AVGDKLPE 2xCarbami   7.71E-06 0 2 2 9 P00739; P0 1 1857.92 High 0 1.19E-07 62
High YGLVTYATY 1.03E-05 0 1 1 1 P00751 0 1275.662 High 0 1.72E-07 67
High AVGPSSTQ 0.000139 0 1 1 1 Q7L576 0 1408.725 High 0 4.98E-06 46
High YGLSSMQG 0.002315 0 1 1 3 P35813 0 1184.552 High 0 0.000189 34
High AVLDVFEEG 9.26E-08 0 1 1 3 P01011 0 1907.96 High 0 3.95E-10 84
High AVLEALGSC1xCarbami  2.2E-05 0 1 1 1 P34896 0 1388.72 High 0 4.61E-07 56
High AVLEALGSC1xCarbami  0.002241 0 1 1 1 P34896 1 2426.177 High 0 0.000182 22
High AVLENNLG 0.000209 0 1 1 1 Q9NZL9 0 1339.769 High 0 8.43E-06 55
High YGIQMPAF 0.003737 0 1 1 1 P46940 0 1141.571 High 0 0.000351 32
High YGINTTDIF 3.6E-10 0 1 1 2 P37802 0 2100.028 High 0 3.05E-13 123
High AVLFCLSED1xCarbami  0.006598 0 1 1 1 P23528 1 1309.682 High 0 0.000736 29
High AVIHYRDD 6.18E-05 0 1 1 3 O15144 1 1955.917 High 0 1.75E-06 30
High YGLFPANYV 5.36E-06 0 1 1 1 Q14247 1 1569.806 High 0 7.47E-08 70
High YGLFPANYV 0.003737 0 1 1 1 Q14247 0 1441.747 High 0 0.000352 24
High AVLVDLEPG 2.41E-06 0 2 3 2 P04350; P6 0 1601.82 High 0 2.66E-08 54
High AVIVLVENF 0.000953 0 0 0 2 0 1294.741 High 0 0.000148 44
High AVMDDFAA 1.36E-05 0 1 1 18 P02768 0 1342.635 High 0 2.1E-06 62
High AVMDDFAA1xOxidatio  0.000323 0 1 1 7 P02768 0 1358.63 High 0 1.48E-05 50
High YGKDATNV 2.42E-08 0 1 1 4 P06733 1 2309.104 High 0 6.94E-11 97
High AVQTLQM 4.14E-07 0 1 1 1 Q06210 0 1660.876 High 0 2.72E-09 64
High AVSIQTGYL 1.15E-07 0 1 1 1 Q9Y365 0 1662.906 High 0 5.18E-10 71
High AVTEQGAE 1.9E-05 0 1 1 3 P27348 0 1532.719 High 0 1.26E-05 68
High AVTEQGHE 0.000101 0 1 1 2 P31946 1 2487.247 High 0 3.31E-06 43
High AVTLECVSA1xCarbami  6.39E-07 0 1 1 4 P98160 0 1388.684 High 0 4.77E-09 78
High YGFIEGHVV 3.13E-06 0 1 1 4 P16070 0 1386.753 High 0 3.73E-08 69
High YGEAGEGP 0.000882 0 1 1 1 P26640 0 1597.714 High 0 5.44E-05 41
High AVVHGILM 1xCarbami  0.00381 0 1 1 3 P61916 0 2429.272 High 0 0.000361 21
High YGDYNKEIH 0.000911 0 1 1 2 P35241 1 2153.041 High 0 9.74E-05 27
High WNNTGCQ 1xCarbami  4.37E-10 0 1 1 3 P01833 0 1988.877 High 0 3.89E-13 94
High CDPAGYYC 2xCarbami   0.008819 0 1 1 1 P60900 0 1337.529 High 0 0.001069 31
High YFLVGAGA 1xCarbami  7.73E-10 0 1 1 2 P22314 0 1610.861 High 0 1.62E-11 87
High CLIHDGAAP1xCarbami  9.49E-06 0 1 1 4 P98160 0 1709.868 High 0 2.02E-07 43
High YEEVSVSGF 0.000259 0 1 1 4 Q9BRA2 0 1714.771 High 0 1.11E-05 41
High CLRDGAGD1xCarbami  2.31E-06 0 1 1 18 P02788 1 1449.727 High 0 5.21E-08 51
High YEELQITAG 8.39E-07 0 2 2 9 P04264; P0 0 1179.6 High 0 1.81E-07 71
High CLVEKGDV 1xCarbami  6.77E-05 0 1 1 3 P02787 1 1364.724 High 0 4.33E-05 50
High CIWGPSYW4xCarbami     0.000188 0 1 1 6 P07602 1 3226.371 High 0 2.27E-05 35
High YEASILTHD 0.001143 0 1 1 3 P02679 0 1491.744 High 0 7.58E-05 39



High YDYVLTGYT 0.004596 0 1 1 1 O00764 0 1250.605 High 0 0.000458 29
High YDLTVPFAR 0.001309 0 1 1 3 P12081 0 1081.568 High 0 9.02E-05 26
High YDLDFKSPD 0.000522 0 1 1 6 P06733 1 1554.707 High 0 2.76E-05 42
High YDGIILPGK 0.00056 0 0 0 2 0 975.551 High 0 3.02E-05 28
High CNPGTGQC5xCarbami      3.63E-06 0 1 1 1 O75882 0 2832.128 High 0 4.52E-08 55
High CNQWSGLS3xCarbami    0.003118 0 1 1 2 P02788 0 3160.423 High 0 0.000279 29
High YCTDTGVLF1xCarbami  0.001157 0 1 1 1 P12955 0 1231.578 High 0 7.73E-05 28
High YCRPESQEH1xCarbami  0.00484 0 1 1 1 P40763 0 2502.135 High 0 0.000492 18
High CPEALFQPS2xCarbami   4.56E-07 0 1 2 7 P60709 0 3231.462 High 0 3.09E-09 53
High CPEALFQPS2xCarbami     3.19E-05 0 1 2 2 P60709 0 3247.457 High 0 7.44E-07 50
High CPEALFQPS2xCarbami      0.006815 0 1 2 1 P60709 0 3263.452 High 0 0.000767 23
High CPEPCPPPK4xCarbami     1.39E-06 0 1 1 4 P35326 1 2143.943 High 0 1.3E-08 58
High CPEPCPPPK4xCarbami     0.003761 0 0 0 1 1 2133.922 High 0 0.000355 25
High CPIGYSGLS 3xCarbami    1.29E-06 0 1 1 1 P98160 0 2216.916 High 0 1.18E-08 64
High CPLLVDSEG1xCarbami  8.88E-05 0 1 1 7 P01833 0 1402.704 High 0 2.81E-06 50
High CPNPPVQE 1xCarbami  0.002101 0 1 1 1 P05090 1 2147.034 High 0 0.000167 25
High CPPGAHAC 4xCarbami     0.001099 0 0 0 1 0 2979.312 High 0 7.2E-05 14
High CPPGYIGLS 3xCarbami    0.000356 0 1 1 3 P98160 0 2171.931 High 0 1.69E-05 44
High CPVTYGQC 4xCarbami     1.03E-06 0 1 1 8 P03973 1 3075.307 High 0 1.02E-08 55
High CPVTYGQC 4xCarbami       4.08E-06 0 1 1 5 P03973 1 3091.302 High 0 1.77E-07 59
High CLKDGAGD 1xCarbami  0.000138 0 1 1 3 P02787 1 1379.699 High 0 8.99E-06 55
High CEHSQALH 4xCarbami     0.001611 0 1 1 2 P98160 0 3131.305 High 0 0.000119 23
High YELDKAFSD 0.000564 0 1 1 2 P01024 1 1243.595 High 0 3.04E-05 37
High CIDSGLWV 1xCarbami  0.008431 0 1 1 2 Q16543 0 1375.667 High 0 0.001005 16
High YFLQGMGY1xCarbami    1.98E-06 0 1 1 3 Q9UN36 0 1918.795 High 0 7.18E-07 41
High YFLQGMGY1xCarbami  0.0015 0 1 1 1 Q9UN36 0 1902.801 High 0 0.000108 43
High YFLNHIDQT 0.006514 0 1 1 2 P46937 0 2034.967 High 0 0.000722 18
High YFGDIISVG 0.000646 0 1 1 1 Q96CN7 0 1254.648 High 0 3.63E-05 37
High YFAGWADK 0.006903 0 1 1 3 P47895 1 1383.706 High 0 0.000775 35
High CGGNCACC7xCarbami        0.000646 0 1 1 2 Q9NRA1 0 2584.934 High 0 3.62E-05 27
High YFAEALGPL 0.000233 0 1 1 1 P0DMM9 0 2967.525 High 0 9.77E-06 21
High CGLVPVLAE1xCarbami  3.17E-06 0 1 1 37 P02788 0 1362.709 High 0 1.56E-07 73
High CGNCGPGY2xCarbami   0.000323 0 1 1 1 Q13228 0 1741.734 High 0 1.48E-05 55
High CGNCGPGY2xCarbami     3.36E-05 0 1 1 1 Q13228 0 1757.729 High 0 7.97E-07 56
High CGNCGPGY2xCarbami   9.06E-05 0 1 1 1 Q13228 1 2051.91 High 0 2.88E-06 34
High CGNCGPGY2xCarbami     0.001292 0 1 1 5 Q13228 1 2067.904 High 0 0.0002 37
High CHDFQCAL 2xCarbami   0.005688 0 1 1 1 Q9H0W9 0 2363.091 High 0 0.000605 22
High CHPGYKPTT2xCarbami   0.005063 0 1 1 1 P04003 0 2232.042 High 0 0.000522 12
High YEQGTGCW1xCarbami  0.0008 0 1 1 6 P14314 0 1552.66 High 0 4.78E-05 52
High CLAENAGD 1xCarbami  1.51E-06 0 1 1 12 P02788 0 1393.678 High 0 2.53E-07 85
High CLAENAGD 1xCarbami  3.17E-07 0 1 1 7 P02788 1 3363.591 High 0 1.94E-09 70
High CLAFHDISP 1xCarbami  4.11E-05 0 1 1 3 P49773 0 2291.201 High 0 1.03E-06 40
High CLAIHPDM 1xCarbami  7.7E-05 0 1 1 2 O95834 0 2184.115 High 0 2.33E-06 35
High CLAIHPDM 1xCarbami    0.002315 0 1 1 1 O95834 0 2200.11 High 0 0.000188 22
High YEILTPNAIP 0.001461 0 1 2 1 Q7Z406 0 1258.704 High 0 0.000104 49
High YELGSGLAV 0.002256 0 1 1 1 P98160 0 1177.658 High 0 0.000183 56
High CLAYDFYPG1xCarbami  0.000663 0 1 1 11 P25311 0 1233.561 High 0 3.76E-05 51
High CLAYDFYPG1xCarbami  0.000188 0 1 1 3 P25311 1 2141.027 High 0 7.41E-06 28
High CICSQLSLTT2xCarbami   0.000196 0 1 1 2 Q12765 0 1310.644 High 0 7.77E-06 49
High CLDAVVSTR1xCarbami  0.003594 0 1 1 3 Q86VP6 0 1020.514 High 0 0.000335 26
High CLDPVDTP 1xCarbami  0.00087 0 1 1 9 P03973 0 1384.653 High 0 6.75E-05 47
High CIESLIAVFQ1xCarbami  1.1E-05 0 1 1 6 P31949 0 1307.703 High 0 1.89E-07 51
High WNLLQQQ 2.63E-07 0 1 1 2 P19013 0 1635.834 High 0 1.57E-07 70
High WNDNCPS 1xCarbami  0.00348 0 1 1 3 P17655 1 2317.989 High 0 0.000375 47
High DIPTNSPEL 7.97E-07 0 1 1 1 P01042 0 2139.082 High 0 6.38E-09 60
High VVLVAVDK 0.003348 0 1 1 1 P01024 1 1599.983 High 0 0.000304 30
High EGYYGYTG 0.000429 0 1 1 2 P02787 0 1283.569 High 0 2.15E-05 38
High EHALLAYTL 0.001017 0 1 3 3 P68104 0 1314.742 High 0 6.51E-05 30
High EHANSKQE 0.003503 0 1 1 1 Q14515 1 3301.457 High 0 0.000322 14
High VVISLQLTA 0.00076 0 1 1 1 P30041 1 1356.821 High 0 4.48E-05 52
High EHAVEGDC 1xCarbami  6.3E-06 0 1 1 2 P02765 0 1660.764 High 0 9.18E-08 56
High VVLIGDSGV 0.000204 0 1 2 2 Q15907 0 1043.61 High 0 8.16E-06 48
High VVLHPNYS 0.000685 0 1 1 3 P00738 0 1795.011 High 0 3.92E-05 35
High EHVPVTPQ 1xCarbami  3.8E-05 0 1 1 1 Q12923 0 2520.178 High 0 9.38E-07 41
High EKLCYVALD1xCarbami  0.001017 0 1 3 1 P60709 1 2807.311 High 0 6.52E-05 27
High VVLAYEPVW 4.57E-08 0 1 1 7 P60174 0 1602.889 High 0 1.59E-10 71
High VVGVLLGSW 0.000392 0 1 1 1 P51665 0 1185.699 High 0 1.91E-05 34
High VVGFHVLG 0.000473 0 1 1 1 Q16881 0 2282.229 High 0 2.44E-05 29
High EKPLALYM 0.002793 0 1 1 2 P30838 1 1983.062 High 0 0.000242 21
High VVGAVGSD 5.33E-06 0 1 1 1 Q14914 1 1662.906 High 0 7.42E-08 54
High VVGAQSLK 0.00074 0 1 1 2 P52209 1 1375.761 High 0 4.32E-05 29
High VVFVFGPD 0.00158 0 1 1 3 P30041 0 1007.556 High 0 0.000214 46
High EKYPSHSFIG 5.72E-05 0 1 1 4 P29218 1 2064.987 High 0 1.59E-06 37
High EIADYLAAG 0.00905 0 0 0 1 1 1450.717 High 0 0.001104 25
High ELAILLGML 2.86E-05 0 1 1 5 P30041 1 1884.999 High 0 3.73E-05 53
High VVEVLAGH 0.004566 0 1 1 1 P49327 0 1536.828 High 0 0.000456 26
High ELASQPDV 0.000505 0 1 1 2 P60174 0 3029.583 High 0 2.64E-05 42
High ELASQPDV 1.53E-05 0 1 1 1 P60174 1 3157.642 High 0 2.89E-07 54
High ELCQGLGQ 1xCarbami  6.51E-05 0 1 1 2 P13489 0 1513.779 High 0 1.88E-06 65
High EIDESLIFYK 0.002635 0 1 1 2 Q13421 0 1256.641 High 0 0.000224 33
High VVEQMCIT 1xCarbami  7.41E-06 0 0 0 1 0 1555.724 High 0 1.13E-07 54
High ELDFVSHHV 0.000244 0 1 1 2 Q02818 0 1238.628 High 0 1.03E-05 44
High EGTIQVQG 0.004507 0 1 1 1 Q96IU4 0 1593.838 High 0 0.000449 41
High VVDLMAHM1xOxidatio  0.001685 0 1 1 2 P04406 1 1346.644 High 0 0.000126 39
High EGSCPQVN 2xCarbami   0.003369 0 1 1 2 Q14508 0 2088.995 High 7.62E-05 0.001811 20
High EGNPEEDLT 3.63E-05 0 1 1 1 P40121 1 2319.11 High 0 8.84E-07 56
High VVTLLYDLV 0.000262 0 1 1 1 Q9H173 0 1392.798 High 0 1.14E-05 41
High VVTENVPC 2xCarbami   3.45E-05 0 1 1 1 P98088 0 1810.831 High 0 8.21E-07 39
High VVSVLTVLH 0.000102 0 3 4 4 P01861; P0  0 1808.006 High 0 3.38E-06 39
High VVSTNYNQ 4.47E-05 0 1 1 3 P80188 0 1784.879 High 0 1.15E-06 55
High VVSSSIVDK 0.003158 0 1 1 1 P62333 1 1709.907 High 0 0.000282 22
High EFSHLGKED 3.51E-05 0 1 1 4 P02774 1 2328.187 High 0 8.48E-07 47
High EFSITDVVP 0.004902 0 1 1 1 P34932 0 1735.927 High 0 0.000497 27
High VVSQYSSLL 0.000805 0 1 1 5 P50991 0 2040.05 High 0 4.83E-05 43
High EFTPPVQAA 0.000826 0 1 1 2 P68871 0 1378.7 High 0 4.99E-05 42



High EFTRLEICN 1xCarbami  0.006266 0 1 1 2 P07384 1 1919.99 High 0 0.000686 26
High EGAIHREEL 0.002739 0 1 2 3 P0C0L5 1 2290.157 High 0 0.000235 32
High EGAMSAQ 8.33E-05 0 1 1 1 Q14118 0 2128.064 High 0 2.58E-06 37
High VVSMDENF 0.0016 0 1 1 1 P01023 0 2810.443 High 0 0.000117 14
High EGFGHLSPT 2.61E-05 0 1 1 2 P02679 0 2207.04 High 0 3.54E-06 42
High VVSGMVN 1xCarbami    4.24E-06 0 1 1 4 P21980 0 1948.922 High 0 5.5E-08 80
High EGFLLALTQ 6.77E-05 0 1 1 1 Q9UJ70 0 1204.668 High 0 1.96E-06 43
High VVPLADIITP 0.000553 0 1 1 3 O00764 0 2282.239 High 0 2.97E-05 23
High EGGLLTLAG 0.000594 0 1 1 1 P09417 0 1029.594 High 0 3.24E-05 39
High EGGQLPPG 5.39E-05 0 1 1 10 P98160 0 1745.893 High 0 7.3E-06 39
High EGGQVYGT 0.003785 0 1 1 2 P28065 0 1538.763 High 0 0.000356 28
High EGHALGGG 0.001106 0 1 1 1 Q6ZVX7 0 2473.178 High 0 7.26E-05 20
High EGHLSPDIV 0.000498 0 1 1 4 P15559 0 1422.722 High 0 2.61E-05 37
High EGKQVGSG 8.02E-07 0 1 2 2 P01871 1 1931.967 High 0 6.39E-09 56
High VVNNSPQP 0.00075 0 1 1 5 P19823 0 2122.129 High 0 4.39E-05 42
High VVMALGDY2xCarbami     0.005332 0 1 1 1 P60842 0 2455.099 High 0 0.000556 22
High EGLLLWCQ 1xCarbami  0.001822 0 1 4 2 O43707 0 1174.604 High 0 0.000138 26
High EGIPALDNF 0.000109 0 1 1 2 P13639 1 1444.768 High 0 3.66E-06 62
High EGPAVVGQ 0.00386 0 1 1 1 Q86VP6 0 1486.79 High 0 0.000365 16
High EFNAETFTF1xCarbami  1.03E-07 0 1 1 4 P02768 1 2545.166 High 0 3.63E-08 96
High VVDLMAHM 3.34E-06 0 1 1 6 P04406 1 1330.649 High 0 4.06E-08 78
High ELEQVCNP 1xCarbami  2.44E-09 0 1 1 6 P0DMV8 0 3055.494 High 0 3.6E-12 79
High EIPAWVPF 8.83E-05 0 1 1 7 P25311 0 1782.943 High 0 2.78E-06 40
High VTMLISGR 1xOxidatio  0.003326 0 1 1 7 P31025 0 892.4921 High 0.00015 0.003089 49
High ELPPDQAEY1xCarbami  6.55E-05 0 1 2 2 O43707 0 1561.732 High 0 1.89E-06 56
High VTLTSEEEA 0.003391 0 1 1 5 P00338 0 1134.564 High 0 0.000311 41
High VTLTCVAPL1xCarbami  7.65E-05 0 1 1 4 P04217 0 1876 High 0 2.3E-06 50
High ELQAAGKS 0.001857 0 1 1 2 P06744 1 1542.776 High 0 0.000142 27
High ELQAHGAD 0.000312 0 1 1 1 O15144 1 1479.791 High 0 1.42E-05 36
High EIQAQNFFS 0.000121 0 1 1 2 Q9UJ70 0 1790.878 High 0 4.18E-06 38
High VTISVDTSK 5.72E-07 0 2 6 1 P06331; P0 1 1666.901 High 0 4.15E-09 71
High VTISCTGSS 1xCarbami  4.87E-08 0 1 1 4 P01703 0 3194.521 High 0 1.72E-10 84
High ELQTAQAQ 2.67E-08 0 1 1 1 Q7Z406 0 1559.781 High 0 7.92E-11 87
High EIRDQGSCG2xCarbami   0.004392 0 1 1 1 P07858 1 2571.135 High 0 0.000433 35
High ELSANTAAF 0.005543 0 1 1 2 O60749 0 1122.579 High 0 0.000585 40
High ELSAVTFPD 0.000382 0 1 1 1 P42224 0 1360.747 High 0 1.84E-05 39
High VTIPTDLIAS 3.93E-07 0 1 1 1 Q14118 0 1642.926 High 0 2.56E-09 72
High ELSEALGQI 0.000118 0 1 1 1 Q08380 0 1592.791 High 0 4.05E-06 38
High VTLAVSDLQ 0.000226 0 1 1 1 Q9HC38 0 1073.62 High 0 9.31E-06 50
High VTHAVVTV 0.008376 0 1 1 2 P11021 0 1887.971 High 0 0.001002 18
High VTGEGCVY 1xCarbami  1.62E-07 0 1 1 3 P01023 0 1554.783 High 0 1.13E-09 80
High ELSTTLNAD 3.77E-05 0 1 1 3 P34932 0 1519.76 High 0 9.3E-07 55
High EITALAPST 0.000567 0 2 6 3 P60709; P6 0 1161.618 High 0 3.07E-05 45
High ELTIGSKLQ 8.43E-05 0 1 1 4 P06703 1 1643.896 High 0 4.3E-06 72
High VTDSSVSVQ 0.000315 0 1 1 2 Q6ZVX7 1 1319.68 High 0 1.43E-05 57
High VTDFGDKV 0.000128 0 1 1 2 Q14204 1 2579.274 High 0 4.47E-06 40
High ELTVSNND 6.87E-09 0 1 1 2 P13489 0 1630.803 High 0 1.39E-11 99
High VTATDLDE 0.00296 0 0 0 1 0 1683.818 High 0 0.00026 17
High ELVAENLSV 0.001064 0 1 1 1 Q15642 0 1129.621 High 0 6.95E-05 47
High VTMTTDTS 4.42E-08 0 1 1 1 A0A0C4DH 0 1907.873 High 0 1.52E-10 85
High VVAQSTNS 0.002047 0 1 1 1 Q16881 0 2723.356 High 0 0.000162 41
High VTMTTDTS 1xOxidatio  8.39E-07 0 1 1 2 A0A0C4DH 0 1923.867 High 0 6.79E-09 83
High VTNGAFTG 1xOxidatio  0.000256 0 1 1 1 P60174 0 1637.82 High 0 1.1E-05 40
High EIETYHNLL 1.15E-07 0 1 1 1 P35527 0 2510.132 High 0 5.22E-10 63
High VVADGAGL 0.001718 0 1 1 2 Q13630 0 1932.97 High 0 0.000129 28
High EIFEQPESV 3.19E-05 0 1 1 1 Q06210 0 1678.811 High 0 7.47E-07 62
High EIFEQPESV 1xOxidatio  0.002669 0 1 1 2 Q06210 0 1694.805 High 0 0.000228 36
High VTWDSTFC 1xCarbami  3.15E-06 0 1 1 1 Q9BR76 0 1524.715 High 0 3.77E-08 69
High ELFSPLHAL 2.86E-06 0 0 0 10 0 2045.045 High 0 3.32E-08 63
High VTVLTHCN 1xCarbami  0.000235 0 1 1 1 Q9BV20 0 2516.329 High 0 9.87E-06 37
High ELFYKADGE1xCarbami  3.65E-05 0 1 1 1 P01008 1 2431.025 High 0 8.89E-07 41
High ELGCGAAS 1xCarbami  0.00056 0 0 0 1 1 2589.25 High 0 3.01E-05 39
High ELGEYALAE 1.43E-05 0 1 1 1 P47895 0 1614.79 High 0 2.65E-07 53
High ELGEYGFH 2.09E-05 0 1 1 5 P00352 0 1700.78 High 0 7.66E-07 44
High ELGICPDDA1xCarbami  0.000721 0 1 1 4 P12273 0 1610.846 High 0 4.19E-05 38
High ELGICPDDA1xCarbami  2.46E-07 0 1 1 20 P12273 1 1995.033 High 0 1.4E-09 83
High VTVAGLAG 1xCarbami  1.92E-06 0 1 1 4 Q99497 1 1657.869 High 0 1.99E-08 68
High ELGVGIALR 0.007222 0 1 1 6 Q01469 0 927.5622 High 0 0.000827 36
High VTTVASHTS 5.68E-06 0 1 1 5 P10909 0 2314.177 High 0 5.34E-07 55
High ELLESYIDG 0.003885 0 1 1 1 P00734 0 1194.6 High 0 0.000369 39
High ELLLQPVTIS 0.002739 0 1 1 3 P59998 0 1268.757 High 0 0.000235 37
High ELLQEFIDS 0.000259 0 1 1 2 O75556 1 2213.079 High 0 1.12E-05 27
High ELIQKELTIG 0.001085 0 1 1 2 P06703 1 1358.789 High 0 7.1E-05 44
High VTSVVVDV 0.000144 0 1 1 1 P13798 0 1169.689 High 0 5.23E-06 32
High VTSIQDWV 0.004117 0 1 1 5 P00738 0 1203.637 High 0 0.000397 28
High ELISNSSDA 0.003241 0 1 1 5 P07900 1 1560.823 High 0 0.000293 32
High EILSVDCST 1xCarbami  3.07E-05 0 1 1 5 P10909 0 1762.828 High 0 7.1E-07 42
High EILTLLQGV 0.002315 0 1 1 3 Q15631 1 2320.277 High 0 0.000189 31
High KLGDTYPSI 0.000367 0 1 1 1 Q9H4A4 1 1421.738 High 0 1.76E-05 41
High VTNVEWLL 0.004998 0 0 0 1 0 1620.863 High 0 0.000513 16
High VTNGAFTG 9.25E-07 0 1 1 4 P60174 0 1621.825 High 0 7.68E-09 56
High AVGDKLPE 2xCarbami   2.57E-05 0 1 1 2 P00738 1 3432.595 High 0 5.67E-07 28
High EFNAETFTF1xCarbami  1.44E-08 0 1 1 3 P02768 0 2260.023 High 0 3.58E-11 93
High EENRIIPGG 0.001787 0 1 1 1 P01036 1 2602.253 High 0 0.000135 25
High WGTDEEKF 0.008485 0 1 1 1 P08758 1 1799.896 High 0 0.001016 17
High DREVGIPPE 0.000241 0 1 1 4 P61158 1 1768.908 High 0 1.01E-05 52
High DRHFAGDV 0.006556 0 1 1 3 Q9BWS9 1 2734.301 High 0 0.000758 25
High WGLGGTCV2xCarbami   1.46E-06 0 1 1 1 Q16881 0 1617.788 High 0 1.39E-08 81
High WFYIASAFR 0.000249 0 2 2 4 P02763; P1 0 1160.589 High 0 1.06E-05 42
High WELLQQVD 1.69E-05 0 1 1 3 P04264 0 1475.749 High 0 3.3E-07 57
High DSAIGFSR 0.002256 0 1 1 5 P02788 0 852.421 High 0 0.000183 37
High WEFTSWV 0.000267 0 1 1 1 Q8IZ07 0 1506.774 High 0 1.16E-05 39
High DSGFQMN 3.21E-05 0 1 1 3 P02787 0 1195.552 High 0 7.53E-07 52
High DSGRDYVS 2.09E-06 0 1 1 3 P02647 1 1815.851 High 0 2.39E-07 62
High DSGVPDRF 2.95E-05 0 1 1 1 P06310 1 2029.946 High 0 6.76E-07 43



High DSLHEKFPD 0.001121 0 1 1 2 P46940 1 1942.939 High 0 7.4E-05 24
High WEAEPVYV 0.002256 0 1 1 3 P25311 0 1276.632 High 0 0.000183 36
High DSITTWEIL 1.02E-05 0 1 1 2 P01024 1 1923.973 High 0 1.71E-07 59
High WDNNYGD 0.000251 0 1 1 1 P21980 1 2637.251 High 0 1.07E-05 47
High WALSQSNP 0.002256 0 1 1 2 P55072 0 1329.691 High 0 0.000183 48
High DSPCQLEA 3xCarbami    0.000285 0 1 1 2 P13489 1 2539.122 High 0 1.26E-05 34
High DSPIQCIQA 1xCarbami  1.66E-06 0 1 1 48 P02788 0 1614.79 High 0 1.55E-05 66
High DSQEEEKTE 0.006389 0 1 1 1 P06396 1 1665.781 High 0 0.000703 28
High DSTLIMQLL 0.000579 0 6 7 5 P63104; P3     0 1189.661 High 0 3.16E-05 28
High DSTLIMQLL1xOxidatio  6.02E-05 0 6 7 4 P63104; P3     0 1205.656 High 0 1.7E-06 41
High DSTYSLSST 0.000579 0 2 2 10 P01834; P0 0 1502.758 High 0 0.000217 52
High DTGKTPVE 0.005401 0 1 1 1 P60866 1 1648.865 High 0 0.000565 22
High WAELLPLLQ1xCarbami  0.002486 0 1 1 4 P13489 0 1853.01 High 0 0.000863 37
High DTSCVNPP 1xCarbami  9.24E-05 0 1 1 6 P08603 0 2020.976 High 0 6.76E-06 40
High DTSKNQVV1xCarbami  2.57E-05 0 1 1 1 A0A0C4DH 1 2994.364 High 0 5.68E-07 60
High DTSISTAYM 0.000105 0 1 1 3 P23083 0 1473.689 High 0 5.44E-06 51
High DQLIYNLLK 8.51E-08 0 1 1 3 P00338 1 2074.082 High 0 3.54E-10 70
High BTVYLQMB 0.000164 0 1 1 11 P0DOX2 0 1339.667 High 0 3.83E-05 41
High WGYSSTAIT 0.002114 0 1 1 2 P10253 0 1141.564 High 0 0.000168 49
High WHQTADF 0.003503 0 0 0 2 0 1659.791 High 0 0.000322 29
High DIQMTQSP 3.09E-08 0 1 1 3 P0DOX7 0 1892.902 High 0 1.34E-09 70
High DIQMTQSP 1xCarbami  0.005196 0 1 1 5 P0DOX7 1 2623.281 High 0 0.000536 35
High WLQGSQE 1.66E-05 0 3 3 5 P01876; P0  1 1470.77 High 0 9.24E-07 63
High WLQGSQE 3.56E-06 0 3 3 27 P01876; P0  0 1213.632 High 0 4.39E-08 69
High DISEMFLQI 0.000107 0 1 1 1 P15941 0 1386.697 High 0 3.56E-06 56
High WIPPYQGY 0.000117 0 1 1 4 P22079 0 1793.849 High 0 5.29E-06 23
High WLPLEANP 0.000395 0 1 1 2 P15374 0 1899.001 High 0 1.92E-05 45
High DLYANTVLS 1.79E-05 0 1 2 2 P60709 0 2215.07 High 0 3.54E-07 54
High WLPAEYED 7.19E-08 0 1 1 2 P22079 0 2263.107 High 0 2.85E-10 72
High DLYSGLIGP 1xCarbami  8.44E-06 0 1 1 6 P00450 0 1575.856 High 0 1.34E-07 43
High DMETIGFA 8.49E-05 0 1 1 2 P07384 1 2895.507 High 0 2.65E-06 41
High DMGYHVS 0.001621 0 1 1 1 P38606 0 1687.687 High 0 0.00012 24
High WIIQVPR 0.003348 0 1 1 1 Q01432 0 911.5462 High 0 0.000303 24
High WLLLTGISA 4.14E-06 0 1 1 1 Q00610 0 1499.833 High 0 5.33E-08 58
High WLHNEDQ 2.13E-05 0 1 1 5 P37837 0 1499.695 High 0 4.43E-07 53
High WLGLEEAC 1xCarbami  1.04E-05 0 0 0 1 0 1692.841 High 0 1.75E-07 55
High WLAIDANA 0.000785 0 1 1 4 Q14974 0 1029.548 High 0 4.67E-05 35
High DNSKNSLY 0.000227 0 1 2 3 P0DP04 1 1782.88 High 0 9.45E-06 49
High DNSKNTLY 1.16E-07 0 2 6 3 P01768; P0 1 1796.896 High 0 5.3E-10 78
High DNSKNTLY 1xOxidatio  0.000508 0 2 6 5 P01768; P0 1 1812.891 High 0 0.000362 31
High DNSKNTLY 1E-06 0 1 1 3 A0A0J9YX3 1 1769.885 High 0 8.52E-09 68
High WKRPTELLS 4.8E-06 0 1 1 3 P07384 1 2328.246 High 0 6.46E-08 46
High DNSTMGYM 0.001461 0 1 2 2 P08238 0 1248.506 High 0 0.000104 43
High DNTINLIHT 0.005367 0 1 1 1 O15144 0 1343.707 High 0 0.00056 32
High DPDQTDGL 8.07E-06 0 1 1 1 P06396 0 2387.147 High 0 1.27E-07 47
High WKNFPSPV 3.85E-05 0 1 1 8 P02790 1 1534.78 High 0 1.82E-05 48
High DPKNNLEA 0.000854 0 1 1 3 P31025 1 1661.802 High 0 5.22E-05 42
High DQADFSVL 0.000153 0 1 1 3 Q7Z406 0 1450.696 High 0 3.66E-05 41
High EFCQQEVE 2xCarbami   1.19E-05 0 1 1 2 Q96FW1 0 1584.649 High 0 2.81E-07 56
High BTVYLQMB1xOxidatio  0.000461 0 1 1 1 P0DOX2 0 1355.662 High 0 2.35E-05 48
High VYYTAGYN 4.44E-06 0 1 1 2 Q9Y5Z4 0 1361.674 High 0 5.87E-08 55
High EAALSYGFY2xCarbami   5.5E-06 0 1 1 7 P14555 0 1960.843 High 0 7.71E-08 62
High EAEAAIYHL 0.000159 0 1 1 4 P14618 0 1931.986 High 0 5.93E-06 41
High EAEAAIYHL 0.000571 0 1 1 3 P14618 1 2088.087 High 0 4.78E-05 36
High EAESCDCLQ2xCarbami   5.51E-08 0 3 5 4 P04350; P0  0 3311.534 High 0 2.02E-10 81
High VWYVSNID 0.000117 0 1 1 5 P06744 0 1602.827 High 0 4E-06 43
High EAFQLFDR 0.00047 0 1 1 1 P60660 0 1025.505 High 0 2.41E-05 52
High EAFSLFDKD 0.000911 0 1 1 4 P0DP23 1 1844.891 High 0 5.64E-05 60
High VWSPLVTE 0.000594 0 1 1 2 O00151 1 1400.753 High 0 3.26E-05 55
High EALLSSAVD 0.003618 0 1 1 1 P78371 1 1959.977 High 0 0.000338 22
High EAINVEQA 3.25E-05 0 1 1 1 P51149 0 1589.828 High 0 7.67E-07 69
High EAIQLIAR 0.001918 0 1 1 4 P36871 0 913.5465 High 0 0.000149 40
High VWQVTIGT 0.0016 0 1 1 1 P63244 0 1059.595 High 0 0.000118 35
High EAQLPVIEN 0.008992 0 1 1 3 P00747 0 1140.626 High 7.62E-05 0.002004 29
High VWQLGSSS 0.003835 0 1 1 2 P35606 0 2015.982 High 0.002115 0.02442 18
High VVYENAYG 0.009226 0 1 1 3 Q16881 0 1749.871 High 0 0.001128 30
High EAVANKGP 0.003503 0 1 1 3 P25774 1 1568.839 High 0 0.000324 41
High EAVIAAAFA 0.006598 0 1 1 3 Q13938 0 990.5619 High 0 0.000735 28
High VVWCAVG 1xCarbami  2.41E-06 0 1 1 19 P02788 1 1573.816 High 0 2.65E-08 63
High VVWCAVG 1xCarbami  3.07E-07 0 1 1 58 P02788 0 1445.721 High 0 3.63E-06 68
High ECNACRNP 3xCarbami    0.000413 0 1 1 4 P40394 1 1848.79 High 0 2.04E-05 28
High EDAIWNLL 2.87E-05 0 1 1 2 P02788 0 1129.6 High 0 6.5E-07 51
High VVTVFSVA 0.00012 0 1 1 4 O75083 0 2540.22 High 0 4.15E-06 41
High EDLYLKPIQ 0.009286 0 1 1 1 P13639 0 1274.71 High 0 0.001145 25
High EEAPSLRPA 0.000117 0 1 1 5 P02675 0 1951.003 High 0 4E-06 40
High EEDRIIPGG 0.000114 0 1 1 1 P01037 1 2602.253 High 0 3.85E-06 26
High EEIFGPVQQ 0.000402 0 1 1 1 P00352 0 1418.735 High 0 1.97E-05 33
High VVTNYNSA 3.66E-07 0 1 1 5 P21980 0 2497.211 High 0 2.32E-09 84
High EAAENSLVA 0.001539 0 1 1 3 P62258 0 1194.6 High 0 0.000111 55
High WADLSGIT 0.002584 0 1 1 1 P29622 0 990.5255 High 0 0.000217 33
High DYYFALAHT 0.000865 0 1 2 2 P06737 0 1355.674 High 0 5.27E-05 36
High DYSHYYTTI 0.001632 0 1 1 2 P08727 0 1674.776 High 0 0.00012 32
High DVCTELLPL 1xCarbami  1.35E-05 0 1 1 3 P16152 0 1738.952 High 0 2.45E-07 65
High VYSYFECR 1xCarbami  0.003935 0 1 1 1 P43490 0 1123.488 High 0 0.000374 40
High DVFLGMFL 1xOxidatio  0.001918 0 1 1 4 P02768 0 1639.782 High 0 0.000148 40
High DVFISAAER 0.000372 0 1 1 1 P20618 1 1997.993 High 0 1.79E-05 33
High VYIYSSGSV 0.001388 0 0 0 1 0 1430.716 High 0 9.76E-05 30
High VYIIQACR 1xCarbami  0.004198 0 1 1 1 P31944 0 1022.545 High 0 0.000408 40
High VYIASSSGS 0.000205 0 1 1 1 O75368 0 1283.684 High 0 8.28E-06 39
High VYHVGLGD 7.97E-07 0 1 1 3 Q8IWU5 0 1382.718 High 0 6.34E-09 50
High DVKPSNILV 0.004777 0 0 0 1 0 1341.748 High 0 0.000482 30
High DVLFLKDCV1xCarbami  2.07E-06 0 1 1 4 P00558 1 1747.894 High 0 2.18E-08 71
High DVNAAIAA 0.005163 0 1 1 2 P68366 0 985.5677 High 0 0.000532 25
High DVNAAIAT 0.000104 0 1 5 8 Q9BQE3 0 1015.578 High 0 3.45E-06 50
High DVRDYFMP1xCarbami  0.00202 0 1 1 4 P02790 1 1512.672 High 0 0.000159 44



High VYFQSPPGA 0.005096 0 0 0 1 1 2486.169 High 0 0.000525 32
High VYENVGLM 0.000247 0 1 1 1 Q06124 0 1436.72 High 0 1.06E-05 43
High VYCDMNTE1xCarbami  2E-08 0 1 1 1 P02675 0 2156.949 High 0 5.45E-11 71
High DVTVLQNT 1.77E-06 0 1 1 3 P02788 0 1988.931 High 0 1.77E-08 65
High DVTVLQNT 3.54E-05 0 1 1 2 P02788 1 2345.137 High 0 8.54E-07 39
High DVVICPDAS1xCarbami  0.004625 0 1 1 2 Q99497 1 1659.826 High 0 0.000461 35
High VYAYYNLEE1xCarbami  9.81E-07 0 1 1 2 P01024 0 1667.737 High 0 8.29E-09 65
High DWHGVPG 1.06E-05 0 1 1 2 P04004 0 1666.775 High 0 1.8E-07 45
High DWHGVPG 1xOxidatio  0.001388 0 1 1 2 P04004 0 1682.77 High 0 9.76E-05 40
High DYFFALAHT 0.001611 0 1 1 1 P11216 0 1339.679 High 0 0.000119 32
High VYAILTHGI 5.09E-06 0 1 3 2 P11908 0 1801.996 High 0 6.98E-08 59
High VYACEVTH 1xCarbami  1.06E-07 0 2 2 36 P01834; P0 0 1875.927 High 0 4.69E-10 92
High DYLPILLGD 1.46E-05 0 1 1 6 P22079 0 1542.798 High 0 2.73E-07 43
High DYLPILLGD 1xOxidatio  1.55E-05 0 1 1 1 P22079 0 1558.793 High 0 2.93E-07 53
High DYTSGAML 0.000235 0 1 1 1 P23381 1 1513.757 High 0 9.81E-06 42
High EIVDSYLPV 0.000284 0 1 1 2 P07602 0 1729.999 High 0 1.25E-05 58
High AVGDGIVLC1xCarbami  3.49E-05 0 1 1 10 P13797 0 1031.555 High 0 8.39E-07 74
High AVFVDLEPT 0.000511 0 1 3 2 Q9BQE3 0 1701.906 High 0 2.7E-05 51
High YSPSFQGQ 5.51E-08 0 1 1 1 A0A0C4DH 0 1627.796 High 0 2.02E-10 82
High AGQPLQLL 0.000236 0 1 1 3 P25325 0 1799.969 High 0 2.58E-05 33
High AGRVDLVD 0.000461 0 1 1 1 O94811 1 1814.892 High 0 2.35E-05 22
High AGTQIENID 0.001318 0 1 1 1 O43707 1 1920.93 High 0 9.12E-05 32
High YSLTYIYTGL 5.5E-06 0 1 1 58 P25311 0 1408.736 High 0 7.72E-08 63
High AGVLAHLE 0.007955 0 1 2 4 P35579 0 1223.638 High 0 0.000938 22
High AGVNFSEFT 0.000153 0 1 1 1 O75340 0 1441.711 High 0 5.68E-06 59
High AGVNTVTT 0.000196 0 0 0 1 0 1345.732 High 0 7.75E-06 36
High AGYDGESIG1xCarbami  1.48E-08 0 1 1 1 Q96NY7 0 1757.755 High 0 3.68E-11 77
High AGYIIPLQG 1.67E-05 0 1 1 1 P10253 0 1874.002 High 0 3.22E-07 50
High AGYTDKVV 1xOxidatio  0.000312 0 1 1 1 P06733 1 2192.069 High 0 1.43E-05 21
High AHDGGIYA 4.07E-09 0 1 1 5 O75083 0 2585.227 High 0 6.98E-12 81
High YSQAVPAV 2.71E-05 0 1 1 2 P07339 0 1898.027 High 0 6.05E-07 45
High AHDGGIYA 9.01E-07 0 1 1 3 O75083 1 2901.401 High 0 7.48E-09 58
High AHLVAVFN 0.004336 0 1 1 1 P50995 0 1446.749 High 0 0.000426 29
High AHIVFDFHQ 3.3E-06 0 1 1 2 P30520 0 2210.074 High 0 3.99E-08 43
High AHQTGETV 3.03E-08 0 1 1 2 Q9UBG3 0 3356.533 High 0 9.31E-11 66
High YSLEPVAVE 0.000923 0 1 1 1 P00558 0 1247.688 High 0 5.73E-05 30
High AHSSMVGV 0.001787 0 1 1 3 P00558 0 1367.71 High 0 0.000135 17
High AHYGGFTV 0.007269 0 1 1 1 P02675 0 1535.724 High 0 0.000829 27
High AHYGGFTV 2.36E-08 0 1 1 4 P02675 1 2368.168 High 0 6.73E-11 69
High AKAEKPPLS 0.001559 0 0 0 1 1 3090.545 High 0 0.000114 40
High AKAYLEEEC1xCarbami  3.51E-05 0 1 1 4 P25311 1 1650.816 High 0 2.04E-06 67
High AKDDSELEG1xCarbami  0.006472 0 1 1 1 Q92896 1 1791.879 High 0 0.000714 18
High AKELGATEC1xCarbami  4.75E-08 0 1 3 2 P00326 1 1836.88 High 0 1.66E-10 80
High YSGYFGGV 1.55E-05 0 0 0 2 0 1377.68 High 0 2.93E-07 67
High AHFSPSNII 5.39E-05 0 1 1 3 O00391 0 2042.045 High 0 1.47E-06 55
High YSSDYFQAP 1.9E-07 0 1 1 2 Q08380 0 1598.676 High 0 1E-09 69
High YSYFQLLDS 0.000333 0 1 1 1 P0C870 0 1477.757 High 0 1.55E-05 43
High AGLSSGFIG1xCarbami  0.000249 0 1 1 3 P98160 0 1223.62 High 0 1.06E-05 55
High AGDFLEAN 1.03E-05 0 1 1 2 P01024 0 1641.769 High 0 5.71E-07 61
High AGDFLEAN 1xOxidatio  6.22E-05 0 1 1 2 P01024 0 1657.764 High 0 1.76E-06 64
High AGDTAVYY 1xCarbami  0.00065 0 1 1 1 P01766 0 1246.552 High 0 3.67E-05 44
High AGDTVIPLY2xCarbami   0.004364 0 1 1 1 P11766 0 1920.919 High 0 0.00043 22
High AGEAGKLE 0.000385 0 1 1 3 Q9BR76 1 1659.837 High 0 0.000112 44
High AGEARPGP 2.4E-06 0 0 0 1 0 2571.232 High 0 2.64E-08 52
High AGEQVTYT 1xCarbami  0.000157 0 1 1 3 P08603 0 1654.742 High 0 3.8E-05 35
High YTADGGKH 9.26E-09 0 1 1 8 P31025 1 1563.828 High 0 2.01E-11 80
High AGEVQEPE 0.001301 0 1 1 4 P25311 0 1127.569 High 0.001536 0.01496 38
High AGFAGDDA 0.001057 0 2 10 3 P60709; P6 0 976.4483 High 0 6.87E-05 35
High YTACLCDD 2xCarbami   3.17E-05 0 1 1 1 P12273 1 2750.165 High 0 7.37E-07 35
High AGFVCPTP 1xCarbami  0.002922 0 1 1 2 P22079 0 1236.608 High 0 0.000256 48
High AGGADAVQ 8.38E-05 0 0 0 1 0 1372.718 High 0 2.6E-06 44
High AGGGAAEQ 0.00348 0 1 1 1 Q8TD19 0 1810.908 High 0 0.00032 20
High AGGIETIAN 2.11E-05 0 1 1 1 P34932 0 1495.702 High 0 4.37E-07 45
High AGGMATTG 0.001718 0 1 1 1 P09467 1 2380.229 High 0 0.000128 22
High AGGSASAM 5.64E-05 0 1 1 2 P20618 0 2004.022 High 0 1.56E-06 47
High AGKEPGLQ 0.000342 0 1 1 2 P06396 1 1254.695 High 0 1.59E-05 41
High AGKPVICAT1xCarbami  9.75E-08 0 1 1 17 P14618 0 1876.969 High 0 4.22E-10 72
High AGKPVICAT1xCarbami    1.45E-06 0 1 1 9 P14618 0 1892.964 High 0 2.09E-06 55
High AGIAHLYGI 1.84E-07 0 1 1 4 P09467 0 2072.077 High 0 9.57E-10 70
High AGLEDLQV 0.000605 0 1 1 1 Q9NZT1 0 1218.648 High 0 3.33E-05 42
High AGIISTVEV 0.006859 0 1 1 1 P55786 0 1129.683 High 0 0.000771 32
High YTACLCDD 2xCarbami   2.97E-05 0 1 1 16 P12273 0 1356.556 High 0 1.09E-05 67
High AGLNCSTE 1xCarbami  0.000859 0 1 1 1 P05198 0 1434.672 High 0 5.23E-05 65
High AGIPVYAW 0.006993 0 1 1 2 P23526 0 1004.556 High 0.002115 0.02443 34
High AGLQAFFQ 1xCarbami  4.3E-06 0 1 1 1 P00450 0 1639.79 High 0 5.63E-08 49
High AKFEELNM 0.00024 0 1 1 1 P11021 1 1512.752 High 0 1.01E-05 41
High YSGSEGSTQ 3.09E-05 0 1 1 5 P25815 1 1785.887 High 0 7.14E-07 67
High AKLDSLQD 7.71E-07 0 1 1 4 P80303 1 1996.053 High 0 6.09E-09 69
High YSGLCPHVV1xCarbami  0.003118 0 1 1 1 P11586 0 1769.973 High 0 0.000277 19
High ALEHFTDLY 2.59E-05 0 1 1 3 Q00610 1 1620.838 High 0 5.71E-07 38
High ALELCEILAK1xCarbami  0.001787 0 1 1 1 P49354 0 1159.639 High 0 0.000135 52
High ALELDSNLY 0.000353 0 1 1 1 P35579 0 1193.616 High 0 1.67E-05 45
High YQGGFLISR 8.6E-05 0 1 1 3 P55786 0 1040.552 High 0 2.68E-06 45
High ALEIIPR 0.007038 0 1 1 2 Q99832 0 811.5036 High 0 0.000796 37
High ALELNMLS 0.009226 0 1 1 2 Q9Y617 0 1131.644 High 0 0.001134 35
High YQEGGVES 0.000289 0 1 1 3 P40121 0 1351.628 High 0 1.28E-05 41
High AIENELLAR 5.72E-05 0 1 1 3 P48637 0 1028.573 High 0 1.59E-06 59
High AIENIDTLTN 6.69E-07 0 1 1 3 Q15435 0 1991.07 High 0 4.99E-08 59
High AIEPNDYTG 0.002184 0 1 1 1 O75223 1 2263.134 High 0 0.000176 19
High ALESGDVN 0.004308 0 1 1 1 P46940 0 1318.664 High 0 0.000423 41
High ALESPERPF 4.53E-05 0 1 1 18 P00558 0 1768.996 High 0 1.91E-05 53
High YQEALHLG 0.000387 0 1 1 1 O00231 0 1527.828 High 0 1.87E-05 36
High AIETQCYVV2xCarbami   3.45E-08 0 1 1 1 Q86X76 0 1796.842 High 0 1.11E-10 84
High ALEVAEYLT 6.6E-06 0 0 0 1 0 1445.825 High 0 9.72E-08 49
High ALEVEECRC4xCarbami     4.59E-06 0 1 1 2 P98160 1 3158.38 High 0 6.1E-08 41



High ALEWLAHI 0.004364 0 1 1 1 A0A0B4J1V 0 1672.833 High 0 0.000431 25
High ALEWLAR 0.001424 0 1 2 3 A0A0C4DH 0 858.4832 High 0 0.000101 49
High YPSYSQAQ 0.003548 0 1 1 2 P0C870 0 1283.638 High 0 0.000329 32
High YPSLSLHGI 3.34E-06 0 1 1 2 Q96KP4 0 1877.939 High 0 4.06E-08 59
High AIGAVPLIQ 1xCarbami  0.001674 0 1 1 2 P07339 0 1989.018 High 0 0.000124 19
High AIGGGLSSV 0.000923 0 1 2 2 P02538 0 1447.775 High 0 6.79E-05 52
High ALGGLACD 1xCarbami  0.000349 0 1 1 1 Q13421 0 1199.62 High 0 1.64E-05 29
High AIGGIILTAS 0.003594 0 1 1 2 P36871 0 2206.161 High 0 0.000334 32
High ALGHLDLSG 8.01E-05 0 1 1 1 P02750 0 1152.612 High 0 2.45E-06 41
High ALGLASGEL 0.006993 0 0 0 1 0 1128.637 High 0 0.000792 33
High ALGISPFHE 0.000227 0 1 1 1 P02766 0 2451.205 High 0 9.45E-06 19
High ALEESNYEL 8.28E-07 0 1 1 3 P13645 0 1381.648 High 0 6.68E-09 82
High AGCECLNE 3xCarbami    1.99E-09 0 1 1 4 O43396 1 2410.981 High 0 2.78E-12 68
High AIEEGVNH 1xOxidatio  0.005837 0 1 2 1 P46926 0 2353.114 High 0 0.000626 9
High ALEEEQEAR 0.000303 0 1 1 3 Q7Z406 1 1730.819 High 0 0.00064 45
High YSFLQFDPA 0.000285 0 1 2 1 P62714 0 1340.663 High 0 1.26E-05 41
High AKPLVLGPE 0.008376 0 1 1 1 Q86SF2 0 1198.719 High 0 0.000996 13
High YSFCTDHTV1xCarbami  8.66E-05 0 1 1 1 P02751 0 1726.822 High 0 2.72E-06 46
High AKQEELEAA 8.06E-05 0 1 1 1 P08729 1 1385.738 High 0 2.48E-06 40
High AKSHPEVSI 1xCarbami  0.005579 0 1 1 2 P98088 1 2261.146 High 0.000542 0.006751 15
High AKSSMFR 1xOxidatio  0.003391 0 0 0 1 1 842.4189 High 0 0.00031 40
High AKWEMPF 2.38E-05 0 1 1 4 P01011 1 1972.897 High 0 0.000464 40
High AIADTGAN 1.75E-09 0 1 1 5 P50990 0 1372.743 High 0 2.35E-12 94
High ALAEGVLLR 0.000323 0 1 1 1 P48637 0 941.5778 High 0 1.49E-05 50
High ALAGCDFLT1xCarbami  7.71E-06 0 1 1 1 P37837 0 1392.719 High 0 1.19E-07 79
High AIAGVINQP 6.1E-06 0 1 1 2 O95861 0 2451.23 High 0 8.84E-08 48
High AIAHYEQSA 0.000731 0 1 2 3 P54920 1 2562.138 High 0 0.001002 30
High AIANECQA 1xCarbami  4.56E-06 0 1 1 3 P55072 0 1578.794 High 0 6.03E-08 64
High YREWHHFL 0.004308 0 1 1 1 P30086 1 1758.89 High 0 0.000422 21
High AIAVTVQEM 0.000449 0 1 1 1 Q9Y490 0 1289.713 High 0 2.28E-05 51
High ALDCSEVTV1xCarbami  0.000184 0 1 1 1 Q6XQN6 0 1149.557 High 0 7.14E-06 42
High ALDFAVGE 2.86E-05 0 1 1 8 P01034 0 1226.605 High 0 6.44E-07 58
High YRCELLYEG 1xCarbami  7.09E-06 0 1 1 2 P13639 1 2327.068 High 0 1.17E-07 43
High ALDLDSSCK1xCarbami  9.66E-05 0 1 1 1 P31948 1 1898.855 High 0 3.12E-06 30
High ALDTMNFD 0.007703 0 1 2 1 P11940 0 1266.64 High 0 0.000896 52
High ALDVGSGS 1xCarbami  6.86E-06 0 1 1 3 P22061 0 1694.853 High 0 1.02E-07 60
High ALDVMVST 0.002142 0 1 1 10 P26447 0 1247.645 High 7.62E-05 0.001873 44
High ALDVMVST1xOxidatio  0.007176 0 1 1 5 P26447 0 1263.64 High 0.00015 0.003039 36
High YQLDKDGV 0.000295 0 1 1 4 P07237 1 1424.778 High 0 2.85E-05 33
High ALEEAGFKM1xCarbami  0.000505 0 1 1 2 P17655 1 2297.189 High 0 2.64E-05 31
High ALEEAMEQ 0.000188 0 1 1 3 P35579 1 1646.805 High 0 1.04E-05 34
High ALEEANAD 6.18E-05 0 3 4 1 P02533; P1  0 1301.658 High 0 1.75E-06 60
High AIEEGVNH 1.63E-08 0 1 2 2 P46926 0 2337.119 High 0 4.19E-11 66
High AGALNSND 6.99E-06 0 1 1 8 P06396 0 1319.695 High 0 1.05E-07 65
High AGAESILAN 0.000114 0 0 0 1 0 1001.537 High 0 3.88E-06 51
High AFYPEEISSM1xOxidatio  6.42E-05 0 1 2 1 P0DMV8 0 1630.803 High 0 1.85E-06 48
High AAPSVTLFP 1.25E-06 0 1 4 32 P0DOY2 0 1986.018 High 0 1.15E-08 51
High AAQAPSSF 0.000941 0 1 1 1 P11586 0 1651.869 High 0 5.9E-05 24
High AASAAGAA 0.002757 0 1 1 3 Q9UKY7 0 3669.72 High 0 0.000237 47
High AASDIAMT 5.13E-07 0 1 1 6 P62258 0 1819.937 High 0 3.59E-09 55
High YYPYQSFQT 0.003835 0 1 1 3 Q08380 1 2677.283 High 0 0.000363 25
High AASGPGPE 3.85E-06 0 1 1 3 P98160 0 2608.216 High 0 4.86E-08 59
High AATKKPVV 0.000405 0 1 1 1 Q16719 1 2089.176 High 0 1.98E-05 39
High YYLCLQLR 1xCarbami  0.002034 0 0 0 1 0 1128.587 High 0 0.00016 29
High AAVENLPT 5.36E-05 0 1 1 4 Q14974 0 1658.911 High 0 1.46E-06 43
High AAVGRPLD 0.001227 0 1 1 2 Q8WUM4 1 2046.145 High 0 8.33E-05 28
High YYGYTGAF 0.001452 0 1 1 55 P02788 0 1097.505 High 0 0.000495 45
High AAVLWELK 0.001173 0 1 2 2 P00326 0 929.5455 High 0 8.6E-05 48
High YYCFQGNQ1xCarbami  2.05E-05 0 1 1 7 P02790 0 1495.679 High 0 4.23E-07 44
High AAVPSGAS 7.48E-09 0 1 3 2 P06733 0 1804.944 High 0 1.53E-11 85
High AAVYHHFIS 9.3E-05 0 1 1 2 P01024 0 1471.744 High 0 2.98E-06 29
High YWEAFLPE 0.000605 0 1 1 2 O60749 0 1253.62 High 0 9.02E-05 41
High AAYLQETG 0.000114 0 1 1 3 P04083 0 1776.938 High 0 3.88E-06 36
High AAYLQETG 0.000755 0 1 1 8 P04083 1 1905.033 High 0 0.000359 35
High AAYVLFYQ 0.001085 0 0 0 1 0 1130.599 High 0 7.07E-05 30
High ACANPAAG1xCarbami  1.42E-07 0 1 1 4 P00558 0 1768.937 High 0 6.85E-10 83
High ACEPGVDY 1xCarbami  0.002601 0 1 1 1 P01024 0 1300.588 High 0 0.00022 43
High ACLISLGYD 1xCarbami  5.09E-05 0 1 1 2 O43707 1 2556.178 High 0 1.36E-06 51
High YWCNDGKT4xCarbami     3.9E-06 0 1 1 219 P61626 1 3850.74 High 0 1.01E-07 78
High YWCLWEG 1xCarbami  0.000605 0 1 1 1 P01833 0 1539.68 High 0 3.35E-05 29
High ACTEAEFAC3xCarbami    3.17E-06 0 1 1 2 P98160 0 2580.059 High 0 3.77E-08 47
High ACTSQGCG 2xCarbami   0.008007 0 1 1 1 O00533 0 2384.07 High 0 0.000943 25
High YVWLVYEQ1xCarbami  0.000446 0 1 1 5 P30086 1 2793.403 High 0 2.25E-05 29
High AAPHKAEG 1xCarbami  0.002486 0 0 0 2 1 3540.604 High 0.001753 0.0183 20
High ADAAPDEK 7.97E-07 0 1 1 2 P01833 1 1590.776 High 0 6.36E-09 58
High AAPFSLEYR 0.005651 0 1 1 1 Q15181 0 1053.536 High 0 0.000599 39
High YYQTIGNHA 9.12E-06 0 1 1 1 Q9UNM6 0 1607.749 High 0 1.49E-07 51
High YYWGGQYT 8.49E-05 0 1 1 1 P02675 0 1668.715 High 0 2.65E-06 31
High AAAIGIDLG 1xCarbami  0.001099 0 1 1 3 P0DMV8 0 2265.133 High 0 7.21E-05 29
High AAAPAPVS 1xCarbami  0.004747 0 1 1 1 P20810 0 1298.652 High 0 0.000477 29
High YYVTIIDAPG 1.15E-05 0 1 2 5 P68104 1 1908.001 High 0 2E-07 52
High AADRLPNL 4.13E-05 0 1 1 1 O60784 1 2495.264 High 0 1.04E-06 28
High YYVTIIDAPG 1.48E-05 0 1 2 3 P68104 0 1404.727 High 0 2.78E-07 57
High AAEAHVDA2xCarbami   1.91E-05 0 1 1 2 P55263 0 3349.423 High 0 3.84E-07 36
High AAFGGSGG 1.05E-07 0 1 1 3 P35908 1 2501.067 High 0 4.63E-10 59
High AAFGQGSG2xCarbami   3.66E-06 0 1 1 3 Q08380 0 2913.306 High 0 4.6E-07 71
High AAFGQGSG2xCarbami     0.00081 0 1 1 2 Q08380 0 2929.301 High 0 0.000404 29
High AAFTECCQA2xCarbami   0.00012 0 1 1 6 P02768 0 1371.567 High 0 4.15E-06 51
High AAFTECCQA3xCarbami    6.82E-07 0 1 1 32 P02768 1 2124.987 High 0 1.76E-07 73
High AAFVAYALA 0.008763 0 1 1 1 Q6XQN6 0 1296.71 High 0 0.001062 28
High YYTYLIMNK1xOxidatio  0.000575 0 1 1 1 P01024 0 1224.597 High 0 3.13E-05 47
High YYTYLIMNK 0.004596 0 1 1 3 P01024 0 1208.602 High 0 0.000584 40
High AAGEGLLTL 0.001106 0 1 1 3 Q8TE68 0 1000.579 High 0 0.000246 34
High AAGIDEQE 1.4E-05 0 1 1 1 P28838 1 2095.979 High 0 2.58E-07 43
High YYTSASGDE1xCarbami  2.49E-10 0 1 1 3 P07900 1 2245.974 High 0 1.89E-13 118



High AALDGTPG 0.00068 0 1 1 2 P09417 0 1552.75 High 0 3.89E-05 35
High AALEELVK 0.003935 0 1 1 3 P12081 0 872.5088 High 0 0.000376 35
High YYRPTEVDF1xCarbami  4.45E-07 0 1 1 4 O60547 0 1991.917 High 0 3E-09 53
High AALQELLSK 0.00173 0 1 1 1 P62851 0 972.5724 High 0 0.00013 34
High AALQGGGP 1.75E-06 0 1 1 9 Q13421 0 2516.224 High 0 1.76E-08 40
High AALQGGGP1xOxidatio  0.006389 0 1 1 3 Q13421 0 2532.219 High 0 0.000704 34
High AAISGENAG 6.64E-06 0 1 1 1 P19827 0 1157.627 High 0 9.86E-08 81
High AALSGSYVN 0.003548 0 1 1 1 Q9UIA9 0 1487.764 High 0 0.000327 31
High AALVAQNY 3.03E-08 0 1 1 4 Q9BS40 0 2044.036 High 0 9.32E-11 80
High AAPEASSPP 0.006556 0 1 1 5 Q96TA1 0 1968.055 High 0 0.00101 22
High YPSHSFIGE 1.04E-06 0 1 1 1 P29218 0 1807.85 High 0 8.98E-09 43
High ADAVTLDG 2.53E-10 0 1 1 4 P02788 0 2071.038 High 0 1.94E-13 89
High ADDKETCFA1xCarbami  0.003179 0 1 1 4 P02768 1 1499.632 High 0 0.000285 29
High AEPEDHYF 0.001267 0 1 1 1 P61158 0 2482.188 High 0 8.66E-05 26
High YVMLPVAD1xCarbami    2.88E-07 0 1 1 2 P00738 0 1723.814 High 0 1.71E-09 57
High YVMLPVAD1xCarbami  4.72E-08 0 1 1 2 P00738 0 1707.819 High 0 1.65E-10 63
High AESHPEVSI 2xCarbami   0.008376 0 1 1 1 P98088 1 3105.484 High 0 0.001 8
High YVGGQEHF 2.19E-08 0 1 1 2 P02763 0 1752.954 High 0 6.13E-11 77
High YVDIAIPCN 1xCarbami  0.00019 0 1 1 2 P08865 0 1306.646 High 0 7.33E-05 46
High AEYQTACE 1xCarbami  5.87E-05 0 1 1 2 Q8IWU5 0 1525.695 High 0 1.63E-06 43
High YVAVMPPH1xOxidatio  1.12E-07 0 1 1 1 P30043 0 2687.35 High 0 5.04E-10 72
High AFCDLSQPQ1xCarbami  2.33E-08 0 1 1 4 P22079 0 2206.106 High 0 3.63E-09 77
High AFDMYSGD 0.004686 0 1 1 1 Q96BQ1 0 1612.75 High 0 0.000471 27
High AFDQDGDG 0.003525 0 1 1 2 Q9NZT1 1 1943.921 High 0 0.000325 22
High YVAVMPPH 6.31E-07 0 1 1 2 P30043 0 2671.355 High 0 4.69E-09 68
High YTVQDESH 1xCarbami  0.000498 0 1 1 2 P63244 0 1981.871 High 0 2.6E-05 26
High AFGFSHLEA 0.000116 0 1 1 1 Q96FW1 1 2176.103 High 0 3.95E-06 37
High YTQPQPPP 0.000511 0 1 1 1 Q9BW04 0 1734.892 High 0 2.69E-05 36
High YTPSGQAG 1.3E-09 0 1 1 2 P04075 0 2228.025 High 0 1.59E-12 114
High AFLQENTH 0.000321 0 1 2 2 P31941 0 1214.628 High 0 1.47E-05 30
High YTLPPGVDP 0.000421 0 1 1 2 P04792 0 3098.56 High 0 2.1E-05 34
High AFPALTSLD 3.55E-08 0 1 1 1 P08571 0 1972.997 High 0 1.14E-10 57
High AFQGLLDTY 1.61E-05 0 1 1 2 Q6XQN6 0 1555.79 High 0 3.1E-07 40
High AFSGYLGTD 3.56E-05 0 1 1 1 P10768 0 1273.606 High 0 8.56E-07 53
High AFTHTAQY 0.001037 0 1 1 3 P31939 0 2034.919 High 0 6.69E-05 22
High YTLPLYHAM 9.98E-05 0 1 1 4 Q9H4A4 0 2281.136 High 0 3.26E-06 33
High YTHFLTQHY 0.000115 0 1 1 6 P03950 0 1961.962 High 0 3.91E-06 24
High AFVNCDEN1xCarbami  0.00227 0 1 1 5 P01833 0 1211.511 High 0 0.000185 41
High YTFELSR 0.006859 0 1 1 2 P02774 0 915.4571 High 0 0.000774 27
High AFYAELYHI 0.000144 0 1 1 2 Q9UL46 0 1897.969 High 0 5.24E-06 39
High YVNKEIQNA 2.63E-05 0 1 1 4 P10909 1 1575.849 High 0 5.82E-07 47
High ADDGRPFP 0.000832 0 1 1 10 P04075 0 1342.711 High 0 0.000212 34
High YVRPGGGF 0.004012 0 1 1 3 P07203 0 1987.973 High 7.62E-05 0.00271 31
High AELLVTEAP 1.26E-07 0 1 1 2 P98160 0 2310.255 High 0 5.86E-10 64
High ADEGWYW1xCarbami  0.000405 0 1 1 22 P01833 0 1370.583 High 0 2.68E-05 67
High ADFCIIHYA 1xCarbami  0.002601 0 1 2 2 P35579 0 1294.625 High 0 0.00022 41
High ADFDNTVA 5.09E-06 0 1 1 3 P00390 0 2315.151 High 0 2.17E-07 55
High YVWLVYEQ 8.94E-05 0 1 1 3 P30086 0 1708.906 High 0 2.83E-06 42
High YVVVTGITP 0.000876 0 1 1 1 P11586 0 1630.905 High 0 5.39E-05 53
High ADLEKLTSL 0.004777 0 1 2 1 P0C0L5 1 1347.711 High 0 0.000483 25
High YVTTLLYKP 0.004364 0 0 0 2 0 1210.708 High 0 0.000427 35
High ADIGCTPGS1xCarbami  9.93E-07 0 1 1 4 P01024 1 3537.619 High 0 8.48E-09 68
High ADLINNLGT 0.005615 0 2 4 1 P07900; P0 0 1242.705 High 0 0.000596 39
High ADLSGITGA 0.001685 0 1 1 3 P01011 0 960.5109 High 0 0.000125 37
High ADLTALFLP 0.001775 0 1 1 1 Q13045 0 1116.641 High 0 0.000134 32
High ADMGGAA 1xCarbami  3.32E-08 0 1 1 2 P28838 0 1693.825 High 0 1.05E-10 85
High YVTSAPMP 1xOxidatio  7.7E-05 0 1 2 4 P01871 0 1616.774 High 0 4.2E-05 52
High ADRDQYEL 1xCarbami  1.94E-05 0 1 1 2 P02787 1 1881.876 High 0 8.54E-07 42
High ADSSPVKAG 0.002793 0 1 2 3 P0DOY2 1 1674.854 High 0 0.000242 28
High YVTSAPMP 0.000329 0 1 2 5 P01871 0 1600.779 High 0 1.53E-05 54
High AEAESLYQS 1.26E-07 0 1 1 5 P04264 1 2286.125 High 0 5.88E-10 98
High AEDKEWM 0.002184 0 1 1 4 P15880 1 1333.646 High 0 0.000176 21
High AEDMAVYY1xCarbami  0.000104 0 1 1 2 A0A075B6Q 0 1348.566 High 0 3.46E-06 48
High AEDTALYYC1xCarbami  5.83E-06 0 1 2 8 P0DP04 0 1304.583 High 0 3.12E-06 63
High AEDTAVYYC1xCarbami  0.001121 0 2 2 2 P01768; P0 0 1290.567 High 0 7.37E-05 45
High AEDTAVYYC1xCarbami  0.000158 0 4 11 4 A0A0B4J1X    0 1318.573 High 0 5.89E-06 50
High AEDTAVYYC1xCarbami  0.008707 0 1 1 1 A0A0J9YX3 0 1318.598 High 0 0.001054 28
High YVSSLTEEIS 0.000202 0 1 1 3 P49257 0 1255.642 High 0 8.08E-06 31
High AEFAEVSKL 2.56E-06 0 1 1 6 P02768 1 1650.895 High 0 2.87E-08 56
High AELEALLSS 3.4E-05 0 1 1 2 Q7Z406 1 1574.827 High 0 8.11E-07 63
High AELEIQKDA 0.000646 0 1 1 1 P07741 1 1696.886 High 0 3.63E-05 36
High AEMTVFVR 0.003503 0 1 1 4 Q9Y5Z4 0 952.4921 High 0 0.000323 35
High ALGQNPTN 0.004144 0 1 2 2 P60660 0 1354.733 High 0 0.000401 41
High AIGSASEGA 0.000667 0 1 1 1 P28066 0 1961.956 High 0 3.79E-05 33
High AIGVLTSGG 5.92E-08 0 2 2 3 Q01813; P1 0 1787.907 High 0 4.22E-10 80
High ARPFPDGLA 1.09E-06 0 1 1 2 P13639 1 2143.078 High 0 9.5E-09 50
High YICENQDSI 1xCarbami  5.05E-05 0 1 1 1 P02768 1 1684.821 High 0 1.36E-06 52
High YICENQDSI 1xCarbami  2.15E-06 0 1 1 5 P02768 0 1443.642 High 0 2.28E-08 72
High ARQQTVGG 0.004625 0 1 1 2 P01037 1 2142.073 High 0.000215 0.003438 13
High ARVDEYLAW 0.000266 0 1 1 1 P30711 1 1858.956 High 0 1.15E-05 18
High ARVVWCAV1xCarbami  1.73E-05 0 1 1 6 P02788 1 1672.859 High 0 3.39E-07 62
High ASAGSYISA 3.03E-05 0 1 1 1 P28062 0 1095.579 High 0 6.97E-07 69
High ASANMDLM 7.03E-05 0 1 1 2 P28838 0 1008.46 High 0 0.000012 62
High ASAYVFASP1xCarbami  0.002142 0 1 1 1 O95861 0 1257.593 High 0 0.00017 33
High ASCLYGQLP1xCarbami  0.003571 0 1 1 6 P09211 0 1136.577 High 0 0.00033 38
High ASDTAMYY1xCarbami  1.84E-05 0 2 2 4 A0A0J9YXX  0 1308.535 High 0 2.92E-06 67
High YLAEVACG 1xCarbami  0.000418 0 1 1 5 P27348 0 1268.558 High 0 0.000137 55
High ASDVVLGFA 2.81E-08 0 1 1 2 Q96C23 0 1838.953 High 0 8.44E-11 70
High ASEAGEVP 0.005163 0 1 1 1 Q7L5N1 0 1668.834 High 0 0.000534 20
High ASEHILLAT 3.75E-06 0 1 1 7 P22079 0 1809.002 High 0 4.69E-08 45
High ASEVFCWG1xCarbami  0.007129 0 0 0 1 0 1325.594 High 0 0.000808 26
High ASFENNCE 2xCarbami   1.26E-05 0 1 1 2 P56537 0 1646.694 High 0 2.26E-07 62
High ASFNHFDK 1.01E-05 0 1 1 2 O43707 1 2203.02 High 0 1.69E-07 40
High ASGEMASA 0.000325 0 1 1 1 P54578 0 1639.811 High 0 1.49E-05 42
High ASGGTFSSY 0.001549 0 1 2 1 A0A0B4J2H 0 1588.775 High 0 0.000112 42



High YLAEVAAG 0.003018 0 1 1 2 P63104 1 1279.653 High 0 0.000265 28
High ASGVPDRF 7.09E-06 0 1 2 9 A0A087WW 1 1985.956 High 0 7.21E-07 39
High ASGYTFTSY 0.000139 0 1 1 1 A0A0J9YVY 0 1753.8 High 0 4.98E-06 36
High ASGYTFTSY 3.11E-06 0 1 1 2 A0A0C4DH 0 1694.817 High 0 3.7E-08 75
High YLAEKYEW 3.18E-08 0 1 1 3 P13639 1 1742.838 High 0 9.88E-11 82
High ASHEEVEG 1.35E-05 0 1 1 1 Q08380 0 1326.654 High 0 2.45E-07 46
High YKVVQDTY 1xOxidatio  0.001443 0 0 0 1 1 1531.782 High 0 0.000102 21
High ARPEYMLP 0.001894 0 1 1 3 P11216 0 1735.874 High 0 0.000146 23
High ASIHEAWT 0.001481 0 1 1 2 O43707 1 1786.879 High 0 0.000106 21
High ARFEELNAD 0.000227 0 1 2 3 P11142 1 1480.754 High 0 2.33E-05 37
High AREQTFGG 1.91E-07 0 1 1 4 P01036 1 2191.057 High 0 1.01E-09 54
High APSWFDTG 1.09E-05 0 1 1 1 P02511 0 1496.684 High 0 1.88E-07 51
High APVAGTCY 1xCarbami  2.34E-08 0 1 1 2 P30086 0 2069.927 High 0 6.7E-11 95
High YLGEEYVK 0.005799 0 1 1 3 P02787 0 1000.499 High 0 0.000622 37
High APVGSAPG 0.000638 0 1 1 2 Q5SRE7 1 3054.564 High 0 3.56E-05 24
High APVILGSPD 2.45E-06 0 1 1 3 P09467 0 1712.947 High 0 4E-07 69
High APYYNYKD 0.006993 0 1 1 1 Q01459 1 3238.538 High 0 0.000792 15
High AQAELENV 3.86E-08 0 1 1 5 Q7Z406 0 1859.898 High 0 2.68E-09 79
High YIFHNFME 0.009286 0 1 1 3 Q14624 0 1256.588 High 0 0.001145 30
High YLENYDAIR 0.000502 0 1 1 1 P15374 0 1156.563 High 0 2.62E-05 41
High AQEILSQLP 0.002073 0 1 1 2 P35754 0 1239.731 High 0 0.000164 47
High YIELLTR 0.001235 0 1 1 2 P15924 0 907.5247 High 0 8.41E-05 45
High AQHLSPAP 7.91E-06 0 1 1 2 Q9BW04 0 2562.379 High 0 1.23E-07 54
High YLEEIATQM 0.001982 0 1 1 1 Q01813 0 1253.619 High 0 0.000155 44
High AQIHDLVLV 1.96E-05 0 1 1 1 P0DMV8 0 1465.812 High 0 3.97E-07 48
High AQLHGASE 1.33E-05 0 1 1 1 P98160 0 4524.124 High 0 2.41E-07 29
High AQIHGGILR1xCarbami  0.000293 0 1 1 1 P98160 1 2706.414 High 0 1.31E-05 34
High YLECSALTQ1xCarbami  6.18E-06 0 1 2 1 P60763 0 1240.599 High 0 8.94E-08 63
High AQPVQVAE 9.15E-10 0 1 1 6 P06396 0 2272.088 High 0 1.02E-12 81
High AQQVSQG 4.84E-07 0 1 1 2 P18206 0 1457.796 High 0 3.34E-09 75
High AQTTVTCM1xCarbami  4.38E-06 0 1 1 1 P08603 0 1935.869 High 0 5.73E-08 73
High YLDGLTAER 0.00103 0 1 1 3 P35908 0 1037.526 High 0 6.66E-05 41
High YLCGAHSD 1xCarbami  1.74E-07 0 1 1 3 P01833 1 4242.092 High 0 8.88E-10 61
High YLCGAHSD 1xCarbami  2.73E-06 0 1 1 23 P01833 0 3630.728 High 0 1.62E-07 69
High AREDIFMET 0.000232 0 1 1 3 P25311 1 1352.688 High 0 9.64E-06 55
High AREDIFMET1xOxidatio  0.000142 0 1 1 8 P25311 1 1368.683 High 0 5.14E-06 47
High AREGSEED 6.86E-06 0 1 1 6 P31944 1 2004.908 High 0 1.77E-06 48
High AREQEELLA 1.22E-08 0 1 1 4 P19971 1 2096.098 High 0 2.87E-11 58
High ARFEELCSD1xCarbami  9.98E-05 0 1 3 4 P0DMV8 1 1542.737 High 0 3.26E-06 48
High APSTYGGG 5.43E-05 0 1 1 1 P02533 0 1425.697 High 0 1.48E-06 38
High YKVVQDTY 0.000941 0 0 0 3 1 1515.788 High 0 5.92E-05 25
High YKVPDYWY 0.001301 0 1 1 1 P30711 1 1941.949 High 0 8.99E-05 27
High ATSNVFAM 1.73E-08 0 1 3 2 O14950 0 2090.985 High 0 4.5E-11 75
High YGTCIYQGR1xCarbami  0.001752 0 1 2 2 P59665 0 1117.51 High 0 0.000132 33
High YGQTIRPIC 2xCarbami   0.000236 0 1 1 7 P00751 0 2123.037 High 0 9.95E-06 31
High ATVAPEDV 1xCarbami  0.006993 0 1 1 2 Q9BWD1 0 2793.399 High 0 0.000794 20
High AVAAGNSC1xCarbami  0.004747 0 1 2 1 Q9Y490 1 2203.088 High 0 0.000477 26
High AVAEMQFG 1.42E-08 0 1 1 4 O95361 0 1604.846 High 0 3.49E-11 81
High AVAGNISD 9.98E-05 0 1 1 2 P18206 0 1269.68 High 0 3.26E-06 50
High AVAIDLPGL 0.0016 0 1 1 3 Q96IU4 0 1277.721 High 0 0.000118 47
High AVALSSSVM1xCarbami  1.4E-05 0 1 1 1 P28799 0 1463.698 High 0 2.57E-07 75
High YGPSLMPG 0.002551 0 1 1 1 P52209 0 1120.546 High 0 0.000215 33
High AVAQALEV 6.3E-06 0 1 1 1 P49368 0 1166.689 High 0 9.2E-08 60
High AVASQLDC 1xCarbami  0.007604 0 1 1 4 P62333 0 1365.683 High 7.62E-05 0.001621 44
High AVAVVVDP 0.007176 0 0 0 1 0 1324.783 High 0 0.000818 37
High AVAYQMW 0.002315 0 0 0 2 0 1422.72 High 0 0.000189 34
High AVCMLSNT1xCarbami  6.18E-06 0 1 6 4 P68366 0 1864.904 High 0 8.94E-08 62
High AVCMLSNT1xCarbami    0.002502 0 1 6 1 P68366 0 1880.899 High 0 0.000209 16
High AVCMLSNT1xCarbami  5.14E-10 0 1 1 4 Q9BQE3 0 1850.889 High 0 4.83E-13 92
High AVCVEAGM1xCarbami  0.000549 0 1 1 2 P17980 0 1289.67 High 0 2.96E-05 48
High AVCVLKGD 1xCarbami  3.01E-06 0 1 1 7 P00441 1 2172.148 High 0 5.24E-07 60
High AVDLGPPK 7.65E-05 0 1 1 3 Q96TA1 0 4233.969 High 0 2.31E-06 37
High AVDNQVYV 0.000117 0 1 1 2 Q9NQR4 0 1561.797 High 0 4.02E-06 57
High AVDTWSW 0.000204 0 1 1 1 Q08380 0 1206.554 High 0 8.21E-06 46
High AVENSSTA 8.94E-05 0 1 1 1 P25788 0 1217.648 High 0 2.83E-06 51
High AVEPQLQE 0.004808 0 1 1 1 P55058 0 1327.649 High 0 0.000487 37
High AVEVACYV 2xCarbami   0.004364 0 1 1 1 P45985 0 1198.559 High 0 0.000429 33
High YGMNPHQ 1xOxidatio  5.65E-06 0 1 1 4 P31939 0 2103.033 High 0 7.94E-08 55
High YGMNPHQ 1.46E-06 0 1 1 1 P31939 0 2087.038 High 0 1.38E-08 62
High ATNYNAGD 7.67E-08 0 1 1 69 P61626 1 2363.101 High 0 1.18E-09 76
High ASIPFSVVG 6.55E-05 0 1 1 2 Q15019 0 1759.959 High 0 1.02E-05 46
High YGYTHLSAG 0.000241 0 1 1 2 P30085 0 1479.759 High 0 1.02E-05 45
High ATLENITNL 7.08E-05 0 0 0 1 0 1945.014 High 0 2.09E-06 36
High YKPVCNQV 2xCarbami   0.001099 0 1 1 1 P42330 0 2110.959 High 0 7.2E-05 24
High YKPVCNQV 2xCarbami   0.000213 0 1 2 3 P52895 0 2239.017 High 0 8.66E-06 42
High YKPTGEYVT 0.003835 0 0 0 1 0 1312.69 High 0 0.000363 23
High ASSEGGTAA 4.11E-05 0 1 1 2 O15143 0 1628.787 High 0 1.04E-06 56
High ASSIIDELFQ 5.75E-05 0 1 1 6 P10909 0 1393.696 High 0 0.000131 59
High ASSIIDELFQ 9E-05 0 1 1 6 P10909 1 1944.981 High 0 2.84E-06 52
High ASSVTTFTG1xCarbami  8.77E-05 0 1 1 1 P52943 0 1724.791 High 0 2.75E-06 65
High ASTNIQDTE1xCarbami  0.000421 0 1 1 2 O75832 0 2471.11 High 0 2.08E-05 35
High ASTNIQDTE1xCarbami  8.6E-05 0 1 1 2 O75832 1 3027.396 High 0 2.66E-05 43
High YKKPECQSD2xCarbami   1.54E-06 0 1 1 7 P03973 1 1910.852 High 0 1.5E-08 70
High YKEENDDFA 0.000266 0 1 1 3 P04196 1 1520.665 High 0 0.000104 39
High YKAAFTECC2xCarbami   7.9E-05 0 1 1 9 P02768 1 1662.725 High 0 3.06E-06 48
High YHTSQSGD 2.33E-09 0 1 1 1 P08238 0 2176.945 High 0 3.38E-12 99
High ATAGDTHL 4.19E-06 0 1 4 1 P0DMV8 0 1675.731 High 0 5.44E-08 64
High ATAPVSFNY 4.53E-07 0 1 1 2 Q5VW32 0 2016.007 High 0 3.08E-09 87
High YHSLAPMY 0.000464 0 2 3 2 P51148; P6 0 1300.614 High 0 2.37E-05 31
High ATAVMPDG 0.000464 0 1 1 3 Q06830 0 1164.572 High 0 2.37E-05 47
High ATAVMPDG 3.2E-08 0 1 1 5 Q06830 1 2086.016 High 0 1.61E-10 77
High ATAVMPDG1xOxidatio  0.002345 0 1 1 3 Q06830 1 2102.011 High 0 0.000193 24
High ATDFVVPG 5.87E-07 0 1 1 2 O75874 1 2507.266 High 0 4.29E-09 79
High YHALLIPSC 1xCarbami  0.000202 0 0 0 2 0 2470.276 High 0.000904 0.01053 25
High ATENDIYNF 0.003548 0 1 2 2 P31943 0 1996.976 High 0 0.000328 27



High ATEPVIAFY 0.006146 0 1 1 4 P00568 1 1423.758 High 0 0.00067 27
High ATFGCHDG2xCarbami   9.93E-07 0 1 1 4 P02749 0 2385.996 High 0 8.42E-09 77
High ATFMVGSY 0.005579 0 1 1 1 P52566 0 2944.407 High 0 0.000592 17
High ATGILLYGL 0.002584 0 1 1 1 P47897 0 1234.715 High 0 0.000219 36
High ATGIPDRFS 0.000625 0 2 2 2 P01619; A0 1 2343.158 High 0 3.48E-05 20
High ATMCNLLA 1xCarbami  0.007803 0 0 0 1 0 1297.664 High 0 0.00091 20
High AVGDGILCN2xCarbami   6.65E-08 0 1 1 2 Q53EL6 1 2775.308 High 0 2.56E-10 68
High APSTYGGG 0.000353 0 1 1 1 P08779 0 1338.665 High 0 1.67E-05 57
High YLGPQYVA 9.38E-09 0 1 1 67 P02788 0 1536.842 High 0 2.25E-11 90
High ALNSMGQ 1xOxidatio  0.000676 0 1 1 1 Q02413 0 1857.949 High 0 3.84E-05 28
High ALPAVQQN 2.67E-08 0 1 1 1 P22314 0 1808.95 High 0 7.88E-11 85
High ALPFWNEE 0.000287 0 1 3 6 P18669 0 1683.91 High 0 1.27E-05 48
High ALPGQLKP 1.78E-05 0 1 1 10 P09211 0 2126.16 High 0 3.51E-07 38
High ALPLALVLH 0.004998 0 1 1 3 P19971 0 1529.916 High 0.001951 0.0232 27
High AIPLVLVSG 1xCarbami  2.04E-05 0 1 1 2 Q9BRF8 0 2939.457 High 0 4.2E-07 44
High YLTWASRQ 9.24E-06 0 1 1 2 P01876 1 2713.394 High 0 1.86E-07 55
High ALQAAYGA 5.09E-05 0 1 1 3 O43488 0 1804.955 High 0 1.36E-06 48
High ALQDQLVL 5.72E-07 0 1 1 2 P01019 0 1268.757 High 0 4.15E-09 81
High ALQEALVLS 0.000205 0 1 1 1 P19971 0 1214.674 High 0 8.25E-06 62
High ALQFLEEVK 0.001235 0 1 1 2 P40227 0 1076.599 High 0 8.36E-05 41
High ALQLEEER 0.000935 0 1 1 2 P15311 0 987.5106 High 0 5.84E-05 41
High AIQLTYNPD 2.12E-05 0 1 1 3 P02679 0 2520.265 High 0 6.7E-06 51
High ALQSVGQIV 3.63E-05 0 1 1 2 P62333 0 1440.842 High 0 8.81E-07 40
High AIRDGVIEA 0.003058 0 1 1 2 O43242 1 1651.876 High 0 0.000272 24
High ALRETLPAE 0.000104 0 1 1 2 P25786 1 1685.907 High 0 3.44E-06 36
High ALSDHHIYL 1xCarbami  0.000129 0 1 1 1 P04075 0 3131.576 High 0 4.52E-06 19
High ALSDHHIYL 1xCarbami    3.73E-05 0 1 1 5 P04075 0 3147.571 High 0 9.15E-07 29
High ALSEALTEL 3.11E-06 0 1 1 1 P34896 0 1294.689 High 0 3.69E-08 65
High YLTVAAVFR 0.00011 0 3 3 2 P04350; P0  0 1039.593 High 0 3.68E-06 39
High YLTLENVAD 0.006514 0 1 1 2 O14773 0 2607.45 High 0 0.00072 19
High YISPDQLAD 1.84E-05 0 1 1 9 P06733 0 1425.726 High 0 3.64E-07 70
High ALTGHLEEV 0.002227 0 1 1 4 P04083 0 1605.957 High 0 0.00018 29
High AITIAGVPQ 1xCarbami  0.000336 0 1 1 4 Q15365 0 1672.894 High 0 1.55E-05 41
High AITIASQTN 1xCarbami  0.006948 0 0 0 1 0 1779.931 High 0 0.000783 28
High YISLIYTNYE 5.8E-08 0 1 1 5 P09211 1 2155.059 High 0 4.23E-09 80
High YLSEVASGD 1.68E-08 0 1 1 2 P31946 1 3322.571 High 0 2.91E-10 84
High YIVHLGQH 1xCarbami  0.000351 0 0 0 2 1 2439.183 High 0 1.65E-05 27
High AITVFSPDG 0.000193 0 1 2 2 O14818 1 2577.335 High 0 7.65E-06 37
High ALNSIIDVY 0.000178 0 1 1 5 P05109 0 1272.695 High 0 0.000763 41
High YLVNDACV 1xCarbami  0.00523 0 0 0 1 0 2245.212 High 0 0.000543 34
High AIGVLTSGG1xOxidatio  2.44E-05 0 2 2 1 Q01813; P1 0 1803.902 High 0 5.29E-07 57
High ALHFAISEY 5.36E-06 0 2 2 17 P01036; P0 0 1292.663 High 0 7.48E-08 56
High ALHFAISEY 2.07E-09 0 1 1 19 P01036 1 2320.088 High 0 2.91E-12 106
High YPIEHGIITN 0.000157 0 1 4 3 P68032 0 1960.911 High 0 5.84E-06 37
High YPGAYYIFQ 1.3E-05 0 0 0 2 0 1362.709 High 0 2.34E-07 53
High ALIAAQYSG 9.61E-06 0 1 1 2 P26641 0 1347.738 High 0 1.59E-07 47
High ALIAGGGA 1.67E-07 0 1 1 2 P50991 0 1550.89 High 0 8.42E-10 70
High ALLAYAFAL 0.003761 0 1 1 1 P01023 0 1565.832 High 0 0.000355 17
High ALIESYQNL 0.002241 0 0 0 1 0 1307.695 High 0 0.000181 28
High ALIEVLQPL 0.006641 0 1 1 2 P23381 0 1801.033 High 0.000282 0.00475 23
High YNSQNQSN 5.87E-05 0 1 1 2 P01042 0 1874.878 High 0 0.00038 40
High ALLEVVQSG 0.0008 0 1 2 2 O14818 0 1100.631 High 0 4.8E-05 43
High YNQLLRIEE 0.000135 0 1 1 5 P06733 1 1691.896 High 0 4.82E-06 38
High ALIGATNPA 0.000117 0 0 0 2 0 1634.886 High 0 4.03E-06 53
High ALLGYADN 1xCarbami  0.000905 0 1 1 2 Q9HC38 0 1252.599 High 0 5.6E-05 34
High YNPTWHCI 1xCarbami  0.000613 0 1 2 1 P63167 0 1402.668 High 0 3.4E-05 44
High YNEDLELED 0.001143 0 1 1 2 P25787 0 2201.134 High 0 7.58E-05 39
High AIINLAVYG 0.003326 0 1 1 1 Q9Y646 0 1061.635 High 0 0.000301 47
High AILNYIASK 0.000859 0 0 0 1 0 992.5775 High 0 5.27E-05 44
High YMVADKFT 0.00173 0 1 1 2 P30153 1 1472.745 High 0 0.00013 25
High YMNSGPVV1xOxidatio  0.004686 0 1 2 4 P22392 0 2109.051 High 0 0.00047 34
High YMNSGPVV 1.89E-05 0 1 2 3 P22392 0 2093.056 High 0 3.78E-07 56
High ALLTLADGR 0.00074 0 1 1 3 P12429 0 929.5415 High 0 4.31E-05 43
High ALLVEPVIN 8.34E-08 0 1 1 7 P21980 0 1800.027 High 0 3.45E-10 72
High YMACCLLY 2xCarbami     0.007803 0 2 5 1 Q9BQE3; P 0 1265.548 High 0 0.00091 30
High ALLVTASQC1xCarbami  1.21E-07 0 1 1 4 Q01518 0 1757.885 High 0 5.56E-10 61
High YMACCLLY 2xCarbami   0.000167 0 2 5 2 Q9BQE3; P 0 1249.553 High 0 1.34E-05 54
High ALNKGDAN 0.006993 0 0 0 1 1 2173.052 High 0 0.000789 25
High APSTWLTA 4.19E-06 0 1 1 3 P01024 0 1335.731 High 0 5.41E-08 64
High ALTVPELTQ 1.49E-06 0 2 3 7 P04350; P6 0 1691.867 High 0 1.43E-08 70
High ALTVPELTQ 0.006556 0 1 1 1 P07437 0 1659.895 High 0 0.000729 28
High AMTVDREF2xOxidatio  2.35E-07 0 1 1 38 P31025 1 3556.686 High 0 7.86E-09 73
High AMTVDREF3xOxidatio    8.44E-06 0 1 1 9 P31025 1 3572.68 High 0 1.34E-07 57
High ANATEFGLA 0.000152 0 1 1 1 O75891 0 1540.775 High 0 5.63E-06 53
High ANDTTFGL 5.51E-07 0 1 1 1 P49189 0 1540.775 High 0 3.94E-09 82
High YLLSQSSPA 0.004871 0 1 1 1 Q12792 1 2444.303 High 0 0.000495 23
High ANEWLMK 0.006815 0 1 1 1 Q7Z406 0 891.4393 High 0 0.000765 37
High ANHSAFLFG 1.69E-05 0 1 1 2 Q9NTJ4 0 2453.13 High 0 3.29E-07 36
High YLLNLNLEP 1.05E-06 0 1 1 6 P21980 0 1579.837 High 0 4.67E-08 63
High ANNTFYGL 2.81E-09 0 1 1 8 P00352 0 1589.796 High 0 4.32E-12 95
High ANPTVTLFP 0.000613 0 1 3 19 P0DOX8 0 2043.039 High 0 3.39E-05 42
High ANSALTPPK 0.001433 0 1 1 2 Q9BW04 0 2578.347 High 0 0.000102 29
High ANSTDYGL 1.15E-08 0 1 1 2 P47895 0 1558.775 High 0 7.07E-11 109
High ANSYTTEYA 1.63E-06 0 1 1 2 A0A0B4J1Y 0 1404.664 High 0 1.6E-08 92
High ANVDLLPR 0.002184 0 1 1 5 Q13421 0 897.5152 High 0 0.000877 38
High ANVPNKVIQ1xCarbami  2.4E-06 0 1 1 2 Q00610 1 2131.096 High 0 2.65E-08 52
High YILGNPLTP 0.000387 0 1 1 2 P00352 1 2674.372 High 0 1.88E-05 37
High APDFVFYA 1.55E-05 0 3 3 7 P35241; P2  0 1182.594 High 0 1.09E-06 53
High APEDAGPQ 1.91E-07 0 1 1 1 Q9Y5Z4 0 1586.745 High 0 1.01E-09 59
High YLGQDYEQ 0.000338 0 1 1 2 P07384 0 1284.622 High 0 1.58E-05 39
High APGQLALFS 0.000443 0 1 1 1 P31939 0 1332.716 High 0 2.23E-05 34
High APGQLALFS 0.00074 0 1 1 4 P31939 1 2206.187 High 0 0.00017 41
High APLDLDKYV 0.00038 0 1 1 2 O00743 1 1502.821 High 0 1.83E-05 32
High APLSRPTPL 0.002601 0 1 1 1 Q92817 0 1650.881 High 0 0.00022 11
High APNDFNLR 0.000613 0 1 1 2 P06737 0 946.4741 High 0 3.41E-05 51



High APNTPDILE 0.000158 0 1 1 1 P00966 1 1614.874 High 0 5.9E-06 28
High APPPSLTDC1xCarbami  0.00039 0 0 0 1 0 1685.816 High 0 1.89E-05 45
High APPSVFAEV 0.000385 0 1 1 6 P17174 0 2024.122 High 0 1.86E-05 31
High AMTVDREF1xOxidatio  2.22E-08 0 1 1 114 P31025 1 3540.691 High 0 1.43E-08 78
High YLQEVIDVL 2.64E-06 0 1 1 4 Q02818 0 1933.965 High 0 2.99E-08 39
High AMTVDREF 3.24E-09 0 1 1 98 P31025 1 3524.696 High 0 7.28E-09 76
High AMKPPGGE 0.005725 0 1 1 2 Q9H910 0 2800.332 High 0.005978 0.07681 11
High AIVAIENPA 1.27E-06 0 1 1 1 P08865 0 1740.949 High 0 1.16E-08 83
High ALVDGPCT 1xCarbami  0.000185 0 1 1 1 P50914 0 1215.615 High 0 7.23E-06 22
High ALVDHENV 1xCarbami  1.57E-05 0 1 1 2 O43175 0 2048.023 High 0 2.99E-07 28
High ALVEEALAQ 0.000166 0 1 1 1 Q9HB07 0 1099.611 High 0 6.27E-06 62
High ALVEFTNSP1xCarbami  0.007038 0 1 1 1 Q9UIA9 0 1580.762 High 0 0.0008 15
High YIQELWR 0.00381 0 0 0 3 0 1007.531 High 0 0.00036 37
High ALVHERDE 2.8E-06 0 1 1 4 Q9UL46 1 1728.866 High 0 3.22E-08 61
High ALVLIAFAQ 1xCarbami  1.76E-06 0 1 1 10 P02768 0 2490.285 High 0 1.77E-08 51
High ALVQQMEQ 0.000217 0 1 1 1 P06727 0 1215.651 High 0 8.86E-06 49
High ALVSAQWV 2.24E-08 0 1 1 2 P25325 0 1413.785 High 0 6.29E-11 90
High YLQEFAPLG 0.005579 0 0 0 1 0 2026.018 High 0 0.00059 22
High YLQAVGMF 0.00247 0 1 1 2 P21399 0 1084.561 High 0 0.000205 33
High AIYKGPGSE 0.000553 0 1 1 2 P21964 1 1146.579 High 0 2.98E-05 59
High ALYLQYTDE 4.56E-05 0 1 1 2 P00450 0 1519.743 High 0 1.18E-06 64
High YLNAGAGG 5.87E-07 0 1 1 2 Q16719 0 1688.875 High 0 4.3E-09 74
High AMAGLGQ 0.000117 0 1 1 1 Q9NZT1 0 2040.025 High 0 4.02E-06 35
High AMAVGAT 1xCarbami  2.18E-06 0 1 1 1 P40394 0 1334.644 High 0 2.33E-08 73
High AMAVGAT 1xCarbami    0.000479 0 1 1 1 P40394 0 1350.639 High 0 2.48E-05 31
High AMAVLESL 0.005874 0 1 1 2 P47897 0 989.5448 High 7.62E-05 0.00148 31
High AMDFNGIL 0.004716 0 1 1 2 P98160 0 1250.656 High 0 0.000474 33
High AMEAEAAG 7.76E-06 0 1 1 4 Q7Z406 1 2145.024 High 0 1.19E-06 38
High AMEAEAAG1xOxidatio  1.58E-05 0 1 1 2 Q7Z406 1 2161.019 High 0 1.6E-06 42
High YILVTGGVIS 9.55E-07 0 2 2 5 Q9NRF8; P 0 1376.815 High 0 8.06E-09 68
High AMGAAQV 0.00105 0 1 1 1 Q00796 0 1589.832 High 0 6.78E-05 24
High AMGIMNS 2.37E-07 0 0 0 2 0 1743.819 High 0 1.33E-09 81
High AMGIMNS 1xOxidatio  0.000103 0 0 0 1 0 1759.814 High 0 3.38E-06 52
High AMGPLVLT 0.000232 0 1 1 1 P55010 0 1660.898 High 0 9.67E-06 40
High AMKPPGGE1xOxidatio  0.003199 0 1 1 3 Q9H910 0 2816.327 High 0 0.000288 29
High EIVHIQAGQ1xCarbami  1.58E-05 0 3 6 6 P04350; P0  0 1822.923 High 0 5.08E-07 42
High VTPPEGYEV 0.008992 0 1 1 1 O00151 0 1661.879 High 0 0.001094 16
High EIVYPFQGD 2.23E-05 0 0 0 2 0 1583.795 High 0 4.7E-07 42
High GPREEIVYL 1xCarbami  3.13E-05 0 1 1 5 Q13228 1 1764.91 High 0 7.27E-07 42
High GPSAGGGP 5.74E-10 0 1 1 8 Q7Z406 0 1955.921 High 0 5.54E-13 99
High GPSFDVQV 0.006815 0 1 1 1 Q9NY33 0 2034.04 High 0 0.000763 21
High VGAHAGEY 6.22E-06 0 1 1 11 P69905 0 1529.734 High 0 9.02E-08 47
High VGADNHVL1xCarbami  0.0004 0 1 1 2 P35573 0 2311.211 High 0 1.95E-05 18
High VFVEEQVY 1.03E-05 0 1 1 3 P47895 0 1630.811 High 0 1.59E-06 41
High GPSWDPFR 0.001529 0 1 1 14 P04792 1 1902.867 High 0 0.000999 33
High GPVTDVAY 1xCarbami  1.59E-09 0 1 1 3 O75083 0 2280.06 High 0 2.06E-12 92
High GPVYIGELP 0.007556 0 0 0 1 0 1603.848 High 0 0.000875 29
High GPYPPGPLA 0.004566 0 1 1 4 P02814 0 3101.604 High 0.000542 0.005968 20
High GQAAVQQ 3.15E-05 0 1 2 1 P16152 0 1652.871 High 0 7.34E-07 48
High GQDHCGIE 1xCarbami  3.88E-07 0 1 1 3 P07858 0 1823.87 High 0 2.51E-09 67
High GQESSTDIK 0.001632 0 1 1 1 Q9NZP8 1 1791.887 High 0 0.00012 23
High GQETSTNP 3.73E-06 0 1 1 8 O75874 0 1878.934 High 0 4.91E-08 70
High GQFETYLR 0.008007 0 1 1 1 Q13510 0 1013.505 High 0 0.00094 24
High GQGATAAQ 9.06E-05 0 0 0 1 0 1674.819 High 0 2.87E-06 30
High GQGTLSVV 1.14E-05 0 1 1 2 P01024 0 1491.762 High 0 1.99E-07 64
High GQGTLSVV 1xOxidatio  0.000206 0 1 1 2 P01024 0 1507.757 High 0 8.31E-06 46
High VFSNGADL 2.72E-07 0 1 1 1 P01009 0 1833.923 High 0 1.58E-09 90
High VFSGLVSTG 0.001173 0 1 1 1 P13639 0 1107.641 High 0 7.86E-05 37
High GQLEALQV 0.000304 0 1 1 2 P08729 1 1954.035 High 0 1.38E-05 45
High GQIIYTWQ 6.26E-05 0 1 1 1 Q9Y6U3 0 1578.802 High 0 1.79E-06 56
High GQLVPLETV 0.000157 0 1 1 1 P00568 0 1583.883 High 0 5.85E-06 35
High GQLVVNPE 0.001085 0 1 1 1 P32456 0 1167.673 High 0 7.11E-05 27
High GQNRPGVQ 2.16E-07 0 1 1 2 Q9UBG3 0 2550.208 High 0 7.81E-09 57
High GQPFWLTL 0.002635 0 1 1 7 P21980 0 1587.807 High 0 0.000223 29
High GQPLSPEKY 0.007084 0 1 1 2 P01871 1 2437.218 High 7.62E-05 0.002139 30
High GPQLFHMD1xCarbami    0.001128 0 1 1 1 P28066 0 2178.97 High 0 7.48E-05 28
High GQPLSPEKY1xOxidatio  0.005989 0 1 1 3 P01871 1 2453.213 High 0.000542 0.006306 22
High VGDAIPAV 2.07E-05 0 1 1 6 P30044 1 2742.435 High 0 4.27E-07 47
High GPIKFNVW 2.75E-05 0 1 1 3 P62826 1 1689.86 High 0 6.16E-07 39
High GMGLSMG 1xCarbami  0.000138 0 1 1 1 P28062 0 1629.689 High 0 4.96E-06 45
High GMHGGVP 2.05E-07 0 1 1 7 Q9GZZ8 1 2275.092 High 0 1.11E-09 85
High GMHGGVP 1xOxidatio  3.08E-09 0 1 1 5 Q9GZZ8 1 2291.087 High 0 4.86E-12 82
High GMLKDNA 1.54E-05 0 1 1 1 P15311 1 1525.775 High 0 2.91E-07 52
High VGEGPGVC1xCarbami  0.000131 0 1 1 4 Q9H4A4 0 1855.901 High 0 5.31E-06 50
High GMPETTQP1xCarbami  0.000174 0 0 0 1 1 3158.474 High 0 6.71E-06 28
High GMVFGIPD 0.008763 0 1 1 3 P98160 0 1826.983 High 0 0.001061 28
High GNAGQSNY 3.15E-06 0 1 1 1 P49327 0 1773.761 High 0 3.74E-08 66
High GNCGDSSS 1xCarbami  1.94E-06 0 1 1 2 P98088 0 2199.903 High 0 2E-08 54
High GNDISSGTV 7.15E-09 0 1 1 3 P30086 0 1949.945 High 0 8.53E-11 85
High GNDISSGTV 3.77E-05 0 1 1 5 P30086 1 2571.28 High 0 9.27E-07 62
High GNDVAFHF 2.07E-05 0 1 1 1 P17931 0 1273.607 High 0 4.26E-07 61
High GNFHAVYR 0.001833 0 1 1 1 P05109 1 1434.712 High 0 0.00014 27
High GNFNYIEFT 8.17E-05 0 1 2 1 O14950 0 1260.601 High 0 2.52E-06 67
High VGEEFEEQT1xCarbami  7.85E-05 0 1 1 5 P29373 0 1879.849 High 0 2.4E-06 39
High GNPTVEVD 3.25E-05 0 1 1 7 P06733 0 1406.716 High 0 9.59E-07 70
High GNPTVEVD 0.000482 0 0 1 1 0 1406.716 High 0 2.5E-05 54
High GNVAYATS 4.08E-05 0 0 0 1 0 1451.749 High 0 1.03E-06 51
High GNVQVVIP 6.77E-05 0 1 1 2 P22314 0 2521.246 High 0 1.96E-06 31
High GNWDEQF 0.001982 0 1 1 1 P35237 1 1896.799 High 0 0.000155 35
High GNWHHYW 0.000308 0 0 0 1 0 2042.9 High 0 1.39E-05 21
High GPAVGIDLG1xCarbami  0.00087 0 1 1 4 P11142 0 2263.118 High 0 6.25E-05 58
High VGEAWQD 0.004566 0 1 1 3 O15231 0 1438.719 High 0 0.000457 31
High GPELLTMW1xOxidatio  0.004336 0 1 1 1 P55072 0 1951.922 High 0 0.000427 21
High GPEVQLVA 0.00484 0 1 2 2 P0C0L5 0 1560.853 High 0 0.000491 29
High GPEVQLVA 0.002829 0 1 2 2 P0C0L5 1 2119.129 High 0 0.000245 34



High VGDTLNLN 6.85E-05 0 1 2 2 P0C0L5 0 1114.622 High 0 0.000002 57
High GPLMMYIS 0.002114 0 1 1 1 P13639 0 1039.531 High 0 0.000168 47
High VGEVCHITC2xCarbami   8.22E-06 0 1 1 2 Q02790 0 2507.169 High 0 1.29E-07 46
High GQPSVLQV 1xCarbami  0.001343 0 1 1 1 P00734 0 2232.253 High 0 9.35E-05 20
High GQTEGKIPE 1.69E-08 0 1 1 3 P30740 1 2219.105 High 0 4.39E-11 75
High GSTGFGQD 3.47E-05 0 1 1 2 P13798 0 2313.147 High 0 9.82E-05 32
High GSVTFHCA 1xCarbami  2.48E-08 0 1 1 15 P01833 0 1856.932 High 0 7.2E-11 75
High GSVYIGGAP 2.08E-08 0 1 1 4 P98160 0 1690.876 High 0 5.72E-11 74
High VFADYEAYV 0.000805 0 1 1 1 P06737 0 1204.588 High 0 4.82E-05 64
High GSYGSGGS 4.73E-12 0 1 1 10 P04264 0 3312.308 High 0 1.13E-15 128
High VETGVLKPG1xOxidatio  0.00076 0 1 2 6 P68104 0 2531.379 High 0 0.000796 25
High VETGVLKPG 9.55E-07 0 1 2 8 P68104 0 2515.384 High 0 8.01E-09 50
High GTDVNVFN 7.81E-06 0 1 1 11 P04083 0 1550.817 High 0 1.22E-07 59
High GTEAAGAM 0.000461 0 1 1 9 P01009 0 2259.14 High 0 0.000365 32
High GTFLDDTG 3xCarbami    0.000284 0 1 1 1 P98088 1 2486.065 High 0 1.25E-05 25
High GTNYLADV 0.000571 0 1 1 5 P31151 0 1256.616 High 0 3.1E-05 54
High GTNYLADV 0.005989 0 1 1 3 P31151 1 1384.711 High 7.62E-05 0.002361 25
High GTPQDCQL6xCarbami       0.002422 0 1 1 2 P98160 0 4802.923 High 0 0.0002 17
High VESTDVSD 0.002256 0 1 1 2 P28062 0 1661.813 High 0 0.000183 23
High VEQIAAIAQ 0.000358 0 1 1 1 O43707 0 2905.396 High 0 1.69E-05 18
High GTVAAPSV 3.58E-05 0 1 1 12 P0DOX7 0 2003.048 High 0 4.47E-05 41
High GTVLLADN 1xCarbami  7.03E-05 0 1 1 2 P21964 0 2335.223 High 0 2.26E-06 47
High GTVTDFPG 0.008269 0 1 1 2 P08758 0 1340.612 High 0 0.000982 28
High GTWERPGG 1.17E-05 0 1 1 5 Q13228 0 2424.152 High 0 2.06E-07 35
High VENQENVS 5.39E-05 0 1 1 1 Q01518 1 2938.504 High 0 1.47E-06 49
High GVAGGSVA1xCarbami  1.76E-07 0 1 1 11 P01833 0 1519.769 High 0 9.06E-10 66
High GVALHRPD 4.38E-05 0 1 2 6 P01871 0 1774.012 High 0 1.12E-06 37
High GVDEATIID 1.46E-05 0 1 1 3 P04083 0 1387.768 High 0 2.72E-07 64
High GVDEATIID 5.58E-07 0 1 1 4 P04083 1 1543.869 High 0 4E-09 89
High GVDEVTIVN 5.26E-06 0 1 1 4 P07355 0 1542.849 High 0 7.29E-08 67
High VELLHNPA 1xCarbami  7.91E-06 0 1 1 4 P01024 0 1800.931 High 0 1.23E-07 47
High VELKTPLGD1xCarbami  0.000553 0 1 1 1 P01860 1 1824.927 High 0 2.98E-05 27
High GSTDDKGP 4.84E-08 0 1 1 8 Q96KP4 1 2220.093 High 0 1.71E-10 62
High GQSQFQAL1xCarbami  8.38E-05 0 1 1 1 Q86UD1 0 3075.503 High 0 2.6E-06 44
High VFANAPDS 1xCarbami  1.84E-05 0 1 1 1 P17858 0 1561.804 High 0 3.66E-07 43
High VFASLPQV 0.001664 0 1 1 2 O75083 0 1145.631 High 0 0.000123 36
High GQTEGKIPE1xOxidatio  2.5E-07 0 1 1 5 P30740 1 2235.1 High 0 2.55E-09 79
High VFQVEYAM 0.000397 0 1 1 1 P25788 0 1114.56 High 0 1.94E-05 52
High GQVQEVGW 0.00115 0 1 1 2 P17858 0 1893.935 High 0 7.62E-05 33
High VFQSLPHEN 8.22E-05 0 1 1 4 P04080 0 2458.273 High 0 2.54E-06 39
High VFQEPLFYE 1.85E-05 0 1 1 2 P07711 0 1495.758 High 0 6.12E-06 57
High VFPLSCAVQ1xCarbami  2.73E-05 0 0 0 2 0 1753.873 High 0 6.11E-07 60
High GRPGPQPW1xCarbami  1.47E-05 0 1 1 6 P00748 0 2328.057 High 0 2.76E-07 44
High GRPVPMM 0.000716 0 1 1 1 O95834 0 2359.178 High 0 4.14E-05 23
High GSAADSEES 1.71E-05 0 1 1 4 P13716 0 1965.988 High 0 3.35E-07 64
High VFNETPINP 0.001632 0 1 1 1 Q9Y678 0 1186.622 High 0 0.000121 34
High VFLDCCNY 2xCarbami   3.07E-07 0 1 1 2 P01024 0 1702.793 High 0 1.86E-09 85
High GSEIVAGLE 0.000667 0 1 1 6 P28799 0 1002.547 High 0 3.78E-05 47
High GSFACQCP 2xCarbami   0.001461 0 1 1 1 Q12805 0 1499.641 High 0 0.000105 27
High VFELMTSLH 0.001415 0 1 1 3 Q06323 0 1305.687 High 0 0.000834 30
High GSFTSSSNF 1.18E-05 0 1 1 1 Q9UGM3 0 1420.653 High 0 2.07E-07 49
High GSGIFDEST 0.000716 0 1 1 1 Q9H910 0 1493.723 High 0 4.14E-05 42
High VFEHDSVE 1xCarbami  2.03E-06 0 1 1 6 P10768 0 1476.679 High 0 2.12E-08 69
High GSLGGGFS 3.38E-05 0 1 1 5 P13645 0 1707.772 High 0 8.02E-07 66
High VFEGNRPT 0.00386 0 1 1 1 P06744 0 1708.902 High 0 0.000367 28
High GSLLSEADV 0.001284 0 1 1 2 Q13421 0 1046.548 High 0 8.8E-05 42
High VFDKEGNG 0.000247 0 1 1 4 P60660 1 1722.848 High 0 1.05E-05 28
High GSIQVDGE 2.79E-06 0 1 1 1 P98160 0 1445.723 High 0 3.2E-08 72
High VFDKDGNG 4.85E-10 0 1 1 4 P0DP23 1 1754.871 High 0 4.45E-13 103
High GSMAGSTG1xOxidatio  0.000132 0 1 1 1 P46459 0 2017.002 High 0 4.66E-06 44
High GSNMDFRE 0.006514 0 1 1 1 Q15056 1 1696.723 High 0 0.000722 26
High VFDEFKPLV 1.12E-06 0 1 1 22 P02768 0 2045.095 High 0 5.82E-08 68
High GSQTQSHP1xCarbami  1.78E-06 0 0 0 2 0 2527.127 High 0 1.8E-08 47
High GSSGGGCF 1xCarbami  1.07E-08 0 1 1 4 P13645 0 2342.984 High 0 3.08E-11 94
High VEIATLTR 0.004421 0 1 1 2 P25789 0 902.5306 High 0 0.000436 37
High GIYAYGFEK 5.95E-07 0 1 2 2 P60842 0 1827.939 High 0 4.37E-09 63
High VGFAEAAR 0.006107 0 1 1 5 P07339 1 933.5152 High 7.62E-05 0.001971 36
High GHQFSCVC 2xCarbami   0.001833 0 0 0 1 0 1572.679 High 0 0.00014 33
High GHQLQLDY1xCarbami  2.79E-06 0 1 1 2 Q14515 0 1536.726 High 0 3.19E-08 64
High GHTDSVQD 0.007803 0 1 1 1 P43034 0 1729.778 High 0 0.000915 24
High GHVFEESQ 5.76E-06 0 1 1 3 P13639 0 1961.979 High 0 8.2E-08 49
High GHYTEGAE 0.000105 0 2 5 4 P07437; P6 0 1958.982 High 0 1.4E-05 41
High GHYTEGAE 4.56E-06 0 2 5 5 P07437; P6 1 2087.077 High 0 6.04E-08 37
High GKGFSVVA 0.001845 0 1 1 1 Q14847 1 1603.844 High 0 0.000141 27
High GKIEEDSEV 0.000579 0 1 1 1 O60888 1 1621.818 High 0 3.14E-05 58
High GKIPNLLPE 0.006727 0 1 1 1 P05120 1 1767.924 High 0 0.00075 24
High VKIPEGTILT 0.002034 0 1 1 2 Q9NR45 1 1889.049 High 0 0.000159 24
High VKIEPGVDP 0.000256 0 1 1 2 Q9H4A4 1 2309.082 High 0 3.91E-05 32
High GIAAQPLYA1xCarbami  5.02E-05 0 1 1 2 P07686 0 1908.837 High 0 1.34E-06 45
High GLAGLGDV 0.002829 0 1 1 2 P11216 0 1156.632 High 0 0.000445 49
High VKEGMNIV 1xOxidatio  7.41E-06 0 1 1 15 P62937 1 1521.74 High 0 1.21E-06 59
High VKEGMNIV 9.79E-05 0 1 1 3 P62937 1 1505.745 High 0 3.17E-06 49
High VKEEIIEAFV 0.000642 0 1 1 1 P50552 1 1702.937 High 0 3.61E-05 43
High GLCAIAQAE1xCarbami  2.77E-05 0 0 0 1 0 1288.668 High 0 6.19E-07 46
High VKDISEVVT 0.002034 0 1 1 1 P00751 1 1242.705 High 0 0.000161 27
High GIDGVSVTS 2.29E-05 0 1 1 1 Q9GZT8 0 1295.659 High 0 4.87E-07 43
High GLDKLEENL 0.003641 0 1 1 1 O60664 1 2065.118 High 0 0.00034 24
High VKDLATVYV 0.000135 0 1 1 2 P02647 1 1462.852 High 0 4.81E-06 59
High GIDPFSLDA 4.47E-05 0 1 1 1 P40227 0 1262.663 High 0 1.15E-06 67
High GIDYDKLIV 0.005615 0 1 1 1 P23381 1 1191.673 High 0 0.000594 38
High GLEAEVLR 0.004117 0 1 1 4 Q7Z406 0 886.4993 High 0 0.000398 40
High GLELPSEIQ 0.006598 0 1 1 1 P58499 0 1141.621 High 0 0.000733 27
High VHVSEEGT 1.3E-06 0 1 1 2 P06396 1 3957.95 High 0 1.19E-08 50
High VHVGDEDF 3.36E-05 0 1 1 4 P04080 0 1422.712 High 0 8E-07 45
High VKPFMTGA 0.001857 0 1 1 1 P13693 0 1419.766 High 0 0.000143 39



High GLESTTLAD1xCarbami  6.94E-05 0 1 1 3 P21291 1 1899.9 High 0 2.03E-06 40
High GHIISDGGC2xCarbami   0.000392 0 0 0 4 0 1729.763 High 0 1.91E-05 30
High GHLFLQTD 0.000826 0 1 2 2 P0C0L5 0 1984.004 High 0 5E-05 23
High GFQEVVTP 0.001833 0 1 1 2 P26639 0 1607.818 High 0 0.000164 34
High VIAINVDDP 0.000144 0 1 1 3 Q15181 1 2444.205 High 0 5.2E-06 40
High GFSVVADT 4.68E-05 0 1 1 1 Q14847 0 1418.727 High 0 1.22E-06 37
High GFTMIGEH 2xCarbami   0.004655 0 1 1 2 P08174 0 3339.414 High 0 0.000466 32
High GGCITLISSE1xCarbami  8.08E-08 0 1 1 41 P01833 0 1657.81 High 0 1.83E-09 73
High GGFVLLDG 4.53E-05 0 1 1 1 Q13228 0 1510.779 High 0 1.17E-06 77
High GGGGGGYG 0.000145 0 1 1 6 P04264 0 2383.952 High 0 3.4E-05 49
High VLAEMREQ 0.003503 0 1 1 2 P13646 1 1825.857 High 0 0.000324 15
High GGISNVWF 0.005651 0 1 1 1 Q5VWZ2 0 1150.564 High 0 0.000598 20
High VIAEGDLGI 5.64E-05 0 1 1 2 O95861 0 1242.694 High 0 1.56E-06 46
High VIADNVKD 8.83E-05 0 1 1 1 P60174 1 1274.674 High 0 2.78E-06 47
High GGPGSAVS 1.48E-07 0 1 1 7 P04083 0 2356.157 High 0 7.2E-10 59
High GGPVQVLE 0.000287 0 1 1 1 Q13228 0 1412.727 High 0 1.27E-05 44
High GGPVQVLE 3.15E-05 0 1 1 2 Q13228 1 2390.281 High 0 7.32E-07 36
High GGSFQLNE 1.76E-05 0 1 1 13 P02788 0 1390.733 High 0 3.44E-07 60
High GGSGGSHG 1.15E-13 0 1 1 18 P35527 0 3223.282 High 0 9.27E-18 129
High GGSGGSHG 0.00227 0 1 1 5 P35527 1 3621.437 High 0 0.000185 51
High GGSGGSYG 0.001343 0 1 1 10 P35527 0 4972.936 High 0 9.38E-05 37
High GGSTSYGT 0.000175 0 1 1 4 P02671 1 3517.508 High 0 6.74E-06 38
High VIAATNRVD 0.002922 0 1 1 1 P17980 1 1850.086 High 0 0.000256 29
High GGTLKDDD 0.002775 0 1 1 1 P54578 1 1418.691 High 0 0.000239 25
High GGVCCSYG 2xCarbami   4.61E-05 0 1 1 1 Q99102 0 1631.673 High 0 1.2E-06 53
High GGVDTAAA 0.000525 0 0 0 2 0 1951.973 High 0 2.78E-05 33
High GGYFDEFG 0.000129 0 1 1 2 P11413 0 1273.621 High 0 4.57E-06 47
High GGYTLVSG 0.000972 0 1 1 8 P02790 0 1141.589 High 0 0.00015 53
High GHAAFTSD 1.62E-05 0 1 1 1 P00390 0 1841.939 High 0 3.13E-07 28
High VTASDPLDT 2.34E-06 0 1 2 2 P0C0L5 0 2483.299 High 0 2.54E-08 57
High VKPFMTGA1xOxidatio  0.008485 0 1 1 2 P13693 0 1435.761 High 0 0.001012 22
High GIYAVGDV 1xCarbami  0.000935 0 1 1 3 P00390 0 1138.556 High 0 5.83E-05 51
High VHTECCHG 3xCarbami    1.48E-06 0 1 1 27 P02768 1 2585.118 High 0 1.41E-08 52
High VHTECCHG 3xCarbami    1.88E-08 0 1 1 7 P02768 0 2086.838 High 0 5.04E-11 73
High VGPVAATY 0.0016 0 0 0 1 0 1360.729 High 0 0.000117 34
High GLPDNISSV 0.000251 0 1 1 1 Q16851 0 1256.684 High 0 1.07E-05 59
High VGPLLACLL 1xCarbami  4.86E-05 0 1 1 2 P22079 0 1140.681 High 0 1.29E-06 72
High VGNLTVVG 0.003986 0 1 1 2 P17174 1 2498.353 High 0 0.000697 23
High GISCMNTT 1xCarbami  2.25E-08 0 1 1 1 Q15181 0 1671.772 High 0 6.34E-11 90
High GISCMNTT 1xCarbami    0.009226 0 1 1 1 Q15181 0 1687.767 High 0 0.001136 18
High GISCMNTT 2xCarbami   0.000848 0 1 1 2 Q15181 1 2457.084 High 0 0.000141 38
High GISDLAQHY 0.008595 0 1 1 1 P49368 0 1403.71 High 0 0.001029 35
High GISDLAQHY1xOxidatio  0.006598 0 1 1 1 P49368 0 1419.705 High 0 0.000731 35
High GISEETTTG 1.17E-05 0 1 1 1 P23526 0 1648.818 High 0 2.06E-07 64
High GLSGTAVLD 0.000173 0 1 1 2 Q9H4A4 0 1101.626 High 0 6.65E-06 50
High GISLANWM1xCarbami  8.39E-06 0 1 1 34 P61626 0 1363.686 High 0 1.33E-07 76
High GISLANWM1xCarbami    2.44E-05 0 1 1 24 P61626 0 1379.681 High 0 1.43E-06 59
High GISQEQMQ 0.000642 0 1 1 1 O43707 0 1352.626 High 0 3.59E-05 40
High VGNLGLAT 0.000235 0 1 1 3 O00571 0 1524.781 High 0 9.8E-06 34
High VGNIEIKDL 0.005762 0 1 1 1 P61160 1 2088.064 High 0 0.000613 8
High GLSTESILIP 5.83E-06 0 1 2 103 P31025 0 1185.684 High 0 2.58E-07 77
High GLSTESILIP 1xCarbami  1.13E-06 0 1 2 2 P31025 1 2234.061 High 0 1E-08 45
High GLTEGLHG 1xCarbami  1.03E-07 0 1 1 6 P00441 0 3519.625 High 0 1.98E-09 69
High GITFDSGGI 0.008376 0 1 1 2 P28838 0 1194.636 High 0 0.001001 28
High GIVDQSQQ 7.63E-09 0 1 1 3 P63104 0 2040.987 High 0 1.57E-11 80
High GIVDQSQQ 1.89E-05 0 1 1 4 P63104 1 2169.082 High 0 1.86E-06 75
High GIVEESVTG 6.35E-06 0 2 2 5 O43865; Q 0 1282.675 High 0 9.25E-08 66
High VGLTNYAA 1xCarbami  0.002635 0 0 0 2 0 1927.011 High 0 0.000224 24
High VGINYQPPT 0.000625 0 2 7 3 Q9BQE3; P 0 1824.985 High 0 0.000306 32
High GLVQALGL 5.57E-05 0 1 1 2 P14550 0 1475.797 High 0 1.53E-06 40
High VGFYESDV 0.000482 0 1 1 2 P01023 0 1259.573 High 0 2.49E-05 51
High GILLYGPPG 0.002534 0 1 1 2 P55072 0 1172.667 High 0 0.000212 37
High GLEVTAYSP 0.001969 0 1 1 2 P14550 0 1551.765 High 0 0.000153 24
High VGQSMNM1xCarbami  6.57E-09 0 1 1 4 P21980 0 3192.382 High 0 1.29E-11 92
High VGTGEPCC 2xCarbami   1.34E-06 0 1 1 5 P52209 0 2276.97 High 0 1.25E-08 52
High GLEWIGEIN 0.002704 0 1 1 1 P06331 0 2316.126 High 0 0.000231 27
High VHQYFNVE 7.18E-07 0 1 1 3 P01024 0 1841.991 High 0 5.58E-09 64
High VHMFEAHS 0.007269 0 1 1 1 P35606 0 1504.7 High 0 0.000834 13
High VHAVDSCM2xCarbami   2.19E-05 0 1 1 1 Q14515 0 1568.665 High 0 4.58E-07 51
High GLEWVANI 0.000405 0 1 1 6 P01780 0 1029.573 High 0 3.27E-05 48
High GLEWVANI 2.59E-05 0 1 1 1 P01780 1 1673.849 High 0 5.7E-07 55
High GLEWVGFI 0.008651 0 1 1 3 A0A0A0MS 0 1076.589 High 0 0.001043 27
High VHACGVNP1xCarbami  2.46E-06 0 1 1 3 Q08257 0 1614.806 High 0 2.73E-08 52
High GLEWVSAIS 0.000432 0 1 1 1 P01764 0 2234.061 High 0 2.17E-05 32
High GLFIKPTVF 0.000427 0 1 1 5 P47895 0 1954.01 High 0 0.000208 39
High GLFIKPTVF 1xOxidatio  0.009108 0 1 1 1 P47895 0 1970.005 High 0 0.001115 41
High GLFIIDDK 0.005401 0 2 2 5 Q13162; Q 0 920.5088 High 0 0.000955 44
High GLFIIDDKG 1.35E-05 0 2 2 7 Q13162; Q 1 1359.799 High 0 2.46E-07 66
High VGWEQLLT 0.000805 0 1 2 3 O43707 0 1386.774 High 0 4.84E-05 45
High GIFPVLCKD 1xCarbami  5.1E-08 0 1 1 2 P14618 1 2557.276 High 0 1.65E-09 50
High GLGEALGG 0.0008 0 1 1 1 Q96L46 0 1445.75 High 0 4.77E-05 38
High VGVLTVSD 1xCarbami  0.005913 0 0 0 1 0 1339.667 High 0 0.000635 41
High GIGMWNA 1xCarbami  0.004655 0 1 1 1 Q01459 0 2041.911 High 0 0.000467 41
High VGVKPVGS 6.23E-07 0 1 1 3 O43396 0 2199.104 High 0 4.64E-09 60
High GLGTDEESI 3.78E-07 0 1 1 1 P08758 0 1704.901 High 0 2.43E-09 79
High GIGTDEFTL 0.000213 0 1 1 1 P12429 0 1222.606 High 0 8.69E-06 41
High GLGTGTLYI 0.001764 0 0 0 1 0 1337.706 High 0 0.000133 40
High GLGVGFGS 0.000353 0 1 1 1 P13647 0 1439.713 High 0 1.67E-05 38
High VGTYQLAIV 0.000171 0 1 1 1 Q9BV20 0 1162.683 High 0 6.51E-06 46
High GLKYQEGG 0.000539 0 1 1 4 P40121 1 1649.828 High 0 2.86E-05 30
High GILAADEST 1.5E-05 0 1 1 5 P04075 0 1332.701 High 0 2.83E-07 64
High GILAADEST 0.003326 0 1 1 4 P04075 1 1488.802 High 0 0.001066 47
High GILFVGSGV 8.13E-08 0 1 1 1 P52209 0 1591.807 High 0 3.34E-10 67
High GVILYGPPG 0.002438 0 1 1 2 P62195 0 1158.652 High 0 0.000203 28
High VEADIPGHG 0.003785 0 1 1 3 P02144 0 1632.87 High 0 0.000401 37



High VDWYQQR 0.006307 0 1 1 1 A0A0B4J1Y 0 1276.643 High 0 0.000691 19
High HWLVTDIK 0.0016 0 1 1 2 Q96S96 0 1011.562 High 0 0.000117 42
High HWPFMVV 0.002101 0 1 1 1 P11142 0 1653.832 High 0 0.000167 21
High HWPFQVIN 0.000153 0 1 1 4 P0DMV8 0 1680.849 High 0 5.64E-06 32
High HYFQNTQG 9.25E-07 0 2 4 2 P61204; P1 1 2438.185 High 0 7.68E-09 47
High HYGFQLYQ 0.008763 0 1 1 1 P25789 0 2203.983 High 0 0.001057 19
High HYGGLTGL 4.96E-05 0 1 3 4 P18669 1 1630.855 High 0 1.32E-06 50
High TYWELLSG 4.04E-08 0 1 1 4 P20061 0 2369.177 High 0 1.35E-10 46
High HYGYNSYSV 5.2E-08 0 1 1 1 P07858 1 2598.182 High 0 1.87E-10 62
High HYGYSLYSA 0.003097 0 1 1 1 P12429 0 1301.652 High 0 0.000275 25
High HYTNPSQD 3xCarbami    0.000997 0 1 1 5 P01876 0 4136.89 High 0 9.44E-05 28
High TYVSPTHVG1xCarbami  0.006226 0 1 1 2 O15264 1 2412.161 High 0 0.000678 21
High KAAAPAPE 1xCarbami  8.66E-05 0 1 1 2 P26641 1 2485.122 High 0 2.7E-06 42
High KAADDTW 0.000128 0 1 1 8 P02766 1 1522.717 High 0 4.48E-06 57
High KAAEAHVD 2xCarbami   2.59E-05 0 1 1 2 P55263 1 3477.518 High 0 5.73E-07 41
High KACPPLSCS 2xCarbami   0.000282 0 1 1 3 P98088 1 1603.757 High 0 0.00087 35
High KADPQEAIN1xCarbami  0.000837 0 1 1 1 P54920 1 1545.751 High 0 5.08E-05 37
High KAEAGAGS 0.001078 0 1 1 1 P46783 1 1569.766 High 0 7.03E-05 30
High KAEEEHLGI 0.000923 0 1 1 1 P00450 1 2256.162 High 0 5.77E-05 25
High KAELLDNEK 0.000594 0 0 0 2 1 2528.397 High 0 3.25E-05 34
High KAGIAHLYG 1.9E-09 0 1 1 7 P09467 1 2200.172 High 0 2.61E-12 83
High KAHEILPNL 2xCarbami   0.006107 0 1 1 2 P50990 1 1739.893 High 0 0.000663 22
High KALYLQYTD 0.00012 0 1 1 3 P00450 1 1647.838 High 0 2.46E-05 36
High KANNSQEP 0.000195 0 1 1 2 Q96HC4 1 2072.037 High 0 7.69E-06 33
High KAPDAGGC3xCarbami    9.48E-05 0 1 1 3 P02675 1 4084.016 High 0 3.05E-06 25
High KAPDFVFYA 0.002941 0 3 3 3 P35241; P2  1 1310.689 High 0 0.000258 39
High KAPSDLYQ 0.001906 0 1 1 1 P07384 1 1388.815 High 0 0.000146 40
High KASSPVPLP 0.006348 0 1 1 1 Q99538 1 2950.632 High 0 0.000698 20
High HWILPQDY 0.005725 0 1 1 1 Q15293 0 1949.925 High 0 0.00061 20
High KASYLDCIR 1xCarbami  0.004902 0 1 1 2 P02787 1 1125.572 High 0.005737 0.07469 29
High HVVPNEVV 0.001211 0 1 1 3 P06396 0 1275.717 High 0 8.17E-05 44
High VAAIEALND 2.63E-05 0 1 1 2 P50502 0 1470.78 High 0 5.82E-07 41
High HRHPECYV 3xCarbami    1.59E-05 0 1 1 2 O00151 1 2146.922 High 0 3.04E-07 38
High HRLEDMEQ 5.83E-06 0 1 1 2 P05155 1 1886.943 High 0 8.31E-08 55
High HSASDDYF 1.1E-07 0 1 1 3 Q14515 0 2183.004 High 0 4.95E-10 64
High VAGGPQM 1xOxidatio  0.000421 0 1 1 1 Q13228 0 1529.799 High 0 2.09E-05 57
High HSGFCLETQ1xCarbami  4.14E-06 0 1 1 2 Q96C23 0 2256.025 High 0 5.32E-08 40
High VAGGPQM 0.000235 0 1 1 1 Q13228 0 1513.804 High 0 9.84E-06 34
High HSNLYLVAT 2.54E-05 0 1 1 1 Q9Y6Q5 0 1333.711 High 0 5.58E-07 47
High HSQFIGYPI 0.001433 0 1 1 2 P07900 1 2064.091 High 0 0.000102 23
High VAGALVQN 0.000191 0 1 1 1 Q9UPN7 1 1995.062 High 0 7.5E-06 26
High HSSYTCICG 2xCarbami   8.73E-08 0 1 1 1 P12955 0 3017.301 High 0 3.67E-10 48
High VAFDELVR 0.003348 0 1 1 2 O60547 0 948.5149 High 0 0.000305 44
High HSTIFENLA 1.03E-05 0 1 1 1 P02787 1 1615.819 High 0 1.74E-07 31
High VAELSSDDF 6.34E-05 0 1 1 1 Q92896 0 1503.707 High 0 1.81E-06 46
High HTFMGVVS 6.91E-08 0 1 1 5 P02765 0 2081.023 High 0 4.68E-09 67
High HTFMGVVS1xOxidatio  2.63E-09 0 1 1 4 P02765 0 2097.018 High 0 3.97E-12 75
High HTGCCGDN3xCarbami    3.05E-06 0 1 1 1 Q15181 0 2133.863 High 0 3.59E-08 48
High HTGPGILSM1xCarbami  1.05E-06 0 1 1 5 P62937 0 2791.329 High 0 1.09E-07 60
High HTGPGILSM1xCarbami    1.49E-06 0 1 1 3 P62937 0 2807.324 High 0 1.43E-08 62
High HTGYVIELQ 0.000917 0 1 1 1 P47897 0 1522.838 High 0 5.71E-05 28
High VAELILHGQ 3.61E-07 0 1 1 2 Q8IWE2 0 2233.146 High 0 3.17E-07 43
High VAEGQTLD 2.91E-05 0 1 1 2 P98160 0 1073.584 High 0 6.63E-07 70
High VADPDHDH 1.02E-05 0 1 1 2 P28482 0 2144.004 High 0 1.71E-07 38
High HVEDVPAF 1.25E-08 0 1 1 39 P25311 0 2403.209 High 0 5.29E-11 74
High HVFGESDE 5.4E-07 0 1 1 3 P60174 0 1458.722 High 0 3.84E-09 64
High HVGDLGNV1xCarbami  2.18E-06 0 1 1 3 P00441 1 3720.813 High 0 2.33E-08 52
High HVGMAVA 2.26E-07 0 1 1 2 P25788 0 1380.742 High 0 1.25E-09 76
High VADIGLAAW 0.000135 0 1 1 3 P23526 0 1128.616 High 0 4.78E-06 58
High HVIPMNPN1xCarbami  0.000413 0 1 1 2 P13796 0 2638.312 High 0 2.04E-05 36
High HRHPDEAA 1.95E-06 0 1 1 1 P02671 1 1886.878 High 0 2.02E-08 46
High KCEHPQSC 2xCarbami   2.57E-05 0 0 0 1 1 2031.922 High 0 5.66E-07 49
High KCFSIDNPG1xCarbami  1.17E-05 0 1 1 5 O75083 1 3525.707 High 0 4.19E-06 44
High KGDTFSCM1xCarbami  2.76E-09 0 1 1 74 P01876 1 2337.137 High 0 4.21E-12 88
High KGDTFSCM1xCarbami    0.000163 0 1 1 14 P01876 1 2353.132 High 0 6.17E-06 43
High TYLCYEVER 1xCarbami  0.00059 0 1 1 1 P31941 0 1232.562 High 0 3.22E-05 36
High KGFSEGLW 0.002652 0 0 0 2 1 1947.981 High 0 0.000224 31
High KGGSFQLN 4.56E-07 0 1 1 21 P02788 1 1518.827 High 0 3.08E-09 90
High KGHQLQLD1xCarbami  2.16E-06 0 1 1 2 Q14515 1 1664.821 High 0 2.3E-08 66
High TYGADLASV 8.03E-08 0 1 1 4 P30740 1 2181.021 High 0 3.27E-10 77
High KGPGLYYV 0.000107 0 1 1 2 P28062 1 1591.786 High 0 3.57E-06 27
High KGTDVNVF 7.86E-06 0 1 1 2 P04083 1 1678.912 High 0 1.22E-07 48
High KGTVLLADN1xCarbami  0.000204 0 1 1 2 P21964 1 2463.318 High 0 8.16E-06 41
High TYGADLASV 1.98E-09 0 1 1 3 P30740 0 2052.926 High 0 2.76E-12 102
High TYETTLEKC 3xCarbami    2.56E-06 0 1 1 1 P02768 1 2518.068 High 0 2.87E-08 48
High KHLEINPDH 0.006389 0 1 1 3 P08238 1 1911.045 High 7.62E-05 0.001559 25
High KHLEINPDH 1.42E-05 0 1 1 3 P07900 1 1915.04 High 0 2.61E-07 37
High TYEEGLKHE 0.001775 0 1 1 3 P31948 1 1870.929 High 0 0.00098 25
High KLAQQYYLV 5.9E-05 0 1 1 5 P25787 1 2649.44 High 0 1.65E-06 37
High KICYQEVSQ2xCarbami   0.000185 0 1 1 1 Q16531 1 2060.989 High 0 7.19E-06 31
High KLDEAVAEA 0.000117 0 1 1 1 P23526 1 1380.748 High 0 3.99E-06 48
High TYEDIKENL 0.000972 0 1 1 4 P25325 1 1496.723 High 0 6.14E-05 32
High TYDATTHFE1xCarbami  0.000262 0 1 1 1 P50395 1 2436.102 High 0 1.14E-05 34
High KLDVLSND 0.000372 0 1 1 3 P09467 1 1732.934 High 0 1.79E-05 26
High TYAICGAIR 1xCarbami  0.00151 0 1 1 3 P63220 0 1024.524 High 0 0.000109 33
High KIEEQLTLEK 0.003283 0 1 1 11 P30740 1 1230.694 High 0 0.000296 49
High KIEESETIED 0.008651 0 0 0 2 1 1977.936 High 0 0.001038 21
High KIENCNYAV1xCarbami  0.001292 0 3 3 4 Q14651; P1  1 1537.768 High 0 8.92E-05 34
High KLEVEANN 1.16E-07 0 1 1 2 P47756 1 1696.829 High 0 5.28E-10 79
High KLEWPLTEV 0.002775 0 1 1 3 Q9HC38 1 2550.276 High 0 0.000239 20
High TYLGNALVC2xCarbami   1.58E-06 0 1 1 1 P02751 0 1791.815 High 0 1.54E-08 64
High KCEPIVMTV1xCarbami  0.001857 0 1 1 1 Q9BR76 1 1329.702 High 0 0.000142 41
High KFSYDLSQC1xCarbami  8.79E-09 0 1 1 5 Q8NBJ4 1 1761.83 High 0 1.23E-10 90
High KFPSGTFEQ 1.23E-06 0 1 1 11 P02774 1 1694.911 High 0 1.12E-08 69
High KCNQWSG 3xCarbami    7.92E-08 0 1 1 16 P02788 1 3288.518 High 0 3.22E-10 77



High KCSTSPLLEA2xCarbami   3.41E-09 0 1 1 19 P02788 1 1810.883 High 0 5.54E-12 106
High KCSTSSLLEA2xCarbami   1.64E-08 0 1 1 5 P02787 1 1659.783 High 0 4.2E-11 124
High KCSYTEDAQ2xCarbami   4.06E-07 0 1 1 1 P02749 1 2214.005 High 0 2.67E-09 45
High KDDPVTNL 0.000953 0 1 1 1 O43707 1 1903.94 High 0 6E-05 37
High KDHADVSN1xCarbami  0.001352 0 1 1 6 P21281 1 2052.981 High 0 0.000289 25
High KDIHFMPC 1xCarbami  0.002345 0 1 1 2 P15170 1 1888.941 High 0 0.000192 21
High KDLYANTV 3.69E-09 0 1 2 7 P60709 1 2343.165 High 0 4.95E-10 95
High KDLYANTV 1xOxidatio  9.76E-09 0 1 2 4 P60709 1 2359.16 High 0 1.26E-10 69
High TYTVGCEEC4xCarbami     2.43E-05 0 1 1 2 P01033 0 2421.059 High 0 0.000155 46
High KDYEEIGPS 1xCarbami  1.09E-05 0 1 1 3 P61158 1 1466.694 High 0 1.87E-07 59
High TYSTSFTPM1xOxidatio  8.71E-05 0 1 1 1 P00390 0 1749.815 High 0 2.72E-06 59
High KEDSCQLG 2xCarbami   8.95E-06 0 1 1 3 P02760 1 2234.93 High 0 1.45E-07 49
High KEDSCQLG 2xCarbami      0.001918 0 1 1 2 P02760 1 2266.92 High 0 0.000149 25
High KEEELQAAL 0.00018 0 2 3 5 P35579; Q7 1 1257.68 High 0 9.66E-06 42
High KEGGLGPL 2.14E-09 0 1 1 14 P32119 1 1863.07 High 0 1.68E-10 87
High KELEQVCN 1xCarbami  0.000528 0 1 1 1 P0DMV8 1 3183.589 High 0 2.8E-05 27
High KEPAVLELE 0.003761 0 1 1 6 Q01518 1 1212.683 High 7.62E-05 0.001896 35
High TYSTSFTPM 0.000571 0 1 1 2 P00390 0 1733.82 High 0 3.09E-05 50
High TYQLVYFLD 0.002241 0 1 1 4 Q9H4A4 0 1289.678 High 0 0.000181 37
High KFAYGYIED 0.003138 0 1 1 6 P30740 1 1346.699 High 7.62E-05 0.00246 29
High TYNFLPEFL 0.003138 0 1 1 6 P30740 0 1686.874 High 0 0.000281 36
High KFEEDLLLL 2.39E-09 0 1 1 2 Q7Z406 1 1820.928 High 0 3.49E-12 94
High KFGDPVVQ 0.000303 0 1 1 4 P0DMV8 1 1350.672 High 0 1.36E-05 42
High KFLDGNELT1xCarbami  1.4E-08 0 1 1 6 O00299 1 2061.069 High 0 3.45E-11 80
High KFNALFAQ 4.53E-06 0 1 1 1 Q00610 1 1758.881 High 0 6.02E-08 49
High KFPGYYVTG1xCarbami  0.000887 0 1 1 1 Q9NR19 1 1647.758 High 0 5.46E-05 18
High TYLISSIPLQ 1.08E-07 0 1 1 102 P12273 0 1814.969 High 0 1.1E-08 77
High HRDYETAT 7.47E-07 0 1 1 7 O43707 1 1548.765 High 0 5.85E-09 59
High HQTVPQNT 0.000232 0 1 1 7 P02787 1 1974.978 High 0 9.71E-06 37
High VAGQDGSV 1.03E-05 0 0 0 4 0 1234.643 High 0 2.29E-07 74
High VDFNVPMK 6.59E-05 0 1 1 3 P00558 1 2032.003 High 0 1.91E-06 45
High HAEMVHTG 0.005913 0 1 1 2 Q01518 1 1520.8 High 0 0.000636 30
High VDCTQHYE 2xCarbami   0.005651 0 0 0 1 0 1965.854 High 0 0.000598 11
High VCSEVLQM1xCarbami  0.002212 0 1 1 1 Q13217 1 2217.064 High 0 0.000179 24
High HCIMQANA1xCarbami  5.84E-07 0 1 1 2 Q8WUM4 0 2013.963 High 0 4.24E-09 55
High HCIMQANA1xCarbami    8.5E-07 0 1 1 1 Q8WUM4 0 2029.958 High 0 6.9E-09 52
High HDAATCFV 1xCarbami  3.65E-05 0 1 1 1 P54920 0 1623.722 High 0 8.91E-07 52
High VCPFAGILE 1xCarbami  0.003713 0 1 1 1 P02749 0 1502.778 High 0 0.000348 24
High VCIVGSGNW1xCarbami  4.99E-05 0 1 1 1 Q8N335 0 1504.758 High 0 1.33E-06 58
High VCLLGCGIS 2xCarbami   4.91E-10 0 1 1 2 P11766 0 2011.994 High 0 1.4E-11 95
High VCLIGCGFS 2xCarbami   2.29E-06 0 1 1 3 P00326 0 1775.846 High 0 2.48E-08 76
High VCLIGCGFS 2xCarbami   4.53E-06 0 1 1 3 P40394 0 1759.851 High 0 6E-08 64
High HEIEGTGLP 0.000528 0 1 1 6 Q96TA1 0 1847.976 High 0 2.81E-05 26
High VCIESEHSM1xCarbami  2.23E-05 0 1 1 4 O00244 1 2075.051 High 0 9.44E-05 28
High VCIESEHSM1xCarbami  0.002315 0 1 1 2 O00244 0 1946.956 High 0 0.000189 32
High HEIVQTLSL 0.007363 0 1 1 2 Q13228 1 2174.254 High 0 0.000842 23
High HEMLPASL 0.000882 0 1 1 3 P52209 0 1493.789 High 0 5.44E-05 24
High VCENIPIVLC2xCarbami   4.16E-05 0 1 1 1 P62826 0 1515.766 High 0 1.05E-06 40
High VCEDGPVF 1xCarbami  2.13E-05 0 1 1 6 O00584 1 1632.809 High 0 4.44E-07 66
High HEVPPHVY 1.19E-05 0 1 1 1 Q7Z406 0 1824.903 High 0 2.09E-07 50
High HFSPEELKV 7.13E-05 0 1 1 1 P02511 1 1213.658 High 0 2.11E-06 49
High HFSVEGQL 0.00115 0 2 5 6 P07900; P0 0 1348.664 High 0 7.64E-05 27
High VCEAGGLFV1xCarbami  0.003713 0 1 1 1 P34913 0 2047.975 High 0 0.000347 28
High HGATVLTA 0.002438 0 1 1 3 P02144 0 1350.81 High 0 0.000203 39
High VAYDLVYYV 0.001539 0 0 0 1 0 1260.662 High 0 0.000112 22
High VAVVAGYG 1.73E-05 0 1 1 1 P23526 0 1134.615 High 0 3.39E-07 48
High HGESAWN 0.001569 0 1 1 5 P18669 0 1312.603 High 0 0.000114 51
High GYTQQLAF 2.63E-05 0 1 1 1 P01024 0 1083.558 High 0 5.79E-07 60
High HGEVCPAG1xCarbami  2.99E-05 0 1 1 1 Q06830 0 2406.187 High 0 6.86E-07 40
High GYSFTTTAE 0.001674 0 1 2 7 P60709 0 1132.527 High 0 0.000124 37
High GYIWNYGA 0.005031 0 1 1 1 Q15181 0 2461.121 High 0 0.000514 24
High GVNCIDYYS1xCarbami  0.000102 0 1 1 1 P35606 0 2535.146 High 0 3.33E-06 37
High GVNIGGAG 2.26E-11 0 1 1 2 P52943 0 3210.679 High 0 8.52E-15 85
High GVNLPGAA 0.007129 0 1 1 1 P14618 1 2349.266 High 0 0.00081 28
High VDVVLGPIQ 0.001642 0 1 1 2 Q9UGM3 0 1631.948 High 0 0.000122 45
High GVNWAAF 3.09E-05 0 1 1 2 P53621 0 2254.107 High 0 7.18E-07 40
High GVQVETISP 0.002618 0 1 1 2 P62942 0 1314.665 High 0 0.000496 34
High GVSSQETA 0.000227 0 1 1 2 P43490 0 1973.009 High 0 9.46E-06 53
High GVTFNVTT 1.6E-06 0 1 1 4 O00299 0 1281.669 High 0 1.58E-08 89
High GVTSVSQIF 0.000923 0 1 1 4 P05155 0 1826.976 High 0 0.000178 35
High GVVDSEDIP 2.31E-08 0 2 2 2 P07900; P0 0 1513.786 High 0 6.59E-11 87
High GVVPLAGT 5.48E-10 0 1 1 3 P04075 0 2272.142 High 0 5.25E-13 110
High GVVQELQQ 1.21E-05 0 1 1 2 P29692 0 1299.727 High 0 2.13E-07 57
High GWDQEPA 0.00296 0 1 1 2 Q86X29 1 1799.821 High 0 0.000259 22
High GWEEGVAQ 0.000427 0 1 1 1 P62942 0 1533.711 High 0 2.12E-05 24
High GWLRDPSA 3.07E-07 0 1 1 2 P18206 1 1982.968 High 0 1.86E-09 49
High VDVQAGAC1xCarbami  0.000129 0 1 2 2 P0C0L5 1 2046.017 High 0 4.5E-06 42
High VDQIQEIVT 1.4E-08 0 1 1 1 P46940 0 1753.969 High 0 3.45E-11 83
High VDNALQSG 2.24E-08 0 2 2 28 P01834; P0 1 3619.709 High 0 6.29E-11 99
High GYAFNHSA 6.81E-06 0 1 1 2 P61160 0 1613.734 High 0 8.62E-07 67
High GYEEWLLN 3.45E-05 0 1 3 1 O43707 0 1421.706 High 0 8.27E-07 56
High VDLLNQEIE 5.91E-07 0 1 1 1 P35908 0 1460.8 High 0 4.34E-09 72
High GYFEDRRPS1xCarbami  0.000215 0 1 1 2 P15104 1 2700.283 High 0 3.44E-05 29
High GYFVQPTV 1.83E-07 0 1 1 2 P00352 0 1989.937 High 0 9.53E-10 52
High GYFVQPTV 1xOxidatio  2.35E-06 0 1 1 3 P00352 0 2005.932 High 0 8.93E-07 61
High VDLHLPR 0.001352 0 1 1 2 P29508 0 849.4941 High 0 9.47E-05 53
High VDLGGFAG 7.8E-05 0 1 1 3 P22102 0 1351.726 High 0 2.37E-06 41
High VDKGVVPL 0.003348 0 1 1 1 P09972 1 2615.316 High 0 0.000304 21
High GYSFSLTTF 0.003525 0 1 1 2 P25787 0 1478.716 High 0 0.000326 35
High HGLLVPNN 2.28E-07 0 1 1 1 P56537 0 2085.084 High 0 1.26E-09 63
High VAVNDAHL 2.91E-06 0 1 1 2 P17931 0 1649.851 High 0 3.38E-08 58
High HGQALGEL 4.64E-05 0 1 1 1 Q7Z406 0 1749.888 High 0 1.21E-06 50
High VANVELYY 0.000785 0 1 1 1 Q00610 0 1126.589 High 0 4.65E-05 35
High HIVLSGGST 3.9E-07 0 1 1 1 P61160 0 1771.916 High 0 2.54E-09 50
High VALSNMNV 0.00296 0 1 2 2 P55786 0 1231.646 High 0 0.000259 27



High HLWDYTFG 0.002486 0 1 1 1 P61160 0 1392.658 High 0 0.000207 43
High HLYTLDGG 1xCarbami  0.003689 0 1 1 1 P63244 0 2276.113 High 0 0.000344 17
High HIYYITGETK 0.000865 0 1 1 4 P07900 0 1224.626 High 0 0.00009 37
High HIYYITGETK 1.67E-06 0 1 1 4 P07900 1 2441.21 High 0 1.65E-08 42
High VALHLDEED 1.94E-05 0 1 1 1 Q16719 1 1437.77 High 0 3.91E-07 48
High VALDMTTL 0.003199 0 1 1 1 P62333 0 1364.728 High 0 0.000288 16
High HNSSGSILF 0.000859 0 1 1 2 P30740 0 1287.68 High 0 5.24E-05 43
High HPDYSVVL 0.000726 0 1 1 3 P02768 0 1311.742 High 0 8.66E-05 54
High VAHALAEG 1xCarbami  0.000816 0 1 1 2 P60174 1 2321.228 High 0 4.91E-05 13
High VAHALAEG 1xCarbami  1.12E-06 0 1 1 1 P60174 0 1807.973 High 0 9.9E-09 70
High HPWIVHW 0.000941 0 1 1 1 P51812 0 2230.13 High 0 5.9E-05 28
High HPYFYAPEL 0.000638 0 1 1 20 P02768 0 1742.894 High 0 4.27E-05 40
High HPYFYAPEL 0.008651 0 1 1 2 P02768 1 1898.995 High 0 0.001045 16
High HQADACHA1xCarbami  0.000106 0 1 1 3 Q99538 0 1719.813 High 0 3.5E-05 31
High HQAFEAEL 0.005367 0 1 1 2 Q13813 0 1608.751 High 0 0.00056 22
High VAGYAALL 1.85E-06 0 1 1 2 P54920 0 1453.769 High 0 1.89E-08 56
High HQFLLTGD 3.56E-06 0 1 1 3 P04217 0 1372.697 High 0 3.83E-06 57
High HQGSELHF 2xCarbami   2.32E-07 0 1 1 4 P98160 0 2745.251 High 0 1.3E-09 44
High HQGVMVG 0.000235 0 2 6 1 P60709; P6 1 2351.075 High 0 9.82E-06 33
High HQGVMVG1xOxidatio  1.46E-05 0 2 6 5 P60709; P6 1 2367.07 High 0 2.7E-07 37
High HQGVMVG2xOxidatio   0.000609 0 2 6 6 P60709; P6 1 2383.065 High 0.000542 0.006706 34
High HQIVEVAG 0.00034 0 1 1 1 Q07960 1 1586.792 High 0 1.59E-05 27
High HQPQEFPT 1xCarbami  5.5E-06 0 1 1 3 P02774 0 2707.209 High 0 7.69E-08 49
High HQPQEFPT 1xCarbami  0.000154 0 1 1 4 P02774 1 2835.304 High 0 7.23E-06 47
High VAPEEHPV 2.88E-07 0 1 2 7 P60709 0 1954.064 High 0 1.71E-09 70
High VAQLEEER 0.004871 0 1 1 2 Q7Z406 0 973.4949 High 0 0.000493 34
High VAQLEQVY 4.59E-05 0 1 1 1 P62318 0 1218.684 High 0 1.19E-06 49
High HLRDQADF 2.37E-08 0 1 1 6 Q7Z406 1 1856.94 High 0 6.79E-11 73
High VAVGNQPA 0.000716 0 1 1 4 P20591 0 1331.695 High 0 4.14E-05 48
High HGSGSGQS 9.08E-08 0 1 1 2 Q86YZ3 0 2318.966 High 0 3.83E-10 78
High HGTDDGVV 1.43E-05 0 1 1 5 P02675 0 1544.695 High 0 2.64E-07 63
High HGVQELEIE 0.002941 0 1 1 1 P35527 0 1837.965 High 0 0.000257 37
High HGVQELEIE 1.95E-08 0 1 1 2 P35527 1 1966.06 High 0 5.3E-11 75
High HGYFCFHE 1xCarbami  0.005264 0 1 1 2 Q9BZQ8 1 1765.786 High 0 0.000547 28
High HHEGFTNW 0.000146 0 1 1 2 P04066 0 2310.048 High 0 5.32E-06 33
High HHPDFEVF 5.39E-05 0 1 1 3 Q01459 0 1800.87 High 0 1.47E-06 41
High VAVEAKNP 0.008059 0 1 1 1 P13639 1 1351.758 High 0 0.000949 43
High HKTYLCYEV1xCarbami  0.000119 0 1 1 4 P31941 1 1497.715 High 0 4.1E-06 47
High HKVCIAQD 2xCarbami   0.003305 0 0 0 2 1 2110.028 High 0 0.000299 28
High HKVYACEV 1xCarbami  7.05E-08 0 2 2 42 P01834; P0 1 2141.081 High 0 2.77E-10 68
High VATYWSGV 4.64E-05 0 0 0 1 0 1453.743 High 0 1.21E-06 48
High GFQALGDA 2.41E-06 0 1 1 1 P01033 0 1233.622 High 0 2.66E-08 76
High HIDCAAIYG 1xCarbami  6.6E-07 0 1 1 1 P14550 1 2782.335 High 0 5E-09 46
High VATPVDWK1xOxidatio  0.000826 0 1 1 2 P30041 1 2742.354 High 0 5E-05 30
High VASVLGTM 0.006348 0 1 1 1 O43488 0 1250.623 High 0 0.000697 46
High VASGPSPG 0.000252 0 1 1 1 Q14764 0 3119.587 High 0 1.08E-05 44
High HLEIIYAINQ 0.000712 0 1 1 1 P11216 0 1369.759 High 0 4.12E-05 40
High HLEIIYEINQ 0.00101 0 1 1 3 P06737 0 1399.758 High 0 6.46E-05 30
High HLEINPDHP 1.34E-05 0 1 1 1 P08238 0 1782.95 High 0 2.44E-07 25
High HLEINPDHS 0.000123 0 1 1 2 P07900 0 1786.945 High 0 4.26E-06 20
High HLEQQQGQ 6.73E-07 0 1 1 2 P07476 0 2300.163 High 0 5.11E-09 52
High HIFSEDTSD 7.48E-09 0 1 1 1 P36952 0 1917.817 High 0 1.53E-11 69
High HIFSEDTSD 1xOxidatio  5.46E-05 0 1 1 3 P36952 0 1933.812 High 0 1.49E-06 31
High HIGLVYSGM 2.54E-05 0 1 1 2 P25787 0 1564.758 High 0 7.98E-07 49
High HLISTHFAP 2.34E-08 0 1 1 6 P98160 0 2452.252 High 0 1.46E-10 63
High VASEAPLEH 0.000215 0 1 1 2 Q8TD19 0 2032.046 High 0 8.72E-06 31
High HIDSAHLYN 1.1E-08 0 1 2 5 P42330 0 2179.089 High 0 8.48E-11 74
High GFMVQTG 0.003118 0 0 0 1 0 1423.663 High 0 0.000277 40
High GHAYSVTG 2.81E-07 0 1 1 2 P17655 0 2062.968 High 0 1.65E-09 68
High GFKDQIYDI 4.83E-05 0 1 1 3 P60842 1 1501.769 High 0 1.28E-06 60
High VNLLSFTGS 0.00101 0 1 1 2 P49419 0 1450.79 High 0 6.49E-05 36
High FGANAILGV1xCarbami  2.03E-06 0 1 3 4 P06733 0 1519.83 High 0 2.13E-08 74
High FGAPPHAG 0.003935 0 1 1 1 P14868 0 1435.744 High 0 0.000375 26
High FGATLEIVT 4.99E-05 0 1 1 1 P62495 1 2184.118 High 0 1.33E-06 52
High FGAVFLWD 0.000114 0 1 1 2 O75083 0 2208.072 High 0 3.87E-06 38
High VNIEGGAIA1xCarbami  0.001343 0 1 1 2 Q9BWD1 0 1949.002 High 0 9.36E-05 39
High FGCPWGVP1xCarbami  0.004966 0 1 1 1 Q16706 0 2235.076 High 0 0.000508 18
High VNLAELFK 0.002704 0 1 1 5 P30044 0 933.5404 High 0 0.001094 41
High VNKDDEEF 0.002227 0 1 1 2 P00450 1 1566.728 High 0 0.000179 36
High FGDPVVQS 0.000837 0 1 1 1 P0DMV8 0 1222.577 High 0 5.09E-05 46
High VNAVNPTV 0.001284 0 0 0 3 0 2470.185 High 0.000904 0.01047 11
High FGHLEVPSS1xOxidatio  0.004596 0 1 1 2 P22079 0 1422.683 High 0 0.000458 31
High FFTVDAGV 0.005543 0 0 0 2 0 1011.526 High 0 0.000597 30
High FGNPLLVQ 0.00105 0 1 1 2 Q14204 0 2598.356 High 0 6.79E-05 23
High FGPYYTEPV 0.000312 0 1 1 1 P49720 0 1766.9 High 0 1.42E-05 47
High FGQGSGPIV 0.000582 0 1 1 7 Q9UGM3 0 1459.754 High 0 3.19E-05 64
High VMVLDFVT 1.74E-05 0 1 1 2 Q16881 0 1645.898 High 0 3.42E-07 63
High VMTIPYQP 1xCarbami  1.18E-06 0 1 1 6 Q15365 0 2475.183 High 0 6.15E-08 62
High FGSYCPTTC2xCarbami   0.000893 0 1 1 2 P02679 0 2417.079 High 0 0.000641 22
High VMSEFNNN 0.00247 0 0 0 1 0 1257.568 High 0 0.000206 18
High FGYQFTQQ 2.37E-05 0 1 1 2 Q9NYL9 0 1328.638 High 0 5.07E-07 66
High VMPICLPSK1xCarbami    0.001918 0 1 1 2 P00738 1 1850.914 High 0 0.000149 34
High FHLGEPEAS 6.44E-08 0 1 1 1 Q96S96 0 3093.437 High 0 2.46E-10 74
High FHLGEPEAS1xOxidatio  3.09E-08 0 1 1 2 Q96S96 0 3109.432 High 0 9.58E-11 66
High VMPICLPSK1xCarbami  8.43E-05 0 1 1 1 P00738 1 1834.919 High 0 2.62E-06 54
High FHPGDVIYH1xCarbami  0.000832 0 1 1 4 P98088 0 2261.04 High 7.62E-05 0.00173 25
High FGPALSVK 0.002073 0 1 1 1 P11940 0 818.4771 High 0 0.000163 37
High FFTREPQDT 0.000594 0 1 1 4 P10909 1 2551.252 High 0.000489 0.005596 15
High VNNSTMLG 1.25E-09 0 1 1 1 P28070 0 2194.012 High 0 1.52E-12 101
High FFSASCVPG2xCarbami   8.45E-07 0 1 1 137 P02788 1 2258.048 High 0 3.65E-08 84
High FDASFFGV 0.000605 0 1 1 1 P49327 0 1251.616 High 0 3.34E-05 36
High FDEFFSEGC1xCarbami  0.000605 0 1 1 2 P02787 1 1705.753 High 0 3.34E-05 32
High FDGGVEAIA 9.49E-06 0 1 1 3 P33908 0 1135.574 High 0 1.56E-07 53
High FDGILGMA 1.04E-06 0 1 1 3 P07339 0 1239.619 High 0 8.96E-09 67
High FDGILGMA 1xOxidatio  0.000198 0 1 1 1 P07339 0 1255.614 High 0 7.92E-06 42



High FDHILYTGS 3.34E-05 0 1 1 7 P30838 0 1494.759 High 0 1.57E-06 44
High FDLMYAK 0.002256 0 2 8 3 Q9BQE3; P 0 887.4332 High 0 0.000785 34
High FDVQLKDL 0.00322 0 1 1 3 P62244 1 1234.668 High 0 0.000291 29
High FEDENFILK 0.003548 0 1 1 1 P62937 0 1154.573 High 0 0.000328 43
High VPAINVND 3.51E-05 0 1 1 1 P23526 0 1256.684 High 0 8.45E-07 58
High VPAGSAAV 1xCarbami  0.00202 0 1 1 5 P98160 0 2578.265 High 0 0.000159 23
High VPAFLSAAE 9.86E-06 0 1 1 1 Q14894 0 1667.875 High 0 1.64E-07 42
High FEHCNFND 1xCarbami  7.8E-05 0 1 1 3 P13987 0 1539.665 High 0 2.37E-06 44
High VPADTEVV 1xCarbami  9.02E-08 0 1 1 3 P60174 0 2192.069 High 0 3.82E-10 56
High FELSCYSLA 1xCarbami  0.005196 0 1 1 1 P00966 0 1555.782 High 0 0.000537 28
High FEVGDIML 0.000821 0 1 1 2 P00491 0 1192.639 High 0 4.95E-05 28
High VNQIGSVT 1xCarbami  1.79E-07 0 1 2 10 P06733 0 1633.821 High 0 9.26E-10 94
High VNQAIWLL 1xCarbami  0.000464 0 1 1 1 P46782 0 1501.794 High 0 2.37E-05 29
High VNPTVFFD 2.35E-06 0 1 1 2 P62937 0 1946.002 High 0 2.58E-08 73
High FFESFGDLS 4.03E-06 0 1 1 1 P68871 0 2058.948 High 0 5.18E-08 84
High VNPEIFTNN 0.001276 0 1 1 1 O95171 0 1331.67 High 0 8.77E-05 39
High FFGNSWAE 0.000315 0 1 1 4 O43488 0 1377.622 High 0 1.44E-05 51
High FFHPEEWA 0.002811 0 1 1 1 P04066 0 1963.934 High 0 0.000243 27
High FFNANQW 0.000382 0 0 0 1 0 1914.913 High 0 1.84E-05 16
High FFNLNKLED 0.000336 0 1 1 1 P21399 1 1382.706 High 0 1.55E-05 37
High FFPLESWQ 0.00081 0 1 1 2 P30046 0 1351.705 High 0 4.87E-05 40
High FFSASCVPG1xCarbami  3.38E-05 0 1 1 11 P02788 0 1285.588 High 0 8.07E-07 54
High VMLGETNP1xOxidatio  6.81E-05 0 1 3 4 P22392 0 1801.911 High 0 9.12E-06 41
High FDAPPEAVA 0.002704 0 1 1 4 O95969 0 1115.573 High 0 0.000442 31
High FHQLDIDD 7.27E-05 0 1 2 1 P16152 0 1599.813 High 0 2.16E-06 37
High VMGLIEGQ 0.000528 0 1 1 1 P30838 0 974.5339 High 0 2.8E-05 46
High FLNSNSGLQ 1.55E-07 0 1 1 3 Q99102 0 1743.881 High 0 7.68E-10 113
High GFLIDGYPR 0.002829 0 1 1 1 P00568 0 1037.541 High 0 0.000246 38
High FLQFVTGTS 0.000876 0 0 0 1 0 1127.61 High 0 5.36E-05 39
High FLQLTPER 0.005063 0 0 0 3 0 1003.557 High 0 0.000522 27
High FIQQTYPSG1xCarbami  7.61E-07 0 1 1 5 Q8WUM4 0 2161.961 High 0 1.03E-08 74
High FLRENPYYD 0.00181 0 1 1 2 Q00610 1 1459.696 High 0 0.000137 34
High VLVSGLQG 8.24E-08 0 1 1 2 P41226 0 1440.842 High 0 3.39E-10 76
High FISLGEACK 1xCarbami  0.001775 0 1 1 1 P01024 0 1024.513 High 0 0.000134 43
High FISLGEACK 1xCarbami  0.002567 0 1 1 2 P01024 1 1152.608 High 0 0.000217 34
High VLVPEHEKD1xCarbami  0.001157 0 1 1 1 P48147 1 2192.153 High 0 7.68E-05 17
High VLTTGYWP 0.000832 0 1 1 1 Q13618 0 1649.853 High 0 5.05E-05 54
High FITHAPPGE 0.003283 0 1 1 1 P52907 0 2089.014 High 0 0.000298 11
High FLNRHDLD 1xCarbami  0.000171 0 1 1 1 P62140 1 1571.811 High 0 6.55E-06 38
High FITILCTR 1xCarbami  0.008819 0 1 2 2 P13928 0 1023.566 High 0 0.001065 26
High VITNQYNN 9.36E-06 0 1 1 2 O00151 0 3101.481 High 0 1.98E-06 51
High FLVGPDGIP 0.00381 0 1 1 2 P22352 0 1314.724 High 0 0.00036 34
High FLVMNDEG 0.000181 0 0 0 1 0 1549.757 High 0 7.01E-06 50
High VLTLSDDLE 0.003283 0 1 1 1 P55010 0 1160.616 High 0 0.000297 21
High VLTHSELAP 0.002601 0 1 1 6 Q14515 0 1235.711 High 7.62E-05 0.001525 25
High VLTEIIASR 0.000882 0 1 1 3 P08758 0 1001.599 High 0 8.48E-05 53
High VISSGSVAS 6.1E-05 0 1 1 2 P98160 0 2117.066 High 0 1.73E-06 41
High FMFDLFQQ 0.002156 0 1 2 2 P29508 0 1378.661 High 0 0.000552 40
High VLSLAQEQV 5.41E-09 0 1 2 1 P0C0L5 0 1541.817 High 0 1E-11 81
High VLSIAQAHS1xCarbami  0.007084 0 1 1 2 P08571 0 2000.002 High 0.00042 0.005516 20
High FMNPFNM 1xOxidatio  0.006107 0 1 1 2 P31948 0 1659.766 High 0 0.000664 55
High FMNSGQTC2xCarbami   0.000953 0 1 1 2 P30838 0 3127.453 High 0 0.000154 35
High FLTVLCSR 1xCarbami  0.008431 0 0 0 1 0 995.5343 High 0 0.001008 23
High VLYDAEISQ1xOxidatio  0.003369 0 1 1 1 P35908 0 3064.489 High 0 0.000306 21
High FLMSLVNQ 0.005725 0 0 0 1 0 1275.713 High 0 0.000609 44
High FLIPNASQA 9.92E-05 0 1 1 3 P63104 0 1304.684 High 0 3.22E-06 42
High FKDIFQEIYD 0.001092 0 1 1 3 O75874 1 1445.731 High 0 7.15E-05 28
High FKDLGEEN 0.00103 0 1 1 23 P02768 1 1226.605 High 0 0.000299 53
High VMFTEDLK 3.68E-05 0 1 1 4 P07858 1 1839.931 High 0 6.01E-06 40
High FKLEESYTL 0.000351 0 1 1 2 P30740 1 1785.902 High 0 9.68E-05 49
High VMDKYTFE 1xOxidatio  0.005196 0 1 1 1 P02774 1 1404.683 High 0 0.000538 25
High FKVEYHAG 0.003058 0 1 1 4 P55263 1 1765.887 High 0 0.00027 31
High FKVGTDGV 0.001379 0 1 1 1 P12830 1 1263.731 High 0 9.67E-05 55
High FIATLQYIVG 0.002114 0 1 1 2 P48147 0 1280.736 High 0 0.000195 44
High FLCFGSEGG1xCarbami  0.006266 0 0 0 1 0 1641.762 High 0 0.000688 31
High VMDKYTFE 0.000182 0 1 1 3 P02774 1 1388.688 High 0 7.11E-06 51
High FLCTGGVSP2xCarbami   7.37E-07 0 1 1 3 P00751 0 1914.847 High 0 5.74E-09 61
High FLCTGGVSP2xCarbami   4E-05 0 1 1 5 P00751 1 2975.414 High 0 9.96E-07 33
High FLDGNELTL1xCarbami  4.96E-05 0 1 1 1 O00299 0 1932.974 High 0 1.32E-06 43
High VMAAENIP 0.000385 0 1 1 1 P42224 0 1425.741 High 0 1.86E-05 45
High FLDLVPSLQ 0.001043 0 1 2 3 P31941 0 1988.085 High 0 6.75E-05 32
High FLDNFSSGR 0.000208 0 1 1 2 Q9HAB8 0 1042.495 High 0 8.37E-06 58
High FIEDELQIPV 4.35E-05 0 1 1 4 P30520 0 1330.725 High 0 1.12E-06 60
High FLEQQNQV 0.000102 0 2 3 6 P35908; P0 0 1475.785 High 0 1.5E-05 54
High FLEQQNQV 0.000413 0 1 1 1 P04264 1 2932.516 High 0 2.03E-05 17
High FLGDKVTSY 1.99E-06 0 1 1 2 P98160 1 1541.796 High 0 2.07E-08 57
High FLGSGGFIG 2.01E-05 0 1 1 2 Q02809 0 1627.848 High 0 4.12E-07 56
High FLHNPDAA 1xCarbami  4.56E-07 0 1 1 10 Q13228 0 2389.172 High 0 3.08E-09 63
High FLLADNLYC1xCarbami  9.54E-05 0 1 1 1 P61758 0 1256.634 High 0 3.08E-06 49
High FLLGSWLEQ 0.001165 0 1 1 2 P54802 0 1319.711 High 0 7.75E-05 36
High FIIHAPPGE 1.5E-05 0 1 1 2 P47755 0 2101.05 High 0 2.83E-07 36
High VLYVQDSLE 1.3E-05 0 1 1 1 P48147 0 1478.749 High 0 2.35E-07 59
High VLYTCFQSI 1xCarbami  9.92E-05 0 0 0 3 0 1585.804 High 0 3.23E-06 61
High VMLGETNP 0.000271 0 1 3 6 P22392 0 1785.916 High 0 1.18E-05 41
High FMQAVTGW 0.000667 0 1 1 2 P01019 0 1067.534 High 0 3.8E-05 47
High FDAGSGMA 3.9E-05 0 1 1 2 P98160 0 1125.536 High 0 9.64E-07 58
High FCADHPFLF1xCarbami  0.008485 0 1 2 3 P50453 0 1569.767 High 0.000722 0.009525 19
High EQLKAVMD 4.47E-07 0 1 1 8 P02768 1 1840.915 High 0 3.02E-09 93
High VRGGEGTG 0.00118 0 1 1 2 P04196 1 1745.861 High 0 7.9E-05 32
High VRELAVALA 0.000605 0 1 1 1 Q13421 1 1197.731 High 0 3.35E-05 40
High VRDPAGQE 0.000276 0 1 1 3 Q8TE68 1 2559.299 High 0 0.000121 34
High VQWKVDN 8.5E-06 0 2 2 3 P01834; P0 1 2677.27 High 0 3.51E-06 55
High VQVEAIEGG 0.000216 0 1 1 1 Q9H173 0 1341.737 High 0 8.81E-06 35
High ERESLQQM 0.000408 0 1 1 1 P14314 1 1576.775 High 0 0.00002 26
High VQQPDCRE3xCarbami    1.35E-05 0 1 2 2 P0C0L5 1 2627.18 High 0 2.44E-07 40



High ERPGSEEPP2xCarbami   5.84E-07 0 1 1 1 Q9H4A4 0 4151.901 High 0 4.26E-09 46
High ERQNCGFP 2xCarbami   0.000712 0 1 1 3 P04155 1 2049.923 High 0 4.11E-05 35
High ERSDTFINL 0.005298 0 1 1 2 P17655 1 1250.649 High 7.62E-05 0.001511 27
High ERVTPPEGY 0.002686 0 1 1 3 O00151 1 1947.022 High 0 0.00023 37
High EQICEVEEG1xCarbami  3.36E-07 0 1 1 2 P47895 1 3060.458 High 0 2.08E-09 58
High VQPYLDDF 0.002793 0 1 1 2 P02647 1 1380.716 High 0 0.000241 31
High ESGLQAAH 1xCarbami  3.32E-05 0 1 1 3 Q14166 0 2523.22 High 0 7.84E-07 38
High ESGPTTYKV 0.00038 0 1 2 2 P01871 1 1725.927 High 0 1.83E-05 36
High ESGRFQDV 0.000259 0 1 1 2 Q9UJU6 1 2149.067 High 0 1.11E-05 25
High VQFELHYQ 0.004421 0 1 1 1 P19823 0 1419.727 High 0 0.000435 22
High VQEIPQKET 0.000667 0 1 1 2 O60547 1 1832.954 High 0 5.09E-05 30
High VQDNFDKI 0.000832 0 1 1 6 Q9UH65 1 1524.744 High 0 5.03E-05 25
High ESSSHHPG 0.001004 0 1 1 3 P02671 0 1637.767 High 0 6.44E-05 25
High ETALLIDPK 0.007411 0 1 2 1 P55786 0 999.5721 High 0 0.000852 30
High ETCAWFTD1xCarbami  1.45E-05 0 1 1 1 Q13630 1 1918.839 High 0 2.67E-07 46
High VQCSPDVG2xCarbami   0.005298 0 1 1 2 P98088 0 1391.641 High 0 0.00055 32
High VQAMYIW 2.6E-07 0 1 1 1 P15104 0 1808.9 High 0 1.49E-09 68
High VQAAVGTS 1.48E-05 0 0 0 1 0 1620.798 High 0 2.77E-07 44
High VQNIHPVE 0.0002 0 1 1 2 P80303 1 3018.509 High 0 7.95E-06 40
High EQLAIAEFA 0.005725 0 1 1 1 P17987 0 1147.611 High 0 0.000612 39
High EQDRAHQT 1.51E-07 0 1 1 4 Q9UBG3 1 3884.763 High 0 7.4E-10 62
High VRVELLHN 1xCarbami  0.000299 0 1 1 3 P01024 1 2056.101 High 0 1.34E-05 40
High VTAGISFAI 0.003179 0 1 1 1 Q92743 0 1305.705 High 0 0.000285 29
High EMACTTGV1xCarbami  4.14E-07 0 1 1 3 Q9ULA0 0 1812.923 High 0 2.72E-09 67
High EMDRETLID 0.008216 0 1 1 5 P40227 1 1447.721 High 0 0.000978 30
High EMNDAAM1xOxidatio  0.001121 0 1 1 1 Q01518 0 1478.604 High 0 7.43E-05 43
High VSWYQQP 5.5E-05 0 1 1 1 A0A075B6J 0 1458.738 High 0 1.51E-06 49
High EMSGSPAS 0.001833 0 1 2 3 P0C0L5 0 1259.63 High 0 0.00014 34
High VSVLCQEN 2xCarbami   0.002922 0 1 1 1 P08603 1 2740.292 High 0 0.000254 26
High VSVGLLLVK 0.000144 0 1 1 2 Q96DA0 0 927.6237 High 0 5.2E-06 56
High EMVQNLM 0.000972 0 1 1 2 P11413 0 1232.649 High 0 6.17E-05 34
High EMVSQYLY 0.002903 0 1 1 1 O60610 0 1348.645 High 0 0.000253 30
High VSSTEDWS 0.007955 0 1 1 1 O00462 0 1386.617 High 0 0.000932 11
High VSLVLAPAL2xCarbami   0.000642 0 1 1 1 P19971 0 1529.818 High 0 3.6E-05 26
High ENFPNFLSA1xCarbami  0.001611 0 1 1 3 P31151 1 1569.737 High 0 0.000118 38
High VSLDVNHF 7.7E-05 0 1 1 3 P04792 0 1783.922 High 0 2.32E-06 43
High ENKPSIIFID 1xCarbami  5.13E-07 0 1 1 2 O75351 0 2193.086 High 0 3.58E-09 48
High VSHVSTGG 5.83E-06 0 1 2 3 P00558 0 1740.913 High 0 8.28E-08 53
High VSHSEDDC 1xCarbami  4.19E-05 0 1 1 1 P01024 0 1407.621 High 0 1.06E-06 39
High VSGLAGSIY 0.004364 0 1 1 1 O60271 0 1022.563 High 0 0.000427 19
High EPAHLMSL 0.009108 0 1 1 1 P06396 0 2032.076 High 0 0.00111 19
High VSFTGSVPT 0.003835 0 1 1 1 P49189 0 1210.614 High 0 0.000364 30
High VSFLSALEE 4.68E-06 0 1 1 3 P02647 0 1386.715 High 0 9.76E-08 71
High EPQDTYHY 0.000112 0 1 1 4 P10909 0 1999.966 High 0 3.77E-06 43
High VSFELFADK 0.000181 0 1 1 5 P62937 1 1379.757 High 0 7.02E-06 47
High EPQVYTLPP 0.006948 0 2 2 18 P01859; P0 1 1904.942 High 0.000542 0.006436 27
High EPQVYTLPP1xOxidatio  0.008763 0 2 2 5 P01859; P0 1 1920.937 High 0 0.001063 39
High VSFELFADK 0.000312 0 1 1 3 P62937 0 1055.541 High 0 1.42E-05 58
High VSEGGPAE 4.9E-07 0 0 0 1 0 1640.849 High 0 3.41E-09 82
High ETKDTDIVD 0.000785 0 1 1 1 O15145 1 1949.938 High 0 4.66E-05 29
High VPCFLAGD 1xCarbami  0.000167 0 1 1 6 P22079 0 1121.541 High 0 6.33E-06 48
High ETLLQDFR 0.004038 0 1 1 3 P02760 0 1021.531 High 0 0.000389 53
High ETLPAEQD 0.003641 0 1 1 5 P25786 0 1345.685 High 0 0.000732 32
High VPFDAATLH1xOxidatio  1.13E-05 0 1 1 2 P06396 0 2889.278 High 0 1.95E-07 69
High EYQTQLIQR 0.008216 0 1 1 1 Q14204 0 1178.616 High 0 0.000974 41
High VPFDAATLH 5.9E-05 0 1 1 4 P06396 0 2873.283 High 0 1.65E-06 47
High EYVLPSFEV 1.58E-06 0 1 1 2 P01024 0 1878.974 High 0 1.55E-08 68
High EYVNASEVS 6.9E-05 0 1 1 2 O15231 0 1779.887 High 0 2.02E-06 49
High VPEPGCTKV2xCarbami   0.001318 0 1 1 4 Q9UBC9 1 1755.84 High 0 9.09E-05 35
High VPEPCPSTV1xCarbami  1.42E-08 0 1 1 5 P35321 0 1806.905 High 0 3.51E-11 79
High FAAYFQQG 1.73E-05 0 1 1 2 P06744 0 1692.732 High 0 3.41E-07 68
High VPEPCPSIV 1xCarbami  5.39E-05 0 1 1 4 P22528 0 1818.942 High 0 1.64E-06 46
High FADLSEAAN 0.001569 0 1 1 1 P08670 1 1776.862 High 0 0.000114 40
High FADTVQGE 0.000372 0 1 1 2 Q14894 0 1121.559 High 0 1.78E-05 50
High FAEAFEAIP 4.44E-05 0 1 1 1 P50990 0 1150.589 High 0 1.14E-06 61
High VPFDAATLH2xOxidatio   6.91E-07 0 1 1 3 P06396 0 2905.273 High 0 5.27E-09 52
High VPEPCHPKV2xCarbami   0.008992 0 2 2 3 P22528; P3 1 1898.925 High 0 0.001099 24
High FAELVYTGF1xCarbami  2.05E-05 0 1 1 2 P00966 0 2374.096 High 0 4.21E-07 45
High FAHYVVTSQ 1.35E-09 0 1 1 2 P19827 0 2006.009 High 0 1.68E-12 79
High FAIQDISVE 0.000461 0 1 4 1 O43707 0 1537.774 High 0 2.35E-05 64
High FASCFYGPF1xCarbami  0.00023 0 1 1 1 P13716 0 1251.562 High 0 9.58E-06 49
High VPEARPNS 1xOxidatio  0.000182 0 1 1 3 P06396 0 2095.064 High 0 2.22E-05 38
High FASFIDKVQ 0.00159 0 1 1 1 P19013 1 1942.007 High 0 0.000116 32
High FATASADG 8.49E-05 0 1 1 1 O75083 0 1719.822 High 0 2.64E-06 58
High VPEARPNS 1.55E-06 0 1 1 3 P06396 0 2079.069 High 0 1.6E-06 48
High FATVEVTD 0.00381 0 0 0 1 0 1789.933 High 0 0.00036 24
High FAVEEIIQK 0.003118 0 1 1 1 Q9BS40 0 1076.599 High 0 0.000278 37
High VPDLKDLD 0.001251 0 1 1 2 Q8WUM4 1 1309.736 High 0 8.55E-05 52
High FAYGYIEDL 1xCarbami  0.000329 0 1 1 2 P30740 1 1534.736 High 0 1.52E-05 30
High VPEPCHPKV2xCarbami   1.32E-06 0 1 1 1 P22528 1 2763.396 High 0 1.22E-08 49
High EVWYFGLH 3.51E-05 0 1 1 2 P15311 0 1669.801 High 0 8.48E-07 64
High VPFLEVND 0.000247 0 1 1 1 P0DMM9 1 2704.383 High 0 1.05E-05 29
High EVTINPDTT2xCarbami   0.000492 0 1 3 2 P04745 0 2302.982 High 0 2.55E-05 27
High ETIVLKEGS 0.00247 0 1 1 1 P52566 1 1423.743 High 0 0.000205 47
High ETSLIVTIQG 0.00854 0 1 1 2 P98160 0 2448.309 High 0 0.001023 30
High ETVLSALSR 0.000978 0 1 1 3 Q8WUM4 0 975.5469 High 0 6.18E-05 43
High ETVSEESNV1xCarbami  1.88E-06 0 1 1 2 P13639 0 1594.763 High 0 1.92E-08 67
High ETYGEMAD2xCarbami   0.002438 0 1 1 4 P02768 0 1434.533 High 7.62E-05 0.001452 38
High VPVLMESR 0.002422 0 1 1 2 O00391 0 930.5077 High 0 0.0002 43
High ETYGEMAD2xCarbami   0.004336 0 1 1 2 P02768 1 2073.831 High 0 0.000426 34
High VPVELPVEV 0.002885 0 1 1 2 P07476 1 1806.985 High 0 0.000251 28
High EVAKPSPG 0.000941 0 1 1 1 Q53FA7 0 1552.858 High 0 5.88E-05 41
High EVDEQMLN 0.000148 0 2 4 3 P07437; P6 0 1446.689 High 0 1.14E-05 52
High VPVAVQGE 3.64E-09 0 1 1 3 P01024 0 2198.13 High 0 6.02E-12 102
High VPTISINKTD1xCarbami  2.16E-07 0 1 1 6 Q01518 1 2004.022 High 0 1.18E-09 57



High VPTANVSV 1xCarbami  2.59E-06 0 1 1 13 P04406 0 1530.794 High 0 6.9E-07 76
High VPSTETEAL 0.00137 0 1 1 1 P31150 0 2054.977 High 0 9.63E-05 21
High EVGPTNAD 1xCarbami  0.000452 0 1 1 2 P00450 0 1470.726 High 0 2.29E-05 76
High EVGTPHGII 1xCarbami  3.47E-07 0 1 1 5 P02790 0 2498.234 High 0 2.18E-09 70
High EVGVYEALK 1.91E-05 0 1 1 2 P40925 1 1751.885 High 0 3.85E-07 58
High EVLEKQPVL 3.17E-05 0 1 1 3 P28070 1 1726.933 High 0 7.4E-07 32
High VPQVSTPT 2.45E-06 0 1 1 9 P02768 0 1511.843 High 0 2.7E-08 65
High EVNVSPCPT2xCarbami   1.41E-05 0 1 1 4 P61916 0 1843.868 High 0 2.59E-07 56
High EVPLNTIIFM 0.000594 0 1 1 3 P01008 0 1389.756 High 0 3.26E-05 36
High VPPRIDSGL 1.87E-05 0 1 1 10 P02788 1 2537.351 High 0 5.71E-07 51
High EVQGFESA 6.82E-07 0 1 1 7 P06396 0 1722.837 High 0 5.21E-09 72
High EVQGNESD 0.002635 0 1 1 2 P40121 0 1918.864 High 0 0.000223 40
High EVQLVETG 2.43E-05 0 1 1 10 P0DOX2 0 1910.034 High 0 5.25E-07 46
High VPLQQNFQ 1.06E-06 0 1 1 7 P80188 0 1790.882 High 0 2.3E-07 55
High VPLALFALN 0.005332 0 1 1 1 P12955 0 1113.678 High 0 0.000557 17
High VPVPGYTK 1xCarbami  0.000256 0 1 1 1 Q9UBC9 1 2648.375 High 0 1.1E-05 29
High VISGVLQLG 0.004566 0 1 1 1 P35579 0 1486.899 High 0 0.000455 34
High VLWLADCD2xCarbami   5.29E-06 0 1 1 3 P13489 0 3061.472 High 0 7.35E-08 43
High VLQLYPNN 0.001379 0 1 1 2 Q02790 0 1088.61 High 0 9.67E-05 40
High FTTDAIALA 1.14E-05 0 1 1 1 P28065 0 1296.662 High 0 1.99E-07 64
High FVAESAEVL 2.63E-06 0 1 1 8 Q13421 0 1330.737 High 0 2.96E-08 72
High FVCNSGYK 2xCarbami   8.94E-05 0 1 1 1 P08603 1 2997.212 High 0 2.83E-06 32
High VLGEAMTG 2.03E-05 0 1 1 1 Q9Y490 0 1418.731 High 0 4.16E-07 55
High FVEGLPIND 0.000187 0 1 1 1 P40925 0 1393.711 High 0 7.37E-06 31
High FVFDIFQFA 0.000571 0 1 1 1 Q16222 0 1261.662 High 0 3.09E-05 38
High VLGATLLPD 0.000642 0 1 1 2 P55786 0 1380.846 High 0 3.59E-05 34
High FVIGGPQG 1.03E-05 0 1 1 1 P31153 0 1444.754 High 0 1.73E-07 47
High FVLINWTG 0.000185 0 1 1 1 Q9UJU6 0 1718.886 High 0 7.23E-06 59
High FVLPAVLNP 0.005401 0 1 1 1 O00534 0 1125.678 High 0 0.000564 24
High FVLSGANIM1xCarbami  7.87E-08 0 0 0 2 0 1919.972 High 0 3.19E-10 83
High FVSISDLLV 0.001037 0 1 1 3 P50395 0 1217.714 High 0 6.67E-05 35
High FTQISPVW 0.006993 0 1 1 1 Q9BWS9 0 1459.831 High 0 0.000789 23
High VLFASQEIP 0.001243 0 1 1 1 O75369 0 1561.837 High 0 8.48E-05 38
High FVYHLSDLC1xCarbami  0.000133 0 1 1 18 P01591 0 1281.63 High 0 4.69E-06 45
High FVYHLSDLC1xCarbami  0.001388 0 1 1 3 P01591 1 1409.725 High 0 0.000137 34
High VLEVASGSG 0.002047 0 0 0 2 0 1736.883 High 0 0.000161 26
High FVYTPAME 1xCarbami  0.002034 0 1 1 1 P01033 0 1963.883 High 0 0.000159 26
High FWEVISDEH 1.86E-07 0 2 2 1 P04350; P6 0 3116.423 High 0 9.73E-10 54
High FWWENPG 3.9E-05 0 1 1 1 P22079 0 1781.828 High 0 9.67E-07 48
High FWWENPG 3.43E-07 0 1 1 4 P22079 1 2353.125 High 0 2.15E-09 67
High FYALSASFE 2.57E-05 0 1 1 2 P27797 0 1607.774 High 0 5.66E-07 57
High FYAYNPLAG 6.96E-08 0 1 1 3 O43488 0 1584.842 High 0 2.73E-10 66
High VIELENWT 0.001017 0 0 0 1 0 1317.669 High 0 6.51E-05 47
High VIEHIMEDL 1.23E-06 0 1 1 2 P06702 0 1742.827 High 0 1.12E-08 61
High FYEEVHDLE 0.005436 0 2 2 3 P55209; Q9 1 1464.712 High 0 0.000571 26
High FVTVQATF 1.25E-07 0 1 1 2 P01024 0 1653.885 High 0 8.13E-09 71
High FYGPQGTP 0.005264 0 0 0 1 0 1685.796 High 0 0.000548 32
High VLGFSHEEI 4.03E-07 0 1 1 2 Q7Z406 0 1630.862 High 0 2.64E-09 67
High FTITPSTTQV 3.19E-05 0 1 1 2 P47755 0 1604.926 High 0 7.47E-07 61
High FSLLKPWA 0.008595 0 1 1 33 Q9GZZ8 0 961.5506 High 0.000658 0.008879 47
High VILEIDNAR 0.001461 0 1 2 1 P13646 0 1042.589 High 0 0.000105 35
High FSLVPHNYG 6.55E-06 0 1 1 5 Q96TA1 0 1892.991 High 0 9.69E-08 46
High FSMVVQDG 0.000127 0 1 1 1 P30044 0 1222.65 High 0 4.43E-06 47
High FSMVVQDG1xOxidatio  0.000125 0 1 1 3 P30044 0 1238.645 High 0 2.44E-05 49
High FSPATHPSE1xCarbami  0.00031 0 1 1 1 P00747 0 1993.871 High 0 1.42E-05 22
High FSQAVILSQ 1.13E-08 0 1 1 25 Q99935 0 1948.09 High 0 9.73E-11 72
High FSQAVILSQ 7.86E-06 0 1 1 12 Q99935 1 2329.303 High 0 1.99E-05 65
High FSQEVQVP 0.000372 0 0 0 1 0 1289.648 High 0 1.78E-05 34
High FSQFLETEY 0.00017 0 1 1 1 P06737 0 1291.62 High 0 6.48E-06 62
High FSSACDVG 2xCarbami   1.25E-05 0 0 0 2 0 1628.716 High 0 2.24E-07 74
High FSSCGGGG 1xCarbami  2.34E-10 0 1 1 5 P04264 0 1765.735 High 0 1.74E-13 109
High FTMVQVW 0.000331 0 1 1 1 P38606 0 1262.671 High 0 1.53E-05 49
High FSSETWQN 4.05E-05 0 1 1 2 Q96IU4 0 1675.819 High 0 1.02E-06 72
High FSSSSGYGG 0.008876 0 1 1 3 P35527 0 1235.529 High 0 0.001075 20
High VLLDGVQN 8.95E-06 0 1 1 4 P01024 0 1110.627 High 0 1.44E-07 78
High FSTQCQYQ 2xCarbami   4.11E-05 0 1 1 1 Q5T749 0 2503.04 High 0 1.03E-06 22
High VLHEAEGH 1xCarbami  4.53E-06 0 1 1 2 P62318 0 2414.141 High 0 5.98E-08 47
High FSVNLDVK 0.007803 0 1 1 2 P02511 0 921.504 High 0 0.000913 38
High FTASAGIQV 3.23E-06 0 1 1 4 P06733 0 2033.055 High 0 3.87E-08 60
High FTCSGKPIH 1xCarbami  2.24E-07 0 1 1 6 P00326 0 3325.631 High 0 1.23E-09 63
High FTCTVTHTD1xCarbami  2.18E-07 0 1 2 6 P01871 0 1716.863 High 0 1.2E-09 75
High VLGVNVM 0.006146 0 1 1 1 P29373 0 1000.597 High 0 0.000669 30
High VLGTAFDP 0.001276 0 1 1 1 Q92598 0 1321.715 High 0 8.72E-05 33
High VLGILAMID 0.004392 0 1 1 1 Q15181 0 1789.904 High 0 0.000433 21
High FTITPPTAQ 0.005163 0 1 1 3 P52907 0 1570.92 High 0 0.000532 25
High VLLEAGEGL 1.41E-05 0 1 1 2 Q9NY33 0 2525.321 High 0 1.81E-06 48
High FYKNEGGT 0.000935 0 1 1 6 Q13228 1 1544.738 High 0 0.000523 40
High FYNELTEILV 2.57E-05 0 1 1 1 Q8WUM4 0 1396.747 High 0 5.65E-07 51
High VLEGMEVV 0.004998 0 0 0 3 0 1031.555 High 0 0.000513 48
High GCITIIGGG 3xCarbami    2.47E-08 0 1 1 4 P00558 0 1754.787 High 0 7.13E-11 65
High GCSLNCVD 2xCarbami   0.000511 0 0 0 1 1 2107.906 High 0 2.68E-05 37
High GCTDNLTLT1xCarbami  0.000266 0 1 1 3 O00151 0 1320.658 High 0 1.15E-05 41
High VICILSHPIK 2xCarbami   7.85E-05 0 1 1 1 P50395 1 3359.731 High 0 2.39E-06 31
High VLCGGDIYV1xCarbami  0.008992 0 1 1 1 P49189 1 1802.936 High 0 0.001097 25
High VLAVNQEN 0.000121 0 1 1 6 O43707 0 2060.959 High 0 4.2E-06 26
High VLATAFDTT 4.59E-06 0 1 1 1 P34932 0 1321.711 High 0 6.12E-08 45
High GDGPVQG 0.000161 0 1 1 1 P00441 0 1501.765 High 0 6.06E-06 44
High GDLGIEIPA 0.00101 0 1 1 2 P14618 0 1141.61 High 0.000542 0.007022 32
High GDTANEIG 0.000848 0 1 1 1 P36952 0 1870.929 High 0 5.17E-05 28
High GDTANEIG 3.23E-05 0 1 1 1 P36952 1 3505.723 High 0 7.58E-07 36
High GDTFSCMV1xCarbami  1.69E-08 0 1 1 13 P01876 0 2209.042 High 0 4.39E-11 70
High GCLLYGPPG1xCarbami  0.000965 0 1 1 1 P62333 0 1219.614 High 0 6.12E-05 28
High GDTFSCMV1xCarbami    1.84E-05 0 1 1 9 P01876 0 2225.037 High 0 5.95E-06 52
High GEADAMSL 6.31E-07 0 1 1 1 P02788 0 1804.806 High 0 4.71E-09 75
High GEADAMSL1xOxidatio  4.36E-07 0 1 1 1 P02788 0 1820.801 High 0 2.92E-09 74



High GEFEGFVAV 0.000271 0 1 1 1 Q9NY33 0 1295.663 High 0 1.18E-05 60
High GEFVTTVQ 2.64E-05 0 1 1 3 P40925 0 1164.601 High 0 5.86E-07 66
High GEMMDLQ 0.001882 0 1 1 2 P00338 0 1633.783 High 0 0.000144 21
High GEMSRPGE2xCarbami   1.4E-08 0 1 1 5 P07602 0 2365.094 High 0 7.93E-08 64
High GEMSRPGE2xCarbami     2.59E-06 0 1 1 3 P07602 0 2381.089 High 0 2.91E-08 45
High VLAQNSGF 4.72E-08 0 1 1 3 P40227 0 1761.938 High 0 1.65E-10 81
High GEVITTYCP 1xCarbami  1.84E-05 0 1 1 1 P49419 0 1904.917 High 0 3.67E-07 37
High GFDEYMKE 0.003078 0 1 1 1 Q01469 1 1797.92 High 0 0.000274 8
High GFGGIYGV 0.00101 0 1 1 1 Q8NDH3 0 954.5043 High 0 6.48E-05 31
High VLAMSGDP1xOxidatio  0.000382 0 1 1 4 P30153 0 1488.726 High 0 1.84E-05 40
High GDYPLEAV 0.001301 0 1 1 4 P14618 0 1019.516 High 0 0.000277 43
High VLDALFPCV2xCarbami   0.002721 0 1 1 1 P38606 0 2436.205 High 0 0.000232 22
High GAVSAEQV 2.37E-05 0 1 1 2 Q9UHV9 0 1418.739 High 0 5.08E-07 50
High VLDELTLAR 4E-05 0 3 5 3 P02533; P0  0 1029.594 High 0 9.99E-07 66
High FYQTSVESV 2.31E-07 0 1 1 1 P29508 0 2175.983 High 0 1.28E-09 64
High FYTKPPQCV1xCarbami  0.000232 0 1 1 3 Q8N474 0 1919.968 High 0 9.68E-06 43
High FYTIEILKVE 2.32E-05 0 1 1 79 P12273 1 1254.698 High 0 1.63E-05 74
High VLEACSIAC 3xCarbami    0.000264 0 1 1 5 P34896 1 2064.926 High 0 1.15E-05 32
High VLEACSIAC 2xCarbami   7.09E-06 0 1 1 1 P34896 0 1264.602 High 0 1.07E-07 65
High GADFLVTEV 6.03E-07 0 1 1 1 P14618 0 1779.876 High 0 4.43E-09 63
High GADINAPD 1xCarbami  1.64E-07 0 1 1 4 P58546 1 3028.531 High 0 3.37E-06 46
High VLDSGFREI 7.91E-06 0 1 1 2 P01833 1 1406.727 High 0 1.23E-07 63
High VIDPATATS 0.003761 0 1 1 1 P50991 0 1357.732 High 0 0.000354 33
High VLDIIATINK 0.007222 0 1 1 4 P07686 0 1099.672 High 0 0.000827 44
High GAGTNEDA 1.47E-08 0 1 1 2 P12429 0 1673.87 High 0 3.64E-11 89
High VLDLELKGD 0.000953 0 1 1 4 P04083 1 1371.773 High 0 6E-05 41
High VLDLELK 0.009286 0 1 1 2 P04083 0 829.503 High 0 0.00114 36
High VLDLDLFR 0.000617 0 1 1 7 P49591 0 990.5619 High 0 0.00033 50
High GALQNIIPA 7.7E-05 0 1 1 1 P04406 0 1411.79 High 0 2.33E-06 52
High GALTTVEG 0.000164 0 0 0 1 0 1230.705 High 0 6.2E-06 54
High GALYCELCY2xCarbami   0.001043 0 1 1 1 Q96HC4 0 1405.613 High 0 6.76E-05 34
High GANIQLLDL 0.006389 0 0 0 2 0 1978.097 High 0 0.000703 25
High VLDFEHFLP 0.000642 0 1 1 4 P60660 0 1888.004 High 0 3.6E-05 36
High GASQAGM 0.000315 0 1 1 2 P37802 0 1383.614 High 0 1.43E-05 41
High GASQEEEK 0.006307 0 1 1 1 Q9Y6U3 1 1894.939 High 0 0.00069 21
High GATQQILD 2.93E-05 0 1 1 1 P78371 0 1330.66 High 0 6.7E-07 55
High GATTNICYN1xCarbami  6.06E-05 0 1 1 1 Q9NR19 0 1496.716 High 0 1.71E-06 58
High VLDELTLTK 0.000826 0 1 1 3 P13645 0 1031.598 High 0 5E-05 37
High GAVEAAHQ 0.001707 0 1 1 1 Q8IZ83 0 2065 High 0 0.000128 26
High VLDELTLSK 0.000571 0 1 1 2 P13646 0 1017.583 High 0 4.83E-05 50
High GAVGALLV 0.000331 0 1 2 1 Q15907 0 1289.746 High 0 1.54E-05 31
High VILGAHQEV 6.91E-07 0 1 1 2 P00747 0 2496.321 High 0 5.28E-09 48
High VILGNELPK 4.44E-05 0 1 1 2 P28065 1 1536.794 High 0 1.14E-06 42
High FTASAGIQV 1.85E-08 0 1 1 4 P06733 1 2189.156 High 0 4.94E-11 102
High SAMPFTAS 0.002184 0 1 1 2 O00151 0 1582.753 High 0.001021 0.01095 30
High FNVLQYVV 1.53E-05 0 1 1 2 Q14152 0 1434.799 High 0 3.64E-07 52
High FRIEDGFSL 0.000429 0 1 1 1 P01008 1 1211.642 High 0 2.14E-05 35
High FRSETITEEE 3.85E-05 0 1 1 2 P16152 1 1996.006 High 0 1.28E-06 52
High FSALLSDCV1xCarbami  0.002315 0 1 1 2 Q9BZQ8 0 1167.583 High 0 0.000189 37
High VIISAPSADA 3.79E-09 0 1 1 2 P04406 0 2213.109 High 0 6.37E-12 75
High VLLSALER 0.005163 0 1 1 1 P11586 0 900.5513 High 0 0.000534 46
High VLNNMEIG 0.001833 0 1 1 2 P00558 0 1966.943 High 0 0.000432 37
High FNTFIHEDIW 1.18E-06 0 1 1 2 P34096 0 1704.849 High 0 1.05E-08 61
High FSCMAWT 1xCarbami  0.005163 0 1 1 1 P48147 0 1339.556 High 0 0.000533 21
High VIPAADLSQ 0.005367 0 1 1 1 P11216 0 2447.208 High 0 0.000559 16
High FPGQLNAD 0.001632 0 3 10 5 P04350; P0  0 1130.595 High 0 0.000706 43
High FNISNGGPA 0.00348 0 1 1 1 P36871 1 2347.229 High 0 0.000321 23
High VILQDFTGV 0.000935 0 1 1 5 P21399 0 2049.084 High 0 8.65E-05 38
High FSDSYASVI 0.008376 0 1 1 1 P17812 0 1116.557 High 0 0.001002 33
High FSDTCFLDT3xCarbami    3.69E-09 0 1 1 1 P98160 1 2942.214 High 0 6.15E-12 83
High FQIATVTEK 0.000605 0 1 1 4 P28070 0 1036.567 High 0 0.000511 38
High FRHENIIGIN 0.002652 0 1 1 2 P28482 1 1709.945 High 0 0.000269 21
High FPVIVGHEA 2.28E-06 0 1 1 6 P40394 0 2836.509 High 0 4.47E-07 47
High FRCPEALFQ2xCarbami      0.000735 0 1 2 3 P60709 1 3566.621 High 0 4.3E-05 27
High FQPGETLTE 8.44E-06 0 1 1 2 P46940 0 2841.354 High 0 1.34E-07 46
High FQNALLVR 0.002686 0 1 1 13 P02768 0 960.5625 High 0 0.000491 50
High VLNNMEIG 1xOxidatio  0.000102 0 1 1 2 P00558 0 1982.938 High 0 3.37E-06 39
High FQLQSDLLR 0.000774 0 1 1 1 Q96C23 0 1119.616 High 0 4.57E-05 43
High VLITTDLLA 0.000498 0 1 2 4 P60842 0 1114.683 High 0 4.27E-05 37
High FQSAVLYAA 1.38E-06 0 1 1 2 O00462 0 1440.748 High 0 1.3E-08 66
High VLLTTQGV 0.006266 0 1 1 1 Q14204 0 1404.777 High 0 0.000686 44
High VLNVPLCKE3xCarbami    2.8E-05 0 1 1 1 P15328 1 2536.105 High 0 6.31E-07 39
High FQSLGVAFY 0.006514 0 1 1 3 P51149 0 1187.621 High 0.00015 0.003121 23
High VIISAPSADA1xOxidatio  0.001611 0 1 1 4 P04406 1 2949.448 High 0 0.000119 27
High FQSSHHPT 1.63E-06 0 1 1 1 P14625 0 2260.063 High 0 1.6E-08 38
High FNWYVDGV 9.62E-07 0 1 2 4 P0DOX5 0 1677.802 High 0 8.11E-09 73
High FQSVFTVTR 0.003835 0 1 1 1 P02747 0 1084.579 High 0 0.000363 34
High VIISAPSADA 7.6E-05 0 1 1 4 P04406 1 2933.454 High 0 2.29E-06 27
High FRCPEALFQ2xCarbami   3.13E-06 0 1 2 2 P60709 1 3534.631 High 0 3.71E-08 34
High FQLFGSPSG 0.000382 0 1 1 20 P02788 0 1195.611 High 0 0.0002 48
High FQLFGSPSG 9.43E-07 0 1 1 28 P02788 1 1811.969 High 0 7.88E-09 80
High FSGQLNSH 1xCarbami  4.16E-05 0 1 1 5 P01023 0 1899.881 High 0 1.05E-06 40
High FSEPVYAAF 0.008216 0 1 2 1 O95361 0 1544.778 High 0 0.000973 36
High VILITPTPLC 3xCarbami    2.84E-05 0 0 0 2 0 2859.409 High 0 6.43E-07 32
High FSHEEIAMA 0.000169 0 1 1 3 P04075 1 1831.948 High 0 6.4E-06 31
High VILHLKEDQ 2.16E-07 0 3 4 4 P07900; P0  1 2015.044 High 0 1.18E-09 61
High FNKNNEGT 9.8E-06 0 1 1 7 P00450 1 2293.027 High 0 1.62E-07 54
High FQEHCPDL 1xCarbami  0.004198 0 1 1 2 O60437 1 2151.988 High 0 0.000407 4
High FSGVPDRFS 3.45E-08 0 1 1 4 A0A0C4DH 1 2045.993 High 0 1.1E-10 78
High FSGVPDRFS 3.19E-06 0 1 3 4 A0A075B6S 1 2061.988 High 0 3.82E-08 66
High FQELIFEDF 9.42E-05 0 1 1 1 Q96TA1 0 1414.7 High 0 3.01E-06 37
High FQDTDGKH 0.00041 0 1 1 2 P52209 1 1398.738 High 0 2.01E-05 26
High VILGSEAAQ 1.29E-07 0 1 1 3 Q9NY33 0 1762.908 High 0 6.06E-10 77
High VLMEKELPG 0.004537 0 1 1 3 P25815 1 1675.909 High 7.62E-05 0.002483 43
High FSGWYDAD 5.36E-06 0 1 1 5 P18669 1 2135.978 High 0 1.31E-06 39



High VIQCFAETG1xCarbami  4.74E-06 0 1 1 1 Q00610 0 1507.757 High 0 6.35E-08 57
High FPQLDSTSF 4.74E-05 0 1 1 1 P49327 0 1469.702 High 0 1.25E-06 53
High FPSVSLQEA 1.68E-10 0 1 1 181 Q16378 0 1729.854 High 0 1.14E-13 108
High FQDGDLTL 9.26E-09 0 1 1 2 P09211 0 1883.95 High 0 2.02E-11 75
High FQGIKHECQ1xCarbami  0.006067 0 1 1 1 P60981 1 2112.988 High 0 0.000659 26
High FPPPLSPPY 0.000395 0 0 0 16 0 1381.726 High 0 2.53E-05 48
High FSGSGSGT 3.91E-08 0 2 2 5 P01619; A0 0 1632.786 High 0 8.41E-10 101
High FSGSILGNK 0.004478 0 1 1 1 A0A075B6I 0 922.4993 High 0 0.000445 29
High FNKPFVFLM 0.00039 0 1 1 3 P01009 0 1855.978 High 0 8.73E-05 25
High FSGSLLGGK 0.002047 0 0 0 2 0 865.4778 High 0 0.000161 41
High FQHGVIAA 4.21E-05 0 1 1 2 P28062 0 1299.68 High 0 1.07E-06 51
High VIPATDLSE 2.81E-07 0 1 1 4 P06737 0 2478.203 High 0 1.65E-09 88
High VLNLIQSW 0.001023 0 1 1 1 O60784 0 1532.822 High 0 6.57E-05 52
High FPKAEFAEV 1.35E-05 0 1 1 5 P02768 1 1252.657 High 0 1.05E-06 48
High FNKPFVFLM1xOxidatio  3.7E-05 0 1 1 4 P01009 0 1871.972 High 0 9.03E-07 40
High FSGSNSGN 1.99E-08 0 1 1 10 P80748 0 1612.793 High 0 1.31E-10 101
High FSGSGSGT 4.83E-06 0 3 7 5 A0A087WW   0 1303.616 High 0 8.02E-07 80
High VQIYHNPTA 0.011335 0.000221 1 1 2 P50552 0 1546.776 High 7.62E-05 0.001477 26
High YFQFQEEG 0.017642 0.000221 1 1 2 O15144 1 1760.787 High 7.62E-05 0.002624 29
High YGPSLMPG 1xOxidatio  0.013568 0.000221 1 1 1 P52209 1 1997.99 High 7.62E-05 0.001871 19
High VLDFEHFLP1xOxidatio  0.015824 0.000221 1 1 1 P60660 0 1903.999 High 7.62E-05 0.002276 19
High VTYLVHNF 0.013655 0.000221 1 1 1 O75874 0 2559.164 High 7.62E-05 0.001886 14
High YEYGIFNQK 0.018215 0.000221 1 1 2 P06737 0 1161.558 High 7.62E-05 0.002736 22
High YFKPGMPF 1xOxidatio  0.010293 0.000221 1 1 5 P01024 0 2765.31 High 7.62E-05 0.001497 26
High SSQSLVYSD 0.009528 0.000221 1 2 5 P06310 0 3015.434 High 7.62E-05 0.001177 15
High VFMQEFK 0.018806 0.000221 1 1 1 O15144 0 928.4597 High 7.62E-05 0.002868 39
High SSQIGAVVS 0.014191 0.000221 1 1 1 Q9NVS9 1 2428.258 High 7.62E-05 0.001986 32
High TIFAYFTGS 0.015523 0.000221 1 1 2 Q9BRA2 0 1134.583 High 7.62E-05 0.002232 27
High TSDIFGSPV 0.01753 0.000221 1 1 1 Q9H910 0 1438.717 High 7.62E-05 0.002615 26
High VFGFSLITN 0.009406 0.000221 1 1 1 P00491 0 1125.63 High 7.62E-05 0.001161 42
High WSLLQQQK 0.015424 0.000221 1 1 2 P05787 0 1030.568 High 7.62E-05 0.002208 16
High YWLCAATG1xCarbami  0.017087 0.000221 1 1 2 P63244 0 1366.682 High 7.62E-05 0.002532 35
High VIATFTCSG 1xCarbami  0.016655 0.000221 1 1 1 P49189 1 2279.17 High 7.62E-05 0.002441 19
High YNALLAVQ 0.018449 0.000221 1 1 1 Q9UI12 0 1019.588 High 7.62E-05 0.002779 21
High VETELQGV 1xCarbami  0.009346 0.000221 1 1 1 P31947 0 2439.28 High 7.62E-05 0.001149 17
High SASDLTWD 0.01314 0.000221 1 1 5 P02787 1 1434.722 High 0.000904 0.01045 31
High TAAENEFVV 0.010359 0.000221 1 2 1 P08729 1 1348.747 High 7.62E-05 0.001316 22
High TPVQMMY 0.010561 0.000221 1 1 2 P05120 0 1138.575 High 7.62E-05 0.001406 30
High SIVGMTMY 0.010698 0.000221 1 1 2 Q9Y2A7 0 2867.464 High 7.62E-05 0.001369 20
High WRYPSLSLH 0.011263 0.000221 1 1 2 Q96KP4 1 2220.12 High 7.62E-05 0.001472 23
High YLTWASR 0.012807 0.000221 3 3 29 P01876; P0  0 896.4625 High 7.62E-05 0.001729 32
High SLNYWCNL1xCarbami  0.010767 0.000221 1 1 2 Q9HC38 0 1498.718 High 7.62E-05 0.001385 20
High SIQADGLVW 0.012244 0.000221 0 0 1 0 1347.69 High 7.62E-05 0.001635 40
High SLTPAVPVE 0.018332 0.000221 1 1 2 P20810 0 1837.007 High 0.000843 0.01036 13
High SAQFFNYK 0.010494 0.000221 1 1 4 Q02809 0 1004.484 High 7.62E-05 0.002182 23
High VSYYENVIK 0.015523 0.000221 1 1 1 P54577 0 1114.578 High 7.62E-05 0.002235 17
High SYQMWQP 0.018449 0.000221 1 1 1 P18440 0 1679.846 High 7.62E-05 0.002793 32
High TIIPLISQCT 1xCarbami  0.017755 0.000221 0 0 2 0 1370.771 High 7.62E-05 0.002655 24
High SSFLIMWR 0.012323 0.000221 1 1 1 Q9BRG1 0 1039.539 High 7.62E-05 0.001654 28
High VLAMSGDP 0.013743 0.000221 1 1 1 P30153 0 1472.731 High 7.62E-05 0.001895 29
High WQEGNVF 1xCarbami  0.010698 0.000221 1 1 3 P01861 0 2802.251 High 0.003058 0.04074 12
High YGPPCPSCP2xCarbami   0.018099 0.000221 1 1 4 P01861 0 2943.457 High 0.000215 0.003215 15
High YYTPTISR 0.01687 0.000221 1 1 1 P49721 0 1000.51 High 7.62E-05 0.002482 31
High VSHLLGINV 0.009406 0.000221 1 1 1 P35579 0 1571.854 High 7.62E-05 0.001161 20
High SMTYHYHV2xCarbami   0.013224 0.000221 1 1 2 P98088 0 2027.852 High 0.000542 0.007007 12
High WLQEGGQ 2xCarbami   0.013395 0.000221 1 1 1 Q6UXB2 1 2240.985 High 7.62E-05 0.00184 17
High VEILTALR 0.015926 0.000221 1 1 1 Q8WZA0 0 914.5669 High 7.62E-05 0.002293 18
High YFSMTEVD 0.016978 0.000221 1 1 3 P05089 0 1147.509 High 0.000282 0.005054 15
High TPSNELYKP 0.011335 0.000221 1 1 3 Q8WUM4 0 1317.716 High 7.62E-05 0.001481 35
High TLQTMQN 0.014653 0.000221 1 1 1 Q9UQN3 0 1238.62 High 7.62E-05 0.00206 18
High SSLGPVGLD 0.013224 0.000221 1 1 1 P17987 0 972.536 High 7.62E-05 0.001807 37
High VLPIEQSLST 0.010561 0.000221 1 1 2 O43490 0 1805.005 High 7.62E-05 0.00135 27
High TYLISSIPLQ 2xCarbami   0.015824 0.000221 1 1 1 P12273 1 3152.507 High 7.62E-05 0.002275 16
High TPTMGWL 0.013481 0.000221 1 1 1 P06280 0 1413.673 High 7.62E-05 0.001851 26
High YFTLGLPTG1xCarbami  0.012165 0.000221 1 2 1 P46926 0 1874.936 High 7.62E-05 0.001617 24
High YFVEAGAM 0.01163 0.000221 1 1 2 P17987 0 1213.603 High 7.62E-05 0.001528 37
High WISIMTER 0.017197 0.000221 1 2 5 P07355 0 1035.529 High 7.62E-05 0.002543 24
High VFDFTFSPE 0.012972 0.000221 1 1 1 P14550 0 1476.672 High 7.62E-05 0.001758 17
High TIPTDDNVV1xCarbami  0.015424 0.000221 1 1 2 P47895 0 1537.732 High 7.62E-05 0.002202 38
High SAVEGPPER4xCarbami     0.010767 0.000221 1 1 7 P0DOX2 1 4872.191 High 7.62E-05 0.002787 27
High TQTVCNFT 1xCarbami  0.018449 0.000221 1 2 1 Q01469 0 2434.109 High 7.62E-05 0.00279 25
High VINEPTAAA 0.015723 0.000221 1 1 1 P48723 0 1685.868 High 7.62E-05 0.002271 17
High TSLPAWSA 0.011857 0.000221 1 1 2 Q3LXA3 0 1977.941 High 7.62E-05 0.001565 13
High TPLLLMLGQ 0.013568 0.000221 1 1 1 P13798 1 1541.847 High 7.62E-05 0.001862 36
High TDEANCPT 2xCarbami   0.010227 0.000221 1 1 1 P98160 1 2492.129 High 7.62E-05 0.00129 18
High VYTVDLGR 0.012807 0.000221 1 1 12 P01833 0 922.4993 High 0.001143 0.01232 35
High VNVDEVGG 0.017755 0.000221 1 1 1 P68871 0 1314.665 High 7.62E-05 0.002649 21
High YRELGNIIQ 0.016978 0.000221 1 1 2 P53582 1 1233.695 High 7.62E-05 0.002508 19
High VGFQYEGT 0.017642 0.000221 1 1 1 P11413 0 1191.568 High 7.62E-05 0.002632 29
High VIHDNFGIV1xOxidatio  0.011119 0.000221 1 1 2 P04406 0 2611.355 High 7.62E-05 0.001441 31
High SLESLIYMS 0.011933 0.000221 1 1 1 O95171 0 1299.661 High 7.62E-05 0.001585 27
High WQQGNVF1xCarbami  0.012402 0.000221 2 3 4 P0DOX5; P0 0 2801.267 High 7.62E-05 0.001661 9
High SEGGFIWA 1xCarbami  0.016978 0.000221 1 1 1 O75874 0 1154.53 High 7.62E-05 0.002503 42
High SEDTAVYYC1xCarbami  0.009406 0.000221 2 3 2 A0A0C4DH  0 1334.568 High 7.62E-05 0.001157 26
High TCAYTNHT 1xCarbami  0.01163 0.000221 1 2 1 P11216 0 1874.907 High 7.62E-05 0.001525 21
High TPAQYDAS 0.012889 0.000221 1 2 2 P07355 0 1222.595 High 7.62E-05 0.002095 24
High SFYGSTLFL 1xCarbami  0.016762 0.000221 1 1 2 P49327 0 1350.651 High 7.62E-05 0.002467 17
High WAEYHAD 0.011408 0.000221 1 1 1 Q9NRX4 1 2155.975 High 7.62E-05 0.001495 14
High SGAPVLSLL 0.010096 0.000221 0 0 1 0 1198.715 High 7.62E-05 0.001268 41
High TTDGYLLR 0.018332 0.000221 1 1 1 P61247 0 938.4942 High 7.62E-05 0.00277 24
High YQQAGLPL 0.016549 0.000221 1 1 1 P21399 0 1470.868 High 7.62E-05 0.002429 27
High YLDFKVTEG 0.012244 0.000221 1 1 2 P50395 1 1695.863 High 7.62E-05 0.001636 33
High YSDASDCH 2xCarbami   0.018806 0.000221 1 1 1 P01023 0 2105.781 High 7.62E-05 0.00285 20
High TDYMVGSY1xOxidatio  0.014938 0.000221 1 1 1 P52565 0 1261.552 High 7.62E-05 0.00212 29
High SFLEDIR 0.018567 0.000221 1 1 5 P52209 0 879.4571 High 7.62E-05 0.00281 40



High TEDTAVYYC1xCarbami  0.016131 0.000221 1 1 1 A0A0B4J1Y 0 1348.584 High 7.62E-05 0.002333 14
High STYNHLSSW 0.018927 0.000221 1 1 1 P61106 0 1650.787 High 7.62E-05 0.00288 17
High SIAYLQMN 1xOxidatio  0.012807 0.000221 1 1 1 A0A0A0MS 0 1283.666 High 7.62E-05 0.001734 26
High VATPVDWK 0.014938 0.000221 1 1 1 P30041 1 2726.359 High 7.62E-05 0.002114 26
High VYALPEDLV 0.01456 0.000221 1 1 1 P13797 0 1599.899 High 7.62E-05 0.002041 26
High TEDTIFLR 0.013832 0.000221 2 2 1 P02763; P1 0 994.5204 High 7.62E-05 0.001916 29
High SEQFINLR 0.014282 0.000221 1 1 1 P07384 0 1006.532 High 7.62E-05 0.001997 32
High SVGMIAGG 0.01753 0.000221 1 1 1 P00387 0 1901.035 High 7.62E-05 0.002598 26
High VLIEGSINSV 0.018099 0.000221 1 1 1 P59998 0 1186.679 High 7.62E-05 0.002728 35
High VNFTVDQI 0.009346 0.000221 1 1 2 P13639 0 1091.584 High 7.62E-05 0.001153 56
High VNAIPFTYE 0.010359 0.000221 1 1 1 Q13421 0 1749.942 High 7.62E-05 0.001313 28
High TDLLLEPYN 0.018686 0.000221 1 1 1 P35579 0 1205.641 High 7.62E-05 0.002833 35
High VMVTNVTS 0.015723 0.000221 1 2 1 Q9Y490 0 1204.697 High 7.62E-05 0.002255 11
High VAQTEFDR 0.012562 0.000221 1 1 1 Q9NR46 1 1649.824 High 7.62E-05 0.001691 25
High VLYPNDNF 0.014938 0.000221 2 3 1 P11216; P0 0 1442.695 High 7.62E-05 0.002124 31
High TAVETAVLL 0.014467 0.000221 1 1 2 P49368 0 1185.72 High 7.62E-05 0.00203 23
High VLFEKEVNE 0.015034 0.000221 1 1 1 Q9BZQ8 1 2140.092 High 7.62E-05 0.002129 16
High TSIVHLFEW 0.013655 0.000221 1 3 1 P04745 0 1287.684 High 7.62E-05 0.001884 21
High SQTSQAVT 0.016235 0.000221 1 1 3 Q9UBG3 1 3833.815 High 0.004777 0.06182 4
High YEFGIFNQK 0.009346 0.000221 1 2 2 P11216 0 1145.563 High 0.000215 0.004001 29
High YVRPGGGF 0.01456 0.000221 1 1 2 P22352 0 1955.017 High 7.62E-05 0.002043 25
High TVGMLSNM 0.013921 0.000221 1 1 1 P38606 0 1819.854 High 7.62E-05 0.001926 12
High VDNALQSG 0.015723 0.000221 2 2 1 P01834; P0 0 2135.969 High 7.62E-05 0.002263 31
High SCQEVFDK 1xCarbami  0.013224 0.000221 1 1 1 O43505 1 1352.663 High 7.62E-05 0.001803 29
High YHGYIFGFY 0.009346 0.000221 1 1 2 P07686 0 1294.626 High 7.62E-05 0.001151 26
High TGLPLSTYF 0.015034 0.000221 0 0 1 0 1383.752 High 7.62E-05 0.002143 15
High VDVFREDL 1xCarbami  0.018927 0.000221 1 1 3 Q06323 1 1381.678 High 0.000215 0.00372 24
High YVSSLTEEIS 0.010161 0.000221 1 1 1 P49257 1 1411.743 High 7.62E-05 0.001289 21
High YPQLLPGIR 0.018215 0.000221 1 1 2 P23526 0 1056.62 High 7.62E-05 0.00275 34
High SSVLEALSG 0.012643 0.000221 1 2 1 P20591 0 1398.795 High 7.62E-05 0.001707 26
High SLHTLFGDK 0.009528 0.000221 1 1 4 P02768 0 1017.536 High 7.62E-05 0.001179 39
High YPPVTPSPP1xCarbami  0.015623 0.000221 1 1 1 P35326 0 1457.709 High 7.62E-05 0.002246 26
High SQTSQAVT 0.011857 0.000221 1 1 2 Q9UBG3 0 2853.336 High 7.62E-05 0.001572 17
High TMYLLGYIP 0.010359 0.000221 1 1 1 P35606 0 1198.654 High 7.62E-05 0.001321 17
High VAAEDWK 0.014748 0.000221 3 3 29 P01876; P0  0 818.4043 High 7.62E-05 0.002077 35
High VVMALGDY2xCarbami   0.010836 0.000221 1 1 1 P60842 0 2439.104 High 7.62E-05 0.001398 15
High YTELPYGRE 0.012889 0.000221 1 1 2 P25774 1 1582.811 High 7.62E-05 0.001742 22
High TKYETELNL 0.011781 0.000221 1 1 1 P02533 1 1266.669 High 7.62E-05 0.001552 28
High YCNTWPVA1xCarbami    0.012482 0.000221 1 1 1 Q00796 0 1756.84 High 7.62E-05 0.001681 19
High YTLPLYHAM1xOxidatio  0.018099 0.000221 1 1 1 Q9H4A4 0 2297.13 High 7.62E-05 0.002721 12
High SDPFLEFFR 0.013921 0.000221 1 1 1 Q99829 0 1157.563 High 7.62E-05 0.001932 29
High TLAESALQL 0.018099 0.000221 1 1 1 Q9Y490 0 1521.852 High 7.62E-05 0.002713 24
High VVNVANVG 0.009346 0.000221 0 0 1 0 1946.02 High 7.62E-05 0.001148 16
High SDIYVCMIS 1xCarbami  0.009714 0.000221 1 1 2 P31150 0 2127 High 7.62E-05 0.001211 25
High SPLSWIEEK 0.009528 0.000221 1 1 1 P53004 0 1088.562 High 7.62E-05 0.001182 29
High SDIYVCMIS 1xCarbami  0.016549 0.000221 1 1 2 P50395 0 2111.005 High 7.62E-05 0.002423 25
High TIAQDYGV 0.0141 0.000221 1 1 4 Q06830 0 1107.604 High 7.62E-05 0.001973 26
High SDKSPDLAP 0.012482 0.000221 1 1 1 Q9BY44 1 1864.94 High 7.62E-05 0.001675 16
High VDFNVPMK1xOxidatio  0.014938 0.000221 1 1 2 P00558 1 2047.998 High 0.000542 0.006798 16
High TVAMHEVF1xCarbami  0.013481 0.000221 1 1 2 Q9UNH7 0 1362.666 High 7.62E-05 0.001854 30
High SGDPMILSC1xCarbami  0.017869 0.000221 1 1 1 Q92896 0 2123.981 High 7.62E-05 0.002673 15
High TIDLGAAAH 0.00959 0.000221 0 0 2 1 3168.519 High 7.62E-05 0.001195 6
High VGEAWQE 0.01314 0.000221 1 1 2 O15231 0 1452.734 High 7.62E-05 0.002834 28
High LRGDAAAG 0.011335 0.000221 1 1 2 Q6DKJ4 1 2116.053 High 7.62E-05 0.001485 28
High IHQIEYAME 0.010906 0.000221 1 1 1 P25786 0 1431.73 High 7.62E-05 0.001404 18
High GVLFYGPPG1xCarbami  0.009406 0.000221 1 1 1 P55072 0 1251.619 High 7.62E-05 0.001157 37
High GVKGDECQ2xCarbami   0.014467 0.000221 1 1 1 O75882 1 1792.795 High 7.62E-05 0.002028 18
High GTYEPDED 0.009406 0.000221 0 0 1 1 2067.853 High 7.62E-05 0.001162 14
High EMVELPLR 0.015623 0.000221 1 1 3 P55072 0 986.5339 High 7.62E-05 0.002242 35
High NDSHVLIEL 0.010426 0.000221 1 1 1 Q15642 0 1304.696 High 7.62E-05 0.001332 15
High NDVAWNF 0.016028 0.000221 1 1 2 P07203 0 1122.521 High 0.000658 0.009156 28
High LRTEGDGV 0.011857 0.000221 1 1 2 P00738 1 1708.85 High 7.62E-05 0.001849 22
High DASGVTFTW 0.012087 0.000221 1 1 2 P01876 1 2462.195 High 7.62E-05 0.00258 25
High CFCMGVSR2xCarbami   0.010977 0.000221 1 1 2 P98160 0 1016.411 High 7.62E-05 0.001424 34
High ENADSLQA 0.013309 0.000221 1 1 1 P06727 0 1993.994 High 7.62E-05 0.001815 14
High LLAAALGYR 0.012643 0.000221 0 0 1 0 947.5673 High 7.62E-05 0.001705 16
High GSWYSMR 0.016655 0.000221 1 1 2 P02675 0 886.3876 High 7.62E-05 0.002445 31
High ALSTDPAAP 0.016131 0.000221 1 1 1 Q9Y490 0 1197.647 High 7.62E-05 0.002338 26
High LQNNNVYT 0.013224 0.000221 1 1 1 P63010 0 1277.685 High 7.62E-05 0.001805 28
High NGQVWEE 0.013056 0.000221 1 1 2 P22079 1 1345.686 High 7.62E-05 0.002004 30
High GSSGGSGA 0.017418 0.000221 1 1 3 Q04637 0 2503.213 High 7.62E-05 0.002579 16
High NHFTVAQS 0.015926 0.000221 0 0 2 0 1521.708 High 7.62E-05 0.002307 23
High GSSCFECTH2xCarbami   0.010161 0.000221 1 1 1 P21964 0 2170.896 High 7.62E-05 0.001279 15
High NKANSYTT 0.018806 0.000221 1 1 1 A0A0B4J1Y 1 1646.802 High 7.62E-05 0.002847 13
High ALYTFEPR 0.012323 0.000221 1 1 1 Q92882 0 996.5149 High 7.62E-05 0.001652 28
High IQIWDTAG 0.014467 0.000221 5 17 16 P61026; P6    0 1316.659 High 7.62E-05 0.002039 28
High AMEWITAK 0.010836 0.000221 1 1 3 Q01813 0 949.4812 High 7.62E-05 0.001395 33
High ISEECIAQW1xCarbami  0.013056 0.000221 1 1 1 P54577 0 1263.604 High 7.62E-05 0.001775 22
High MSIYQAMW 0.01119 0.000221 1 1 2 P58107 0 1157.548 High 7.62E-05 0.00145 34
High IGALEGYR 0.017418 0.000221 1 1 1 O43776 0 878.473 High 7.62E-05 0.002594 29
High ELSSTEAQL 0.012244 0.000221 1 1 1 Q7Z406 0 2427.163 High 7.62E-05 0.001641 11
High LSKELDLVS 0.009651 0.000221 1 1 1 P80303 1 1532.854 High 7.62E-05 0.001201 33
High MVNHFIAE 0.011556 0.000221 1 1 2 P11142 0 1235.624 High 7.62E-05 0.00152 26
High MVNHFIAE 1xOxidatio  0.015034 0.000221 1 1 1 P11142 0 1251.619 High 7.62E-05 0.002141 21
High GYESFGVH 0.016978 0.000221 1 1 1 Q04446 0 1051.496 High 7.62E-05 0.002509 29
High LSHGKVEV 0.012972 0.000221 1 1 1 P98088 1 2457.262 High 7.62E-05 0.00177 19
High GYDVDFPR 0.010031 0.000221 1 2 11 Q06210 0 968.4472 High 7.62E-05 0.001458 35
High GWVDLFVP 0.017087 0.000221 1 1 1 P05543 0 1060.583 High 7.62E-05 0.002523 32
High NADGTICYD1xCarbami  0.014374 0.000221 1 1 3 P14550 0 1644.696 High 7.62E-05 0.002017 32
High NAGNCLSP 1xCarbami  0.010906 0.000221 1 1 3 O43175 0 1625.904 High 7.62E-05 0.00141 24
High NALALFVLP 0.013309 0.000221 1 1 1 P05543 0 1085.672 High 7.62E-05 0.001825 34
High NALDLLLPK 0.01201 0.000221 0 0 2 0 996.6088 High 7.62E-05 0.001891 29
High NALGPGLS 0.01163 0.000221 1 1 1 Q8N1G4 0 1772.006 High 7.62E-05 0.001526 28
High DNAKNSLY 0.016978 0.000221 1 6 1 P01780 1 1766.885 High 7.62E-05 0.002494 19
High LGHPDTLN 0.014653 0.000221 1 1 8 P06702 0 1455.723 High 0.003058 0.03967 30



High LIHQTNLILQ 0.018686 0.000221 0 0 1 0 1568.916 High 7.62E-05 0.002841 15
High GVLMYGPP 0.017418 0.000221 1 1 1 P17980 0 1176.608 High 7.62E-05 0.002578 22
High EIYTHFTCA 1xCarbami  0.010031 0.000221 1 3 1 P04899 0 1586.716 High 7.62E-05 0.001262 17
High ENAPAIIFID 0.013224 0.000221 1 1 1 P43686 1 2100.134 High 7.62E-05 0.001802 28
High GSIVWQEV 0.013481 0.000221 1 1 1 P07686 1 1621.822 High 7.62E-05 0.00186 25
High GSLTFEPLT 0.016549 0.000221 1 1 2 Q9NQW7 0 1743.989 High 0.004388 0.05662 22
High EQLSLLDRF 0.013224 0.000221 1 1 1 P01011 1 1664.849 High 7.62E-05 0.001811 34
High IKSEHPGLS 0.009903 0.000221 1 1 2 P26583 1 1552.833 High 7.62E-05 0.001238 20
High DLAQYDAA 0.013655 0.000221 1 1 1 Q02818 1 1829.857 High 7.62E-05 0.001877 23
High NMATRPYS 0.017984 0.000221 1 1 2 P00450 0 3872.928 High 7.62E-05 0.002703 11
High GPEEEHLG 0.013056 0.000221 1 1 1 P00450 0 2487.288 High 7.62E-05 0.001778 17
High LPVKSEYPS 0.011408 0.000221 1 1 1 P61916 1 1260.72 High 7.62E-05 0.001486 23
High GNLLIYTEF 0.012562 0.000221 1 1 1 Q93099 0 1254.673 High 7.62E-05 0.001694 25
High GMDKLIVD 0.017087 0.000221 1 1 1 Q99832 1 1103.588 High 7.62E-05 0.00253 28
High NPDNDIRP 1xCarbami  0.009903 0.000221 1 1 1 P00748 0 1915.923 High 7.62E-05 0.001246 21
High NPGTSTTPS1xCarbami  0.015326 0.000221 1 1 1 P24592 1 2745.232 High 7.62E-05 0.002197 22
High ALGSGMAV1xCarbami  0.016762 0.000221 0 0 1 0 1597.756 High 7.62E-05 0.002459 28
High LGLHQVLQ 0.00959 0.000221 1 1 1 O60610 0 1291.748 High 7.62E-05 0.001195 26
High GIVYDTGG 0.018099 0.000221 1 1 1 Q8NDH3 0 1222.668 High 7.62E-05 0.002713 21
High LPQEPGREQ 0.013568 0.000221 1 1 2 Q8NBJ4 1 2118.105 High 0.000658 0.007924 16
High NPWGEVEW 0.009776 0.000221 1 1 1 P17655 0 1330.617 High 7.62E-05 0.001218 36
High ESDVPLKTE 0.017307 0.000221 0 0 3 1 1750.875 High 7.62E-05 0.002572 28
High GIVISFDAR 0.013056 0.000221 1 1 1 Q96G03 0 977.5415 High 7.62E-05 0.001771 27
High IAPANADFA 0.018686 0.000221 1 1 1 P29622 0 1192.611 High 7.62E-05 0.002842 29
High ESLQQMAE 0.016978 0.000221 1 1 1 P14314 0 1291.631 High 7.62E-05 0.002508 32
High GPSSEAMH 0.016655 0.000221 1 1 3 P23381 0 2068.068 High 7.62E-05 0.002449 18
High EQLSLLDR 0.015824 0.000221 1 1 6 P01011 0 973.5313 High 7.62E-05 0.00228 50
High GQHLSDAF 0.011335 0.000221 1 1 1 P30711 0 1624.844 High 7.62E-05 0.001482 22
High LQALVNSLC1xCarbami  0.014842 0.000221 1 1 1 Q6XQN6 0 1457.742 High 7.62E-05 0.002091 39
High ALMDEVVK 0.013832 0.000221 1 1 7 P00558 0 904.4808 High 0.007948 0.1052 38
High DQELYFFH 1xCarbami  0.01687 0.000221 1 1 1 P26639 0 2461.153 High 7.62E-05 0.002473 17
High ILLANFLAQ 0.018567 0.000221 1 1 2 P06744 0 1703.951 High 7.62E-05 0.002807 20
High EEIVYLPCIY 1xCarbami  0.01687 0.000221 1 1 1 Q13228 0 1454.735 High 7.62E-05 0.002483 16
High NIDNPALAD 0.01917 0.000221 1 1 4 O75083 0 2418.241 High 0.00015 0.002925 13
High ENNAVYAF 0.012165 0.000221 1 1 2 O75368 0 1848.949 High 0.004633 0.06096 10
High GSHPWQV 1xCarbami  0.010031 0.000221 0 0 3 0 2728.374 High 7.62E-05 0.00126 20
High NLFNVVDC 1xCarbami  0.009528 0.000221 1 1 1 P55884 0 1108.546 High 7.62E-05 0.001185 29
High GSELQNYFT 0.015926 0.000221 1 1 1 P61221 0 1186.574 High 7.62E-05 0.002299 31
High EISLWFKPE 0.014842 0.000221 1 1 1 P22392 0 1895.979 High 7.62E-05 0.002103 25
High LQDRGPDV 0.01513 0.000221 1 1 3 Q14624 1 1656.892 High 7.62E-05 0.002151 24
High NILGGTVFR 0.018806 0.000221 1 1 2 O75874 0 976.5574 High 7.62E-05 0.002867 20
High GRNDLMEY 0.018332 0.000221 1 1 2 P00966 1 1196.573 High 0.000542 0.005683 23
High CFVFDWPA1xCarbami  0.013481 0.000221 1 1 1 P32456 0 1266.598 High 7.62E-05 0.001852 24
High GQVYILGR 0.012562 0.000221 1 1 2 P00966 0 905.5203 High 7.62E-05 0.001694 41
High ILLANFLAQ 1xOxidatio  0.01201 0.000221 1 1 1 P06744 0 1719.946 High 7.62E-05 0.001594 28
High LQAQQDAV1xCarbami  0.010698 0.000221 1 1 3 P55036 0 1710.859 High 7.62E-05 0.002258 35
High NILMQLYEA1xOxidatio  0.012725 0.000221 1 1 1 Q14515 0 2353.113 High 7.62E-05 0.001722 14
High EQLKAVMD1xOxidatio  0.010561 0.000221 1 1 3 P02768 1 1856.91 High 7.62E-05 0.001346 23
High DMGYHVS 2xOxidatio   0.017197 0.000221 1 1 1 P38606 0 1719.677 High 7.62E-05 0.002554 27
High GSCFIQTLV 1xCarbami  0.00984 0.000221 1 1 1 P31944 0 1614.82 High 7.62E-05 0.001232 17
High ALELVKQEG 0.009776 0.000221 1 1 3 P55058 1 1255.737 High 7.62E-05 0.001312 41
High AQAGEGVR 0.013743 0.000221 1 1 1 O00764 0 1838.954 High 7.62E-05 0.001906 43
High MREWFSET 0.01163 0.000221 0 0 1 1 1488.694 High 7.62E-05 0.001528 15
High ELDLVSHHV 0.012323 0.000221 1 1 4 P80303 0 1204.643 High 7.62E-05 0.00165 29
High HVIPMNPN 0.012725 0.000221 1 1 2 P13797 0 1640.81 High 7.62E-05 0.001723 28
High AVEYYFASD 0.009467 0.000221 1 1 3 Q06210 0 2143.009 High 7.62E-05 0.001172 15
High IYDYDPLYK 0.015824 0.000221 1 2 1 P31941 0 1189.578 High 7.62E-05 0.002282 44
High IFVMATHG 0.009346 0.000221 1 1 2 O60256 0 1714.895 High 7.62E-05 0.001147 18
High KSNFAEALA 0.011335 0.000221 1 1 1 P07237 1 1286.685 High 7.62E-05 0.00148 29
High EIFDSRGNP 0.014938 0.000221 1 1 1 P06733 1 2154.071 High 7.62E-05 0.002114 27
High IYFLLVR 0.01401 0.000221 1 1 1 O75436 0 923.5713 High 7.62E-05 0.001944 29
High HVAYIIR 0.017087 0.000221 1 2 6 P31025 0 871.5149 High 7.62E-05 0.002533 27
High LYGPTNFAP 0.012165 0.000221 1 1 2 Q99829 0 1782.965 High 7.62E-05 0.001622 19
High ITELKEEIEV 0.012562 0.000221 0 0 2 1 1330.746 High 7.62E-05 0.001694 23
High DGLAFNAL 0.016339 0.000221 1 1 1 O43707 0 1226.664 High 7.62E-05 0.002387 33
High IIGVDINKD 0.009651 0.000221 1 1 2 P11766 1 1114.647 High 7.62E-05 0.001199 28
High AYHEQLTV 1xCarbami  0.01687 0.000221 1 1 1 Q9BQE3 0 2764.307 High 7.62E-05 0.002479 14
High LLEIVER 0.01753 0.000221 1 1 1 Q12792 0 871.5247 High 7.62E-05 0.0026 32
High ATMYNLLA 0.012482 0.000221 1 1 1 O14879 0 1300.697 High 7.62E-05 0.001672 30
High IYVDAVINH2xCarbami   0.010096 0.000221 1 2 1 P04745 0 3392.509 High 7.62E-05 0.001269 18
High IYVISLAEPR 0.016762 0.000221 1 1 1 P14868 0 1160.667 High 7.62E-05 0.002457 38
High MAIESAGF 0.010698 0.000221 1 1 3 P07384 0 953.4761 High 7.62E-05 0.002609 25
High HYGYNSYSV 0.01753 0.000221 1 1 1 P07858 0 1634.708 High 7.62E-05 0.002612 8
High DGLILTSR 0.018449 0.000221 1 1 3 Q99497 0 874.4993 High 7.62E-05 0.002797 30
High HYYIGIIETT 0.010561 0.000221 1 1 1 P00450 1 2526.194 High 7.62E-05 0.001355 8
High KEDLYLKPIQ 0.011335 0.000221 1 1 1 P13639 1 1402.805 High 7.62E-05 0.001485 21
High ITVTSEVPFS 0.010977 0.000221 0 0 1 0 1207.657 High 7.62E-05 0.001421 23
High EHGVGGVS1xCarbami  0.017418 0.000221 0 0 2 0 1678.797 High 0.005412 0.06893 22
High DNSKNTLY 1xOxidatio  0.016978 0.000221 1 1 1 A0A0J9YX3 1 1785.88 High 7.62E-05 0.002502 16
High KLVAASQA 0.009528 0.000221 1 1 1 P02768 1 1141.694 High 7.62E-05 0.001178 43
High LLGLGVTDF 0.01456 0.000221 1 1 1 Q7Z406 0 1177.658 High 7.62E-05 0.002054 23
High LVFLGLDNA 0.010227 0.000221 0 0 1 0 1146.652 High 7.62E-05 0.001299 24
High KGVNLPGA 0.012807 0.000221 1 1 1 P14618 1 1764.985 High 7.62E-05 0.001736 25
High LVGGPMDA 0.017307 0.000221 1 1 4 P01034 1 1800.891 High 7.62E-05 0.002571 38
High LVGQSIIAY 0.013056 0.000221 1 1 1 P53621 0 1332.789 High 7.62E-05 0.001784 23
High KGDIFLVR 0.017087 0.000221 1 1 1 P55072 1 947.5673 High 7.62E-05 0.002527 23
High LVKPGNQN 0.019048 0.000221 1 1 1 Q9UQ80 0 1927.003 High 7.62E-05 0.002915 14
High LVLDSVKLE 0.01119 0.000221 0 0 3 1 1086.641 High 7.62E-05 0.001456 30
High AVLNPLCQ 1xCarbami  0.016978 0.000221 1 1 1 Q15437 0 1447.736 High 7.62E-05 0.002494 23
High LTPEEEEILN 0.018686 0.000221 1 1 1 P62241 0 1314.679 High 7.62E-05 0.002839 15
High KFLDGDELT1xCarbami  0.010767 0.000221 1 1 1 Q96NY7 1 2062.053 High 7.62E-05 0.001379 8
High LVTFYEDR 0.012562 0.000221 1 1 2 Q14894 0 1042.52 High 7.62E-05 0.00169 29
High EGPYDVVV 0.016762 0.000221 1 1 1 Q99497 0 2584.325 High 7.62E-05 0.002452 11
High AVGRLEAV 0.009967 0.000221 1 1 2 Q01518 1 1765.876 High 7.62E-05 0.001248 13
High ELAPAVSVL1xCarbami  0.01201 0.000221 1 1 2 Q9Y678 0 1845.978 High 7.62E-05 0.001793 26



High KDSGFQMN 0.015228 0.000221 1 1 1 P02787 1 1323.647 High 7.62E-05 0.00217 55
High ELGPYTLDR 0.013056 0.000221 1 1 2 Q8WXI7 0 1063.542 High 7.62E-05 0.002445 37
High HPQEQPLW 0.018215 0.000221 1 1 23 Q16378 0 1034.505 High 7.62E-05 0.002749 52
High LIEDTEDW 0.018332 0.000221 1 1 4 Q96HC4 0 1429.707 High 7.62E-05 0.002775 25
High CDFPIMK 1xCarbami  0.01513 0.000221 1 1 3 Q04760 0 910.4161 High 7.62E-05 0.002741 24
High LLEDKNGEV 0.012972 0.000221 1 1 1 Q86VP6 1 1669.912 High 7.62E-05 0.001762 34
High LLDYVPIGP 0.014191 0.000221 1 1 4 P46459 0 1142.657 High 7.62E-05 0.001981 35
High LSITGTYDL 0.014842 0.000221 1 1 5 P01009 0 1110.604 High 0.002485 0.02886 31
High DGNVLLHE 1xOxidatio  0.018686 0.000221 1 1 1 P40227 0 2331.213 High 7.62E-05 0.002839 19
High LGAAPEEES 0.010359 0.000221 1 1 1 Q9UNZ2 1 1776.876 High 7.62E-05 0.001317 15
High HDVVFLITK 0.015824 0.000221 1 1 1 Q00610 0 1071.62 High 7.62E-05 0.002283 33
High AQVARPGG 0.016655 0.000221 1 1 1 P49773 0 1416.759 High 7.62E-05 0.002437 33
High CDYWIR 1xCarbami  0.010629 0.000221 1 1 1 P80188 0 912.4033 High 7.62E-05 0.001363 36
High IHPTSVISGY 0.01401 0.000221 1 1 1 P17987 0 1229.664 High 7.62E-05 0.001944 28
High KVVVCDNG1xCarbami  0.00984 0.000221 1 1 1 P61160 1 1422.741 High 7.62E-05 0.001226 25
High MLYVPVM 0.015326 0.000221 1 1 1 A0AVT1 0 1342.701 High 7.62E-05 0.002186 15
High MMNTIIFH 0.015723 0.000221 1 1 1 Q9Y2A7 0 1235.628 High 7.62E-05 0.00226 15
High MNLASEPQ1xOxidatio  0.00959 0.000221 1 1 2 O00151 0 2119.035 High 0.001258 0.01303 18
High AQDGSHPL 0.010561 0.000221 1 1 1 O94979 0 1750.897 High 7.62E-05 0.00135 13
High HAVSFMTC1xCarbami  0.009528 0.000221 1 1 1 P19021 0 2111.946 High 7.62E-05 0.001179 15
High MPILGLGTW1xOxidatio  0.011047 0.000221 2 2 2 P14550; P1 0 1131.623 High 7.62E-05 0.001433 25
High ILDEIEEHN 0.012402 0.000221 1 1 2 Q15019 0 1352.706 High 0.000282 0.004992 31
High MREIVHIQA1xCarbami    0.017984 0.000221 3 6 4 P04350; P0  1 2126.059 High 7.62E-05 0.002705 33
High HGQALGEL 0.014842 0.000221 1 1 1 Q7Z406 1 1905.989 High 7.62E-05 0.002092 27
High HKLDVTSV 0.017197 0.000221 1 1 1 P48643 1 1433.727 High 7.62E-05 0.002551 25
High ARPTDYPTQ 0.010906 0.000221 1 1 1 Q9Y259 0 2100.062 High 7.62E-05 0.001407 20
High ASDTAMYY1xCarbami    0.016444 0.000221 2 2 2 A0A0J9YXX  0 1324.53 High 7.62E-05 0.002394 16
High MDAEQDP 0.014191 0.000221 1 1 2 Q02818 0 2079.018 High 0.001536 0.01646 11
High ATATSCRPC3xCarbami    0.010031 0.000221 1 1 1 P98160 0 2082.915 High 7.62E-05 0.001263 26
High ASYLDCIR 1xCarbami  0.010629 0.000221 1 1 5 P02787 0 997.4771 High 7.62E-05 0.001365 35
High LSVMGCDV1xCarbami  0.01513 0.000221 0 0 1 0 1121.569 High 7.62E-05 0.002157 29
High MEFGTAGL 0.015034 0.000221 1 1 2 Q96G03 0 981.4822 High 7.62E-05 0.002137 35
High EIMENYNIA 0.015424 0.000221 1 2 1 P08603 0 1365.683 High 7.62E-05 0.002209 20
High DFAGIQVG 0.012402 0.000221 1 1 1 Q9BW04 0 934.4993 High 7.62E-05 0.001662 27
High ASTPNGYD 0.009346 0.000221 1 1 1 P02679 0 1893.913 High 7.62E-05 0.001154 13
High HLTPVTLEL 0.01163 0.000221 1 1 3 P30838 0 1264.726 High 0.001799 0.01972 29
High GYVHYFFG 1xCarbami  0.010096 0.000221 1 1 3 O00391 0 1305.583 High 0.000215 0.003753 16
High ASQSIGSSL 0.015326 0.000221 2 2 1 A0A0A0MT  0 2372.163 High 7.62E-05 0.002197 12
High EGGSIPVTL 0.011556 0.000221 1 1 1 Q96KP4 0 1734.891 High 7.62E-05 0.001523 19
High LSSVTAVDT1xCarbami  0.017869 0.000221 0 0 3 0 1775.863 High 7.62E-05 0.002669 37
High MGGSSGA 1xOxidatio  0.011408 0.000221 1 1 1 Q3LXA3 0 2069.074 High 7.62E-05 0.001493 35
High EGGLGPLN 0.014282 0.000221 1 1 3 P32119 0 1734.975 High 7.62E-05 0.001995 30
High MKEIAEAYL 0.013568 0.000221 1 1 2 P0DMV8 1 3260.63 High 7.62E-05 0.001872 16
High ASLVHVGS 0.013395 0.000221 1 1 2 Q6PCB0 0 3200.551 High 7.62E-05 0.002597 9
High HLEEEEGQ 0.011482 0.000221 1 1 2 P07476 1 2372.22 High 7.62E-05 0.0015 19
High LSPIYNLVPV 0.014938 0.000221 1 1 2 P02748 0 1242.746 High 7.62E-05 0.00211 22
High LFDSDPITV 0.017418 0.000221 1 1 1 P10909 1 2002.086 High 7.62E-05 0.002589 18
High ELPELLQR 0.01314 0.000221 1 1 3 Q8WUM4 0 997.5677 High 7.62E-05 0.001791 38
High GLFIIDGK 0.018099 0.000221 1 1 4 P32119 0 862.5033 High 7.62E-05 0.002712 30
High NLVDSYVA 0.011781 0.000221 1 1 1 P50570 0 1348.747 High 7.62E-05 0.001554 48
High GLEWVGR 0.012807 0.000221 3 3 4 A0A0B4J1V   0 816.4363 High 7.62E-05 0.001734 29
High LLVVYPWT 0.012972 0.000221 2 2 2 P02042; P6 0 1274.726 High 7.62E-05 0.00176 32
High QILSADLR 0.013655 0.000221 1 1 2 P55786 0 915.5258 High 7.62E-05 0.001887 31
High FSSGITGCV 1xCarbami  0.010096 0.000221 1 1 1 P98160 0 1055.519 High 7.62E-05 0.001275 45
High AENSSLNLI 0.011857 0.000221 1 1 1 P46459 0 1145.616 High 7.62E-05 0.001567 40
High FAEIIEK 0.012323 0.000221 1 1 2 P28838 0 849.4717 High 0.001203 0.01251 29
High FAYGYIEDL 0.016339 0.000221 1 1 1 P30740 0 1218.604 High 7.62E-05 0.002379 25
High FSHQGVQL1xCarbami  0.019048 0.000221 1 1 1 P55884 0 1919.907 High 7.62E-05 0.002907 15
High QLTLEQLR 0.014938 0.000221 1 1 2 Q16204 0 1000.579 High 0.000215 0.003243 28
High AEFAEVSK 0.010426 0.000221 1 1 10 P02768 0 880.4411 High 7.62E-05 0.001331 38
High AEATTLHVA 0.016028 0.000221 0 0 1 0 2159.091 High 7.62E-05 0.002315 7
High LGVYELLLK 0.010096 0.000221 1 1 1 Q14624 0 1047.645 High 7.62E-05 0.001269 28
High FSGTWYAM 0.013568 0.000221 0 0 1 0 1161.54 High 7.62E-05 0.001874 26
High FSDFLGLHS 0.010293 0.000221 1 1 1 O60749 0 1150.589 High 7.62E-05 0.001305 26
High DVAQIFNN 0.012323 0.000221 1 1 3 Q9Y376 0 1302.716 High 7.62E-05 0.001643 15
High ADLEMQIE 1xOxidatio  0.013395 0.000221 1 1 2 P13645 1 2240.137 High 7.62E-05 0.001835 31
High FEHGGQDS 0.015926 0.000221 0 0 1 0 1452.654 High 7.62E-05 0.002308 20
High DTSASTAYM 0.018332 0.000221 1 1 1 A0A0C4DH 0 1631.758 High 7.62E-05 0.002757 23
High FPSVYLR 0.00984 0.000221 1 1 1 Q9UGM3 0 881.488 High 7.62E-05 0.001234 40
High QPFSIEEIEV 0.010836 0.000221 1 1 2 P40394 1 1812.974 High 0.000215 0.003319 19
High FSSYEKYWC1xCarbami  0.018449 0.000221 1 1 3 P01833 1 1397.619 High 7.62E-05 0.002778 21
High QPFVQGLA 0.013655 0.000221 1 1 2 P01019 0 1898.09 High 7.62E-05 0.001881 27
High FSVCVLGDQ2xCarbami   0.012482 0.000221 1 1 1 P62906 0 1892.827 High 7.62E-05 0.001682 31
High IPIEDGSGEV 0.012889 0.000221 1 1 2 P01024 1 1598.875 High 7.62E-05 0.001751 28
High CPAPELLGG1xCarbami  0.017869 0.000221 1 1 3 P01860 0 2151.167 High 7.62E-05 0.00268 28
High QGLSSSIFT 0.011335 0.000221 1 1 1 P49419 0 1067.573 High 7.62E-05 0.001482 30
High FYYIYNEK 0.018567 0.000221 1 1 1 P01024 0 1139.541 High 7.62E-05 0.002804 36
High FYNQVSTP 0.016444 0.000221 1 1 2 P19823 0 1337.721 High 7.62E-05 0.00292 26
High QHIVNDMN 0.01687 0.000221 1 1 1 Q92597 0 2567.257 High 7.62E-05 0.002481 10
High FYEEVHDLE 0.01753 0.000221 2 2 3 P55209; Q9 0 1336.617 High 0.000658 0.007696 25
High QHQLYVGV 0.00959 0.000221 0 0 1 0 1328.732 High 7.62E-05 0.001186 24
High AFLASPEYV 0.010359 0.000221 1 1 1 P09211 1 2032.05 High 7.62E-05 0.001318 21
High IEPSSSHVA 1xCarbami  0.013056 0.000221 1 1 4 P98160 1 3651.808 High 7.62E-05 0.001772 16
High IDFEKEPLG 0.011705 0.000221 1 1 1 P21399 1 1459.779 High 7.62E-05 0.001543 20
High FVYKEEHPF 0.01201 0.000221 0 0 2 1 1452.716 High 7.62E-05 0.001593 14
High AFAHITGGG 0.017197 0.000221 1 1 1 P22102 0 1665.907 High 7.62E-05 0.002546 24
High FVFLLDR 0.011335 0.000221 1 1 4 Q13045 0 909.5193 High 7.62E-05 0.001481 32
High AEWLAVKD 0.013743 0.000221 1 1 1 Q8WVQ1 1 1216.632 High 7.62E-05 0.001901 30
High QLDVLYPK 0.01119 0.000221 1 1 2 Q13421 0 975.551 High 7.62E-05 0.001453 29
High FVEECFQAG1xCarbami  0.009967 0.000221 1 1 1 Q53EL6 0 1527.751 High 7.62E-05 0.001248 10
High FAADAVKL 0.012972 0.000221 1 1 1 P37837 1 1119.616 High 7.62E-05 0.001762 44
High IGSSLYALG 1xCarbami  0.014467 0.000221 1 1 1 Q9UNH7 0 1928.927 High 7.62E-05 0.002025 36
High FTDLFEK 0.013481 0.000221 1 1 3 Q8WUM4 0 899.4509 High 7.62E-05 0.001846 31
High FTDCGHFQ 1xCarbami  0.018449 0.000221 1 1 1 O75884 0 2422.15 High 7.62E-05 0.002778 14
High QFLDYFK 0.016235 0.000221 1 1 4 P22314 0 960.4825 High 7.62E-05 0.002353 37



High FPGQLNAD 0.009714 0.000221 3 10 2 P04350; P0  1 1258.69 High 7.62E-05 0.001207 38
High ACQSIYPLH1xCarbami  0.011482 0.000221 1 1 1 P61247 0 1704.853 High 7.62E-05 0.001505 18
High RHPDLSIPE 0.018806 0.000221 1 1 2 P43652 1 1445.822 High 7.62E-05 0.002854 14
High RIDITLSSVK 0.01917 0.000221 1 1 1 Q08380 1 1131.673 High 0.00015 0.002932 36
High FINMFAVL 0.016131 0.000221 1 2 1 Q7L576 0 1439.76 High 7.62E-05 0.00235 34
High AANVLLSEQ 0.013056 0.000221 1 2 2 Q9P289 0 1343.717 High 7.62E-05 0.001775 38
High RLFIHESIHD 0.01201 0.000221 1 1 1 P49419 1 1863.982 High 7.62E-05 0.001597 6
High LHLQGQTM 0.012725 0.000221 0 0 1 1 1884.938 High 7.62E-05 0.001721 9
High RISASCQHP1xCarbami  0.0141 0.000221 1 1 1 Q9ULA0 1 2042.012 High 7.62E-05 0.00196 17
High RLWWLDLK 0.009903 0.000221 1 1 4 P02790 1 1129.652 High 7.62E-05 0.001239 34
High RNTEILTGS 0.012807 0.000221 1 1 1 P08603 1 2758.332 High 7.62E-05 0.001737 16
High FKDPGLVD 0.016549 0.000221 1 1 2 P49591 1 1358.768 High 7.62E-05 0.002419 24
High CVTVFSAPN2xCarbami   0.010227 0.000221 0 0 1 0 1990.846 High 7.62E-05 0.001289 10
High LHSFLGDDV 0.009346 0.000221 1 1 2 P06737 0 1418.743 High 7.62E-05 0.001397 26
High LELHVDGP 0.012087 0.000221 1 1 2 P04217 0 1723.96 High 7.62E-05 0.001611 15
High FKAPLEAVA 0.009467 0.000221 1 1 17 O95968 1 1144.672 High 7.62E-05 0.001748 43
High SAATVLAYA1xOxidatio  0.016444 0.000221 1 1 1 Q8TE77 0 1141.592 High 7.62E-05 0.002397 34
High DSAHGFLKV 0.009406 0.000221 1 1 1 P02787 1 1323.717 High 7.62E-05 0.00116 11
High FGVTDFPSC1xCarbami  0.017869 0.000221 1 1 1 O00391 0 1721.836 High 7.62E-05 0.002672 21
High SAGVQCFG1xCarbami  0.018449 0.000221 1 1 1 P22102 1 2194.056 High 7.62E-05 0.002779 35
High AAAGIQPPG1xCarbami  0.012323 0.000221 1 1 1 Q8WVQ1 0 2641.283 High 7.62E-05 0.001655 16
High CVLPEEDSG1xCarbami  0.01401 0.000221 0 0 2 0 1671.826 High 7.62E-05 0.001948 26
High QPSSAFAA 0.014191 0.000221 1 1 1 P01024 0 1152.605 High 7.62E-05 0.001984 24
High DLNHVCVIS1xCarbami  0.01513 0.000221 1 1 1 P00492 0 1471.721 High 7.62E-05 0.002158 31
High FGFPAFSGI 0.017984 0.000221 1 1 1 P53004 0 1185.605 High 7.62E-05 0.002688 33
High FPEHELTFD 0.010629 0.000221 1 1 3 Q9Y4L1 0 1515.723 High 7.62E-05 0.001361 19
High QQHLSSLQ 0.015523 0.000221 1 1 1 O60437 0 1633.775 High 7.62E-05 0.002219 21
High QQMEAYEI 0.009651 0.000221 0 0 1 0 1401.658 High 7.62E-05 0.0012 27
High QQTHMLD 1xOxidatio  0.018449 0.000221 1 1 1 P10909 0 1888.843 High 7.62E-05 0.002777 21
High LKELIFQETA 0.013395 0.000221 1 1 1 P27361 1 1347.763 High 7.62E-05 0.001835 16
High FNWNHCG 2xCarbami   0.019048 0.000221 1 1 1 P15328 0 1721.698 High 7.62E-05 0.002915 19
High LKELIFEETA 0.010906 0.000221 1 1 2 P28482 1 1348.747 High 7.62E-05 0.001407 28
High FNIPDLK 0.015424 0.000221 0 0 1 0 846.472 High 7.62E-05 0.0022 30
High FNLMQVG 0.012402 0.000221 1 1 1 Q14C86 0 964.5033 High 7.62E-05 0.001666 29
High LGYAGNTE 1xCarbami  0.015723 0.000221 1 1 2 P61158 0 2192.142 High 7.62E-05 0.002258 29
High FNADEFED 0.009467 0.000221 0 0 1 1 1700.758 High 7.62E-05 0.001172 32
High FFEHFIEGG 0.014282 0.000221 1 1 2 Q96FW1 0 1238.595 High 7.62E-05 0.001991 28
High CTTPPPSSG2xCarbami   0.011556 0.000221 1 1 3 P00747 0 1793.82 High 7.62E-05 0.001519 29
High FMNPFNM 0.009776 0.000221 1 1 2 P31948 0 1643.771 High 7.62E-05 0.001224 30
High IDVVPIEPH 0.009651 0.000221 1 1 2 P18510 0 2012.133 High 7.62E-05 0.001197 25
High CVLIFGVPS 1xCarbami  0.017197 0.000221 1 1 1 P13716 0 1147.629 High 7.62E-05 0.002536 33
High IEEELGSK 0.012972 0.000221 1 1 2 P06733 0 904.4622 High 7.62E-05 0.001767 32
High FGDFVLK 0.011263 0.000221 0 0 1 0 825.4505 High 7.62E-05 0.001462 24
High FLVYVANFD 0.016339 0.000221 1 1 1 P50395 1 1712.864 High 7.62E-05 0.002375 16
High IKDPDASKP 0.018215 0.000221 1 1 4 P27797 1 1800.84 High 0.000843 0.01031 21
High EVQYTLEM 0.016028 0.000221 1 1 1 P49354 0 1253.645 High 7.62E-05 0.002313 37
High AESGPDLRY 0.015623 0.000221 1 1 2 P15924 1 1995.937 High 7.62E-05 0.002242 15
High CNGVLEGIR1xCarbami  0.013655 0.000221 2 4 2 P35579; Q7 0 1017.515 High 7.62E-05 0.001887 28
High FHPLAANV 0.017642 0.000221 0 0 1 0 2061.076 High 7.62E-05 0.002629 18
High NYILSTQDR 0.009346 0.000221 0 0 1 0 1109.559 High 7.62E-05 0.001151 32
High NYLLSLPHK 0.017869 0.000221 1 1 1 P28482 0 1084.615 High 7.62E-05 0.002678 20
High NYLHYSLYD 0.01314 0.000221 1 1 2 O43242 0 1643.77 High 7.62E-05 0.002587 18
High GFGHIGIAV1xCarbami  0.012643 0.000221 1 1 2 Q04760 0 1790.889 High 7.62E-05 0.001699 18
High NYCRNPDG2xCarbami   0.00984 0.000221 1 1 1 P00747 1 2499.056 High 7.62E-05 0.001232 12
High CLYASVLTA1xCarbami  0.013743 0.000221 1 1 3 P13639 0 1378.715 High 7.62E-05 0.001898 37
High LNEAQPST 1xOxidatio  0.016655 0.000221 1 1 1 P56537 0 1534.753 High 7.62E-05 0.002446 24
High NWADVQS 0.018927 0.000221 1 1 1 Q15437 0 1216.607 High 7.62E-05 0.002891 23
High DVRDYFMP1xCarbami    0.013921 0.000221 1 1 2 P02790 1 1528.667 High 7.62E-05 0.001926 25
High NVVVACEN1xCarbami  0.014374 0.000221 1 1 2 P03950 0 2267.16 High 7.62E-05 0.002012 21
High GHLLDSFAR 0.010031 0.000221 1 1 4 Q9NQW7 0 1015.532 High 7.62E-05 0.001258 29
High ICDEITGRV 1xCarbami  0.017307 0.000221 1 1 1 Q8N335 1 1287.673 High 7.62E-05 0.002564 9
High EAFNMIDQ 0.009967 0.000221 1 3 2 O14950 0 1237.563 High 7.62E-05 0.001257 21
High DVKESDQG1xCarbami  0.017984 0.000221 1 1 1 P98160 1 2044.87 High 7.62E-05 0.002687 19
High IAVAGDLFQ 0.009651 0.000221 1 1 1 Q14393 0 1315.7 High 7.62E-05 0.001196 27
High AHQVVEDG 0.018567 0.000221 2 3 1 P62136; P6 0 1639.775 High 7.62E-05 0.002817 15
High NVDCVLLA 1xCarbami  0.013655 0.000221 1 1 1 Q13126 0 1059.562 High 7.62E-05 0.001883 28
High AKGILFVGS 0.011857 0.000221 1 1 1 P52209 1 1790.94 High 7.62E-05 0.001572 14
High EVDGEGKP 0.012562 0.000221 1 1 1 Q9NY33 0 1540.728 High 7.62E-05 0.001687 13
High CIIPWYIMT 1xCarbami  0.009776 0.000221 1 1 1 Q16222 0 1496.739 High 7.62E-05 0.001224 18
High NTLYLQMS 0.0141 0.000221 1 1 2 A0A0J9YX3 0 1325.688 High 7.62E-05 0.001972 10
High EAVLDVIPT 0.019048 0.000221 1 1 1 P09467 0 1605.86 High 7.62E-05 0.002914 14
High ETLNISGPP 0.011781 0.000221 1 1 2 P28838 0 1168.657 High 7.62E-05 0.001555 36
High NTAWPYFL 1xOxidatio  0.01917 0.000221 1 1 1 Q9UI12 0 1638.81 High 0.00015 0.002936 22
High GLEWLGR 0.018215 0.000221 1 1 5 A0A0B4J1U 0 830.4519 High 0.001258 0.0133 35
High GLEWIGSIY 0.017642 0.000221 1 1 1 P0DP08 0 2372.156 High 7.62E-05 0.002641 11
High CLAPLEGAR1xCarbami  0.014467 0.000221 1 1 1 P04217 0 986.5088 High 7.62E-05 0.002033 22
High CGTGIVGV 1xCarbami  0.009903 0.000221 1 1 2 O00151 0 1136.613 High 7.62E-05 0.001239 28
High ESQSHPGD 0.017418 0.000221 1 1 1 Q06124 0 1557.766 High 7.62E-05 0.002578 8
High GHIISDGGC2xCarbami   0.010629 0.000221 0 0 1 0 1743.779 High 7.62E-05 0.001356 15
High AGEVINQP 1xOxidatio  0.012725 0.000221 1 1 3 P18206 0 1534.717 High 0.001536 0.0147 23
High IFINNEWH 0.010906 0.000221 1 1 4 P47895 0 1416.691 High 0.000542 0.00685 26
High QAEELIQQE 0.0141 0.000221 1 1 1 O14879 0 2007.973 High 7.62E-05 0.001968 20
High AFSDPFVEA 0.015326 0.000221 1 1 1 P34932 0 1239.589 High 7.62E-05 0.002192 23
High EVPLNTIIFM1xOxidatio  0.010906 0.000221 1 1 1 P01008 0 1405.751 High 7.62E-05 0.00141 28
High GAYPLSIEP 0.016131 0.000221 1 1 4 P00450 0 1371.763 High 7.62E-05 0.002331 31
High GAVDAAVP 0.01456 0.000221 1 1 1 Q9UI12 0 1410.795 High 7.62E-05 0.002054 31
High AFLTLAEDI 0.010977 0.000221 1 1 1 P61026 0 1261.715 High 7.62E-05 0.001417 24
High LMNFMYFQ 0.009528 0.000221 1 1 2 Q7L576 0 1249.586 High 7.62E-05 0.00118 34
High CMQLTDFI 1xCarbami  0.0141 0.000221 1 1 1 P50914 0 1268.638 High 7.62E-05 0.001973 12
High QAQYLGM 1xCarbami  0.013655 0.000221 1 1 1 P23526 1 2433.075 High 7.62E-05 0.001883 18
High GAGYTFGQ 0.011408 0.000221 1 2 1 P62714 0 2655.28 High 7.62E-05 0.001491 19
High LCSTEEETA 1xCarbami  0.014748 0.000221 1 1 1 P49441 0 1609.763 High 7.62E-05 0.002088 10
High GALADYEG 0.016131 0.000221 1 1 3 O15231 1 1465.728 High 7.62E-05 0.00234 34
High NFSDNQLQ 0.020433 0.000435 1 1 1 P37802 0 1279.591 High 0.00015 0.003177 22
High YNFIADVVE 0.019416 0.000435 1 1 1 Q92743 0 1197.615 High 0.00015 0.002988 28



High CAEENCFIQ2xCarbami   0.019416 0.000435 1 1 1 P01024 0 1298.55 High 0.00015 0.002986 22
High TDKVFEVM 0.019416 0.000435 1 1 2 P22061 1 1524.773 High 0.004252 0.05548 14
High LTPNVTDIV 0.019918 0.000435 0 0 1 0 1398.795 High 0.00015 0.003079 16
High ASVKEQDY 1xCarbami  0.019292 0.000435 0 0 1 1 1866.917 High 0.00015 0.002953 12
High SIDVACHPG1xCarbami  0.020174 0.000435 1 1 1 P08603 0 1527.762 High 0.00015 0.003146 25
High LEICNLTPD 1xCarbami  0.01954 0.000435 1 1 1 P17655 1 2112.053 High 0.00015 0.003008 34
High NPFDTFFG 0.019918 0.000435 0 0 1 0 1228.575 High 0.00015 0.00309 16
High VNVDAVGG 0.019665 0.000435 1 1 1 P02042 0 1256.659 High 0.00015 0.00302 20
High CFYLFPGH 1xCarbami  0.020563 0.000435 1 1 1 P29466 0 1040.466 High 0.000215 0.003215 21
High GYHYATCL 1xCarbami  0.020045 0.000435 1 1 2 Q06210 0 1482.705 High 0.000542 0.006838 26
High LKEDAVSAA 0.020045 0.000435 0 0 2 1 1178.642 High 0.00015 0.003115 22
High YNLDFWR 0.019791 0.000435 1 1 2 Q13630 0 1013.484 High 0.00015 0.003047 30
High YIGNMHGN 0.020433 0.000435 1 1 2 O75976 0 1445.695 High 0.00015 0.003182 23
High ILTDIMWP 0.019918 0.000435 1 1 3 Q13057 0 1413.817 High 0.00015 0.003081 20
High YGYTHLSAG 0.019665 0.000435 1 1 1 P30085 1 1879.93 High 0.00015 0.003037 19
High QVEGMED 0.019416 0.000435 1 1 4 P25311 0 1121.493 High 0.00015 0.002978 43
High EDGGGWW 0.019416 0.000435 1 1 2 P02675 0 1239.518 High 0.00015 0.002969 17
High IYPTVNCQP1xCarbami    0.019292 0.000435 1 1 1 P01042 0 1980.996 High 0.00015 0.002944 23
High GLEVTITAR 0.020174 0.000435 1 1 5 P01024 0 959.552 High 0.000215 0.004053 40
High STQDTVIAL 0.020174 0.000435 1 2 3 P0C0L5 0 2778.358 High 0.00015 0.003138 21
High FGDFYR 0.020045 0.000435 1 1 1 O75976 0 804.3675 High 0.00015 0.003116 24
High LKLSEELSG 0.019292 0.000435 1 1 1 P61158 1 1188.658 High 0.00015 0.002946 30
High LNSASLKQP1xCarbami  0.020045 0.000435 1 1 2 P08174 1 3649.811 High 0.00015 0.003109 16
High SPFEQFLK 0.019416 0.000435 1 1 1 Q96BQ1 0 995.5197 High 0.00015 0.002992 24
High HVEAVYIDI 0.020303 0.000435 1 1 1 Q00169 0 1400.717 High 0.00015 0.003156 18
High DGKNNVAF 0.020174 0.000435 1 1 1 P35606 1 1818.884 High 0.00015 0.003126 21
High MGVSWIR 0.020174 0.000435 1 1 1 A0A0B4J1V 0 848.4447 High 0.00015 0.003133 23
High GTSQNDPN 0.01954 0.000435 1 1 2 P07996 0 1372.66 High 0.00015 0.003005 34
High CFQWQR 1xCarbami  0.019416 0.000435 1 1 19 P02788 0 924.4145 High 0.00015 0.00299 34
High ELPSFLGK 0.020433 0.000435 1 1 14 P26447 0 890.4982 High 0.00042 0.005443 27
High VIGSGCNLD1xCarbami  0.020174 0.000435 2 2 1 P07195; P0 0 1248.6 High 0.00015 0.003137 21
High LAPLAEDVR 0.019665 0.000435 1 1 2 P06727 0 983.552 High 0.00015 0.003027 25
High LDPHLVLDQ 0.019918 0.000435 1 2 1 P35579 0 1318.748 High 0.00015 0.003075 17
High ILHLPTSWD 0.019791 0.000435 0 0 1 0 1423.748 High 0.00015 0.003066 12
High ILLTEPPMN 0.019791 0.000435 1 1 1 P61160 0 1353.745 High 0.00015 0.003067 33
High LAADDFR 0.019292 0.000435 6 9 4 P02533; P0     0 807.3995 High 0.00015 0.00295 37
High MTELYDYP 0.019918 0.000435 1 1 6 P48147 0 1159.534 High 0.00015 0.003089 27
High IQHSITAQD1xCarbami  0.019791 0.000435 1 1 2 P61970 0 3003.503 High 0.000658 0.008397 17
High GDFCIQVG 1xCarbami  0.019292 0.000435 1 3 1 P22392 0 1051.499 High 0.00015 0.002962 27
High GLEWMGR 0.019665 0.000435 1 1 3 A0A0J9YXX 0 848.4083 High 0.00015 0.003024 34
High LAELEEALQ 0.01954 0.000435 1 1 1 P13647 0 1143.626 High 0.00015 0.002998 25
High YQELINDIA 0.020303 0.000435 1 1 1 P46940 0 1234.643 High 0.00015 0.003157 16
High CGLGINSR 1xCarbami  0.019791 0.000435 1 1 2 P01833 0 876.4356 High 0.00015 0.003053 19
High VVLWGSDY 0.020563 0.000435 1 1 5 O95834 0 1153.589 High 0.000215 0.00321 28
High EPGLCTWQ1xCarbami  0.019292 0.000435 1 1 2 P01033 0 1346.652 High 0.00015 0.00296 35
High HELQANCY 1xCarbami  0.019292 0.000435 1 1 2 P23528 1 1790.813 High 0.001592 0.0168 22
High NHQDVAG 0.020563 0.000435 1 1 1 Q5VWZ2 0 1846.945 High 0.000215 0.003225 15
High LQNNENNI 1xCarbami  0.020045 0.000435 1 2 1 P36980 0 1589.734 High 0.00015 0.003111 16
High CMPTFQFF 1xCarbami    0.020174 0.000435 1 1 1 P10599 0 1221.543 High 0.00015 0.003129 27
High ACYLSINPQ1xCarbami  0.01954 0.000435 1 1 1 P61163 1 2139.027 High 0.00015 0.003015 14
High GLLNDAFQ 0.020045 0.000435 1 1 1 P34913 0 1005.536 High 0.00015 0.003095 30
High SLHDALCVV1xCarbami  0.020433 0.000435 1 1 1 P17987 1 1297.705 High 0.00015 0.003185 26
High RPEEVCGPT1xCarbami  0.019918 0.000435 1 1 1 P98160 0 1475.706 High 0.00015 0.00309 1
High ARPPSEGEF1xCarbami  0.020174 0.000435 1 1 1 Q9H6S3 0 1780.832 High 0.00015 0.003128 18
High ICGDIHGQY1xCarbami  0.019791 0.000435 1 2 1 P62136 0 1722.827 High 0.00015 0.003048 12
High VGSGDTNN 0.020563 0.000435 1 1 1 Q9NR45 0 1540.728 High 0.000215 0.003209 9
High YLAEFATGN 0.019416 0.000435 1 1 5 P62258 1 1384.686 High 0.00015 0.002969 35
High SISCQEIPGQ1xCarbami  0.019416 0.000435 0 0 1 0 1489.706 High 0.00015 0.00297 16
High YCNLMMQ 1xCarbami  0.020563 0.000435 1 1 1 P34096 0 1115.479 High 0.000215 0.003224 23
High EYQELMSV 0.020303 0.000435 2 2 2 P08729; P1 0 1126.545 High 0.00015 0.003159 26
High FSCKPGFTIV3xCarbami    0.019292 0.000435 1 1 1 P08603 0 3425.648 High 0.00015 0.002943 12
High NILFVITKPD 0.020563 0.000435 0 0 2 0 1549.899 High 0.000282 0.004864 27
High TVELIEEPIK 0.021365 0.000626 1 1 1 O00462 1 2254.201 High 0.000215 0.003373 22
High IPQPEEGAT 0.026185 0.000626 1 1 2 O75891 1 1787.917 High 0.000215 0.004397 12
High ILQAVNFPF 0.026688 0.000626 0 0 1 0 1388.83 High 0.000215 0.004521 23
High ITKPGSIDSN 0.026519 0.000626 1 1 2 Q04637 0 1972.025 High 0.000215 0.004467 18
High DSCVGSLVV1xCarbami  0.023208 0.000626 1 1 3 P01024 0 1063.545 High 0.000215 0.003777 39
High ILLLGAGES 0.022339 0.000626 1 3 4 P04899 0 1057.625 High 0.000215 0.003578 34
High TVVSGLVN 1xOxidatio  0.026352 0.000626 0 0 1 0 2037.055 High 0.000215 0.00445 17
High ILLTEPPMN1xOxidatio  0.024575 0.000626 1 1 2 P61160 0 1369.74 High 0.000215 0.004061 27
High IETVNESW 0.024419 0.000626 1 1 2 P21399 1 2797.383 High 0.000215 0.004014 21
High AVTLHDQG 0.022056 0.000626 1 1 1 P22314 0 2507.231 High 0.000215 0.003507 9
High DFTPVCTTE1xCarbami  0.024111 0.000626 1 1 1 P30041 0 1395.657 High 0.000215 0.003956 23
High CEQVCVNS 4xCarbami     0.020827 0.000626 1 1 1 Q14393 0 2285.879 High 0.000215 0.00326 14
High WEDAIPLA 0.025855 0.000626 1 1 1 P09960 0 1155.641 High 0.000215 0.004339 29
High TVTESSSSH 0.022056 0.000626 1 1 1 Q9BW04 0 1978.983 High 0.000215 0.003508 19
High KLPVESIQIV 0.024731 0.000626 1 1 2 Q9BRG1 1 1766.042 High 0.000542 0.005916 18
High TGSTPYWIV 0.025367 0.000626 0 0 2 0 1179.616 High 0.000215 0.004212 35
High VYTLTPFLA 0.023655 0.000626 1 1 1 P49407 0 1408.758 High 0.000215 0.003852 16
High LMVMEIR 0.021916 0.000626 1 1 4 Q06323 0 891.4791 High 0.000215 0.003479 35
High KYDAFLASE 0.024889 0.000626 1 1 2 P62906 1 1484.8 High 0.000282 0.005139 18
High CQGRVEILY1xCarbami  0.024575 0.000626 1 1 1 Q9UGM3 1 1293.673 High 0.000215 0.004042 18
High TFFLEALR 0.026352 0.000626 1 1 3 Q9H0R4 0 996.5513 High 0.000215 0.00443 27
High EFNPLVIVG 0.022915 0.000626 1 1 2 P12259 0 1315.762 High 0.003962 0.0515 28
High LLLDGAPLIA 0.020827 0.000626 1 1 2 Q9H0R4 0 1373.852 High 0.004633 0.06094 33
High TEWLDGKH 0.023208 0.000626 1 1 4 P62937 1 1515.795 High 0.006477 0.08567 26
High LLIDEAILK 0.022481 0.000626 1 1 2 P49591 0 1027.64 High 0.000215 0.003599 28
High EGFHFEETL 0.022481 0.000626 1 1 1 Q96G03 0 1541.727 High 0.000215 0.003596 15
High TFYWDFYT 0.027201 0.000626 1 1 4 P12273 0 1412.627 High 0.000215 0.00465 25
High ICEPGYSPT 1xCarbami  0.024575 0.000626 1 1 2 P07858 0 1314.603 High 0.003912 0.05038 23
High LITLEEEMT 0.026858 0.000626 1 1 1 P07237 0 1206.629 High 0.000215 0.004566 20
High LLHQLADLV 0.026519 0.000626 1 1 1 P47895 1 1577.876 High 0.000215 0.004495 23
High LLTFMGMA 0.024731 0.000626 0 0 1 0 1353.691 High 0.000215 0.004096 26
High LNNMNKYD1xOxidatio  0.022056 0.000626 1 1 4 O00764 1 1980.948 High 0.000215 0.004166 18
High AYSNWPTY 0.021229 0.000626 0 0 2 0 1729.858 High 0.000215 0.003345 24



High CSWLVVQC2xCarbami   0.023061 0.000626 1 1 1 P14324 0 1448.714 High 0.000215 0.00374 27
High IQSSGGPLQ 0.026352 0.000626 1 1 2 Q9HAB8 0 1359.73 High 0.000215 0.00443 33
High AYHPHCFT 3xCarbami    0.026519 0.000626 1 1 1 Q93052 0 1875.766 High 0.000215 0.004475 4
High EGLELLK 0.021229 0.000626 1 1 3 P06733 0 801.4717 High 0.003058 0.0407 26
High WATHGEPS 0.024419 0.000626 1 1 1 Q06210 0 1799.857 High 0.000215 0.004035 10
High LQTQQTYS 0.021639 0.000626 1 1 1 O00462 1 1890.008 High 0.000215 0.003434 22
High TQSSLVPAL 0.023655 0.000626 1 1 3 O60888 0 1533.827 High 0.000215 0.003851 24
High TQPNLDNC1xCarbami  0.02602 0.000626 1 1 3 P01034 1 2217.062 High 0.000215 0.004362 16
High LALGDDSPA 0.024889 0.000626 1 1 1 P17174 1 1356.737 High 0.000215 0.004116 28
High YFAEALGPL 0.023655 0.000626 1 2 2 P50225 0 2940.514 High 0.000215 0.003846 14
High EAIVNSCVF1xCarbami  0.027029 0.000626 1 1 2 Q14204 0 2294.146 High 0.000658 0.00916 27
High TGRLPEAAF 0.020827 0.000626 1 1 2 P35606 1 1301.732 High 0.000215 0.003713 31
High LSEADIR 0.022339 0.000626 1 1 2 P19971 0 803.4258 High 0.000215 0.003582 26
High CCTESLVNR2xCarbami   0.026688 0.000626 1 1 2 P02768 0 1138.498 High 0.000215 0.004524 27
High VEAFQTTIS 0.022056 0.000626 1 1 1 Q9UL46 0 1123.599 High 0.000215 0.003522 41
High EHVAHLLFL 0.022197 0.000626 1 1 2 P19652 0 1234.706 High 0.000215 0.003536 21
High QDLPALEEK 0.022481 0.000626 1 1 1 P34932 0 1295.695 High 0.000215 0.003621 31
High GAQTLYVP 1xCarbami  0.02096 0.000626 1 1 1 P24592 0 1530.712 High 0.000215 0.003303 32
High VPSGGYSSI 0.026185 0.000626 0 0 1 0 2269.121 High 0.000215 0.004393 16
High GAVEKGEE 1xCarbami  0.023061 0.000626 1 1 4 P31947 1 1592.722 High 0.001536 0.0166 26
High GDAAVRDE 0.025529 0.000626 1 1 1 Q15008 1 1473.748 High 0.000215 0.004244 17
High IGPALSCGN1xCarbami  0.024731 0.000626 1 1 3 P00352 0 3184.776 High 0.000215 0.004103 20
High DLQQSIARE 0.022339 0.000626 1 1 1 Q8WUM4 1 3847.936 High 0.000215 0.003593 12
High AGFAGDQI 0.020695 0.000626 1 2 1 P61163 0 1003.521 High 0.000215 0.003246 24
High GFPTIYFSPA 0.027374 0.000626 1 1 1 P30101 0 1341.684 High 0.000215 0.004676 31
High GFSLEELR 0.021777 0.000626 0 0 1 0 950.4942 High 0.000215 0.003457 30
High VPSTEAEAL 0.027374 0.000626 1 1 2 P50395 0 1979.999 High 0.000215 0.004669 18
High EVGAFGTP 0.023958 0.000626 0 0 1 0 1530.827 High 0.000215 0.003912 19
High EVFPVLAAK 0.022625 0.000626 1 1 12 Q8WUM4 0 973.5717 High 0.000215 0.003625 31
High VPTANVSV 1xCarbami  0.026352 0.000626 1 1 3 P04406 1 2197.201 High 0.000215 0.004453 13
High EVEERPAPT 0.023655 0.000626 1 1 1 O15143 0 1582.786 High 0.000215 0.003851 20
High SLATTRPTV 0.027374 0.000626 0 0 1 0 1714.933 High 0.000215 0.004663 7
High NVPLPVIAE 0.022056 0.000626 1 2 3 P01871 1 2268.348 High 0.000215 0.003509 19
High VGSPNAAV 0.024264 0.000626 1 1 2 O00391 0 1893.972 High 0.001709 0.0173 21
High GLLDVTCK 1xCarbami  0.023505 0.000626 0 0 2 0 905.4761 High 0.000215 0.003814 23
High LGLMEMIA 0.023208 0.000626 1 1 2 Q8N335 0 1251.659 High 0.000215 0.003764 21
High VGYVSGWG 0.025367 0.000626 1 1 4 P00738 0 980.4948 High 0.000542 0.006473 46
High ETCNCLYN 3xCarbami    0.021639 0.000626 1 1 1 Q16651 0 3859.671 High 0.000215 0.00342 7
High YREDLSAHL 0.021639 0.000626 1 1 1 P28065 1 2046.981 High 0.000215 0.003424 22
High QDYKEGEM 0.021916 0.000626 1 1 2 P25789 1 1341.635 High 0.000215 0.003504 19
High ETDCGVHIN1xCarbami  0.021094 0.000626 1 2 1 Q06210 0 2054.981 High 0.000215 0.003323 21
High VHVVFSTE 0.027548 0.000626 1 1 1 P49788 0 1073.574 High 0.000282 0.004698 37
High GLDIYVWR 0.024111 0.000626 1 1 1 Q13045 0 1021.547 High 0.000215 0.003941 26
High VPVDVAYR 0.026858 0.000626 1 1 1 P58107 0 918.5043 High 0.000215 0.004561 28
High NVLLDPQLV 0.020695 0.000626 1 1 1 P49368 0 2617.365 High 0.000215 0.003246 16
High NVMLLPVG 0.027201 0.000626 1 1 2 Q96KP4 0 2081.992 High 0.000215 0.004639 20
High AGPIWDLR 0.026185 0.000626 0 0 1 0 927.5047 High 0.000215 0.004414 27
High ETYGEMAD2xCarbami     0.020695 0.000626 1 1 1 P02768 0 1450.528 High 0.000215 0.003236 25
High QEYEQLIAK 0.026688 0.000626 1 1 1 P35527 0 1121.584 High 0.000215 0.004516 35
High QGGLGPM 1xOxidatio  0.02096 0.000626 1 1 1 Q06830 1 1794.953 High 0.000215 0.003282 19
High GAAGALMV 0.021094 0.000626 1 1 1 P61106 0 1337.688 High 0.000215 0.003322 31
High QVYVDKLA 0.025367 0.000626 1 1 2 P34932 1 1305.741 High 0.000215 0.004217 10
High YYGGTEFID1xCarbami  0.022339 0.000626 1 1 1 P34896 1 2222.043 High 0.000215 0.003584 22
High FMELNLAQ 0.023505 0.000626 1 1 1 P61758 0 1093.571 High 0.000215 0.003838 18
High REPGYTPPG1xOxidatio  0.025691 0.000626 1 1 1 Q93052 1 2598.241 High 0.000215 0.004284 25
High LHGGSPWP1xCarbami  0.023806 0.000626 1 1 1 P03950 0 1554.727 High 0.000215 0.003897 14
High RGEQCVDI 3xCarbami    0.023958 0.000626 1 1 1 Q12805 1 2533.102 High 0.000215 0.003937 18
High QVVESAYEV 0.025047 0.000626 1 1 1 P00338 0 1264.678 High 0.000215 0.004154 21
High LHSSPQMA 0.026688 0.000626 1 1 1 Q9Y6U3 1 2793.32 High 0.000215 0.004502 15
High FLCIGLVPN 1xCarbami  0.022197 0.000626 1 1 1 Q92851 0 1160.65 High 0.000215 0.003553 32
High AAGVNVEP 0.021094 0.000626 0 0 3 0 1702.895 High 0.000215 0.003329 34
High FKIPGSPPE 0.024111 0.000626 1 1 2 P50395 1 1402.715 High 0.000215 0.003969 30
High RPGYGAYD 0.022769 0.000626 1 1 1 P05198 0 1244.606 High 0.000215 0.003667 13
High LHIVQVVCK1xCarbami  0.020827 0.000626 1 1 1 O00299 0 1095.634 High 0.000215 0.003255 32
High SADTLWDI 0.022625 0.000626 1 1 1 P07195 0 1176.59 High 0.000215 0.003631 29
High FILIQNR 0.022769 0.000626 0 0 2 0 903.5411 High 0.000215 0.003967 37
High KLDPGSEET 0.023505 0.000626 1 1 2 P26641 1 1572.823 High 0.000215 0.004138 21
High YYDSRPGG 0.022915 0.000626 0 0 1 0 1730.756 High 0.000215 0.003686 17
High FFVGGNW 0.025691 0.000626 1 1 2 P60174 0 954.4832 High 0.002436 0.02743 30
High QLAGLVAN 0.025047 0.000626 1 1 1 P54802 0 1465.78 High 0.000215 0.004163 14
High QLDSIVGER 0.025047 0.000626 2 3 1 P02538; P1 0 1016.537 High 0.000215 0.004158 16
High QLGCGWA 1xCarbami    0.022625 0.000626 1 1 2 Q9UGM3 0 3034.393 High 0.000542 0.006472 22
High QLICDPSYIP1xCarbami  0.022339 0.000626 1 1 1 P31150 0 1476.715 High 0.000215 0.003582 22
High FACYYPR 1xCarbami  0.023655 0.000626 1 2 2 P0C0L5 0 976.4346 High 0.00042 0.005437 30
High VLIEILCTR 1xCarbami  0.024264 0.000626 1 1 1 P20073 0 1116.645 High 0.000215 0.004001 33
High QVKPYVEE 0.022769 0.000626 1 1 3 Q99832 0 2019.139 High 0.000215 0.003666 22
High FATTFYQH 0.024889 0.000626 1 1 2 P01008 0 1528.743 High 0.000282 0.005118 21
High FQLQLLR 0.025691 0.000626 1 1 1 Q9P2R3 0 917.5567 High 0.000215 0.004298 22
High SFAGNLNT 0.020827 0.000626 1 1 1 Q01813 0 1114.553 High 0.000215 0.003269 24
High YWCNDGK 1xCarbami  0.025367 0.000626 1 1 6 P61626 0 942.3774 High 0.000215 0.004215 31
High FNWNHCG 2xCarbami   0.027374 0.000626 1 1 2 P15328 1 1877.799 High 0.000215 0.004686 12
High FFADLLDYI 0.02602 0.000626 1 1 2 P00492 0 1244.656 High 0.000542 0.007194 20
High FFGNLMDA 0.022915 0.000626 1 1 2 P36871 0 1129.535 High 0.000215 0.003701 43
High IKGEHPGLS 0.022481 0.000626 1 2 2 P09429 1 1520.843 High 0.001536 0.01631 22
High NPLEIVSIPD 0.025691 0.000626 1 1 1 P49788 0 2223.152 High 0.000215 0.004295 16
High TNFDNDIA 0.021094 0.000626 0 0 1 0 1277.648 High 0.000215 0.003334 31
High VQQLQISV 0.025529 0.000626 1 1 1 P19013 1 2165.131 High 0.000215 0.004271 7
High HDADGQAT 0.022915 0.000626 1 1 2 O43242 0 1649.897 High 0.002167 0.02548 21
High HDPLNPLC 1xCarbami  0.026519 0.000626 0 0 2 0 1459.747 High 0.000282 0.00489 33
High VTLELGGK 0.024575 0.000626 2 4 1 P47895; P0 0 816.4825 High 0.000215 0.004062 28
High YIDDKDVFQ 0.025047 0.000626 0 0 1 1 1270.631 High 0.000215 0.004148 33
High HLACLPREP2xCarbami   0.023208 0.000626 1 1 1 P01033 1 2194.101 High 0.000215 0.003774 15
High VTISCSGSS 1xCarbami  0.022769 0.000626 1 1 2 P01701 0 3115.479 High 0.000215 0.003678 22
High VASVLGTM1xOxidatio  0.027029 0.000626 1 1 4 O43488 0 1266.618 High 0.001021 0.011 15
High YKQDVYLLP 0.022197 0.000626 2 2 1 O43865; Q 1 1266.709 High 0.000215 0.00355 19



High HLMDPHIF 0.025367 0.000626 1 1 2 P31941 0 2069.997 High 0.000215 0.004217 8
High HLSMFILLP 0.022481 0.000626 1 1 1 P36952 0 1198.702 High 0.000215 0.003611 20
High SSLSVPYVIV 0.023505 0.000626 1 1 6 P01024 1 2385.364 High 0.001382 0.01349 29
High MGFAVLLV 0.023505 0.000626 1 1 1 P13798 0 1282.698 High 0.000215 0.003814 17
High EIMLGLK 0.021229 0.000626 1 1 1 Q06210 0 803.4695 High 0.000215 0.003339 26
High ELISNASDA 0.02096 0.000626 2 2 1 P14625; P0 1 1544.828 High 0.000215 0.003291 4
High GNTAAYLLY 0.022625 0.000626 1 1 1 P54136 0 1460.753 High 0.000215 0.00363 26
High SSSLEMTPY 0.026352 0.000626 1 1 1 Q14C86 1 2563.271 High 0.000215 0.004428 17
High IYVEIER 0.020695 0.000626 1 1 5 O00232 0 921.504 High 0.000215 0.003226 32
High STLTDSLVC 1xCarbami  0.027029 0.000626 1 1 1 P13639 0 1123.566 High 0.000215 0.004599 25
High HSTLDFML 0.026519 0.000626 0 0 2 0 1219.614 High 0.000215 0.004494 21
High VAELLLAK 0.027548 0.000626 0 0 1 0 856.5502 High 0.000215 0.004689 20
High YGPSLMPG 0.024575 0.000626 1 1 2 P52209 1 1981.995 High 0.000215 0.004067 19
High VAAAMEN 0.021365 0.000626 0 0 1 0 1185.604 High 0.000215 0.003367 23
High TYNTDVPLV 0.025529 0.000626 1 1 1 Q16851 1 2545.213 High 0.000215 0.004279 17
High LVTSPCCIV 2xCarbami   0.022339 0.000626 1 1 1 P07900 0 2446.12 High 0.000215 0.003582 12
High LIFQMPQN 0.02096 0.000626 1 1 1 P46940 0 1118.603 High 0.000215 0.003294 24
High IFVEESIYDE 0.021094 0.000626 1 1 1 P00352 1 1801.912 High 0.000215 0.003334 15
High IVSRPEELR 0.024575 0.000626 1 1 1 P49368 1 2496.33 High 0.000215 0.004067 21
High TLDLPIYVT 0.025207 0.000626 1 1 1 P53621 0 1190.678 High 0.000215 0.004192 16
High LVINGNPIT 0.027548 0.000626 1 1 2 P04406 1 2041.108 High 0.000282 0.0047 28
High YGGSVGSQ 0.022056 0.000626 1 1 1 Q04323 1 3083.543 High 0.000215 0.003505 22
High STGDIAGTV 0.027374 0.000626 1 1 3 Q9UDY2 1 1870.951 High 0.001709 0.01756 15
High VDGVVIQLT 0.021777 0.000626 1 1 1 P98088 0 1071.641 High 0.000215 0.003453 17
High DGRGALQN 0.024111 0.000626 1 1 1 P04406 1 1739.94 High 0.000215 0.003947 24
High SPYQEFTDH 0.023061 0.000626 1 1 1 P15880 0 1463.717 High 0.000215 0.003739 17
High GSPMEISLP 0.024889 0.000626 1 1 1 P09960 0 1442.792 High 0.000215 0.004118 30
High NLASRPYSL 0.021639 0.000626 1 1 1 P12259 0 2043.041 High 0.000215 0.003426 9
High GSLQILDQL 0.026519 0.000626 1 1 1 Q9BV20 0 1437.868 High 0.000215 0.004493 24
High SMGGKEDL 0.020695 0.000626 1 1 2 P02787 1 2530.239 High 0.002436 0.02748 17
High YLYEIAR 0.023505 0.000626 1 1 4 P02768 0 927.4934 High 0.000215 0.003835 38
High VFEFGGPEV 0.022197 0.000626 1 1 1 Q08257 0 1221.651 High 0.000215 0.003541 22
High NKCYTAVV 1xCarbami  0.021229 0.000626 1 1 5 P01591 1 1898.968 High 0.000542 0.007003 22
High GSDHSASL 0.027029 0.000626 1 1 2 Q9NR45 0 1866.919 High 0.001536 0.0162 18
High ALLLSTYIK 0.024575 0.000626 1 1 1 O95782 0 1021.629 High 0.000215 0.004059 19
High DIAPTLTLYV 0.025855 0.000626 2 2 2 P00739; P0 1 1418.825 High 0.000215 0.004332 43
High VRELEDMY 0.025855 0.000626 1 1 2 Q9UH65 1 1295.666 High 0.000904 0.01058 32
High NILTSNNID 0.022339 0.000626 1 1 1 P05090 0 1230.669 High 0.000215 0.003573 25
High VFSVAITPD 0.023356 0.000626 1 1 1 P12109 0 1580.843 High 0.000215 0.003797 23
High YNQATPNF 0.02096 0.000626 1 1 1 P50552 0 1561.729 High 0.000215 0.00329 20
High ALLSAPWY 0.021639 0.000626 1 1 1 P06865 0 1303.716 High 0.000215 0.003439 27
High MVLPNLLE 1xOxidatio  0.027029 0.000626 1 1 2 Q8N474 0 1869.945 High 0.000215 0.004577 15
High SNFGYNIPL 0.024264 0.000626 1 1 1 P25788 0 1152.605 High 0.000215 0.003992 36
High VFAIPPSFA 0.021501 0.000626 1 2 1 P01871 0 1637.93 High 0.000215 0.003402 28
High IGEGTYGTV 0.021229 0.000626 0 0 1 0 1171.599 High 0.000215 0.003345 16
High LGGLDVLEA 0.026185 0.000626 0 0 1 0 1377.726 High 0.000215 0.004415 15
High ELVHYQQS 0.022339 0.000626 0 0 1 0 1858.893 High 0.000215 0.003582 14
High LLIYGASTR 0.026352 0.000626 1 1 1 P01624 0 993.5728 High 0.000215 0.004434 29
High NCVILPHIG 1xCarbami  0.022339 0.000626 1 1 1 Q9UBQ7 0 1574.822 High 0.000215 0.003591 17
High LLADPTGAF 0.025691 0.000626 1 1 4 P30044 0 1089.594 High 0.005363 0.06844 36
High ALQDLGLR 0.023208 0.000626 0 0 1 0 885.5152 High 0.000215 0.003755 34
High DQLTCNKF 1xCarbami  0.022481 0.000626 1 1 2 P01024 1 1381.678 High 0.000215 0.003596 38
High TILQCALNR1xCarbami  0.026185 0.000626 1 1 2 P20073 0 1906.996 High 0.000215 0.004388 14
High GTFIEFR 0.026185 0.000626 1 1 4 O15305 0 869.4516 High 0.000215 0.004396 31
High NFDKVTGM 0.026519 0.000626 1 1 1 P55210 1 1223.62 High 0.000215 0.004487 14
High VSVADHSL 0.02096 0.000626 1 1 1 Q13162 0 1292.696 High 0.000215 0.003304 7
High NFGLMMH 1xCarbami  0.023655 0.000626 1 1 2 O75556 0 2246.985 High 0.000215 0.00386 16
High GVEVHIVA 0.026185 0.000626 1 1 1 Q96CN7 0 1440.744 High 0.000215 0.004423 11
High DPHLACVA 1xCarbami  0.0301 0.000823 1 2 1 Q00610 0 1330.621 High 0.000282 0.005266 24
High YADLPGIAR 0.028979 0.000823 1 1 1 Q13561 0 975.5258 High 0.000282 0.005019 24
High WIYEDVER 0.029721 0.000823 1 1 1 O43852 0 1109.526 High 0.000282 0.005191 21
High ILHVDNHIG 0.027723 0.000823 1 1 1 P25786 0 2086.14 High 0.000282 0.004747 15
High LFEELGK 0.028614 0.000823 1 1 4 P34932 0 835.456 High 0.001536 0.0166 23
High HDLDLICR 1xCarbami  0.027899 0.000823 2 3 1 P62136; P6 0 1041.515 High 0.000282 0.00479 26
High LLQAFLER 0.028614 0.000823 1 1 2 P55060 0 989.5778 High 0.000282 0.004932 18
High HGEIDYEAI 0.028076 0.000823 1 1 1 P62333 0 1273.642 High 0.000282 0.004818 28
High SRGPATVE 0.029534 0.000823 0 0 1 1 1832.902 High 0.000282 0.005161 18
High WESGYNTR 0.028076 0.000823 1 1 6 P61626 0 1012.448 High 0.000605 0.007511 23
High MNLASEPQ 0.028434 0.000823 1 1 1 O00151 0 2103.04 High 0.000282 0.0049 22
High VDEYLAWQ 0.028979 0.000823 1 1 1 P30711 0 1631.818 High 0.000282 0.005028 25
High APSDLYQIIL 0.029348 0.000823 1 1 3 P07384 0 1260.72 High 0.000282 0.005097 25
High GWQDVTA 0.02991 0.000823 1 1 1 P55327 1 1454.727 High 0.000282 0.005259 29
High GVNTGAVG 0.028796 0.000823 1 1 1 P52943 1 1997.956 High 0.000282 0.004975 17
High EITYMHSEG 0.028076 0.000823 1 2 2 Q06210 0 1790.899 High 0.000542 0.006928 19
High NDEELNKL 0.029163 0.000823 0 0 1 1 1272.679 High 0.000282 0.005092 27
High NFDEILR 0.028434 0.000823 1 1 4 P30041 0 906.468 High 0.000282 0.004901 34
High NFGLMMH 1xCarbami      0.029163 0.000823 1 1 2 O75556 0 2294.97 High 0.000282 0.005078 15
High NIISLLNVFT 0.028254 0.000823 1 2 2 P53779 0 1486.863 High 0.001021 0.01192 25
High YNIMLVR 0.029163 0.000823 1 1 3 P50990 0 908.5022 High 0.000542 0.005832 23
High NMAEQIIQ 1xOxidatio  0.029534 0.000823 1 1 1 P29401 0 2039.011 High 0.000282 0.005147 18
High ALGNICYDS1xCarbami  0.028434 0.000823 0 0 1 0 1491.665 High 0.000282 0.004888 19
High GLVWVSR 0.027723 0.000823 1 1 1 A0A0B4J1X 0 816.4727 High 0.000282 0.004756 27
High RVGFQYEG 0.028434 0.000823 1 1 3 P11413 1 1347.669 High 0.000282 0.004912 33
High RQSEDSTFY 0.028254 0.000823 1 1 2 P00450 1 1587.74 High 0.00254 0.02957 18
High YYQTIGNHA 0.029721 0.000823 1 1 3 Q9UNM6 1 2062.998 High 0.000282 0.005221 23
High FGQMLGSN 0.027723 0.000823 1 1 1 Q14204 0 2041.947 High 0.000282 0.004764 18
High VLQDLVMD 0.029163 0.000823 0 0 2 0 1314.745 High 0.000282 0.005067 27
High FEISAIR 0.027723 0.000823 1 1 2 Q96G03 0 835.4672 High 0.000282 0.004745 31
High SRPEFMLPV1xOxidatio  0.029534 0.000823 1 1 1 P06737 0 1723.862 High 0.000282 0.005156 15
High ACMGGLPS1xCarbami  0.028434 0.000823 1 1 1 Q9UBX1 0 1539.729 High 0.000282 0.004902 18
High VLGMTLIQ 0.027899 0.000823 1 1 1 Q04760 0 1002.602 High 0.000282 0.004795 18
High AFFSEVER 0.028254 0.000823 1 1 3 Q9UQ80 0 984.4785 High 0.000282 0.004871 29
High AFYPEEISSM 0.028979 0.000823 1 2 1 P0DMV8 0 1614.808 High 0.000282 0.005038 10
High GDFVTSFYW 0.029534 0.000823 0 0 1 0 1761.827 High 0.000282 0.005173 7
High AKPDFKELT 0.028434 0.000823 1 1 1 P13489 1 2317.178 High 0.000282 0.004914 7



High NQVAMNP 0.029163 0.000823 1 1 1 P11142 1 1805.896 High 0.000282 0.005084 24
High QMIDNSYQ 0.029534 0.000823 1 1 1 Q15782 0 1354.631 High 0.000282 0.005169 32
High HNDDEQYA 0.029721 0.000823 2 3 1 P07900; P0 0 2255.959 High 0.000282 0.005181 20
High HEMLPASL 1xOxidatio  0.028076 0.000823 1 1 5 P52209 0 1509.784 High 0.000282 0.004813 22
High IACLDFSLQ 1xCarbami  0.028254 0.000823 1 1 2 P17987 0 1194.619 High 0.000282 0.004876 22
High IEHLYKNPQ 0.02991 0.000823 1 1 1 O60547 1 2022.023 High 0.000282 0.005249 19
High LIVALMYPP 0.029721 0.000823 1 2 1 P13928 0 1335.749 High 0.000282 0.005221 17
High LDELRDEGK 0.029534 0.000823 1 1 1 P02768 1 1074.543 High 0.000282 0.005164 26
High LCVPAMNV1xCarbami  0.028614 0.000823 2 2 1 O43865; Q 0 1547.756 High 0.000282 0.004928 31
High LNEAKEEFT 0.028614 0.000823 1 1 2 P43034 1 1804.908 High 0.000282 0.004937 14
High LNITYPMLF 0.028979 0.000823 0 0 2 0 1239.681 High 0.000282 0.005046 36
High YFKPGMPF 2xOxidatio   0.0301 0.000823 1 1 1 P01024 0 2781.305 High 0.000352 0.005299 20
High LAEQAERY 1xCarbami    0.027899 0.000823 1 1 2 P27348 1 1947.825 High 0.001021 0.01183 18
High YFIDFVAR 0.029348 0.000823 1 1 2 P01042 0 1030.536 High 0.000489 0.005543 21
High IADQLEELN 0.027899 0.000823 0 0 1 1 2484.334 High 0.000282 0.004773 20
High VAGGPQM 0.028796 0.000823 1 1 1 Q13228 1 1669.905 High 0.000282 0.004985 19
High LAAQVLGL 0.028434 0.000823 0 0 1 0 1267.798 High 0.000282 0.004891 11
High ISNIPSLIFLD 0.029348 0.000823 1 1 1 Q6DKJ4 0 1689.942 High 0.000282 0.005116 31
High CANCFDCP 4xCarbami     0.029534 0.000823 0 0 1 0 2086.802 High 0.000282 0.005171 13
High HVIPMNPN1xOxidatio  0.027899 0.000823 1 1 1 P13797 0 1656.805 High 0.000282 0.004788 21
High LTEDPEKQT 0.029534 0.000823 1 1 2 Q6XQN6 1 1542.801 High 0.000282 0.005141 31
High HTLGHLLSL 0.028254 0.000823 1 1 1 Q02809 0 1511.797 High 0.000282 0.004857 21
High STTPDITGY 0.028076 0.000823 1 1 1 P02751 0 1110.543 High 0.000282 0.004814 19
High YGGELVPH 0.028614 0.000823 1 1 1 O75369 0 1342.69 High 0.000282 0.004941 10
High LVTLEEFLA 0.029534 0.000823 1 1 1 Q02818 1 1634.911 High 0.000282 0.005143 29
High KLEEEQIILE 1xCarbami  0.029534 0.000823 1 1 1 P35579 1 1888.932 High 0.000282 0.005139 12
High AVPREELFV 0.029721 0.000823 1 1 2 P14550 1 1375.758 High 0.000282 0.00519 33
High KFDQLLAEE 0.0301 0.000823 2 4 3 P35579; Q7 1 1220.652 High 0.000282 0.005267 36
High IVSGIITPIH 0.028979 0.000823 0 0 1 0 1749.953 High 0.000282 0.005025 15
High KTLQALEFH 0.028254 0.000823 1 1 1 Q08380 1 2112.196 High 0.000282 0.004869 11
High MTATGSGE 0.03029 0.001028 1 1 2 Q7L5N1 0 2453.209 High 0.000352 0.005334 11
High QTYFLPVIG 0.03029 0.001028 1 1 2 P17980 0 1692.921 High 0.000542 0.006969 30
High AASFQAWG 0.03029 0.001028 1 1 1 Q9UBX1 0 1996.029 High 0.000352 0.005333 22
High RDPHLACV 1xCarbami  0.03029 0.001028 1 2 1 Q00610 1 1486.722 High 0.000352 0.005316 10
High FGGAAVFP 0.03029 0.001028 1 1 1 P19971 0 1491.734 High 0.000352 0.005315 29
High GQVFDVGP 0.031262 0.001225 1 1 1 P28482 0 974.5054 High 0.000489 0.005571 17
High DVFSCNVG 1xCarbami  0.030482 0.001225 1 1 1 O00534 0 1621.764 High 0.00042 0.005395 19
High FSGWYDAD 0.030482 0.001225 1 1 2 P18669 0 1979.877 High 0.00042 0.005363 21
High TSTADYAM1xOxidatio  0.030676 0.001225 1 1 1 P02679 0 1150.509 High 0.00042 0.005429 26
High IGAEVYHN 0.031262 0.001225 1 1 1 P06733 1 1597.906 High 0.000489 0.00557 20
High LGTQHPES 0.030482 0.001225 1 1 4 Q96NY7 0 1871.888 High 0.003408 0.04604 15
High IALDFQR 0.030482 0.001225 1 1 4 P17931 0 862.4781 High 0.000658 0.008737 39
High EKYLTWAS 0.03087 0.001225 3 3 2 P01876; P0  1 1153.6 High 0.000542 0.006426 31
High KLSFDFQ 0.031066 0.001225 1 1 2 P23381 1 884.4512 High 0.00042 0.005504 32
High KWQEEME 0.030676 0.001225 1 1 2 P02647 1 1411.667 High 0.00042 0.00544 20
High TVIFVATGE 0.031262 0.001225 1 1 1 O95336 0 1121.62 High 0.000489 0.005574 20
High TPLTATLSK 0.03087 0.001225 1 1 6 P01876 0 931.5459 High 0.002436 0.02692 32
High HSIFTPETN 0.031066 0.001225 1 1 2 P00747 0 1298.649 High 0.00042 0.005528 19
High ILIEDWKK 0.03087 0.001225 1 1 1 P14314 1 1044.609 High 0.00042 0.005485 28
High MSLVNSR 0.031262 0.001225 2 2 1 P01036; P0 0 806.4189 High 0.00042 0.005538 21
High LIINSLYK 0.031262 0.001225 1 1 1 P14625 0 963.5873 High 0.000489 0.005561 21
High AVTITDLR 0.031066 0.001225 0 0 1 0 888.5149 High 0.00042 0.00549 20
High WVGGQHP1xCarbami  0.030676 0.001225 1 1 2 Q9NR45 1 3045.511 High 0.00042 0.005416 10
High LNNMNKYD 0.031066 0.001225 1 1 5 O00764 1 1964.953 High 0.00042 0.005493 25
High LTVDSAIAR 0.030676 0.001225 1 1 2 P15924 0 945.5364 High 0.00042 0.005415 16
High NQLTSLPSA1xCarbami  0.03087 0.001225 1 1 1 Q13045 0 1331.699 High 0.00042 0.005472 28
High LHQYDGSIV 0.031262 0.001225 0 0 1 0 1809.961 High 0.000489 0.005564 20
High ITKANVDLL 0.03087 0.001225 1 1 2 Q13421 1 1239.742 High 0.00042 0.005445 23
High SIGESVPEP 0.030482 0.001225 1 1 1 Q9Y5P6 0 1070.548 High 0.00042 0.005395 26
High NALFCLESA1xCarbami  0.030482 0.001225 1 1 1 P01023 0 1338.651 High 0.00042 0.005369 10
High QHMDITGE1xOxidatio  0.030482 0.001225 1 1 1 Q9H4A4 0 1641.754 High 0.00042 0.005379 31
High MVMPSWF 0.031262 0.001225 1 1 3 O95372 1 2764.303 High 0.000489 0.005559 26
High YSAPANLYV 0.030676 0.001225 0 0 1 0 1153.6 High 0.00042 0.005431 18
High LSNLALVKP 0.03087 0.001225 1 1 1 O14737 0 1211.736 High 0.00042 0.005477 11
High LQAEIEGLK 0.03087 0.001225 1 1 3 P05787 0 1000.567 High 0.000843 0.01003 25
High NLDGISHAP 0.031262 0.001225 1 1 1 Q92820 0 1335.702 High 0.000489 0.005565 16
High QLSLPRFPS 0.030482 0.001225 1 1 1 Q16378 1 2424.267 High 0.00042 0.005376 12
High QHDQLEAQ 0.031066 0.001225 1 1 4 P80303 1 2751.352 High 0.001021 0.01131 11
High LPLPEPWR 0.036137 0.001393 1 1 1 Q9HB07 0 1007.567 High 0.000542 0.006743 32
High CIAYAESHD1xCarbami  0.032469 0.001393 1 1 1 Q04446 0 1776.822 High 0.000542 0.005832 15
High GLVVLGFPC1xCarbami  0.036137 0.001393 1 1 1 P07203 0 2115.044 High 0.000542 0.006733 15
High CLTAIVK 1xCarbami  0.032469 0.001393 1 1 2 P04083 0 804.4648 High 0.000542 0.005837 23
High IAFSCPQKE 1xCarbami  0.035911 0.001393 1 1 1 Q9HC38 1 2134.056 High 0.000542 0.006644 15
High NLMFLVLR 0.036365 0.001393 1 1 3 O43776 0 1005.591 High 0.000542 0.006788 27
High SLPYNQPG 1xCarbami  0.037525 0.001393 1 1 2 Q9Y678 0 2022.036 High 0.000542 0.007083 11
High LQVLLTYR 0.037999 0.001393 1 1 1 Q9H4A4 0 1005.609 High 0.000542 0.007183 20
High NPWSMDE 0.034148 0.001393 1 1 2 P00966 1 3757.799 High 0.000542 0.006264 20
High VMLVNSM 0.033933 0.001393 1 1 1 P18206 0 1235.649 High 0.000542 0.006178 18
High ICAMEGLPQ1xCarbami  0.03524 0.001393 1 1 1 P43652 0 1146.565 High 0.000542 0.006491 26
High NYPMHVFA 0.033089 0.001393 1 1 2 P19021 0 1297.615 High 0.000542 0.005964 20
High AGLYGLPR 0.03166 0.001393 1 1 1 P49327 0 846.4832 High 0.000542 0.005665 27
High AGNILLNTE 0.032469 0.001393 0 0 2 0 1337.717 High 0.000542 0.005849 24
High NVMEEGKD 0.03729 0.001393 1 1 2 P35606 1 1536.711 High 0.000542 0.00702 23
High TSLMNQYV 0.036594 0.001393 1 1 1 P51149 0 1197.593 High 0.000542 0.006856 13
High LMIEMDGT1xOxidatio  0.03166 0.001393 1 1 2 P06733 0 1296.581 High 0.002978 0.0372 22
High LDAQASFLP 0.032469 0.001393 1 1 1 P19827 0 1089.594 High 0.000542 0.005848 30
High DVFNQLLIH1xCarbami  0.033509 0.001393 1 1 1 Q5R3I4 0 2267.16 High 0.000542 0.006087 17
High AKPPSEAEY 0.034148 0.001393 1 1 1 Q8TE68 0 1675.854 High 0.000542 0.006221 10
High GLETFSQLV 0.037999 0.001393 1 1 2 P06865 0 1307.699 High 0.003453 0.04648 17
High DVKESDQG1xCarbami    0.033298 0.001393 1 1 2 P98160 1 2060.865 High 0.000542 0.006324 13
High HSASLIFLH 0.035019 0.001393 1 1 1 Q5VWZ2 0 1938.978 High 0.000542 0.006432 11
High VHLTPEEKS 0.035019 0.001393 1 1 1 P68871 1 1866.012 High 0.000542 0.006459 21
High DVRQYVQG1xCarbami  0.03372 0.001393 1 1 2 P61626 1 1280.605 High 0.000542 0.006148 31
High DYGVYLED 0.035462 0.001393 1 1 1 Q13162 0 1624.76 High 0.000542 0.00658 19
High NSLYLQMN 0.036594 0.001393 1 1 2 A0A0B4J1Y 0 1310.677 High 0.000542 0.006839 22



High LADLIER 0.03146 0.001393 1 2 2 P00352 0 829.4778 High 0.000904 0.01062 27
High ALLVTASQC1xCarbami  0.034363 0.001393 1 1 1 Q01518 1 3165.682 High 0.000542 0.006275 18
High VSFLSALEE 0.032062 0.001393 1 1 1 P02647 1 1514.81 High 0.000542 0.005737 18
High ASGPPVSEL 0.032469 0.001393 0 0 1 0 1198.668 High 0.000542 0.005829 24
High EKYIDQEEL 0.037999 0.001393 2 4 1 P07900; P0 1 1408.695 High 0.000542 0.007199 17
High VVFVFGPD 0.032469 0.001393 1 1 1 P30041 1 1135.651 High 0.000542 0.005838 29
High TYIQCIAAIS 1xCarbami  0.033933 0.001393 1 1 1 Q86VP6 0 1295.678 High 0.000542 0.006182 27
High SVLWWLPV 0.03186 0.001393 1 1 1 Q8NBJ7 0 1256.704 High 0.000542 0.005705 30
High MGGSSGA 0.037525 0.001393 1 1 1 Q3LXA3 0 2053.079 High 0.000542 0.007047 15
High KEPFFHGH 0.03146 0.001393 0 0 1 1 2001.957 High 0.000489 0.005596 14
High SVHFPGQA 0.03186 0.001393 1 1 3 Q06210 0 1255.654 High 0.000542 0.005677 22
High VTMLISGR 0.033509 0.001393 1 1 7 P31025 0 876.4972 High 0.000843 0.009965 32
High IWGEDLR 0.032881 0.001393 1 1 6 P43490 0 888.4574 High 0.000542 0.006637 32
High IWQYVYSK 0.037999 0.001393 1 2 1 P61163 0 1086.562 High 0.000542 0.007176 26
High VAAALTAM 0.036825 0.001393 1 1 1 P19971 0 1413.788 High 0.000542 0.00691 14
High MFLSFPTTK 0.033933 0.001393 1 1 1 P69905 0 1071.554 High 0.000542 0.006205 29
High SSWVFIAA 0.036365 0.001393 1 1 1 P58499 0 1008.551 High 0.000542 0.006757 16
High HQTLQGLA 0.033089 0.001393 1 1 1 Q6IBS0 0 1934.024 High 0.000542 0.006012 19
High MIGGPILPS 0.035911 0.001393 1 1 1 P49419 0 1169.635 High 0.000542 0.006656 14
High NILQLHDLT 0.035686 0.001393 1 1 3 P48147 0 1649.958 High 0.000658 0.009004 24
High SVYLYLSSLR 0.035911 0.001393 0 0 1 0 1200.662 High 0.000542 0.006694 9
High KIPGIYVLSL 0.037762 0.001393 1 1 1 P50897 1 1529.93 High 0.000542 0.007144 37
High VFEPCHTV 2xCarbami   0.032265 0.001393 1 1 1 P98088 0 2695.305 High 0.000542 0.005783 13
High GDAVCTES 2xCarbami   0.037762 0.001393 1 1 2 P08603 0 2177.959 High 0.000542 0.007096 21
High KYSDASDC 2xCarbami   0.035462 0.001393 1 1 1 P01023 1 2233.876 High 0.000542 0.006579 9
High SMPWNVD 0.037762 0.001393 1 1 1 Q16543 0 1277.619 High 0.000542 0.007107 14
High NHMQYEIV1xOxidatio  0.033509 0.001393 1 1 1 P19827 0 1290.651 High 0.000542 0.006083 17
High NGDFLPTR 0.036825 0.001393 1 1 1 P55036 0 919.4632 High 0.000542 0.0069 28
High EFPVYLWQ 0.03372 0.001393 1 1 1 Q9BZQ8 0 1628.826 High 0.000542 0.006163 17
High NFGSYVTH 0.032881 0.001393 1 2 2 P63167 0 1282.606 High 0.000542 0.005935 25
High NDSDPTYG 0.036594 0.001393 1 1 1 Q93052 0 1944.847 High 0.000542 0.006837 20
High NDIASHPPV 0.035686 0.001393 0 0 1 0 1709.824 High 0.000542 0.006603 17
High SPLAQMEE 0.03372 0.001393 1 1 1 Q16181 1 1345.653 High 0.000542 0.006134 21
High YIIIGDTGVG 0.033509 0.001393 1 1 1 P61019 0 1135.636 High 0.000542 0.006085 26
High KNLQYYDIS 0.034363 0.001393 1 1 1 P62826 1 1342.7 High 0.000542 0.006268 34
High VDLGVLGK 0.037762 0.001393 1 1 2 P36871 0 800.4876 High 0.000542 0.007118 27
High AQVTELED 0.036594 0.001393 1 1 1 Q7Z406 1 2102.061 High 0.000542 0.00681 15
High SWEQKLEE 0.032881 0.001393 1 1 1 Q16543 1 1335.636 High 0.000542 0.005936 24
High DSWVFIGA 0.036137 0.001393 1 1 2 Q96BQ1 0 1022.531 High 0.000542 0.006721 30
High YRHPGCYT 3xCarbami    0.034799 0.001393 0 0 1 1 2084.91 High 0.000542 0.006411 24
High ATTLASTLM 0.032881 0.001393 0 0 1 0 1587.776 High 0.000542 0.00594 7
High LFEASIETG 0.037762 0.001393 1 1 3 P28838 1 1678.855 High 0.002584 0.02999 25
High SGEGSQHP 0.033298 0.001393 0 0 1 0 1686.802 High 0.000542 0.00606 18
High VIQYLAYVA 0.035686 0.001393 1 1 1 P35579 0 1478.8 High 0.000542 0.006595 18
High FLTWILNR 0.035462 0.001393 1 1 3 O43776 0 1062.609 High 0.000542 0.006558 31
High ILGVWDTA 0.03372 0.001393 0 0 3 0 1358.768 High 0.000542 0.006122 26
High QYMEGFN 0.032062 0.001393 1 1 1 Q16543 1 2005.896 High 0.000542 0.005765 8
High VLSYVDWI 0.037762 0.001393 1 1 2 Q9NZP8 0 1122.619 High 0.000542 0.00715 19
High LFHSLMVL 0.03186 0.001393 1 1 2 Q16706 0 1216.676 High 0.000542 0.005922 19
High ILGLLDAYL 0.033089 0.001393 1 1 1 P26641 0 1118.682 High 0.000542 0.005974 21
High LFTTMELM 0.034148 0.001393 1 1 1 O00232 0 1141.574 High 0.000542 0.006256 19
High SDVMYTDW 0.032469 0.001393 1 1 2 P19652 0 1144.498 High 0.000542 0.006983 25
High TLEEETRIH 0.033298 0.001393 1 1 1 Q7Z406 1 2024.041 High 0.000542 0.006021 9
High WLCEAVR 1xCarbami  0.03186 0.001393 1 1 1 Q8N474 0 933.4611 High 0.000542 0.005701 37
High LLDHRPVIQ 0.033509 0.001393 0 0 1 0 1533.85 High 0.000542 0.006092 1
High VLSMTGVG1xCarbami  0.033509 0.001393 1 1 1 P30047 1 2058.051 High 0.000542 0.006084 24
High AFVRPSGT 0.036137 0.001393 1 1 3 O95394 0 1432.754 High 0.000542 0.006741 24
High DGSSGGVIY 0.033298 0.001393 1 1 3 P28065 0 2088.072 High 0.000542 0.006043 15
High LGINSLQEL 0.032881 0.001393 1 1 1 P55327 0 1114.647 High 0.000542 0.005939 22
High QTLENERG 0.037999 0.001393 1 1 2 P35579 1 1729.872 High 0.000542 0.007167 19
High VLSALQAVQ 0.035019 0.001393 1 1 1 P01019 0 1723.022 High 0.000542 0.00644 13
High FEVQVTVP 0.033298 0.001393 1 1 1 P01023 0 1046.588 High 0.000542 0.006013 30
High LKPLLNTM 0.037057 0.001393 1 1 1 P20061 0 1804.974 High 0.000542 0.006956 13
High QPQAIITWY 0.036594 0.001393 1 1 1 P98160 0 1247.678 High 0.000542 0.006813 19
High LFDSTTLEH 0.034799 0.001393 0 0 2 0 1318.664 High 0.000542 0.006422 12
High DIQMTQSP 1xCarbami    0.032062 0.001393 1 1 2 P0DOX7 1 2639.276 High 0.000542 0.005755 27
High SFGMTPVL 0.032265 0.001393 1 1 2 P54802 0 2184.127 High 0.000542 0.005793 15
High DIDGHMVN 0.037525 0.001393 1 1 1 P36969 1 1575.758 High 0.000542 0.00704 23
High QPCTPPPQ 1xCarbami  0.033509 0.001393 1 1 3 P22528 0 1776.906 High 0.006118 0.07896 23
High DLAGEEAF 0.034148 0.001393 1 1 1 O15231 1 1803.862 High 0.000542 0.006224 15
High FEGFIQTR 0.035462 0.001393 1 1 1 O14672 0 997.5102 High 0.000542 0.006581 19
High FEELNADLF 0.03186 0.001393 1 2 2 P11142 0 1253.616 High 0.000542 0.005699 30
High IIAHAQLLEQ 0.03146 0.001393 0 0 1 0 1428.807 High 0.000489 0.005582 16
High DLPLLLFR 0.033933 0.001393 1 1 2 O43175 0 986.6033 High 0.000542 0.006194 24
High DLQNFLK 0.034799 0.001393 1 1 8 P06702 0 877.4778 High 0.002436 0.02776 32
High CVPNSNER 1xCarbami  0.03166 0.001393 1 1 3 P02788 1 2053.918 High 0.005737 0.0746 8
High GADVWFK 0.034799 0.001393 1 1 6 P05109 0 822.4145 High 0.000658 0.008177 39
High WPFWLSPR 0.03146 0.001393 1 1 1 P26639 0 1088.568 High 0.000489 0.005618 5
High DLKPSNLLI 1xCarbami  0.033298 0.001393 2 2 4 P28482; P2 0 1844.979 High 0.000542 0.006046 16
High AFLIEEQK 0.032469 0.001393 0 0 1 0 977.5302 High 0.000542 0.005839 14
High QIATLHAQV 0.033298 0.001393 1 1 1 P35579 1 1553.847 High 0.000542 0.006014 22
High WESGYNTR 0.032674 0.001393 1 1 2 P61626 1 1974.869 High 0.000542 0.005881 12
High SGYPDIGFP 0.03458 0.001393 0 0 1 0 1637.857 High 0.000542 0.006327 23
High RIPIADTHL 0.035462 0.001393 0 0 2 1 1035.595 High 0.004737 0.0617 37
High SAYQEAMD1xOxidatio  0.03524 0.001393 1 1 2 P31947 1 1386.657 High 0.000542 0.006509 21
High VLELDNVKS 0.032469 0.001393 1 1 1 P30153 1 3048.519 High 0.000542 0.00586 18
High DRVPTYQY 1xOxidatio  0.033509 0.001393 1 1 1 P55210 1 1820.827 High 0.000542 0.006111 11
High DAFDKGSL 0.033298 0.001393 1 1 2 Q8WUM4 1 1427.717 High 0.000542 0.00606 44
High TITFEQFQE 0.036137 0.001393 1 1 1 O94811 0 1896.959 High 0.000542 0.006708 23
High YVGSMVAD 0.035911 0.001393 1 1 3 P09467 0 1233.604 High 0.000542 0.006653 25
High TLTSSQACV2xCarbami   0.032674 0.001393 1 1 1 P09958 0 2281.059 High 0.000542 0.005908 7
High TGLVEFAR 0.037525 0.001393 1 1 1 P31939 0 892.4887 High 0.000542 0.007068 23
High FGEVVDCT 1xCarbami  0.036137 0.001393 1 1 2 Q14103 0 1167.571 High 0.000542 0.006737 25
High QAMTLEFK 0.033509 0.001393 1 1 1 P34896 0 967.4917 High 0.000542 0.006103 24
High IDTRNELES 0.033509 0.001393 1 1 1 P11021 1 1801.897 High 0.000542 0.006076 14



High SGLLVLTTP 0.032062 0.001393 1 1 3 Q13057 0 1608.968 High 0.000542 0.005739 24
High VPADLGAE 0.039456 0.001585 0 0 4 0 1892.06 High 0.000605 0.007575 28
High ISVNNVLPV1xOxidatio  0.039456 0.001585 1 1 2 P07339 0 1975.032 High 0.000605 0.007568 24
High FQSLNADIN 0.038479 0.001585 1 1 2 P30740 1 1305.691 High 0.000605 0.007323 31
High QSNPLLIHV 0.038965 0.001585 1 1 1 P48147 0 1364.753 High 0.000605 0.007416 22
High TSDLIVLGL 0.038721 0.001585 0 0 1 0 1341.778 High 0.000605 0.007384 26
High NTVLVWR 0.039456 0.001585 1 1 4 Q9NRA1 0 887.5098 High 0.000605 0.007561 25
High MINLSEPDT 0.038965 0.001585 1 1 1 Q14651 0 1532.726 High 0.000605 0.007409 23
High NQGDFSLS 0.038239 0.001585 0 0 1 0 1122.554 High 0.000605 0.007245 13
High WEMPFDP 0.038479 0.001585 1 1 1 P01011 0 1773.765 High 0.000605 0.007327 14
High MLAPEGAL 0.038479 0.001585 1 1 2 Q00169 0 1422.741 High 0.000605 0.007296 27
High AIFLADGNV 0.039456 0.001585 0 0 1 0 1715.875 High 0.000605 0.007537 7
High IKEDNFFQV 0.039704 0.001585 0 0 1 1 1354.7 High 0.000605 0.007624 12
High QLGCGWA 1xCarbami  0.038965 0.001585 1 1 3 Q9UGM3 0 1601.768 High 0.003453 0.04646 23
High MLEENTNI 0.038721 0.001585 1 1 1 Q9NYL9 0 1204.624 High 0.000605 0.007384 31
High AVLFCLSED1xCarbami  0.038965 0.001585 1 1 1 P23528 0 1181.587 High 0.000605 0.007439 15
High SFSNYRPFE 0.038965 0.001585 0 0 1 0 2339.157 High 0.000605 0.007445 12
High ELPSFLGKR 0.039954 0.001585 1 1 2 P26447 1 1046.599 High 0.000658 0.007669 29
High LSFQEFLK 0.039704 0.001585 0 0 1 0 1011.551 High 0.000605 0.007604 18
High ALDFIASK 0.03921 0.001585 1 3 5 O43707 0 864.4825 High 0.000605 0.007467 32
High LQHLENELT 0.039456 0.001585 1 1 1 P01009 0 1803.96 High 0.000605 0.007539 16
High YLDELMK 0.039456 0.001585 1 1 4 P46940 0 911.4543 High 0.003912 0.05065 22
High VLTEDEMG 0.041483 0.001747 1 1 2 P14324 0 1952.938 High 0.000658 0.008091 20
High AQETGHLV 0.041483 0.001747 1 1 2 Q8WWI1 0 1355.674 High 0.000658 0.008066 19
High ASQGISSW 0.044992 0.001747 1 1 2 P01601 0 2107.061 High 0.000658 0.008964 7
High AAEACARP 1xCarbami  0.041483 0.001747 0 0 1 0 1856.918 High 0.000658 0.008085 19
High ATAVVDGA 0.04361 0.001747 1 1 3 P32119 1 1334.731 High 0.000658 0.008582 28
High SRPEFMLPV 0.044434 0.001747 1 1 1 P06737 0 1707.868 High 0.000658 0.008847 17
High AAVATFLQ 0.044158 0.001747 1 1 3 P22314 0 1933.043 High 0.000843 0.01016 22
High VTTVVATPG 0.045557 0.001747 0 0 1 0 2546.273 High 0.000658 0.00913 9
High SRYPVCGSD2xCarbami   0.041744 0.001747 0 0 2 1 2261.007 High 0.000658 0.008106 20
High YKASITALEA 0.043883 0.001747 1 1 1 P35579 1 1194.673 High 0.000658 0.008709 15
High RLLAGDHP 0.045274 0.001747 1 1 2 Q14515 1 1601.949 High 0.000658 0.00905 21
High QVEEALHQ 0.040205 0.001747 0 0 1 0 1430.75 High 0.000658 0.007707 17
High HEIVQTLSL 0.041224 0.001747 1 1 1 Q13228 0 1167.673 High 0.000658 0.00801 31
High YLYHGQTL 0.042269 0.001747 0 0 1 0 1579.811 High 0.000658 0.008274 12
High SEDCFILDH 1xCarbami  0.042269 0.001747 1 1 1 P06396 0 1320.589 High 0.000658 0.00827 13
High ESGYNMIH 0.045842 0.001747 1 1 1 P35573 0 2164.086 High 0.000658 0.009229 12
High FTLNPNPTG 0.040458 0.001747 1 1 1 P45985 0 1933.988 High 0.000658 0.007803 16
High VGVDPLIIPT 0.043883 0.001747 1 1 1 Q9NQW7 0 1615.873 High 0.000658 0.008695 11
High VLGEAMTG1xOxidatio  0.045557 0.001747 1 1 1 Q9Y490 0 1434.726 High 0.000658 0.009156 21
High VHIEIGPDG 0.041224 0.001747 1 2 1 P31943 0 1092.58 High 0.000658 0.00799 30
High FYEAFSK 0.043883 0.001747 1 1 2 P08238 0 891.4247 High 0.000658 0.008681 31
High QFVTATDV 0.040458 0.001747 1 1 1 P13796 0 1135.611 High 0.000658 0.007817 15
High EVVKPVPIT 0.042269 0.001747 1 1 1 Q96HC4 0 1550.915 High 0.000658 0.008297 20
High EVAFDLEIP 0.043339 0.001747 1 1 1 P19827 0 1160.62 High 0.000658 0.008571 22
High SLESALKDL 0.043069 0.001747 1 1 2 O15143 1 1103.631 High 0.000658 0.008481 29
High VKLQEMEG 0.042269 0.001747 1 1 1 P35579 1 1261.682 High 0.000658 0.00829 23
High YTLPLYHAM2xOxidatio   0.04361 0.001747 1 1 1 Q9H4A4 0 2313.125 High 0.000658 0.00859 4
High NVSTGDVN1xOxidatio  0.044992 0.001747 1 1 1 P13645 0 2888.388 High 0.000658 0.009002 18
High YSVQLLTPA 0.043339 0.001747 1 1 1 Q9Y265 0 1530.889 High 0.000658 0.008515 24
High QASTDAGT 0.044992 0.001747 1 1 2 P46937 0 1780.894 High 0.000658 0.009007 23
High GLSQSALPY 0.040967 0.001747 1 1 1 P62277 0 1091.584 High 0.000658 0.007901 31
High SGFSLDNG 0.046128 0.001747 1 1 2 Q9UNZ2 0 1194.575 High 0.000658 0.009309 22
High GMNMYLT 0.041744 0.001747 1 2 1 P55786 0 957.4532 High 0.000658 0.008116 13
High YVNSIWDL 0.0428 0.001747 1 1 3 Q13618 0 1250.678 High 0.001852 0.021 19
High MVNYIQM 0.04361 0.001747 1 1 2 Q6IBS0 0 1026.511 High 0.002115 0.0247 26
High ALYDTFSAF1xCarbami  0.041744 0.001747 1 2 2 P11940 0 1806.873 High 0.004252 0.05522 17
High SPCIVLADA 3xCarbami    0.044158 0.001747 1 1 1 P00352 0 3928.795 High 0.000658 0.008761 3
High ALTDMPQM 0.046128 0.001747 1 1 1 P02671 0 1062.507 High 0.000658 0.009258 18
High NFDLRPGV 0.043339 0.001747 1 1 1 P31153 0 1285.738 High 0.000658 0.008519 18
High NFFLTNR 0.043883 0.001747 1 1 2 P17655 0 911.4734 High 0.000658 0.008673 22
High NIEDALNQ 0.044434 0.001747 1 1 1 Q8WXI7 0 1332.691 High 0.000658 0.008815 15
High MSMKEVD 1xOxidatio  0.04361 0.001747 2 4 1 P07437; P6 1 1939.892 High 0.000658 0.008599 10
High VSADEDLK 0.044158 0.001747 1 1 3 Q9UNH7 1 1545.837 High 0.002115 0.02526 23
High AELAELPLR 0.044434 0.001747 1 1 2 Q96QK1 0 1011.583 High 0.000658 0.008856 28
High QLQMDVIR 0.040458 0.001747 1 1 3 Q12792 0 1002.54 High 0.000658 0.007818 26
High NLNHSLPSD 0.045274 0.001747 1 1 1 Q15208 0 2093.971 High 0.000658 0.009073 13
High GPSVFPLAP 0.042005 0.001747 1 2 2 P0DOX5 0 1186.647 High 0.000658 0.00817 23
High GPSSYYNV 0.043339 0.001747 1 1 1 Q15782 0 2133.008 High 0.000658 0.008545 9
High ERFDHILYT 0.040458 0.001747 1 1 1 P30838 1 1779.902 High 0.000658 0.007826 17
High SLIINTFYSN 0.045274 0.001747 1 1 1 Q58FF6 0 1299.694 High 0.000658 0.009082 13
High YNFDVTK 0.0428 0.001747 1 1 1 Q9NR19 0 886.4305 High 0.000658 0.008392 22
High VLCQGLKD 2xCarbami   0.045557 0.001747 1 1 1 P13489 1 1959.004 High 0.000658 0.009114 20
High HEVININLK 0.043069 0.001747 1 1 1 P78417 0 1079.621 High 0.000658 0.008458 18
High TITPPEPEPT 0.043883 0.001747 0 0 2 0 1562.806 High 0.005317 0.06788 27
High LFEDTKYTT 0.043339 0.001747 1 1 1 Q9UGI8 1 1542.841 High 0.000658 0.008565 14
High AWELYGSP 0.045557 0.001747 1 1 1 P48637 1 2400.292 High 0.000658 0.009097 17
High LFIFETFCR 1xCarbami  0.044992 0.001747 1 1 2 P60228 0 1232.613 High 0.000658 0.008973 16
High EKPLALYM 1xOxidatio  0.045274 0.001747 1 1 2 P30838 0 1658.809 High 0.000658 0.009021 17
High TLDGGLNV 0.040205 0.001747 1 1 1 Q16851 0 1983.112 High 0.000658 0.007729 15
High DNNKDCSG1xCarbami  0.040712 0.001747 1 1 3 P19021 1 1715.813 High 0.000658 0.008781 13
High YFKPGMPF 0.044434 0.001747 1 1 2 P01024 0 2749.315 High 0.000658 0.008842 16
High TTVILPLAPF 0.044434 0.001747 1 1 1 O00533 0 1326.814 High 0.000658 0.008861 12
High LLDQQLDQ 0.040967 0.001747 1 1 1 P07476 1 1597.891 High 0.000658 0.007955 27
High TVDFTSPLF 0.042005 0.001747 1 1 2 Q99102 0 2338.244 High 0.000658 0.008172 14
High LGDTYPSIS 0.044992 0.001747 1 1 1 Q9H4A4 0 1293.643 High 0.000658 0.008981 21
High LSKNEVLM 0.040967 0.001747 1 2 1 P41091 1 1975.064 High 0.000658 0.007904 15
High TVGQLYKES 0.041483 0.001747 1 1 1 Q7Z406 1 1380.748 High 0.000658 0.008076 26
High LTVGAAQV 0.045842 0.001747 1 1 2 P08571 0 1777.069 High 0.005164 0.06664 27
High VVSVLTVLH 0.041483 0.001747 3 4 1 P01861; P0  1 2228.207 High 0.000658 0.008054 16
High TNQVNSGG 0.041744 0.001747 1 1 1 P02747 0 1257.691 High 0.000658 0.008164 32
High LSILYPATTG 0.043339 0.001747 1 1 3 P30041 0 1191.673 High 0.000658 0.008562 16
High WMIQYNN 0.0428 0.001747 1 1 1 P11586 0 1436.735 High 0.000658 0.008419 32
High KVQYAPER 0.045557 0.001747 1 1 3 P49407 1 2126.099 High 0.001753 0.01859 24



High CCTESLVNR3xCarbami    0.045842 0.001747 1 1 1 P02768 1 3030.412 High 0.000658 0.009168 12
High LGTLSALDI 0.040712 0.001747 1 1 1 Q86VP6 0 1256.782 High 0.000658 0.007887 19
High LKVIFLENY 0.044712 0.001747 2 2 1 P11216; P0 1 1294.752 High 0.000658 0.008874 23
High LKPGYLEAT 0.0428 0.001747 1 1 1 Q15181 0 1694.89 High 0.000658 0.008403 6
High LWAFCC 2xCarbami   0.042534 0.001747 1 2 3 P59665 0 856.348 High 0.002584 0.03021 28
High IIHDFPQFY 0.042005 0.001747 0 0 1 0 2039.039 High 0.000658 0.008179 12
High TVVSGLVN 0.044158 0.001747 0 0 1 0 2021.06 High 0.000658 0.008737 12
High ILIEELR 0.043339 0.001747 1 1 1 Q9UJ70 0 885.5404 High 0.000658 0.008509 32
High CQGRVEVL 1xCarbami  0.0428 0.001747 1 1 3 Q9UGM3 1 1279.658 High 0.000658 0.00851 26
High TSDQIHFFF 0.040967 0.001747 1 1 2 P01008 0 1340.663 High 0.000658 0.007935 27
High TGQAAELG 0.040967 0.001747 1 1 1 O00231 0 1157.652 High 0.000658 0.007958 32
High LITQTFSHH 0.041224 0.001747 0 0 1 0 1765.934 High 0.000658 0.008029 14
High IWDLEGK 0.044434 0.001747 1 1 3 P63244 0 860.4512 High 0.007051 0.09567 31
High TFDQLTPEE 0.043069 0.001747 1 1 2 O43852 1 1579.76 High 0.000658 0.008452 19
High TGVHHYSG1xCarbami  0.040967 0.001747 0 0 1 0 2014.94 High 0.000658 0.0079 16
High SAMPFTAS 1xOxidatio  0.045842 0.001747 1 1 1 O00151 0 1598.748 High 0.000658 0.009222 20
High LDPNNKEG 0.041224 0.001747 1 1 2 P19021 1 1634.922 High 0.000658 0.008 23
High LNLYELK 0.040712 0.001747 1 1 1 P49720 0 892.5138 High 0.000658 0.007851 24
High VAAGAFQG 0.045557 0.001747 1 1 1 P02750 0 989.5527 High 0.000658 0.009146 23
High YAEIVHLTL 0.045274 0.001747 1 1 1 P21281 1 1712.933 High 0.000658 0.009061 7
High TEMENEFV 1xOxidatio  0.044992 0.001747 1 1 1 P05787 1 1496.767 High 0.000658 0.008969 15
High YEDMAAFM 0.040967 0.001747 1 1 1 P31947 0 1105.469 High 0.000658 0.007937 38
High IHVYGYSM 0.04361 0.001747 1 1 2 Q9NRX4 0 2323.118 High 0.000658 0.008629 16
High WANFHLEN 0.042269 0.001747 1 1 2 P13797 0 1616.76 High 0.001021 0.011 21
High LLNFPTIVE 0.04361 0.001747 1 1 1 O43681 0 1201.694 High 0.000658 0.008589 10
High VAAALDDG 0.040458 0.001747 1 1 2 P19971 1 1647.845 High 0.000658 0.007821 24
High LEYHQVIQQ 0.042005 0.001747 1 1 1 P80303 0 1673.832 High 0.000658 0.008199 10
High AVFQFYQR 0.041744 0.001747 1 1 1 Q9BVJ7 0 1058.542 High 0.000658 0.008134 28
High TVSPDRLEL 0.046416 0.001934 1 1 1 Q14974 1 1556.828 High 0.000722 0.009382 16
High KVAGMDV 0.046416 0.001934 1 1 2 P62258 1 1575.805 High 0.000722 0.00936 12
High SEVQQPVH 0.046998 0.001934 0 0 1 0 1900.988 High 0.000722 0.009478 17
High GAVHDVKD 0.047291 0.001934 1 1 1 P81605 1 1466.785 High 0.000786 0.009602 30
High NLDYVATS 0.046706 0.001934 1 1 1 P17174 0 1660.854 High 0.000722 0.009408 18
High SHLPLALLP 0.047291 0.001934 1 1 3 P0DMM9 0 1787.043 High 0.000786 0.009576 27
High TNQELQEIN 0.046998 0.001934 1 2 1 P07355 0 1244.623 High 0.000722 0.009484 21
High GIDEGPEGL 0.046706 0.001934 1 1 2 Q8N335 1 1825.007 High 0.000722 0.009424 20
High AIEDYINEFS 0.046416 0.001934 1 1 1 P02748 0 1455.711 High 0.000722 0.009368 14
High ALGISPFHE 0.046416 0.001934 1 1 2 P02766 1 2607.306 High 0.000722 0.009386 15
High DLALAIRDS 0.046416 0.001934 1 1 2 P40121 1 1258.675 High 0.000722 0.00936 23
High GLVGEIIK 0.047291 0.001934 1 2 1 P22392 0 828.5189 High 0.000786 0.009594 27
High GCWDSIHV1xCarbami  0.046416 0.001934 1 1 1 P47756 0 1685.795 High 0.000722 0.009332 10
High ELFEMAR 0.046998 0.001934 1 1 3 P35998 0 895.4342 High 0.002625 0.03128 35
High TLPPGWVS 0.046416 0.001934 1 1 1 O14773 0 1182.663 High 0.000722 0.009324 9
High TYDATTHFE1xCarbami  0.046416 0.001934 1 1 1 P50395 0 1917.817 High 0.000722 0.009365 12
High VANVSLLA 0.047291 0.001934 0 0 1 0 1190.714 High 0.000722 0.009564 15
High VAASNIVQ 0.047291 0.001934 1 1 1 P49721 1 1670.817 High 0.000786 0.009582 25
High LMIYDVSKR1xOxidatio  0.047587 0.002122 1 1 1 P01706 1 1848.964 High 0.000786 0.009654 25
High QEKPAEKPA 0.047587 0.002122 0 0 1 0 2945.397 High 0.000786 0.009695 19
High TAEHFQEA 1xOxidatio  0.047884 0.002122 1 1 1 Q9BRK5 1 2093.935 High 0.000786 0.009732 11
High ENVIMSQIL1xCarbami  0.047587 0.002122 1 1 1 P30153 0 1544.818 High 0.000786 0.009684 20
High DIATIVADK 1xCarbami  0.047884 0.002122 0 0 1 1 1773.905 High 0.000843 0.009759 18
High QSVENDIH 0.047587 0.002122 1 1 1 P05783 1 1395.734 High 0.000786 0.009663 13
High ADMQRWE1xCarbami  0.047587 0.002122 0 0 1 1 2920.324 High 0.000786 0.009704 6
High FGSLLPIHPV 0.047587 0.002122 1 1 2 Q15257 0 1324.726 High 0.005363 0.06794 12
High IDVHLVPDR 0.047587 0.002122 1 1 1 P08603 0 1063.589 High 0.000786 0.009692 31
High LEGFTLPR 0.047587 0.002122 1 1 1 P47989 0 932.52 High 0.000786 0.00964 11
High EGLLAIFK 0.047884 0.002122 1 1 4 P14923 0 890.5346 High 0.001536 0.015 22
High VTIEYYSQL 0.047884 0.002122 1 1 1 P49189 0 1243.657 High 0.000786 0.009727 22
High ALFEEVPEL 0.047587 0.002122 1 1 4 P31939 1 1845.984 High 0.000904 0.01047 22
High IAEFTTNLT 0.049089 0.002301 1 1 1 P35579 1 1868.912 High 0.000843 0.01004 13
High VNFAMNV 0.048182 0.002301 1 1 1 P14618 0 979.503 High 0.000843 0.009834 19
High CLIDLGK 1xCarbami  0.049089 0.002301 1 1 2 Q92896 0 818.4441 High 0.009145 0.1175 34
High VTNILMLK 0.049703 0.002301 1 1 2 P26599 0 931.5645 High 0.000843 0.01025 21
High VFDMLNR 0.049395 0.002301 1 2 3 P60842 0 894.4502 High 0.000843 0.01017 31
High LSDDNTIGK 0.049089 0.002301 1 1 1 Q13813 1 1745.866 High 0.000843 0.01003 20
High RPDLYGNL 0.049395 0.002301 1 1 1 Q86X76 0 1438.744 High 0.000843 0.01014 17
High LAAQLEAPR 0.048182 0.002301 1 1 1 Q8TE77 0 1318.759 High 0.000843 0.009789 17
High QGLLPVLES 0.050012 0.002301 1 1 1 P02647 0 1230.709 High 0.000843 0.01029 16
High YDLDFK 0.050324 0.002301 1 3 5 P06733 0 800.3825 High 0.000843 0.01039 28
High ELNYFAK 0.048483 0.002301 1 1 5 P00558 0 884.4512 High 0.000843 0.009928 27
High MREEVITLI 0.049703 0.002301 1 1 1 P46940 1 1259.714 High 0.000843 0.01025 31
High TVYGGGCS 1xCarbami     0.048785 0.002301 1 1 1 P78371 0 2398.095 High 0.000843 0.01001 1
High GISQEQMQ1xOxidatio  0.049703 0.002301 1 1 1 O43707 0 1368.621 High 0.000843 0.01021 21
High AESFMFR 0.049395 0.002301 1 1 1 Q13126 0 887.408 High 0.000843 0.01012 16
High QLNEINYED 0.049703 0.002301 1 1 1 P00751 0 1402.66 High 0.000843 0.01028 16
High STITEIKECA 1xCarbami  0.048182 0.002301 1 1 1 Q92896 1 1776.868 High 0.000843 0.009844 20
High TYGKPDGP 0.048483 0.002301 0 0 1 0 1419.665 High 0.000843 0.009912 13
High LEPNAQAQ 0.048182 0.002301 1 1 1 O95782 0 1320.637 High 0.000843 0.009863 26
High LKGLEAEVL 0.048182 0.002301 1 1 1 Q7Z406 1 1127.678 High 0.000843 0.009791 17
High LQAVEVVIT 0.049089 0.002301 0 0 2 0 1675.974 High 0.000843 0.01005 19
High TMNIYFPK 0.049089 0.002301 0 0 1 0 1013.512 High 0.000843 0.0101 24
High NVSTGDVN2xOxidatio   0.049395 0.002301 1 1 1 P13645 0 2904.383 High 0.000843 0.01018 14
High GLGTDEDT 0.048483 0.002301 1 1 3 P04083 0 1702.886 High 0.001437 0.01365 21
High ATEDEYYR 0.050324 0.002301 2 2 2 P01036; P0 0 1046.443 High 0.000843 0.01038 26
High VLVSPTNPP1xCarbami  0.048182 0.002301 1 1 1 O60763 0 1742.874 High 0.000843 0.009791 27
High HAYGLGEH 0.050012 0.002301 0 0 1 0 1603.761 High 0.000843 0.0103 14
High TVTATFGYP 0.048785 0.002301 0 0 1 0 1259.642 High 0.000843 0.01003 10
High VIISAPSADA1xOxidatio  0.048785 0.002301 1 1 3 P04406 0 2229.104 High 0.000843 0.01002 11
High YPIEHGIITN1xOxidatio  0.050952 0.002488 1 4 1 P68032 0 1976.906 High 0.000904 0.01058 4
High EYYDHLPEL 0.051588 0.002488 1 1 2 P11216 0 1306.631 High 0.000904 0.01073 10
High ISLGLPVGA 1xCarbami  0.051269 0.002488 1 1 1 P62829 0 1970.038 High 0.000904 0.01069 12
High NIHESCMS 1xCarbami    0.050952 0.002488 1 1 1 P11413 0 1747.764 High 0.000904 0.01059 9
High CPFGGAFA 1xCarbami  0.051588 0.002488 1 1 1 Q6XQN6 0 1407.72 High 0.000904 0.01072 17
High VTYMEEER 0.051588 0.002488 1 1 1 P34932 1 2620.263 High 0.000904 0.01076 9
High LSSFYSLK 0.050637 0.002488 1 1 1 P36952 0 944.5088 High 0.000904 0.01047 25



High QTALVELVK 0.050637 0.002488 1 1 6 P02768 0 1000.604 High 0.001753 0.01817 35
High QTRPILKEQ 0.051588 0.002488 1 1 1 P08779 1 2182.073 High 0.000904 0.01073 12
High YGYEIPVDM1xCarbami  0.051909 0.002678 1 1 1 P60900 1 1643.792 High 0.001021 0.01088 7
High TWQDCEYK1xCarbami  0.051909 0.002678 1 1 1 P01042 1 1514.658 High 0.000968 0.01084 24
High FMLLFSR 0.051909 0.002678 0 0 1 0 913.4964 High 0.000968 0.01083 24
High SLGPNSCSA2xCarbami   0.051909 0.002678 1 1 1 P02790 1 3779.816 High 0.000968 0.01084 12
High SKSEEAHAE 0.054883 0.002838 0 0 2 1 2111.92 High 0.003058 0.04095 7
High SSKELLLQP 0.054545 0.002838 1 1 1 P59998 1 1570.916 High 0.001021 0.01161 11
High YSYVCPDLV1xCarbami  0.054883 0.002838 1 1 1 P61158 0 1243.603 High 0.001021 0.01168 16
High VAFTGSTEV 0.054883 0.002838 1 1 1 P00352 0 1095.568 High 0.001021 0.01166 34
High DLIGQILME1xOxidatio  0.05591 0.002838 0 0 1 0 2095.06 High 0.001021 0.01194 15
High SSLSVPYVIV 0.055223 0.002838 1 1 4 P01024 0 1401.835 High 0.001021 0.01178 35
High YSAGSVYYY 0.054208 0.002838 0 0 1 0 2752.29 High 0.001021 0.01149 5
High INLGFSNLK 0.054545 0.002838 1 1 1 Q9UGM3 0 1005.573 High 0.001021 0.01154 18
High FVGAVDPIM 0.053211 0.002838 0 0 1 0 1205.623 High 0.001021 0.01117 6
High AVENYLIQM 0.053211 0.002838 1 1 1 O14737 0 1307.678 High 0.001021 0.01122 17
High LLSGGSVLD 0.054545 0.002838 1 1 1 O95747 0 1214.735 High 0.001021 0.01154 20
High DSIVAELDR 0.052556 0.002838 0 0 2 1 1520.737 High 0.001021 0.01101 13
High EYTLDVYR 0.053874 0.002838 1 1 1 P54577 0 1058.515 High 0.001021 0.01142 28
High SVASFSIYSP 0.055565 0.002838 1 1 1 Q9Y646 0 2510.22 High 0.001021 0.01186 9
High AKWYPEVR 0.053874 0.002838 1 2 1 P60763 1 1048.557 High 0.001021 0.01144 36
High QLELEIK 0.054208 0.002838 1 1 1 Q9UQN3 0 872.5088 High 0.001021 0.0115 24
High QLGCGWA 1xCarbami  0.053874 0.002838 1 1 1 Q9UGM3 0 1545.723 High 0.001021 0.01141 14
High QLSQSLLPA 0.053542 0.002838 1 2 4 P30153 0 1925.059 High 0.001021 0.01126 15
High RLDQCPES 1xCarbami  0.055565 0.002838 1 1 2 Q5T749 1 1498.743 High 0.001021 0.01191 23
High ALLVEPVIN 0.054883 0.002838 1 1 3 P21980 1 3014.645 High 0.001021 0.01166 15
High AVIFCLSAD 1xCarbami  0.052232 0.002838 1 1 1 P60981 0 1123.582 High 0.001021 0.01091 12
High DSIVHQAG 0.055565 0.002838 1 1 1 O15144 1 1354.726 High 0.001021 0.01189 15
High DLPLAQGIK 0.054545 0.002838 1 1 1 P49419 0 954.5619 High 0.001021 0.0116 14
High HEFEELFR 0.052232 0.002838 1 1 1 P41226 0 1106.527 High 0.001021 0.01096 26
High MIPCDFLIP 1xCarbami  0.054208 0.002838 1 1 2 P06744 1 2193.167 High 0.001021 0.01148 14
High DNKQAGVF 0.054208 0.002838 1 1 1 P17987 1 1545.827 High 0.001021 0.0115 25
High NGVAQEPV 0.054883 0.002838 1 1 1 P04217 0 1674.881 High 0.001021 0.01164 9
High FFTNFESR 0.052883 0.002838 1 1 1 Q9NVS9 0 1047.489 High 0.001021 0.01113 16
High AITVFSPDG 0.053542 0.002838 1 2 1 O14818 0 2449.24 High 0.001021 0.01126 7
High EMPPTNPI 0.053542 0.002838 1 1 3 P31947 0 1054.535 High 0.001021 0.01127 26
High LSTDHIPILY 0.054208 0.002838 1 1 1 Q06210 0 1327.737 High 0.001021 0.01145 15
High GYMDLMP 0.054545 0.002838 1 1 1 O43396 0 1328.638 High 0.001021 0.01162 27
High VEEPSKYGV1xCarbami  0.055565 0.002838 1 1 2 Q9Y5P6 1 1994.949 High 0.001021 0.01188 25
High VIQYLAHVA 0.053874 0.002838 1 1 1 Q7Z406 0 1412.79 High 0.001021 0.0114 12
High NASNTEKLT1xOxidatio  0.052232 0.002838 1 1 1 Q99733 1 1961.935 High 0.001021 0.0109 20
High ELTPQVVSA 0.054208 0.002838 1 1 1 P18206 0 1170.648 High 0.001021 0.01147 15
High NAAQFLLST 0.053211 0.002838 1 1 1 P63151 1 1663.901 High 0.001021 0.0112 15
High GYADIVQLL 0.054883 0.002838 1 1 2 Q92882 0 1303.762 High 0.001021 0.0117 25
High VCASEKPPK1xCarbami  0.055223 0.002838 1 1 2 P45974 1 2334.159 High 0.001021 0.01177 14
High VSEKPSADY 0.052556 0.002838 0 0 2 0 1549.822 High 0.001799 0.02022 14
High LVADFMAK 0.053874 0.002838 1 3 1 P00326 0 894.4754 High 0.001021 0.01137 17
High SLTGTWDL 0.055565 0.002838 1 1 1 Q9Y2E5 0 1516.758 High 0.001021 0.01188 0
High SSFKDVDH 0.052883 0.002838 0 0 1 1 1450.733 High 0.001021 0.01113 7
High QMLYQAG 0.05591 0.002838 1 1 1 O00462 0 1335.688 High 0.001021 0.01195 10
High HGDGTTLD 0.052883 0.002838 1 1 1 P55786 0 1300.657 High 0.001021 0.0111 12
High NLLYVADSY 0.053211 0.002838 1 1 2 Q8NBF2 0 1436.717 High 0.001021 0.01122 27
High VGHSELVG 0.052883 0.002838 1 1 1 P38606 0 1308.727 High 0.001021 0.01111 21
High VFVAFQAF 0.054208 0.002838 1 1 1 Q96DA0 0 1197.678 High 0.001021 0.01148 11
High IHVYGYSM 1xOxidatio  0.052883 0.002838 1 1 1 Q9NRX4 0 2339.112 High 0.001021 0.01112 13
High IAIYELLFK 0.053211 0.002838 1 1 1 P46783 0 1109.661 High 0.001021 0.01118 19
High YNFFTGCPK1xCarbami  0.052556 0.002838 1 1 1 Q99832 0 1133.508 High 0.001021 0.01106 40
High NLVTEDVM 0.055565 0.002838 1 1 1 P06744 0 1076.54 High 0.001021 0.01189 29
High AVLTIDEK 0.053542 0.002838 1 1 1 P01009 0 888.5037 High 0.001021 0.01133 35
High KIWCFGPD 1xCarbami  0.055565 0.002838 1 1 1 P13639 1 2233.132 High 0.001021 0.01186 14
High QLSQSLLPA 0.053542 0.002838 1 2 1 P30153 1 2267.239 High 0.001021 0.01131 16
High LITPAVVSE 0.056256 0.003024 1 1 1 P62851 0 1084.636 High 0.001084 0.01203 24
High NPVGYPLA 0.056256 0.003024 1 1 1 Q9NZ08 0 1560.832 High 0.001143 0.01207 10
High FGHLEVPSS 0.056256 0.003024 1 1 3 P22079 0 1406.689 High 0.002167 0.02586 26
High YAVLYQPLF 0.056256 0.003024 1 1 2 P55209 1 1512.821 High 0.001799 0.01988 25
High LMIEMDGT 0.056256 0.003024 1 1 3 P06733 0 1280.586 High 0.001799 0.01934 15
High SGSDEVQV 0.056256 0.003024 1 1 1 P01024 0 1289.608 High 0.001143 0.01206 26
High LLSWSDNW 0.056604 0.003196 1 1 1 Q8TCD5 0 1176.58 High 0.001143 0.01215 26
High AAVYHHFIS 0.058018 0.003196 1 1 1 P01024 1 1599.839 High 0.001203 0.01258 15
High LILIESR 0.058377 0.003196 1 1 1 P62277 0 843.5298 High 0.001203 0.01265 25
High YVLLSIR 0.056604 0.003196 1 1 1 P48147 0 863.5349 High 0.001143 0.01222 20
High IGDKEGALT 0.056955 0.003196 1 1 3 Q15008 1 1277.685 High 0.002932 0.03604 14
High LGMLSPEG 1xCarbami  0.056955 0.003196 1 1 1 P49327 0 1192.57 High 0.001143 0.01232 25
High FILNLPTFSV 0.056604 0.003196 1 1 2 P49721 0 1306.752 High 0.001143 0.0122 24
High DGYWFLK 0.058377 0.003196 0 0 1 0 928.4563 High 0.001203 0.01269 21
High QVARPGNP 0.057662 0.003196 0 0 1 0 1365.739 High 0.001203 0.01251 22
High AACLAAGA 1xCarbami  0.056604 0.003196 0 0 1 0 1214.667 High 0.001143 0.01221 21
High LHLSGIDAN 0.056604 0.003196 1 1 1 P49327 0 2472.303 High 0.001143 0.01217 13
High IKIIAPPER 0.056955 0.003196 3 7 3 P60709; Q5  1 1036.651 High 0.001143 0.01225 32
High VGTGGIVG 0.058018 0.003196 1 1 1 A0A0B4J1Y 1 1584.834 High 0.001203 0.01256 9
High YIDQEELNK 0.059101 0.003196 2 4 1 P07900; P0 1 2034.065 High 0.001258 0.01291 11
High KVFASLPQV 0.056604 0.003196 1 1 2 O75083 1 1273.726 High 0.001143 0.01213 19
High ALIEWIR 0.058377 0.003196 1 1 1 O75976 0 900.5302 High 0.001203 0.01264 23
High LPMPNLKD 2xCarbami     0.058377 0.003196 1 1 3 Q13228 1 3134.376 High 0.001203 0.0127 18
High LASYLDKVR 0.056604 0.003196 4 6 1 P02533; P0   1 1064.61 High 0.001143 0.01216 39
High VCLELTK 1xCarbami  0.056604 0.003196 1 1 1 Q15642 0 862.4703 High 0.001143 0.01213 12
High EAGFPPGV 0.059101 0.003196 1 1 2 P47895 0 3057.616 High 0.001258 0.01291 19
High IYFMAGSSR 0.056604 0.003196 1 1 1 P14625 0 1031.498 High 0.001143 0.01221 12
High GIAQMLEK 0.057662 0.003196 0 0 3 0 889.4812 High 0.001143 0.01245 19
High SVDPTLALS 0.059101 0.003196 1 1 1 Q00610 0 1433.8 High 0.001258 0.01288 8
High MSILQKGG 1xOxidatio  0.058018 0.003196 0 0 1 1 977.5448 High 0.001203 0.01255 37
High NVYMLATT 0.057662 0.003196 0 0 1 0 1313.677 High 0.001203 0.0125 14
High YHFFLYK 0.056604 0.003196 2 2 1 Q12792; Q 0 1017.519 High 0.001143 0.01214 18
High LLREYQELM 0.060574 0.003372 1 1 1 P13647 1 1537.804 High 0.001258 0.01335 11
High IVAEEFLK 0.060202 0.003372 1 1 2 P59998 0 948.5401 High 0.001951 0.0236 13



High FSALQQAV 0.060202 0.003372 1 1 1 Q04637 1 1919.957 High 0.001258 0.01323 25
High LVHVEEPHT 0.060574 0.003372 1 1 1 P01023 0 1545.802 High 0.001258 0.01334 10
High RALDFAVG 0.059466 0.003372 1 1 2 P01034 1 1382.706 High 0.001799 0.01975 19
High FAEFLLPLLI 0.060574 0.003372 0 0 2 0 1432.845 High 0.001258 0.01332 26
High SATSSSVSN 0.060947 0.003372 0 0 1 0 1379.738 High 0.001258 0.01346 14
High IWDVVEK 0.060574 0.003372 1 1 2 P01024 0 888.4825 High 0.001258 0.01333 25
High FSVVYAK 0.060574 0.003372 1 1 1 P02765 0 813.4505 High 0.001258 0.01327 28
High TVQVVPHIT 0.060574 0.003372 1 1 1 P17812 0 2122.111 High 0.001258 0.0133 13
High AFVELTK 0.060947 0.003372 1 1 1 O95394 0 807.4611 High 0.001258 0.01348 20
High SSPGQTPEE 0.060947 0.003372 1 1 1 Q14166 0 2605.301 High 0.001258 0.01343 6
High VQELERELA 0.060574 0.003372 0 0 1 1 1499.781 High 0.001258 0.01329 13
High IATEKDFLEA 0.060202 0.003372 1 1 1 P35998 1 1477.79 High 0.001258 0.01318 5
High TTFYTALGR 0.059833 0.003372 1 1 2 Q9UIA9 0 1029.536 High 0.002115 0.0245 10
High ITQSEFDRQ 0.059466 0.003372 0 0 2 1 1693.85 High 0.004537 0.06013 8
High VLDPFTIKP 0.060947 0.003372 1 1 1 P29401 0 1413.81 High 0.001258 0.01339 32
High WLPSSSPVT 0.060947 0.003372 1 1 1 P02751 0 1349.685 High 0.001258 0.01348 19
High KQGLEQFIN 0.060202 0.003372 0 0 1 1 1204.668 High 0.001258 0.01325 13
High CMPTFQFF 1xCarbami  0.061701 0.003554 1 1 1 P10599 0 1205.548 High 0.001437 0.01362 20
High VDFNVPMK1xOxidatio  0.061323 0.003554 1 2 6 P00558 0 965.4761 High 0.001382 0.01356 15
High QSVEADING 0.061323 0.003554 2 2 2 P13645; P1 1 1357.718 High 0.001382 0.01354 29
High LQLNYLGN 0.061323 0.003554 1 1 1 Q02809 0 1463.801 High 0.001382 0.0135 29
High SEIDMNDIK 0.061323 0.003554 1 1 1 P04083 0 1064.493 High 0.001382 0.01351 23
High YGWLAAPQ 0.061701 0.003554 1 1 1 Q04446 1 2148.051 High 0.001437 0.01364 15
High QYMQMLP 0.061701 0.003554 1 1 2 Q9UGI8 0 1038.511 High 0.001437 0.01368 15
High TVFAEHISD1xCarbami  0.061323 0.003554 0 0 1 0 1435.652 High 0.001382 0.01352 17
High VAVVQYSG 0.064806 0.003713 1 1 1 P12109 0 1774.919 High 0.001498 0.01452 22
High GSYPDAILQ 0.062849 0.003713 1 1 1 P05120 1 2275.147 High 0.001437 0.01401 18
High LTKIEGLQN 0.064016 0.003713 1 1 1 Q15435 1 1610.959 High 0.001437 0.01434 13
High LSTCDLCEIA2xCarbami   0.063236 0.003713 1 1 1 Q01432 0 1337.619 High 0.001437 0.01409 34
High YLHDNIVDY 0.063236 0.003713 0 0 1 0 1506.734 High 0.001437 0.01412 26
High QSSATSSFG 0.063236 0.003713 1 1 2 P08727 0 1554.751 High 0.001437 0.01414 22
High AITLENPYM 0.064016 0.003713 0 0 1 0 2390.118 High 0.001437 0.01436 13
High TLNIFLTK 0.063236 0.003713 1 1 1 Q8TD19 0 949.5717 High 0.001437 0.01409 14
High LTVAAPPSG 0.062082 0.003713 1 2 2 P0C0L5 0 2574.379 High 0.001437 0.01376 16
High TIPWLEDRV 0.063236 0.003713 1 1 1 O43707 1 1481.811 High 0.001437 0.01415 26
High ANELLLSTG 0.062849 0.003713 1 1 1 Q9H788 0 1818.978 High 0.001437 0.01394 17
High AQLELEVSK 0.062849 0.003713 1 1 1 Q14764 0 1016.562 High 0.001437 0.01402 12
High SQISTESFLH 0.063236 0.003713 0 0 1 0 1417.743 High 0.001437 0.01412 10
High ALNSIIDVY 0.064016 0.003713 1 1 1 P05109 1 1877.053 High 0.001437 0.01429 11
High ALHFAISEY 0.062849 0.003713 1 1 1 P01037 1 1592.843 High 0.001437 0.01395 17
High ADHQPLTE 1xCarbami  0.064016 0.003713 1 1 1 P08865 0 2996.478 High 0.001437 0.01439 19
High TSDTIAPW 0.063625 0.003713 1 1 2 Q9H788 0 1799.969 High 0.004777 0.06242 11
High AKLDSLQD 1xOxidatio  0.063625 0.003713 1 1 1 P80303 1 2012.048 High 0.001437 0.0142 18
High GLALSNSDV 0.062082 0.003713 0 0 1 0 1144.632 High 0.001437 0.01377 29
High SGVGNIFIK 0.064806 0.003713 1 2 1 P11940 0 934.5356 High 0.001536 0.01456 13
High TFAGNTPLH 0.062464 0.003713 0 0 1 0 2171.161 High 0.001437 0.01387 22
High ALANSLACQ1xCarbami  0.064806 0.003713 1 1 2 P04075 1 3341.586 High 0.001536 0.01461 20
High YRDCLTESN1xCarbami  0.064806 0.003713 1 1 2 P21980 1 1511.752 High 0.001536 0.01454 21
High ILPVFDEPP 0.062464 0.003713 1 1 2 Q9NYL9 1 2294.203 High 0.001437 0.01384 7
High SLGNVIMV 1xCarbami  0.06441 0.003713 1 1 2 P08603 0 1148.591 High 0.001437 0.01442 28
High IINADSEDP 0.06441 0.003713 1 1 1 P35998 1 1831.98 High 0.001498 0.01449 28
High NKYQELIND 0.062464 0.003713 1 1 1 P46940 1 1476.781 High 0.001437 0.01383 31
High STSVGPLYS 1xCarbami  0.06441 0.003713 1 1 1 Q8WXI7 0 1283.605 High 0.001437 0.01446 31
High VGMVETNS 0.063625 0.003713 1 1 3 Q9Y3C6 0 1888.907 High 0.002167 0.02611 23
High DCGATWVV1xCarbami  0.064806 0.003713 1 1 2 P60174 1 1742.839 High 0.001536 0.01459 16
High LALYNLLAY 0.064806 0.003713 0 0 1 0 1280.761 High 0.001498 0.01453 13
High NPNLPPETV 0.062849 0.003713 1 1 1 P05090 1 2635.394 High 0.001437 0.01401 17
High LALGDDSPA 0.063625 0.003713 1 1 1 P17174 0 1099.599 High 0.001437 0.01419 26
High ALLEVNKG 1xOxidatio  0.062464 0.003713 1 1 1 Q13421 1 1892.965 High 0.001437 0.01383 5
High ADVFHAYL 0.064016 0.003713 1 1 2 Q86VP6 0 1376.757 High 0.009469 0.1218 16
High ISGSILNELI 0.064016 0.003713 1 1 1 Q86VP6 0 1483.884 High 0.001437 0.01438 8
High YTEFYHVPT 0.062464 0.003713 1 1 1 Q96HC4 0 1781.813 High 0.001437 0.01393 19
High GLLGALTST 0.064806 0.003713 1 1 1 Q9NUQ9 0 2041.071 High 0.001498 0.01454 18
High ELMNLTGT 0.072339 0.00384 0 0 1 0 1603.851 High 0.001592 0.01691 12
High DLLDTVLPH 0.073225 0.00384 1 1 2 Q86VP6 0 1770.927 High 0.001592 0.01711 14
High ELSDFISYLQ 0.071463 0.00384 1 1 1 P30101 0 1370.695 High 0.001536 0.01665 20
High YYIAASYVK 0.066413 0.00384 1 1 1 Q92820 0 1077.562 High 0.001536 0.01504 24
High ASYGHSMV 0.071028 0.00384 1 1 1 Q86X76 0 1931.943 High 0.001536 0.01652 7
High EPQVYTLPP 0.070167 0.00384 3 4 3 P0DOX5; P0  0 1286.674 High 0.001536 0.01625 21
High YIESPVLFLR 0.07278 0.00384 1 1 1 Q14166 0 1236.699 High 0.001592 0.01697 28
High AGLMLQEA1xCarbami  0.073225 0.00384 1 1 1 Q14651 1 1533.776 High 0.001592 0.01722 9
High DVCLYPR 1xCarbami  0.07278 0.00384 1 1 2 O43776 0 922.4451 High 0.001709 0.01754 23
High VYTVNNVN 0.067231 0.00384 1 1 1 Q8IZ07 0 1363.758 High 0.001536 0.01536 30
High CVNHYGGY2xCarbami   0.069741 0.00384 1 1 1 Q12805 0 1580.735 High 0.001536 0.01602 9
High ALESSIAPIV 0.069316 0.00384 1 1 1 Q9Y265 0 1687.938 High 0.001536 0.0159 13
High CVVPGQAH1xCarbami  0.072339 0.00384 1 1 2 P98160 0 1717.859 High 0.001592 0.01684 7
High ESILDGLKR 0.066821 0.00384 3 3 2 O43865; P2  1 1030.589 High 0.001536 0.01521 27
High EATDVIIIHS 0.073671 0.00384 0 0 1 0 1225.679 High 0.001709 0.01736 12
High VQMLLNEK 0.072339 0.00384 0 0 2 0 974.5339 High 0.001592 0.01691 18
High CFSLAATR 1xCarbami  0.070167 0.00384 1 1 1 Q9NYL9 0 925.456 High 0.001536 0.01625 19
High ALLQEQFR 0.069316 0.00384 0 0 3 0 1004.552 High 0.001536 0.01593 25
High YMEAFKPF 0.065605 0.00384 1 1 1 Q14974 0 1613.876 High 0.001536 0.01487 2
High ALPQPQNV1xCarbami  0.071028 0.00384 1 1 2 P02790 0 1735.88 High 0.001536 0.01651 35
High EMVHADV 0.073671 0.00384 1 1 3 O60547 0 1329.629 High 0.001592 0.01724 18
High ANNIDYTV 0.071463 0.00384 1 1 1 P29144 0 1388.692 High 0.001536 0.01667 21
High YIIAQLMR 0.068475 0.00384 0 0 1 0 1007.571 High 0.001536 0.01565 15
High ELSEQIQR 0.069316 0.00384 1 1 1 P15311 0 1002.521 High 0.001536 0.01596 17
High YYKVEPLDF 0.071463 0.00384 1 1 1 P07686 1 1644.827 High 0.001536 0.0166 9
High VPSLVGSFI 0.068058 0.00384 1 1 1 P78417 0 1074.631 High 0.001536 0.01552 23
High SANVNEFP 0.071463 0.00384 1 1 1 P55060 0 1217.652 High 0.001536 0.01667 25
High VFIGNLNTL 0.066821 0.00384 0 0 1 0 1316.794 High 0.001536 0.01517 27
High MASTFIGN 0.065204 0.00384 0 1 1 1 2014.043 High 0.001536 0.01466 17
High IYLYTLNDN 0.066821 0.00384 1 1 1 P02751 0 1355.695 High 0.001536 0.01519 10
High GSILDAMR 0.073671 0.00384 1 1 1 Q6PCB0 0 2515.272 High 0.001709 0.01727 6
High GSFGEVFK 0.069316 0.00384 2 2 1 Q9Y6E0; Q 0 870.4356 High 0.001536 0.016 18



High NAVIVALSS 0.065204 0.00384 1 1 1 P61086 0 1001.599 High 0.001536 0.01465 21
High LEPQIASAS 0.069316 0.00384 1 1 1 O60664 0 1571.781 High 0.001536 0.01592 7
High VFIPHGLIM 0.065605 0.00384 1 1 1 P00492 0 1297.709 High 0.001536 0.01482 27
High NTFVGTPFW 0.067231 0.00384 1 2 1 Q9Y6E0 0 1836.935 High 0.001536 0.01535 6
High IYIPLPEPHA 0.069741 0.00384 1 1 1 O75351 0 1305.731 High 0.001536 0.01606 12
High LVPLLDTGD 0.073225 0.00384 1 1 1 P52209 1 2633.342 High 0.001592 0.01722 23
High NWMNSLG 0.067231 0.00384 1 1 1 P13796 0 1287.626 High 0.001536 0.01527 13
High LVDSKGFD 0.068475 0.00384 1 1 2 Q01469 1 1431.682 High 0.001536 0.01572 12
High SGYLAGDK 0.071028 0.00384 1 1 2 P26038 1 1417.78 High 0.004633 0.06075 12
High LTCLQNLK 1xCarbami  0.068894 0.00384 1 1 1 P08174 0 989.5448 High 0.001536 0.01588 14
High LHFFMPGF 0.069316 0.00384 3 8 1 P04350; P0  0 1620.836 High 0.001536 0.01596 25
High LHKNDIAIN 0.072339 0.00384 1 1 1 P51665 1 1538.836 High 0.001592 0.01696 15
High LKPEGLHQ 0.068058 0.00384 0 0 2 0 1794.975 High 0.005879 0.07519 11
High LEILQLLK 0.065605 0.00384 0 0 1 0 969.6343 High 0.001536 0.01482 15
High TPVLFDIYE 0.069316 0.00384 1 1 1 P50995 0 1337.735 High 0.001536 0.016 21
High LELLIDK 0.073225 0.00384 0 0 1 0 843.5186 High 0.001592 0.01717 21
High LEAPLEELR 0.071028 0.00384 1 1 1 Q16401 0 1069.589 High 0.001536 0.01654 17
High LMIYDVSK 0.071028 0.00384 1 1 2 P01706 0 968.5121 High 0.001536 0.01648 20
High SNGWILPTV 0.065605 0.00384 1 1 1 O43488 0 2172.054 High 0.001536 0.01476 5
High KEYGGLDV 0.067643 0.00384 1 1 1 P16152 1 1908.023 High 0.001536 0.01544 24
High MLLHEGQH 0.066821 0.00384 0 0 1 0 1529.801 High 0.001536 0.01519 6
High HVLVTLGEK 0.071463 0.00384 1 1 1 P60660 0 995.5884 High 0.001536 0.01657 25
High MIGFPSSAG 0.065204 0.00384 1 1 1 P13646 0 1392.694 High 0.001536 0.01464 27
High IDAMHGVV1xOxidatio  0.068475 0.00384 1 1 1 P36871 0 1401.72 High 0.001536 0.01572 13
High HQALQAEIA 0.073225 0.00384 1 1 1 Q13813 0 1556.793 High 0.001592 0.01716 25
High IKYPENFFL 0.073225 0.00384 2 3 2 P62136; P6 1 1439.805 High 0.001592 0.0171 22
High NLIAAVAPG 0.068475 0.00384 0 0 1 0 1454.873 High 0.001536 0.01569 22
High IDFVGELND 0.068475 0.00384 1 2 5 P55786 1 1408.714 High 0.001753 0.01921 17
High SSGGGECT 1xCarbami  0.070597 0.00384 0 0 1 0 2193.947 High 0.001536 0.01635 16
High MKPVPDLV 0.068058 0.00384 1 1 2 P02671 0 1441.787 High 0.001536 0.01554 17
High VAPDEHPIL 0.073671 0.00384 1 1 2 Q562R1 0 1954.064 High 0.001592 0.01724 19
High MHGGQGP1xCarbami    0.065605 0.00384 0 0 2 1 3059.624 High 0.003254 0.04374 10
High LDQWLTTM 0.070167 0.00384 1 2 1 P54920 0 1389.756 High 0.001536 0.01626 10
High NNVSLLQS 1xCarbami  0.066008 0.00384 1 1 1 Q9Y5X3 0 1650.852 High 0.001536 0.01488 12
High IDYGTGHEA3xCarbami    0.069741 0.00384 1 1 2 Q15257 0 2304.025 High 0.001536 0.01603 14
High NLILQMLR 1xOxidatio  0.07278 0.00384 0 0 1 0 1016.592 High 0.001592 0.017 26
High GALLVFAEH 0.068475 0.00384 1 1 1 Q9UHL4 0 1112.621 High 0.001536 0.01567 11
High NAVWALSN1xCarbami  0.071028 0.00384 0 0 2 0 1303.658 High 0.001536 0.01648 24
High TGDIVEFVC1xCarbami  0.067231 0.00384 1 1 1 P36980 0 1167.571 High 0.001536 0.01536 19
High VLQTSLPEP 0.073225 0.00384 0 0 1 0 1252.726 High 0.001592 0.01711 11
High TFTTQETIT 0.067231 0.00384 1 1 2 P06744 1 2629.314 High 0.001536 0.01526 17
High IQFFAIEIAR 0.073671 0.00384 0 0 1 0 1207.683 High 0.001709 0.01734 19
High THLLTCGTG2xCarbami   0.068894 0.00384 0 0 2 0 2136.036 High 0.001536 0.01578 8
High IIFEDDRCLA1xCarbami  0.069316 0.00384 1 1 1 P49773 1 3179.635 High 0.001536 0.01591 10
High QLPELIR 0.073225 0.00384 1 1 2 P19971 0 868.5251 High 0.001592 0.01719 24
High SFSNIISTLN 0.069316 0.00384 0 0 1 0 1492.801 High 0.001536 0.01595 31
High THLPGFVEQ 0.071899 0.00384 1 1 1 P30044 1 1738.949 High 0.001536 0.01673 21
High FQPTLLTLP 0.065605 0.00384 1 1 1 P05155 0 1185.699 High 0.001536 0.01481 5
High NSNCAPSF 1xCarbami  0.074573 0.004199 1 1 2 Q12923 0 1373.615 High 0.001709 0.01754 20
High HLDSSSNER 0.074121 0.004199 1 1 2 P49902 0 1940.942 High 0.001709 0.01744 15
High VESVLSLLN 0.075027 0.004199 0 0 1 0 1650.943 High 0.001709 0.01771 5
High ALASQLQD 0.074121 0.004199 1 1 1 P18206 0 1173.647 High 0.001709 0.0175 36
High SGWALNM 0.074573 0.004199 0 0 3 0 906.4502 High 0.001709 0.01764 22
High TYGLPCHCP2xCarbami   0.074121 0.004199 0 0 2 1 2255.062 High 0.009065 0.1168 17
High SILDQSISSF 1xOxidatio  0.074121 0.004199 0 0 1 0 1399.689 High 0.001709 0.01751 33
High DAEAWFN 0.075027 0.004199 1 2 2 P13645 0 1109.49 High 0.001852 0.02099 39
High NIIGLLNVFT 0.076406 0.004357 1 1 1 P45983 0 1456.852 High 0.001753 0.01822 22
High FSLPGATCL 1xCarbami  0.076871 0.004357 1 1 2 P57764 0 2115.029 High 0.001951 0.02187 10
High FGAVWTG 0.076871 0.004357 1 1 1 Q14697 0 1946.903 High 0.001753 0.01838 16
High AAVLWEQK 0.077809 0.004357 1 1 1 P40394 0 944.52 High 0.001753 0.01867 9
High HLDTFLK 0.079236 0.004357 1 1 1 P51580 0 873.4829 High 0.001753 0.01904 17
High FSGSGAGT 0.079236 0.004357 1 1 1 A0A0C4DH 0 1287.622 High 0.001753 0.01911 21
High IFVDIEKLPW 0.079236 0.004357 1 1 1 P06737 1 1474.83 High 0.001753 0.0191 12
High TKYEHELAL 0.077809 0.004357 1 1 1 P08779 1 1259.674 High 0.001753 0.01862 10
High VLQLMNLT 0.075944 0.004357 1 1 1 Q9UIA9 0 1289.688 High 0.001753 0.01809 12
High SLGPALLLL 0.078758 0.004357 0 0 1 0 1152.735 High 0.001753 0.01888 13
High ENQLEVLEV 0.078758 0.004357 1 1 2 P02750 0 1894.007 High 0.005412 0.0693 17
High FPYDSWGT 0.076871 0.004357 0 0 1 0 1713.827 High 0.001753 0.01835 15
High YEHALSQCS1xCarbami  0.079717 0.004357 0 0 1 1 1826.874 High 0.001799 0.01929 15
High SMEAEMIQ 0.079717 0.004357 1 1 1 P35579 0 2048.963 High 0.001753 0.01917 11
High APVAGTCY 1xCarbami  0.078282 0.004357 1 1 2 P30086 1 2988.408 High 0.001753 0.01882 15
High AETGDKVY 0.079717 0.004357 1 1 1 P00450 1 1359.727 High 0.001753 0.01924 14
High MPEFYNR 0.076406 0.004357 1 1 1 P00966 0 956.4295 High 0.001753 0.01813 27
High WSTNSCGA1xCarbami  0.079717 0.004357 0 0 1 0 1038.442 High 0.001753 0.01922 14
High IAWALSR 0.076406 0.004357 1 1 1 Q04760 0 816.4727 High 0.001753 0.01824 19
High IQTTVTELQ 0.077339 0.004357 0 0 1 0 1160.652 High 0.001753 0.01848 10
High CQDKVSQL 1xCarbami  0.077809 0.004357 1 1 2 P06737 1 1610.767 High 0.002436 0.02699 12
High ITIKNDPSLP 0.078758 0.004357 1 1 1 O43776 1 1451.81 High 0.001753 0.01892 24
High EKPPITVVG 0.076406 0.004357 2 2 2 Q14558; O 0 1423.79 High 0.001753 0.01812 8
High TSTADYAM 0.078282 0.004357 1 1 2 P02679 0 1134.514 High 0.007948 0.105 21
High TQIAICPNN1xCarbami  0.079717 0.004357 1 1 1 O15143 0 2066.012 High 0.001753 0.01919 13
High HSSLAGCQ 1xCarbami  0.075944 0.004357 1 1 2 Q00610 0 1518.748 High 0.001753 0.01801 16
High CSVCKEPIM2xCarbami     0.077339 0.004357 1 1 1 Q93052 1 2204.014 High 0.001753 0.01848 14
High SHYVLYGLV 0.075484 0.004357 1 1 1 Q13200 0 1704.889 High 0.001753 0.01787 14
High NGIAGSSLP 0.076871 0.004357 0 0 1 0 1347.763 High 0.001753 0.01834 7
High AQYEDIAQ 0.077809 0.004357 1 1 1 P04264 0 1065.521 High 0.001753 0.01856 30
High HLSLLTTLS 0.081177 0.004513 1 1 2 P02774 0 1254.716 High 0.001799 0.01971 25
High MEEVEAM 0.081669 0.004513 1 1 1 P01011 1 1788.923 High 0.001799 0.01995 26
High NKFLIDGFP 0.082164 0.004513 1 1 1 P30085 1 1206.663 High 0.001799 0.02011 16
High VAIDVGYR 0.080201 0.004513 1 1 1 P15121 0 892.4887 High 0.001799 0.01934 27
High EASAVLFTIT 0.082661 0.004513 1 1 1 P51812 0 1179.662 High 0.001799 0.02017 20
High TGTMLACY 1xCarbami  0.081177 0.004513 1 1 1 Q9BVJ7 0 1256.638 High 0.001799 0.01964 12
High ELNELVSAI 0.082661 0.004513 1 1 1 Q96G03 0 2158.082 High 0.001799 0.02017 7
High EKPLALYM 0.083665 0.004513 1 1 1 P30838 0 1642.815 High 0.001852 0.0206 21
High LDSHPCLEV1xCarbami  0.081177 0.004513 1 1 1 Q9H4A4 1 1808.944 High 0.001799 0.01967 16



High HPGDFGAD 0.083162 0.004513 1 1 1 P02144 0 1515.665 High 0.001799 0.02041 14
High LMFEELR 0.081669 0.004513 0 0 1 0 937.4812 High 0.001799 0.01989 15
High ALILGELEK 0.083665 0.004513 1 1 2 Q86UD1 0 985.5928 High 0.001799 0.0205 13
High SAGPSDHID 0.081669 0.004513 0 0 1 0 1712.82 High 0.001799 0.01981 13
High LLIYGASSR 0.083162 0.004513 1 1 2 P01619 0 979.5571 High 0.002436 0.02853 41
High ISSPTETERC1xCarbami  0.080688 0.004513 1 1 2 P31949 1 2308.185 High 0.001799 0.0195 15
High EQQALQTV1xCarbami  0.081177 0.004513 1 1 1 P05452 0 1317.683 High 0.001799 0.01977 29
High AFTHTAQY 0.081177 0.004513 1 1 1 P31939 1 2163.014 High 0.001799 0.01975 14
High QDFVQHFS 0.083665 0.004513 1 1 1 P14324 0 1503.77 High 0.001799 0.02047 11
High YFEITEEPPY 0.082661 0.004513 1 1 2 Q9BR76 1 2986.462 High 0.001799 0.02022 5
High LLGYVATLK 0.082661 0.004513 1 1 1 O75534 0 977.603 High 0.001799 0.02025 18
High FCLFQSETK 1xCarbami  0.082164 0.004513 1 1 2 P02788 0 1159.545 High 0.004777 0.06202 16
High WGQIVLK 0.081177 0.004513 1 1 1 Q9H4A4 0 843.5087 High 0.001799 0.01978 26
High QKITSWME 0.083665 0.004513 1 1 1 Q96S96 1 1459.798 High 0.001852 0.02056 9
High GKQSLETIC 1xCarbami  0.083665 0.004513 2 3 1 P62136; P6 1 1736.962 High 0.001799 0.02047 11
High ADHTLSSLE 0.080201 0.004513 1 1 1 Q5VW32 0 1589.781 High 0.001799 0.01944 10
High VSVELTNSL 0.080688 0.004513 1 1 2 P14923 0 1236.683 High 0.003058 0.0404 24
High GVIVDKDFS1xOxidatio  0.080688 0.004513 1 1 1 P48643 1 1713.863 High 0.001799 0.01952 25
High YRDPTTVTT 0.082164 0.004513 1 1 2 P63151 1 1322.706 High 0.001799 0.0201 11
High GVAMVTAV 0.080688 0.004513 0 0 1 0 1045.582 High 0.001799 0.01952 18
High DGFFGNPR 0.080688 0.004513 1 2 3 P01871 0 909.4213 High 0.001799 0.01963 35
High IKIQLWDTA 0.085192 0.004672 2 10 3 P61026; P6 1 1557.838 High 0.001852 0.02108 11
High ISSDLDGHP 0.084171 0.004672 1 1 3 P29401 0 1264.653 High 0.001852 0.02071 31
High CAGPEAVK 1xCarbami  0.085706 0.004672 1 1 1 P02750 1 1712.936 High 0.001852 0.0212 18
High LQMEGVSV 0.086224 0.004672 1 1 1 Q5R3I4 0 1203.615 High 0.001852 0.02131 22
High MLLYTEVTR1xOxidatio  0.085706 0.004672 2 2 1 P31150; P5 0 1141.592 High 0.001852 0.02118 11
High TTIEKPVWL 0.085706 0.004672 1 1 3 P00450 0 1912.131 High 0.004252 0.05554 11
High QAAASATQ 0.086224 0.004672 1 1 1 Q9Y490 0 1995.025 High 0.001852 0.02138 4
High YVRPGGGF 1xOxidatio  0.085192 0.004672 1 1 1 P07203 0 2003.968 High 0.001852 0.02106 10
High NYSPYYNTI 0.086224 0.004672 1 1 2 P35527 1 2902.411 High 0.00191 0.02141 16
High EGCKVHVV 1xCarbami  0.086224 0.004672 1 1 2 P49788 1 1547.763 High 0.00191 0.02146 16
High IPLNDLFR 0.086224 0.004672 0 0 1 0 987.5622 High 0.00191 0.02145 28
High FLSPAFQEF 0.084171 0.004672 0 0 1 0 1613.814 High 0.001852 0.02074 19
High TVIKEGEEQ 0.086224 0.004672 0 0 1 1 1895.982 High 0.001852 0.02131 18
High GPPRPRPA 0.084171 0.004672 0 0 1 1 3337.663 High 0.001852 0.02074 20
High VLDLGSPQ 0.085192 0.004672 1 1 1 Q9ULA0 0 1636.884 High 0.001852 0.02099 25
High NSTFSEIFK 0.084171 0.004672 1 1 1 P29401 1 1200.626 High 0.001852 0.02069 14
High NNNTDLM 0.084171 0.004672 1 1 1 Q99460 0 1175.609 High 0.001852 0.02077 13
High QQLLIGAYA 0.08468 0.004672 1 1 1 Q99832 0 1104.641 High 0.001852 0.02093 19
High NTPVYVSSP 0.086224 0.004672 1 1 2 P17174 0 2623.258 High 0.00191 0.02148 19
High SLEEEKYDM 0.085192 0.004672 1 1 2 P31944 1 1514.679 High 0.001852 0.02099 19
High EMNPALGI 1xCarbami  0.08468 0.004672 1 1 1 P48643 0 1497.719 High 0.001852 0.02081 15
High RLEEMLRP 0.08468 0.004672 1 1 2 P13716 1 1840.011 High 0.001852 0.02083 20
High VEKDGLILT 0.084171 0.004672 1 1 1 Q99497 1 1230.705 High 0.001852 0.0207 23
High SSSSGQHG 0.086224 0.004672 1 1 1 Q86YZ3 0 4748.959 High 0.001852 0.02133 9
High LAEVWMD 0.086744 0.004847 1 1 1 Q8NCL4 1 1369.682 High 0.001951 0.02165 15
High VDGAKELP 0.086744 0.004847 1 1 1 P48147 1 1440.769 High 0.001951 0.02163 24
High SLGLPENHI 1xCarbami  0.086744 0.004847 1 1 1 P80188 0 2320.164 High 0.00191 0.02148 13
High ALTVPELTQ1xOxidatio  0.086744 0.004847 2 3 1 P04350; P6 0 1707.862 High 0.001951 0.02161 7
High NTNDANSC1xCarbami  0.086744 0.004847 2 2 1 P31150; P5 1 2327.152 High 0.001951 0.0216 15
High DLGPHAEG 0.086744 0.004847 0 0 1 0 1360.697 High 0.001951 0.02157 21
High MFLSFPTTK1xOxidatio  0.091014 0.004986 1 1 1 P69905 0 1087.549 High 0.001951 0.02294 26
High TTIFSPEGR 0.089928 0.004986 1 1 1 P25789 0 1007.516 High 0.001951 0.02263 25
High SQPMGLW 0.092111 0.004986 1 1 2 P25311 0 974.4877 High 0.001951 0.02347 31
High MLVELSK 0.091561 0.004986 1 1 2 P50991 0 819.4645 High 0.001951 0.02317 19
High SQYLLTAIH 0.087268 0.004986 1 1 1 Q8N474 0 1173.663 High 0.001951 0.02167 21
High AVALSSSVM1xCarbami    0.08939 0.004986 1 1 1 P28799 0 1479.693 High 0.001951 0.02243 10
High IFCCHGGLS2xCarbami     0.092111 0.004986 2 3 2 P62136; P6 1 2420.127 High 0.001951 0.02331 14
High LGVLYWK 0.091561 0.004986 1 1 1 Q9BV57 0 878.5135 High 0.001951 0.02326 21
High ASILNTWIS 0.08939 0.004986 0 0 1 0 1245.72 High 0.001951 0.02255 12
High LGPLFSLLN 0.089928 0.004986 1 1 1 Q16401 0 1509.817 High 0.001951 0.02259 7
High ITMQNLND1xOxidatio  0.092111 0.004986 2 3 4 P08727; P1 0 1120.542 High 0.004922 0.06377 14
High LLSSEDIEG 0.087268 0.004986 1 1 1 P53582 0 1249.609 High 0.001951 0.02175 16
High LVIQSYFVQ 0.087268 0.004986 0 0 1 0 1438.83 High 0.001951 0.02182 12
High DLTDYLMK 0.088323 0.004986 3 7 2 P60709; Q5  0 998.4863 High 0.001951 0.02215 29
High CTQNLHSY 1xCarbami  0.088323 0.004986 1 2 1 P13928 0 1525.685 High 0.001951 0.02209 6
High LFLFHTSLP 0.087794 0.004986 0 0 1 0 1740.968 High 0.001951 0.02184 5
High YLDKTEQW 0.091014 0.004986 1 2 1 P0C0L5 1 1935.97 High 0.001951 0.02293 12
High MLGAPLRQ 0.087268 0.004986 0 0 1 1 1041.599 High 0.001951 0.0218 7
High TFFSFPAVV 0.08939 0.004986 0 0 2 0 1457.783 High 0.001951 0.02248 19
High SIGVSNFNR 0.091014 0.004986 1 2 2 P42330 0 993.5112 High 0.001951 0.02303 10
High EIDVDRSGT 0.088855 0.004986 1 1 1 P17655 1 1902.832 High 0.001951 0.02221 10
High AAGCDFTN 1xCarbami  0.091014 0.004986 0 0 1 0 1181.562 High 0.001951 0.02293 14
High SAYQEAMD 0.08939 0.004986 1 1 2 P31947 1 1370.662 High 0.002485 0.02909 24
High YITQSGDYQ 0.09047 0.004986 1 1 2 Q9Y6Q5 0 1343.659 High 0.001951 0.02281 11
High HGPLALVD 0.08939 0.004986 1 1 1 Q06210 0 949.5465 High 0.001951 0.02255 19
High FLYFSNWL 0.09047 0.004986 1 1 1 Q13228 0 1667.833 High 0.001951 0.02279 7
High GWPLYLST 0.08939 0.004986 1 1 1 O75874 0 1064.578 High 0.001951 0.02246 25
High AEPAKIEAF 0.088323 0.004986 1 1 4 P00558 1 1131.616 High 0.003254 0.04313 28
High FMTVSGLP 0.08939 0.004986 1 1 1 Q6UXB2 0 979.5281 High 0.001951 0.0224 14
High EPGLQIWR 0.08939 0.004986 1 1 2 P06396 0 998.5418 High 0.006355 0.08009 21
High GSDEPPVF 0.088855 0.004986 1 1 1 P28838 0 1630.811 High 0.001951 0.02223 26
High ELLQTPNFR 0.092664 0.004986 1 1 1 Q8N335 0 1117.6 High 0.001951 0.02352 19
High NIELAVMR 0.091561 0.004986 1 1 1 O14818 0 945.5186 High 0.001951 0.02317 17
High FSLLAAAER 0.088855 0.004986 0 0 2 0 977.5415 High 0.001951 0.02236 10
High QLVHELDEA 0.091014 0.004986 1 1 1 Q06323 1 1885.94 High 0.001951 0.02293 13
High QITLNDLPV 0.087794 0.004986 1 1 1 Q13162 0 1225.69 High 0.001951 0.02196 24
High GLEISGTFT 0.089928 0.004986 1 1 1 Q10567 0 1080.568 High 0.001951 0.02264 27
High SPEGPREEE 0.089928 0.004986 1 1 2 Q96NY7 1 2880.215 High 0.001951 0.02268 29
High AFFESHPAP 0.08939 0.004986 1 1 1 P55786 0 1445.681 High 0.001951 0.02247 18
High SGGIVISPFR 0.091561 0.004986 1 1 1 Q16204 1 1888.029 High 0.001951 0.02321 14
High YVLPNFEVK 0.08939 0.004986 1 2 1 P0C0L5 0 1108.604 High 0.001951 0.02255 28
High EVSTNTAM 0.092111 0.004986 1 1 1 P13646 0 1409.694 High 0.001951 0.0234 22
High SLAELGGH 0.09047 0.004986 1 1 1 P06727 1 2084.052 High 0.001951 0.02276 13
High FQYILNPR 0.09378 0.005337 1 1 2 P23743 0 1050.573 High 0.002115 0.02399 11



High GGTFYVEPA 0.09322 0.005337 1 1 1 O14672 0 1225.585 High 0.002066 0.02369 17
High IPGDQVVSV 0.09378 0.005337 1 1 1 P98160 0 1400.815 High 0.002115 0.02405 19
High NCFASVFEK1xCarbami  0.09378 0.005337 1 1 2 O15144 0 1101.503 High 0.002115 0.02391 25
High EFSWQKR 0.09322 0.005337 0 0 1 1 980.4948 High 0.002066 0.02378 13
High YESLTDPSK 0.094342 0.005496 2 4 2 P07900; P0 1 1539.754 High 0.002115 0.02425 18
High SLASDITDE 0.096048 0.005496 0 0 1 1 1334.68 High 0.002115 0.02477 16
High SIFLFLDR 0.095476 0.005496 0 0 1 0 1010.567 High 0.002115 0.02457 16
High ALVFVDNH 0.097783 0.005496 1 3 1 P04745 0 1427.703 High 0.002167 0.02542 13
High KHFVGYPT 0.097201 0.005496 1 1 1 Q14914 1 1781.886 High 0.002115 0.02522 3
High EAVTEILGIE 0.097783 0.005496 1 1 1 Q15631 1 1698.891 High 0.002167 0.02539 29
High DYFIATCK 1xCarbami  0.096623 0.005496 0 0 1 0 1017.471 High 0.002115 0.02501 19
High NDGTFIGYK 0.096623 0.005496 1 1 1 P31749 0 1014.489 High 0.002115 0.02495 7
High AKEILQEEE 0.097201 0.005496 1 1 1 P38606 1 2254.218 High 0.002115 0.02511 12
High VTLENFYSN 0.096048 0.005496 1 1 1 Q15208 0 2063.019 High 0.002115 0.02468 12
High CLGIPTR 1xCarbami  0.094342 0.005496 1 1 3 P21980 0 816.4396 High 0.004737 0.06159 24
High LYLLTEK 0.094908 0.005496 1 1 1 P51580 0 879.5186 High 0.002115 0.02428 26
High MYKGFQAL 0.096623 0.005496 1 1 1 P01033 1 1655.821 High 0.002115 0.02503 16
High ELQQAVLH 0.096048 0.005496 1 1 1 Q02818 0 1481.753 High 0.002115 0.02481 10
High CFIVGADNV1xCarbami  0.094342 0.005496 1 2 1 P05388 0 1266.615 High 0.002115 0.02423 27
High LIDREIISHD 0.096623 0.005496 1 1 1 P00387 1 1467.791 High 0.002115 0.02499 3
High WQQGNVF1xCarbami    0.096623 0.005496 2 3 1 P0DOX5; P0 0 2817.262 High 0.002115 0.02505 9
High DHGQPGYN 0.097783 0.005496 1 1 1 P22079 0 1316.577 High 0.002167 0.02538 7
High EIDESLIFYK 0.096623 0.005496 1 1 3 Q13421 1 1384.736 High 0.00254 0.02949 19
High SAYGGPVG 0.099546 0.005655 1 1 1 P08729 0 1104.58 High 0.002167 0.02598 15
High LGLDFPNLP 0.098367 0.005655 1 2 1 P09488 0 1883.006 High 0.002167 0.02559 15
High EFQLFSSPH 0.10014 0.005655 1 1 1 P02787 0 1276.632 High 0.002338 0.02628 20
High SPIAEAVFR 0.099546 0.005655 1 1 1 P24666 0 989.5415 High 0.002167 0.02589 31
High LMIEMDGT 0.098367 0.005655 1 1 2 P06733 1 1495.713 High 0.004058 0.05314 23
High SFVYGGCLG1xCarbami  0.10014 0.005655 0 0 1 0 1201.567 High 0.002338 0.02627 17
High VPEPGCTKV1xCarbami  0.10014 0.005655 1 1 1 Q9UBC9 1 1758.873 High 0.002224 0.02612 13
High QILDEAGKV1xCarbami  0.098367 0.005655 1 1 1 P18206 1 1687.868 High 0.002167 0.02565 16
High EFPTVPLVK 0.10014 0.005655 1 1 1 Q16851 0 1029.598 High 0.002224 0.02617 15
High LSNHISSLF 0.098367 0.005655 1 1 3 P11413 1 1978.014 High 0.002167 0.02559 14
High HTDNVIQW 0.098367 0.005655 1 1 1 P46940 0 2194.096 High 0.002167 0.02565 3
High TFDAQIVIIE 0.10014 0.005655 1 1 2 P15170 0 1413.774 High 0.002224 0.02613 19
High LDGAWWF 0.098955 0.005655 1 1 1 Q9GZM7 0 1163.6 High 0.002167 0.02588 16
High VFDAIMNF 0.098367 0.005655 1 1 2 P13639 0 1084.55 High 0.00311 0.0412 27
High ALHFVISEY 0.098367 0.005655 1 1 2 P09228 0 1320.695 High 0.002167 0.02549 33
High KGIQEAQV 0.098367 0.005655 0 0 1 1 1370.764 High 0.002167 0.02548 6
High VSTLPAITLK 0.099546 0.005655 1 1 1 P07339 0 1042.651 High 0.002167 0.026 15
High AAVPSGAS 0.099546 0.005655 1 1 1 P06733 1 2277.136 High 0.002167 0.026 20
High ATVVESSEK 0.100737 0.006005 1 1 1 P61981 1 2065.008 High 0.002338 0.02643 4
High AIELFQR 0.100737 0.006005 1 1 2 O14879 0 876.4938 High 0.007388 0.09899 21
High EKLEATINE 0.100737 0.006005 1 1 1 P10599 1 1258.689 High 0.002338 0.02643 18
High LIVYLQR 0.101942 0.006172 0 0 2 0 904.5615 High 0.002393 0.02677 17
High GGGHVAQ 0.101942 0.006172 0 0 1 0 1241.675 High 0.002393 0.02676 13
High NLNPVFGG 0.101338 0.006172 0 0 1 0 1669.902 High 0.002393 0.02657 16
High NKTGAAPII 0.101942 0.006172 0 0 2 1 1353.785 High 0.002436 0.02694 11
High YITDWQNV 0.101338 0.006172 1 1 1 O75340 0 1341.659 High 0.002393 0.02669 28
High LASQLGVY 0.101942 0.006172 0 0 1 0 978.5619 High 0.002393 0.02676 15
High TNLLQVCE 1xCarbami  0.101338 0.006172 1 1 1 P18206 0 1132.578 High 0.002393 0.02667 33
High FHTITTSYY 0.101338 0.006172 1 1 1 P61026 0 1288.632 High 0.002393 0.0267 13
High CKPCLDCAV3xCarbami    0.102549 0.006294 0 0 1 0 1491.687 High 0.002436 0.02711 13
High LNMILVQIL 0.108805 0.006294 1 1 1 O14980 0 1184.744 High 0.002485 0.02939 18
High LMVMEIR 1xOxidatio  0.103159 0.006294 1 1 3 Q06323 0 907.474 High 0.002436 0.02719 22
High SFLEDIRK 0.102549 0.006294 1 1 1 P52209 1 1007.552 High 0.002436 0.02698 28
High LNPNFLVD 0.102549 0.006294 1 1 1 Q13228 0 1263.673 High 0.002436 0.02702 15
High AAGVPSAT 0.108164 0.006294 1 1 2 P98160 0 1229.664 High 0.004058 0.05312 10
High IIDFGLAR 0.106893 0.006294 3 4 3 O15264; P5  0 904.5251 High 0.002485 0.02871 9
High QPTVTSVCS1xCarbami  0.105011 0.006294 1 1 1 Q96HC4 1 2363.126 High 0.002436 0.02806 18
High TDMDQIITS 0.108164 0.006294 1 1 1 Q96TA1 0 1151.561 High 0.002485 0.029 22
High FLSSSLYTA 0.107527 0.006294 1 1 1 Q16706 0 1558.811 High 0.002485 0.02881 15
High DFNMPLTIS 0.109449 0.006294 1 1 1 Q96HC4 0 1365.708 High 0.00254 0.02948 9
High FVSPLYFTD 1xCarbami  0.102549 0.006294 1 1 1 Q9NTJ4 0 1631.789 High 0.002436 0.02696 8
High FLPSYQAVE 0.10439 0.006294 0 0 1 0 1503.73 High 0.002436 0.02777 2
High LQDAEIAR 0.107527 0.006294 1 1 1 P06703 0 915.4894 High 0.002485 0.02885 12
High SFDSNAFTL 0.102549 0.006294 0 0 1 0 1383.727 High 0.002436 0.02697 9
High IVELISR 0.108164 0.006294 0 0 2 0 829.5142 High 0.003015 0.03944 22
High LSVLLLEK 0.108164 0.006294 1 1 1 Q3LXA3 0 914.5921 High 0.002485 0.02918 13
High SGFSFGFK 0.105011 0.006294 0 0 1 0 876.425 High 0.002436 0.02794 23
High VTAVIPCFP 1xCarbami  0.107527 0.006294 1 3 2 P11908 0 1393.73 High 0.002485 0.02915 18
High GYGYGQGA 0.103159 0.006294 1 1 1 P21291 1 2159.062 High 0.002436 0.02722 13
High NQLSSYPSA 0.10439 0.006294 0 0 1 0 1365.701 High 0.002436 0.02773 26
High HMNSAGV 0.10439 0.006294 1 1 1 O95861 0 1269.673 High 0.002436 0.02774 9
High ASGYTFTYR 0.10439 0.006294 0 0 1 0 1065.5 High 0.002436 0.02764 20
High ATTVTGTPC1xCarbami  0.103159 0.006294 1 1 3 P00747 0 2125.972 High 0.002436 0.02736 17
High VYSPHVLN 0.10439 0.006294 1 1 1 P50570 0 2093.201 High 0.002436 0.02769 15
High DYFMPCPG1xCarbami  0.105011 0.006294 1 1 1 P02790 0 1142.476 High 0.002436 0.02793 21
High SNTPILVDG1xOxidatio  0.108805 0.006294 1 1 1 P06744 1 1972.006 High 0.002485 0.02925 8
High NDLMEYAK 0.10439 0.006294 1 1 1 P00966 0 983.4503 High 0.002436 0.02768 21
High KPLFFGEGT 0.108805 0.006294 1 1 2 P49902 0 1363.773 High 0.002879 0.03438 19
High LASVPGSQT 0.107527 0.006294 0 0 2 0 1284.752 High 0.002485 0.02897 17
High VVSVLTVVH 0.105011 0.006294 1 1 1 P01859 1 2214.192 High 0.002436 0.02791 6
High ALSIGFETC 1xCarbami  0.103773 0.006294 1 1 1 P16070 0 1153.567 High 0.002436 0.02743 18
High EQLLELPEQ 0.105011 0.006294 1 1 2 P07476 0 1790.928 High 0.002436 0.02792 13
High VVKELEDLQ 0.108805 0.006294 1 1 1 O14933 1 1200.683 High 0.002485 0.02936 13
High LVINGNPIT 0.108164 0.006294 1 1 1 P04406 0 1613.901 High 0.002485 0.02901 28
High LGMDGYR 1xOxidatio  0.109449 0.006294 1 1 6 P61626 0 827.3716 High 0.006756 0.08906 36
High QLDMILDE 0.109449 0.006294 1 1 1 P49257 1 1416.726 High 0.00254 0.02963 27
High GGNIGDGG 0.106893 0.006294 1 1 1 P55072 1 2777.319 High 0.002485 0.02868 7
High VGIYSPHTA 0.108164 0.006294 1 1 1 Q9GZT8 0 2472.231 High 0.002485 0.0291 10
High TLSHPQQM1xOxidatio  0.106893 0.006294 1 1 1 Q9Y490 0 1726.879 High 0.002485 0.02873 15
High ISVNNVLPV 0.105635 0.006294 1 1 1 P07339 0 1959.037 High 0.002436 0.02807 15
High GIHPTIISES 0.107527 0.006294 1 1 1 P50991 0 1456.779 High 0.002485 0.02893 10
High SGNEDEFR 0.106893 0.006294 1 3 1 P04745 1 1554.697 High 0.002485 0.02876 18



High VFVANPNK 0.103159 0.006294 1 1 1 Q9Y376 1 2023.195 High 0.002436 0.02719 13
High ITLQDVVSH 0.107527 0.006294 1 1 1 P46940 0 1226.674 High 0.002485 0.02877 11
High QDEVLQAR 0.105011 0.006294 1 1 1 Q7Z406 0 958.4952 High 0.002436 0.02788 32
High VHLVGIDIF 0.106262 0.006294 1 3 2 P63241 0 1298.747 High 0.003561 0.04748 27
High NYLQSLPSK 0.111403 0.006427 1 1 1 P27361 0 1049.563 High 0.002584 0.0303 28
High LSAEAVFEK 0.110749 0.006427 0 0 1 0 993.5251 High 0.002584 0.03006 22
High AWDIAIATM 0.111403 0.006427 1 1 1 Q02790 0 1119.587 High 0.002584 0.03027 22
High SLRVDIAEG 0.112062 0.006427 1 1 1 Q15056 1 1115.617 High 0.002584 0.03054 28
High SILDWTSFN 0.111403 0.006427 1 1 1 P06280 0 1495.718 High 0.002584 0.03035 10
High MEPLNNLQ 0.113389 0.006427 2 2 1 P63010; Q1 0 1355.735 High 0.002625 0.03102 19
High LPEEEAECY 1xCarbami  0.112724 0.006427 1 1 1 Q9NVS9 0 1891.864 High 0.002584 0.03092 16
High YEILTPNSIP 0.110097 0.006427 1 1 1 P35579 0 1274.699 High 0.002584 0.02994 17
High LQAPVWEF 0.112062 0.006427 0 0 2 0 1117.604 High 0.002584 0.03049 17
High MARSPTNS1xOxidatio  0.112724 0.006427 0 0 1 1 1233.662 High 0.002584 0.03089 16
High AGMIFYR 0.112062 0.006427 1 1 1 P34896 0 857.4338 High 0.002584 0.03065 19
High AILPCQDTP1xCarbami  0.112724 0.006427 1 1 1 P09960 0 1328.688 High 0.002584 0.03084 24
High LYTLVLTDP 0.110097 0.006427 1 1 1 P30086 1 1688.922 High 0.002584 0.02988 24
High AAAAASAA 0.112724 0.006427 0 0 1 1 1725.913 High 0.002584 0.03077 15
High VVACNLYP 1xCarbami  0.112724 0.006427 1 1 1 P31939 0 1309.697 High 0.002584 0.03077 24
High VFSLQWGE 0.111403 0.006427 1 1 1 P05156 0 1192.636 High 0.002584 0.0303 7
High GQHLSDAF 0.111403 0.006427 1 1 1 P30711 1 1752.939 High 0.002584 0.03021 20
High IGACPSAHK1xCarbami  0.110097 0.006427 1 1 2 P07602 0 1678.895 High 0.002584 0.02994 17
High LLANMVYQ 0.112062 0.006427 0 0 1 0 1242.655 High 0.002584 0.03055 23
High DLAAFDKSH 0.113389 0.006427 1 1 1 P09960 1 1572.776 High 0.002625 0.03106 17
High GAEEMETV 0.110097 0.006427 1 1 1 Q99497 1 1831.904 High 0.002584 0.02991 21
High LEPAALGAL 0.110749 0.006427 0 0 1 0 1333.82 High 0.002584 0.0301 17
High EQADFAIEA 0.113389 0.006427 2 2 2 P35579; Q7 0 1305.669 High 0.002625 0.03111 33
High ENGLPLEYQ 0.112062 0.006427 1 1 1 O75223 0 1319.648 High 0.002584 0.03061 16
High VNSFFSTFK 0.110097 0.006427 1 1 1 P06727 0 1076.541 High 0.002584 0.02994 12
High VDYKANEW 0.112062 0.006427 1 1 1 Q7Z406 1 1396.693 High 0.002584 0.03067 5
High ELTSELKEN 0.111403 0.006427 1 1 2 P80188 1 1478.785 High 0.002584 0.03042 26
High VAVVTVDG1xCarbami  0.113389 0.006427 0 0 1 0 1631.842 High 0.002625 0.03097 8
High DAVDWVH 0.113389 0.006427 1 1 1 P49902 0 1132.542 High 0.002625 0.03099 23
High HLEEQEGQ 0.110749 0.006427 1 1 1 P07476 1 3491.751 High 0.002584 0.03004 8
High IIGVDVNKE 0.113389 0.006427 0 0 1 1 1114.647 High 0.002625 0.031 28
High LAQQLTME 0.110749 0.006427 1 1 1 Q8IWE2 0 1089.572 High 0.002584 0.03012 23
High KIDGQQTIIA1xCarbami  0.110749 0.006427 1 1 2 P47755 1 2315.181 High 0.002584 0.02999 11
High VMYAFCR 1xCarbami  0.112724 0.006427 1 1 2 Q9UJU6 0 946.4274 High 0.002932 0.03652 21
High TVGSDTFYS 0.110097 0.006427 1 1 1 P01042 0 1251.589 High 0.002584 0.02981 9
High EFQLFSSPH 0.110097 0.006427 1 1 1 P02787 1 1892.991 High 0.002584 0.02973 14
High VTTAAAAA 0.117456 0.006567 1 1 1 Q9UBW8 1 3231.599 High 0.002625 0.03249 3
High VGGIYTVIQ 0.11473 0.006567 0 0 2 0 1178.678 High 0.002625 0.03148 26
High DNHLLGTF 0.116769 0.006567 1 1 1 P11021 0 1934.013 High 0.002625 0.03234 16
High SMHKDLAA 0.11473 0.006567 0 0 1 1 1484.778 High 0.002625 0.03161 11
High NLDIERPTY 0.114058 0.006567 2 7 1 Q9BQE3; P 0 1718.882 High 0.002625 0.03134 24
High ELFVMAR 0.116769 0.006567 1 1 1 P62195 0 865.46 High 0.002625 0.03238 14
High VTTVTEIGK 0.115406 0.006567 1 1 1 P53621 1 1600.927 High 0.002625 0.03174 14
High KFSLLKPWA 0.116769 0.006567 1 1 1 Q9GZZ8 1 1089.646 High 0.002625 0.03244 19
High NQIIFAVR 0.116769 0.006567 0 0 2 0 960.5625 High 0.002625 0.03247 13
High IAEVGGVPY 0.115406 0.006567 1 1 1 Q9H0W9 0 1810.047 High 0.002625 0.0319 15
High ALYEAGER 0.114058 0.006567 1 1 1 P04083 0 908.4472 High 0.002625 0.03128 13
High SLLLTTIPQI 0.116769 0.006567 1 1 1 Q13126 0 2581.387 High 0.002625 0.03246 5
High SRYDSIDSY 0.114058 0.006567 0 0 1 1 1433.691 High 0.002625 0.03138 7
High VEVERDNL 0.11473 0.006567 1 1 1 P08670 1 1688.827 High 0.002625 0.03153 9
High APAEGVLT 0.116769 0.006567 1 1 1 Q9H6S3 0 1026.594 High 0.002625 0.03223 16
High ASHPEDPA 0.114058 0.006567 1 1 2 Q9UHL4 0 1464.708 High 0.002625 0.03138 21
High ESDWLGQS1xCarbami  0.11473 0.006567 1 1 1 P01871 0 1616.683 High 0.002625 0.03158 16
High KQGGLGPM1xOxidatio  0.114058 0.006567 1 1 2 Q06830 1 1766.947 High 0.009428 0.1203 15
High AVGESVQK 0.116086 0.006567 1 1 1 Q14376 0 1624.833 High 0.002625 0.032 13
High AGVDPLVP 0.114058 0.006567 1 1 2 Q9UJ70 0 1036.615 High 0.002932 0.0365 23
High EIFLSQPILL 0.114058 0.006567 2 3 2 P62136; P6 0 1953.131 High 0.002625 0.0312 12
High TFLDINK 0.114058 0.006567 1 1 2 P20061 0 850.4669 High 0.002625 0.03143 28
High FIDIAAAK 0.115406 0.006567 1 1 1 Q13217 0 848.4876 High 0.002625 0.03172 21
High AAFVLPEFA 0.117456 0.006567 0 0 1 0 1120.615 High 0.002681 0.03258 25
High DAHNALLD 0.115406 0.006567 1 2 1 B5ME19 0 1496.745 High 0.002625 0.0317 20
High DDDSVDGP 0.116769 0.006567 0 0 1 0 975.4014 High 0.002625 0.03245 15
High QYDISDPQ 0.115406 0.006567 1 1 3 Q13228 0 1374.676 High 0.004828 0.06296 19
High DLLNCSFK 1xCarbami  0.116769 0.006567 1 1 1 P43490 0 996.4819 High 0.002625 0.03243 16
High GEPGRPALY1xCarbami  0.116086 0.006567 0 0 1 0 1679.832 High 0.002625 0.03206 5
High EGYDFHSSS 0.118147 0.006902 1 1 1 P61163 0 1773.797 High 0.002735 0.03294 8
High MLYDIVPVV 0.118147 0.006902 0 0 2 0 1410.77 High 0.004777 0.0627 11
High YPIFVEK 0.118841 0.006902 1 1 1 Q16401 0 895.4924 High 0.002789 0.03315 15
High WDRELISER 0.118147 0.006902 1 1 2 P02790 1 1203.612 High 0.002735 0.03298 20
High LFFWMQE 0.118841 0.006902 0 0 1 0 1225.607 High 0.002789 0.03321 8
High EVMILITGA 0.118147 0.006902 1 2 1 P46926 0 1211.682 High 0.002735 0.03282 31
High LSTCQFALP2xCarbami   0.118841 0.006902 0 0 1 0 3277.675 High 0.002789 0.03318 20
High LHEEEPPQN 0.118147 0.006902 1 1 2 Q9BY44 0 2503.225 High 0.002735 0.03289 8
High HIVLSGGST 0.119539 0.007074 1 1 1 P61160 1 2170.144 High 0.002845 0.03346 12
High SGDPIANAV 0.120241 0.007244 0 0 1 0 1429.71 High 0.002845 0.03356 3
High MAGAIPLV 1xOxidatio  0.120241 0.007244 1 1 1 Q53FA7 0 1359.73 High 0.002879 0.03379 18
High AWVAWR 0.123804 0.007365 1 1 2 P61626 0 788.4202 High 0.003254 0.04359 33
High QYPISLVLA 0.124528 0.007365 1 1 1 O00571 0 1357.784 High 0.002879 0.03534 10
High RLIELYK 0.123804 0.007365 1 1 2 P37837 1 934.572 High 0.002879 0.03513 20
High YFDGSGGN 0.124528 0.007365 1 1 1 P45974 0 1822.789 High 0.002879 0.03522 17
High LGLPQDQD 0.124528 0.007365 1 1 1 Q9BW04 0 2613.399 High 0.002879 0.0353 11
High IVFVPGCSIP1xCarbami  0.124528 0.007365 1 1 1 P54136 0 1642.96 High 0.002879 0.03539 18
High ELQQAVLH 1xOxidatio  0.123084 0.007365 1 1 3 Q02818 0 1497.748 High 0.002879 0.03475 14
High REPWLLPSQ 0.121655 0.007365 1 1 1 Q14697 1 1874.003 High 0.002879 0.0341 8
High NMINTFVP 0.123084 0.007365 1 1 1 Q13510 0 1207.614 High 0.002879 0.03481 4
High DVDAAYM 0.125256 0.007365 1 2 1 P13647 1 1695.826 High 0.002879 0.03555 20
High VAPVPLYNS 0.121655 0.007365 1 1 1 Q16719 0 1748.901 High 0.002879 0.03427 24
High ELPAAVAPA 0.121655 0.007365 1 1 1 O95336 0 1490.833 High 0.002879 0.03418 21
High YNLSPSIFFC2xCarbami   0.125256 0.007365 1 1 1 Q00796 0 2444.101 High 0.002879 0.03561 8
High SQWSPALT 0.125256 0.007365 0 0 1 0 1217.652 High 0.002879 0.03552 16
High LGNFFSPK 0.125256 0.007365 1 1 1 P46940 0 909.4829 High 0.002879 0.03553 13



High NLSFFLTPP 1xCarbami  0.123804 0.007365 1 1 1 P42224 0 1422.72 High 0.002879 0.03507 22
High NLQNLLILT 0.121655 0.007365 1 2 1 Q00610 0 1353.846 High 0.002879 0.03408 33
High FHPDTDDV 0.122368 0.007365 1 1 1 Q02818 0 1905.898 High 0.002879 0.03454 2
High ELGVGIALR 0.123084 0.007365 1 1 1 Q01469 1 1055.657 High 0.002879 0.03469 16
High NAYVWTLK 0.124528 0.007365 1 1 1 O15143 0 994.5356 High 0.002879 0.03526 15
High NQWIDNV 0.120946 0.007365 1 1 1 P18206 0 1145.559 High 0.002879 0.03401 18
High IITEGFEAAK 0.124528 0.007365 1 1 2 P40227 1 1335.715 High 0.002879 0.03538 25
High SAPMTVHI 0.125256 0.007365 0 0 1 0 1211.657 High 0.002879 0.03551 20
High GKNMCGLA2xCarbami   0.121655 0.007365 1 1 1 P09668 1 1921.933 High 0.002879 0.03432 26
High EQCEERIEE 1xCarbami  0.123084 0.007365 1 1 1 Q8NBJ4 1 1549.716 High 0.002879 0.03468 19
High GQVVSLIR 0.125988 0.007365 1 1 1 P07384 0 871.536 High 0.002879 0.03593 16
High GLAVNMV 0.125256 0.007365 1 2 1 Q9UMR2 0 1033.535 High 0.002879 0.03552 7
High MCEVMPT 1xCarbami    0.120946 0.007365 0 0 1 0 1567.655 High 0.002879 0.03385 10
High CQNYGIPPV1xCarbami  0.125988 0.007365 1 1 1 P41226 0 1317.637 High 0.002879 0.03603 19
High YYPYQSFQT 0.125988 0.007365 1 1 1 Q08380 0 2521.182 High 0.002879 0.03578 3
High CSVFYGAPS1xCarbami  0.121655 0.007365 1 2 3 P0C0L5 0 1115.519 High 0.002879 0.0343 27
High MFILQSK 0.124528 0.007365 1 1 2 O60925 0 866.4804 High 0.002879 0.03521 12
High AIISCFPNV 1xCarbami  0.123804 0.007365 0 0 1 0 1566.835 High 0.002879 0.03497 15
High FEELCSDLF 1xCarbami  0.125988 0.007365 1 3 1 P0DMV8 0 1315.599 High 0.002879 0.03586 27
High ETDLLLDDS 0.122368 0.007365 1 1 2 P30044 1 2063.077 High 0.002879 0.03447 19
High KTPQGPPE 0.125256 0.007365 1 1 1 Q9UKY7 1 2520.262 High 0.002879 0.03548 16
High TVLITGANS 0.123084 0.007365 0 0 1 0 1258.711 High 0.002879 0.03464 27
High VFELMTSLH1xOxidatio  0.120946 0.007365 1 1 3 Q06323 0 1321.682 High 0.009428 0.1209 15
High MSPWASG 1xOxidatio  0.120946 0.007365 1 1 1 Q8NES3 0 1794.769 High 0.002879 0.03383 2
High FIISFSR 0.133517 0.007458 0 0 2 0 869.488 High 0.003015 0.03895 23
High FISEVSR 0.126723 0.007458 0 0 1 0 837.4465 High 0.002932 0.03613 18
High VTVSPYTEI 0.132747 0.007458 0 0 2 0 1386.763 High 0.003015 0.03845 19
High YVATLGVEV 0.13198 0.007458 1 1 1 P62826 0 2052.103 High 0.003015 0.03832 13
High VHAVDSCM2xCarbami     0.127463 0.007458 1 1 1 Q14515 0 1584.66 High 0.002932 0.03643 10
High RATASEQP 0.129704 0.007458 0 0 1 1 2352.179 High 0.002978 0.03751 14
High GAQVNAVN1xCarbami  0.135071 0.007458 1 1 1 O75832 0 2200.056 High 0.003015 0.03963 2
High GLQQQNSD 0.126723 0.007458 1 1 1 P46940 0 1479.723 High 0.002932 0.03617 24
High EVYFAER 0.134292 0.007458 1 1 1 P50238 0 913.4414 High 0.003015 0.03924 24
High VRPCIDLIDS1xCarbami  0.133517 0.007458 1 2 1 P20591 0 1456.794 High 0.003015 0.03899 10
High QLTFEEIAK 0.133517 0.007458 1 1 1 Q9UNM6 0 1078.578 High 0.003015 0.03879 15
High QNGTVVGT 0.129704 0.007458 0 0 1 0 1698.938 High 0.002978 0.03752 9
High EPSAPSIPT 0.134292 0.007458 1 1 3 Q8WUM4 0 2936.454 High 0.003826 0.0483 15
High GIPIEVIPMA 0.131217 0.007458 0 0 1 0 1740.972 High 0.003015 0.03783 22
High NMFLQAVK 0.128953 0.007458 1 1 1 O60610 0 950.5128 High 0.002978 0.03704 14
High VSKYIQEQN 0.132747 0.007458 0 0 1 1 1365.701 High 0.003015 0.03856 30
High GSYGSGGS 0.13198 0.007458 1 1 1 P04264 1 4299.72 High 0.003015 0.03832 21
High GTTCNRYE 3xCarbami    0.128206 0.007458 0 0 2 1 1988.826 High 0.009242 0.1196 10
High ALEALVAK 0.135071 0.007458 1 1 2 P14550 0 814.5033 High 0.005363 0.06886 17
High QSFAVLR 0.13198 0.007458 1 1 1 Q8TE77 0 820.4676 High 0.003015 0.03814 15
High QVLVAPGN1xCarbami  0.126723 0.007458 1 1 1 P22102 0 1601.795 High 0.002932 0.03608 6
High YTHFLTQHY 0.132747 0.007458 1 1 1 P03950 1 2348.117 High 0.003015 0.03856 4
High HFVGMLPE1xCarbami  0.127463 0.007458 1 1 2 P60981 1 1488.709 High 0.002932 0.0364 12
High VGEAAHAL 0.130459 0.007458 0 0 1 0 1688.846 High 0.003015 0.03774 23
High VIPLFTPQC 1xCarbami  0.130459 0.007458 1 2 1 P00326 0 1259.682 High 0.003015 0.03772 24
High QLEMILNK 0.13198 0.007458 1 3 1 P42330 0 1383.803 High 0.003015 0.03816 19
High LMIYEVSKR 0.131217 0.007458 1 1 1 P01709 1 1846.984 High 0.003015 0.03784 10
High FHHTFSTEI 0.130459 0.007458 0 0 1 0 1317.659 High 0.002978 0.03754 14
High TTCHDFLEC2xCarbami   0.131217 0.007458 0 0 1 0 1835.78 High 0.003015 0.03785 9
High MINLSVPD 0.128206 0.007458 2 2 1 P13796; P1 0 1502.752 High 0.002978 0.03673 24
High DPSPENKN 0.128953 0.007458 0 0 4 1 1266.644 High 0.008927 0.1153 21
High ICSYCNNILG2xCarbami   0.129704 0.007458 1 1 1 Q8WWI1 0 1341.629 High 0.002978 0.03735 14
High LSSSDEEYL 0.131217 0.007458 0 0 1 1 1853.913 High 0.003015 0.03801 8
High SSEDPNED 0.130459 0.007458 1 1 4 P01591 1 1772.841 High 0.003015 0.0377 23
High LKQTEITSA 0.128953 0.007458 1 1 1 Q7Z4S6 1 2344.269 High 0.002978 0.03702 12
High DVYKEHFQ 0.134292 0.007458 1 1 1 P43490 1 1912.871 High 0.003015 0.03928 11
High SYDVPPPPM1xOxidatio  0.132747 0.007458 1 2 2 P18669 0 2433.107 High 0.003015 0.03874 15
High SSNTYTLTD 0.13198 0.007458 0 0 1 1 1412.713 High 0.003015 0.03815 20
High DISQAYYTV 0.13198 0.007458 1 1 1 P12429 1 1478.753 High 0.003015 0.03842 14
High DLYLENPEI 0.135071 0.007458 1 1 1 P21980 0 1233.636 High 0.003015 0.03949 17
High LWWLDLK 0.129704 0.007458 1 1 1 P02790 0 973.5506 High 0.002978 0.03743 17
High WFLTCINQ 1xCarbami  0.128953 0.007458 1 1 1 P26641 0 1609.794 High 0.002978 0.03713 17
High TPSNELYKP 0.126723 0.007458 1 1 2 Q8WUM4 1 2093.077 High 0.00449 0.05928 20
High DRPARHPQ 0.130459 0.007458 1 1 6 Q16378 1 1629.824 High 0.006436 0.08402 29
High TRFISLGEA 1xCarbami  0.134292 0.007458 1 1 1 P01024 1 1281.662 High 0.003015 0.03909 9
High AQLVPLPPS1xCarbami  0.133517 0.007458 1 1 1 P02765 1 3279.645 High 0.003015 0.03884 8
High AQVVYYSE 0.135071 0.007458 0 0 1 0 1354.646 High 0.003015 0.03966 18
High CVNTTLQIK1xCarbami  0.13198 0.007458 1 1 1 Q01518 0 1076.577 High 0.003015 0.03826 18
High MNPYVPDK1xOxidatio  0.132747 0.007458 0 0 1 0 979.4553 High 0.003015 0.0386 5
High KSPCPSVVA3xCarbami    0.132747 0.007458 0 0 1 1 2998.334 High 0.003015 0.03865 8
High KVMDMIR 2xOxidatio   0.13198 0.007458 0 0 1 1 924.4641 High 0.003015 0.03821 19
High SPVTLLAAV 0.134292 0.007458 0 0 1 0 1936.021 High 0.003015 0.03914 6
High LNRYNYIEG 0.127463 0.007458 1 1 2 Q96KP4 1 1370.706 High 0.006713 0.0885 6
High THLAPYSDE 0.134292 0.007458 1 1 3 P02647 1 1585.808 High 0.003408 0.04599 27
High NDLGHPFC 1xCarbami  0.126723 0.007458 1 1 1 P35573 0 1456.675 High 0.002932 0.03615 13
High IIKDFMIQG 0.128206 0.007458 1 1 1 Q9Y3C6 1 1805.921 High 0.002978 0.03666 22
High LQELEKYPG 0.13198 0.007458 1 1 1 Q9BUT1 1 1574.854 High 0.003015 0.03819 17
High IIGIDLNK 0.129704 0.007458 1 1 1 P40394 0 885.5404 High 0.002978 0.03723 15
High VWPPGAQ 1xCarbami  0.128206 0.007458 1 1 1 Q6XQN6 0 2500.313 High 0.002978 0.03692 18
High VADWTGA 0.13743 0.007595 0 0 1 1 1510.728 High 0.003058 0.04036 26
High CPDIATQLA1xCarbami  0.13743 0.007595 1 1 1 P48637 0 1274.641 High 0.003058 0.04054 17
High ASQSVSSN 0.135853 0.007595 2 2 1 P01624; A0 0 2303.153 High 0.003058 0.03999 10
High NYHIFYR 0.138225 0.007595 1 1 1 Q9UM54 0 1012.5 High 0.003058 0.04068 14
High IPAFLNVVD 0.13743 0.007595 1 1 2 Q9NTK5 0 1568.941 High 0.004777 0.06204 21
High SVAWAPSG1xCarbami  0.13664 0.007595 0 0 1 0 1689.838 High 0.003058 0.04017 8
High ENLISALEEA 0.135853 0.007595 1 1 2 P22102 1 1344.737 High 0.003058 0.03971 20
High GPFSYNLQ 0.138225 0.007595 0 0 1 1 2003.013 High 0.003058 0.04076 3
High GLGLSPDLI 1xCarbami  0.138225 0.007595 1 1 1 Q9NRF8 0 1299.709 High 0.003058 0.04071 18
High VIVVGNPA 1xCarbami  0.135853 0.007595 1 1 1 P40925 0 1757.921 High 0.003058 0.03984 18
High ILTSWEEND1xCarbami  0.135853 0.007595 1 1 1 Q9UPN7 1 2087.993 High 0.003058 0.0399 22
High YVYIAELLA 0.135853 0.007595 0 0 1 0 1319.736 High 0.003058 0.03984 9



High DIPMNPMC1xCarbami    0.135853 0.007595 1 1 1 P01008 0 1425.632 High 0.003058 0.03995 2
High YLRAEPEDH 0.13743 0.007595 1 1 1 P61158 1 2914.437 High 0.003058 0.04047 21
High VHQLYETIQ 0.13664 0.007595 1 1 1 Q13561 0 1286.685 High 0.003058 0.04009 17
High LPALTVHVT 0.139024 0.007595 1 1 1 P07602 0 1303.773 High 0.003058 0.04114 6
High QIFTSSYNR 0.13664 0.007595 1 1 2 Q9UGM3 0 1115.548 High 0.007246 0.0978 28
High DVDPGEHY 0.135853 0.007595 1 1 1 P05089 0 1285.642 High 0.003058 0.03987 16
High FTNLLTSILD 0.138225 0.007595 1 1 1 Q16719 1 1766.917 High 0.003058 0.04066 24
High LLASCSADM1xCarbami  0.13743 0.007595 1 1 1 P43034 0 1309.649 High 0.003058 0.04048 9
High VLLEAAIR 0.135853 0.007595 1 1 1 P21399 0 884.5564 High 0.003058 0.0398 20
High TSVLPEHKD 0.135853 0.007595 0 0 1 1 1757.918 High 0.003058 0.0398 10
High FSPVEQR 0.138225 0.007595 0 0 1 0 862.4417 High 0.003058 0.04071 10
High FASFIDK 0.13664 0.007595 7 13 1 P08729; P3      0 827.4298 High 0.003058 0.04016 24
High LLRDYQELM 0.139827 0.007754 1 1 1 P04264 1 1523.789 High 0.00311 0.04134 18
High IIEGEPNLK 0.139827 0.007754 1 1 2 P01833 0 1012.567 High 0.00311 0.04138 35
High IGIVGLPNV 0.140634 0.007754 1 1 1 Q9NTK5 0 1066.662 High 0.003214 0.04185 27
High TNPTEPVG 1xCarbami  0.140634 0.007754 1 1 1 Q16222 0 1328.663 High 0.003214 0.04195 30
High NWQWWR 0.140634 0.007754 1 2 2 P35579 0 975.4584 High 0.003214 0.04195 16
High SLGGQAVQ 0.139827 0.007754 1 1 1 Q9Y6U3 0 1028.585 High 0.00311 0.04133 23
High YQGVNLYV 0.140634 0.007754 1 2 1 P11940 0 1083.583 High 0.003214 0.04196 23
High STTFWAWS 0.141445 0.008083 0 0 1 0 1353.695 High 0.003214 0.04214 24
High NQMPSPTS 0.14226 0.008083 0 0 1 0 1711.807 High 0.003214 0.04245 19
High YNDPIYVK 0.14226 0.008083 2 2 1 P63010; Q1 0 1011.515 High 0.003214 0.04241 7
High FNQAQSGN 0.141445 0.008083 1 1 1 P42224 1 2137.071 High 0.003214 0.04219 13
High SSIWQFFSR 0.141445 0.008083 1 1 1 O60271 0 1157.574 High 0.003214 0.04231 15
High VISRMLEEN1xOxidatio  0.14226 0.008083 0 0 1 1 1363.689 High 0.003214 0.04253 9
High YFTEAGLKE 0.146399 0.008226 0 0 1 1 1804.912 High 0.003254 0.0444 0
High NVNQSLLE 0.148083 0.008226 0 0 1 0 1294.711 High 0.003303 0.04481 13
High DVRPYIVGA 0.145563 0.008226 1 1 1 Q8N1G4 0 1343.779 High 0.003254 0.04401 14
High VILFAEVTP 0.143903 0.008226 0 0 1 0 1477.808 High 0.003254 0.04325 4
High IIAVDINK 0.148083 0.008226 1 3 1 P00326 0 885.5404 High 0.003303 0.04484 13
High VKQASMED 0.143903 0.008226 1 1 3 Q9BS40 1 1330.678 High 0.003254 0.04315 31
High NLYIISVK 0.146399 0.008226 1 1 2 P62829 0 949.5717 High 0.006017 0.07795 24
High TMGYSVTA 0.145563 0.008226 1 1 1 O15305 1 1583.748 High 0.003254 0.04372 13
High VVTDTWLE 0.144731 0.008226 0 0 1 0 1644.848 High 0.003254 0.04359 14
High IDQTVEELR 0.143079 0.008226 1 1 1 P06727 1 1258.675 High 0.003254 0.04268 18
High NSVTDGLQ 0.147239 0.008226 0 0 1 1 1519.798 High 0.003254 0.04446 9
High SLSGLILK 0.143079 0.008226 0 0 1 0 830.5346 High 0.003254 0.04286 20
High NLLCGFYG 1xCarbami  0.147239 0.008226 1 2 1 P31941 0 1099.535 High 0.003254 0.04454 31
High ELDLNSVLL 0.146399 0.008226 1 1 1 O00584 0 1143.662 High 0.003254 0.04412 31
High YLVEEMK 0.144731 0.008226 0 0 1 0 911.4543 High 0.003254 0.04337 18
High NVEGQDM 0.147239 0.008226 2 2 1 P63010; Q1 0 1524.736 High 0.003254 0.04473 12
High SIHDFCLVS 1xCarbami  0.145563 0.008226 0 0 1 0 1205.598 High 0.003254 0.0439 4
High VLDLQQIK 0.143079 0.008226 1 1 1 Q9UNM6 0 956.5775 High 0.003254 0.04279 10
High SDLAVPSEL 0.148932 0.008376 1 1 1 Q08380 0 1355.778 High 0.003303 0.04538 29
High LLGQFSEK 0.148932 0.008376 1 1 1 P53004 0 921.504 High 0.003303 0.04518 9
High LCASGAGA 1xCarbami  0.149785 0.008376 0 0 1 1 2061.017 High 0.003356 0.0458 9
High VLTMPETC 1xCarbami  0.148932 0.008376 1 1 1 Q99460 0 1106.533 High 0.003303 0.04521 24
High YLWNNIK 0.149785 0.008376 2 2 2 P04632; Q9 0 950.5094 High 0.003408 0.04583 17
High LMIYDVSK 1xOxidatio  0.149785 0.008376 1 1 2 P01706 0 984.5071 High 0.008604 0.112 16
High QDIAFAYQ 0.149785 0.008376 1 1 2 P07355 0 1111.553 High 0.006017 0.07809 32
High DSLSVNEFK 0.149785 0.008376 0 0 1 0 1038.51 High 0.003303 0.0455 17
High GYIPIYTPFF1xOxidatio  0.148932 0.008376 1 1 1 P49591 0 1520.761 High 0.003303 0.04525 22
High GGNFGFGD 0.148932 0.008376 0 0 1 0 1013.444 High 0.003303 0.04542 10
High LYAYHLSR 0.149785 0.008376 1 1 1 Q9NY33 0 1022.542 High 0.003356 0.04575 9
High LDQPVSAP 0.148932 0.008376 1 1 3 Q16204 0 1263.669 High 0.003303 0.0453 25
High LDKYAASEN 0.150643 0.008702 0 0 1 1 1540.775 High 0.003408 0.04586 12
High FMERDPDE 0.150643 0.008702 1 1 3 P15374 1 1307.605 High 0.004388 0.05612 26
High LQSSDQGQ1xCarbami    0.150643 0.008702 0 0 1 0 3519.572 High 0.003408 0.046 9
High MDLLPLHM 0.150643 0.008702 1 1 3 P21980 0 1404.749 High 0.004388 0.05725 22
High ISLPESLK 0.150643 0.008702 1 1 1 P01024 0 886.5244 High 0.003408 0.04604 25
High GAGPGCYL 1xCarbami  0.150643 0.008702 1 1 1 P29144 0 1551.784 High 0.003408 0.04584 1
High KGEWVALN 0.151504 0.008851 1 1 2 P08603 1 1282.727 High 0.003912 0.05057 12
High LEHAFCTET1xCarbami  0.151504 0.008851 1 1 1 Q9BV20 0 2049.956 High 0.003453 0.04627 8
High EHASIDAQS 0.15237 0.008851 0 0 1 0 2208.053 High 0.003453 0.04695 13
High AALHPPALA 0.15324 0.008851 1 1 1 Q8NDH3 0 2722.468 High 0.003453 0.04709 9
High APEIMLNSK 0.15237 0.008851 2 2 1 P28482; P2 0 1002.529 High 0.003453 0.04685 16
High WDPYKQG 0.15324 0.008851 1 1 1 P02675 1 1997.935 High 0.003453 0.04713 6
High WSPSGTSF 0.15237 0.008851 0 0 1 0 1653.787 High 0.003453 0.04665 7
High NQAVNFLR 0.15237 0.008851 0 0 2 0 961.5214 High 0.003453 0.0468 19
High HLSVVTLAA 0.154115 0.008851 1 1 1 Q9UBW8 0 1038.631 High 0.003453 0.04733 20
High GLEQLLVGG 0.15237 0.008851 1 1 1 P12109 0 1350.774 High 0.003453 0.0466 15
High TMEQFTIH 0.15237 0.008851 1 1 1 P19827 0 1873.948 High 0.003453 0.04692 7
High ILAFPCNQF1xCarbami  0.15237 0.008851 1 1 1 P36969 0 1294.661 High 0.003453 0.04689 11
High LQGEFQLR 0.154994 0.009348 1 1 1 Q14204 0 990.5367 High 0.003722 0.04799 29
High IIQLIEGK 0.154994 0.009348 1 1 2 O95861 0 913.5717 High 0.003614 0.04775 26
High AAVHLEGK 0.156765 0.009839 1 1 1 P18206 1 1549.845 High 0.003877 0.04885 16
High BTVYLQMB1xOxidatio  0.156765 0.009839 1 1 1 P0DOX2 0 1355.662 High 0.003877 0.04883 20
High LVVPATQC 1xCarbami  0.156765 0.009839 1 1 1 Q15365 0 1442.804 High 0.003826 0.04867 13
High FNHPEIVQL 0.155877 0.009839 0 0 1 0 2010.029 High 0.003775 0.04814 7
High LHSEGDQL 0.156765 0.009839 1 1 1 O60437 0 1729.862 High 0.003877 0.04881 15
High KHPDASVN 0.156765 0.009839 1 1 1 P09429 1 1592.77 High 0.003826 0.04868 10
High LIFSTITSK 0.157657 0.009997 1 1 1 P43686 0 1009.593 High 0.003912 0.04917 10
High SEGSSVNLS1xCarbami  0.157657 0.009997 1 1 2 P00734 1 2888.359 High 0.003912 0.05035 24
High HIVAVLPEI 0.157657 0.009997 1 1 1 Q9UJ70 0 1875.074 High 0.003877 0.04895 20
High QAAAAGPG 0.157657 0.009997 0 0 1 1 1808.984 High 0.003877 0.04898 19
High LCIEVTPQS 1xCarbami  0.157657 0.009997 1 1 1 P61221 0 1174.614 High 0.003877 0.04892 21
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S1 dataset: Peptides identified in experiment 3 (all)
ConfidenceSequence ModificatioQvality PEPQvality q-v # Protein G # Proteins # PSMs Master Pro  # Missed C Theo. MH+ Confidence    Percolator     Percolator     Ions Score (by Search Engine): Mascot
High LLYNNVSN 3.29E-06 0 1 1 2 Q00610 0 1296.67 High 0 8.83E-07 47
High LYSNAYLND1xCarbami  1.18E-08 0 1 1 6 P00352 0 1714.847 High 0 3.06E-09 78
High LYSILGTTLK 9.65E-05 0 1 1 3 O75083 1 1537.847 High 0 0.000028 41
High LYQSATQA 5.23E-06 0 1 1 2 Q92696 0 1383.727 High 0 1.41E-06 47
High LYQQHGAG 6.5E-06 0 1 1 3 O14773 0 1604.818 High 0 1.75E-06 50
High LYQPEYQEV 2.22E-06 0 1 1 1 Q9Y4L1 0 1898.877 High 0 5.91E-07 37
High IYQNIQDGS 2.99E-06 0 1 1 2 P61106 0 3150.556 High 0 7.99E-07 38
High LYQASPAD 1xCarbami  2.13E-06 0 1 1 3 P98160 0 1715.769 High 0 5.7E-07 71
High LYMVSDAS 1xOxidatio  0.001679 0 1 1 1 Q9Y6U3 0 1332.592 High 0 0.000467 36
High LYSVVFQEI 1xCarbami  9.2E-06 0 1 1 4 Q08623 0 1527.762 High 0 9.18E-06 57
High LYMVSDAS 0.00016 0 1 1 3 Q9Y6U3 0 1316.597 High 0 4.36E-05 34
High IYLYTLNDN 0.000485 0 1 1 1 P02751 0 1355.695 High 0 0.000134 31
High IYLGQLECF 1xCarbami  0.000294 0 1 1 2 O60547 0 1940.979 High 0 8.1E-05 27
High LYIGLAGLA 4.31E-08 0 1 1 1 P49720 0 1889.049 High 0 1.13E-08 35
High LYIFQASPA 1xCarbami  1.94E-09 0 1 1 9 P98160 0 1958.943 High 0 1.54E-07 91
High IYLDMLNVY 0.000363 0 1 1 1 O14980 0 1271.67 High 0 0.0001 29
High LYHSEAFTV 1.81E-09 0 1 1 12 P01009 1 2186.04 High 0 4.66E-10 71
High LYHSEAFTV 4.5E-05 0 1 1 3 P01009 0 2057.945 High 0 1.22E-05 47
High LYHDIAQQA 7.92E-05 0 1 1 2 Q14152 0 1333.69 High 0 2.17E-05 29
High LYMVLITTK 0.000211 0 1 1 1 P48444 0 1081.633 High 0 5.78E-05 41
High LYGSGDQE 3.13E-07 0 1 1 2 P28838 0 1381.638 High 0 8.27E-08 68
High LYTLVLTDP 8.95E-07 0 1 1 1 P30086 0 1560.827 High 0 2.38E-07 74
High IYTSPTWSA 3.31E-07 0 1 1 7 Q08380 0 2162.019 High 0 8.78E-08 68
High MDELQLFR 3.96E-05 0 1 1 3 P55072 0 1051.524 High 0 1.44E-05 63
High MDDPTVNW 1.47E-05 0 1 1 1 P15170 0 1463.622 High 0 3.98E-06 53
High MDAEQDP 0.000457 0 1 1 1 Q02818 0 2079.018 High 0 0.000126 17
High MCTLIDKFD1xCarbami  5.3E-05 0 1 1 2 P53621 1 1932.894 High 0 1.44E-05 37
High MCPQLQQ 1xCarbami    1.84E-06 0 1 1 3 P01023 0 2089.925 High 0 5.19E-05 50
High MCPQLQQ 1xCarbami  1.42E-08 0 1 1 4 P01023 0 2073.93 High 0 3.7E-09 61
High MCDVMAA1xCarbami  0.000358 0 1 1 1 Q96CW1 0 1292.547 High 0 9.87E-05 28
High MASVGLSD 5.56E-07 0 1 1 3 P98160 0 2358.118 High 0 1.48E-07 49
High LYTLVLTDP 3.14E-06 0 1 1 3 P30086 1 1688.922 High 0 8.4E-07 69
High MASTFIGN 1xOxidatio  2.52E-08 0 1 1 2 Q9BUF5 0 1873.936 High 0 6.58E-09 93
High MAPYQGPD 2.21E-09 0 1 1 2 O43707 0 1792.857 High 0 5.68E-10 87
High MALLMAEM 1.72E-05 0 1 1 1 P18206 0 1152.557 High 0 4.66E-06 67
High MAGAIPLV 1.16E-05 0 1 1 1 Q53FA7 0 1343.735 High 0 3.14E-06 31
High MAATFIGN 1xOxidatio  1.26E-06 0 0 1 2 0 1857.942 High 0 3.34E-07 62
High IYVVDVGSE 1.67E-05 0 1 1 2 Q13228 0 1233.647 High 0 6.48E-06 62
High IYVMATHG 3.07E-06 0 1 1 1 Q14558 0 1728.91 High 0 8.23E-07 39
High IYVISLAEPR 0.000198 0 1 1 1 P14868 0 1160.667 High 0 5.43E-05 45
High IYVDDGLIS 2.14E-06 0 1 1 1 P14618 0 1462.815 High 0 5.73E-07 54
High MASTFIGN 1.35E-06 0 1 1 2 Q9BUF5 0 1857.942 High 0 3.59E-07 62
High LYGSEAFAT 8.76E-09 0 1 1 3 P01011 0 1891.871 High 0 2.26E-09 65
High LYGMNEEG 7.2E-05 0 1 1 1 P07711 0 1254.557 High 0 1.97E-05 39
High IYELAAGGT 4.98E-07 0 1 1 1 P07954 0 1763.929 High 0 1.32E-07 53
High IVSSAMEPD1xOxidatio  0.001009 0 1 1 1 P08603 1 2208.05 High 0 0.000279 32
High IVSRPEELR 0.00045 0 1 1 2 P49368 1 2496.33 High 0 0.000124 43
High IVSQLLTLM 2.49E-05 0 1 1 1 P55072 0 1430.829 High 0 6.73E-06 36
High LVSLSAQN 1xCarbami  2.01E-08 0 1 1 1 P25774 0 1763.884 High 0 5.23E-09 81
High LVSIGAEEIV 3.72E-07 0 1 1 1 O43707 0 1514.806 High 0 9.81E-08 60
High LVSELWDA 1.96E-05 0 1 1 1 P12081 0 1230.673 High 0 5.3E-06 42
High LVSEDPIND 6.02E-08 0 1 1 2 P98160 0 1666.782 High 0 1.58E-08 74
High LVSCPGPLD1xCarbami  6.96E-07 0 1 1 2 Q13421 0 1883.892 High 0 1.84E-07 61
High LVSSPCCIVT2xCarbami   0.000777 0 1 1 3 P08238 0 2432.104 High 0 0.000216 27
High LVRPEVDV 1xCarbami    2.59E-07 0 1 1 16 P02768 1 2794.354 High 0 2.44E-06 39
High LVRPEVDV 1xCarbami    3.36E-07 0 1 1 2 P02768 0 2666.259 High 0 1.48E-06 46
High LVRPEVDV 1xCarbami  4.49E-08 0 1 1 11 P02768 0 2650.264 High 0 2.93E-08 76
High IVQMTEAE 0.000717 0 1 1 1 P62140 0 1175.609 High 0 0.000198 39
High LVQAFQYT 1xCarbami  0.000931 0 1 1 3 P32119 1 4443.087 High 0.000414 0.002152 25
High LVQAFQYT 1xCarbami  4.75E-05 0 1 1 2 P32119 0 3788.786 High 0 1.29E-05 20
High LVQAFQFT 4.44E-05 0 1 1 13 Q06830 0 1196.631 High 0 1.21E-05 58
High LVQAAQM 5.16E-05 0 1 1 3 P18206 0 1974.011 High 0 1.98E-05 64
High LVPNMTPE 2.7E-08 0 1 1 6 Q96KP4 0 2205.147 High 0 7.02E-09 78
High LVRPEVDV 1xCarbami  2.11E-09 0 1 1 127 P02768 1 2778.359 High 0 5.42E-10 58
High LVTDCVAA 1xCarbami  2.17E-09 0 1 1 2 O95861 0 1744.872 High 0 5.58E-10 108
High LVTFYEDR 0.000648 0 1 1 2 Q14894 0 1042.52 High 0.000257 0.001155 28
High LVTLEEFLA 1.35E-05 0 1 1 1 Q02818 0 1506.816 High 0 3.65E-06 55
High LYDITEGER 4.47E-05 0 0 0 4 0 1095.532 High 0 2.42E-05 50
High IYDLNIPAFV 0.000294 0 0 0 2 0 1292.725 High 0 8.1E-05 42
High IYDDDFFQN 2.61E-05 0 1 1 3 P22314 0 2600.19 High 0 7.07E-06 43
High LYAYEPADT 0.000217 0 1 1 1 O95994 1 2069.062 High 0 5.93E-05 27
High LYAYEPADT 4.75E-08 0 1 1 1 O95994 0 1940.967 High 0 1.25E-08 68
High LYAAGAGL 1xCarbami  0.000551 0 0 0 1 0 1350.683 High 0 0.000153 26
High LWYCDLQQ1xCarbami  3.74E-09 0 1 1 3 P48147 0 2081.037 High 0 9.66E-10 81
High IWHHTFYN 5.6E-06 0 2 9 8 P60709; P6 0 1515.749 High 0 1.5E-06 48
High IWDTTQKE 0.001657 0 1 1 5 O75083 1 1511.822 High 0 0.000461 19
High LWDHATM 0.000118 0 1 1 4 Q9Y3F4 0 1330.646 High 0 3.24E-05 31
High LWDFQGFE1xCarbami  0.000762 0 1 1 1 P43034 0 1470.683 High 0 0.000211 45
High IWCFGPDG 1xCarbami  4.29E-07 0 1 1 2 P13639 0 2105.037 High 0 2.07E-07 71
High LVVVDEND 0.00041 0 0 0 1 0 1228.678 High 0 0.000113 25
High LVVPATQC 1xCarbami  0.000183 0 1 1 2 Q15365 0 1442.804 High 0 5.03E-05 48
High LVVHEGSPV 0.00045 0 1 1 3 Q9H1Z4 0 1551.849 High 0 0.00016 34
High LVVECVMN2xCarbami     7.05E-08 0 1 1 2 Q01469 0 1710.797 High 0 1.85E-08 89
High LVVECVMN2xCarbami   3.01E-07 0 1 1 10 Q01469 0 1694.802 High 0 7.96E-08 90
High LVTVWSAP 1xCarbami  2E-05 0 1 1 2 O00743 0 1628.789 High 0 8.56E-06 35
High LVTSPCCIV 2xCarbami     1.33E-05 0 1 1 3 P07900 0 2462.115 High 0 3.6E-06 46
High MDGTYACS1xCarbami  0.000284 0 1 1 2 O75369 0 1492.645 High 0 7.79E-05 43
High MDILSYMR 6.55E-05 0 1 1 3 P22352 0 1028.49 High 0 1.79E-05 42
High MEDGEFW 0.000226 0 1 1 1 P07384 0 1434.582 High 0 6.18E-05 46
High MEDSVGCL1xCarbami  0.000115 0 1 1 1 P35579 1 1852.842 High 0 3.14E-05 44



High MQVDQEE 3.49E-08 0 1 1 1 P34932 0 2622.174 High 0 9.09E-09 61
High MQQNIQE 4.65E-07 0 1 1 1 P35579 0 2333.056 High 0 1.23E-07 52
High MQAQMQ 1xOxidatio  8.31E-05 0 1 1 2 Q15019 0 2399.995 High 0 2.28E-05 34
High MPVWYIM 7.61E-06 0 1 1 2 Q14166 0 1630.739 High 0 2.05E-06 61
High MPPYTVVY 1xOxidatio  0.001342 0 1 1 3 P09211 0 1484.761 High 0 0.000373 13
High MPPYTVVY 5.52E-05 0 1 1 3 P09211 0 1468.766 High 0 1.51E-05 44
High MPHQLFIG 0.001207 0 1 1 1 O75891 0 1945.948 High 0 0.000336 25
High MPCQLHQV1xCarbami    0.000798 0 1 1 1 P17655 0 1467.756 High 0 0.000221 22
High MREDYDSV 1.05E-05 0 0 0 1 1 2222.925 High 0 2.83E-06 43
High MPCQLHQV1xCarbami  1.57E-05 0 1 1 2 P17655 0 1451.761 High 0 4.24E-06 44
High MPCAEDYL 2xCarbami     2.01E-07 0 1 1 4 P02768 0 2534.209 High 0 5.31E-08 45
High MPCAEDYL 2xCarbami   0.000391 0 1 1 2 P02768 0 2518.214 High 0.000316 0.001346 22
High MPAAETTG1xCarbami  9.14E-07 0 1 1 1 O00534 0 1406.665 High 0 2.43E-07 60
High MNTVIAAL 0.000196 0 1 1 1 P08185 0 1075.593 High 0 5.38E-05 37
High MNNVNVV 0.000243 0 0 0 1 0 1778.889 High 0 6.69E-05 22
High MNKAPTAG 6.96E-06 0 0 0 1 1 1636.8 High 0 1.88E-06 44
High MNDLTIIQT1xCarbami  9.13E-08 0 1 1 1 Q96G03 0 1797.862 High 0 2.4E-08 75
High MMEVAAA 1xOxidatio  0.001463 0 1 1 1 Q96KP4 0 1080.506 High 0 0.000407 36
High MPCPLECP 2xCarbami   0.001502 0 1 1 3 Q13882 0 1551.712 High 0 0.000418 17
High MREIVHIQA1xCarbami  0.000326 0 3 6 6 Q13885; P0  1 2110.064 High 0 8.95E-05 34
High MRPSTDTIT 1.93E-07 0 1 2 2 P0C0L5 0 2144.059 High 0 9.63E-08 51
High MRPSTDTIT1xOxidatio  0.000509 0 1 2 1 P0C0L5 0 2160.054 High 0 0.00014 31
High MTQSPSSF 2.34E-05 0 1 1 2 A0A0C4DH 0 1558.68 High 0 6.35E-06 53
High MTNPAIQN 4.06E-05 0 1 1 1 Q9NUQ9 0 1719.78 High 0 1.1E-05 66
High MTNGFSGA1xCarbami  3.4E-08 0 1 1 1 P55072 0 1799.805 High 0 8.86E-09 80
High MTISQQEF 1.84E-05 0 1 1 2 P55036 0 1196.573 High 0 5E-06 45
High MTGSEFDF 1.27E-06 0 1 1 3 P50395 1 1606.688 High 0 3.37E-07 78
High MTGLVDEA 2.39E-06 0 1 1 3 P18206 0 1292.64 High 0 6.39E-07 64
High MTAIIFSDY 0.000537 0 1 1 1 Q92896 0 1216.603 High 0 0.000148 36
High MSSYAFFV 1xCarbami    7.4E-07 0 2 3 1 P26583; P0 0 1512.661 High 0 1.97E-07 75
High MSSYAFFV 1xCarbami  6.87E-06 0 2 3 2 P26583; P0 0 1496.666 High 0 1.85E-06 74
High MSSTFIGNS 3.9E-08 0 0 1 2 0 1873.936 High 0 1.02E-08 89
High MSSEVVDS 0.00169 0 0 0 1 0 1470.653 High 0 0.00047 43
High MSMKEVD 0.00169 0 3 4 3 Q13885; P0  1 1923.897 High 0.000142 0.000669 23
High MSGECAPN1xCarbami    4.43E-08 0 1 1 4 P04264 0 2581.162 High 0 1.16E-08 49
High MSGECAPN1xCarbami  2.51E-05 0 1 1 2 P04264 0 2565.167 High 0 6.81E-06 51
High MSAVEGIC 1xCarbami  8.03E-06 0 1 1 2 P01031 0 2246.043 High 0 3.37E-06 49
High MSATFIGN 1xOxidatio  9.63E-09 0 2 3 2 Q13885; P6 0 1873.936 High 0 2.5E-09 93
High MSATFIGN 1.92E-06 0 2 3 2 Q13885; P6 0 1857.942 High 0 5.15E-07 62
High MSASDPNS 1.67E-07 0 1 1 2 P23381 0 1784.837 High 0 4.43E-08 80
High MSAEINEII 1.75E-05 0 1 1 1 P18206 0 1175.609 High 0 4.74E-06 63
High MMEVAAA 2.29E-05 0 1 1 1 Q96KP4 0 1064.511 High 0 6.21E-06 60
High LVPLLDTGD 1.11E-05 0 1 1 2 P52209 1 2633.342 High 0 2.98E-06 45
High MMEEFVPH 0.001333 0 1 1 2 Q9Y2A7 0 1234.559 High 0 0.00037 21
High MLTYDPML1xOxidatio  1.08E-05 0 1 1 5 P40394 0 1573.775 High 0 0.000153 44
High MLAAQGV 1.38E-06 0 1 1 3 P19971 0 1298.689 High 0 3.7E-07 59
High MKEIAEAYL 8.48E-05 0 1 1 4 P11142 1 1252.661 High 0 0.000142 37
High MHSMNGF1xCarbami  0.000197 0 1 1 1 P00450 0 2203.921 High 0 5.41E-05 24
High MGPTELLIE 0.00124 0 1 1 1 P02675 1 1991.945 High 0 0.000345 10
High MGNTPDSA 6.77E-06 0 1 1 1 Q8NBJ7 0 1581.696 High 0 1.82E-06 55
High MGIGGLDK 0.000798 0 1 1 2 P46459 1 1684.836 High 0 0.00022 32
High MGAMAKP 2xCarbami     1.58E-05 0 1 1 9 Q01469 0 1783.785 High 0 6.98E-05 53
High MGAMAKP 2xCarbami   1.2E-07 0 1 1 5 Q01469 0 1767.79 High 0 3.16E-08 60
High MLAAYLYEV1xOxidatio  0.001573 0 1 1 1 Q96KP4 1 1659.83 High 0 0.000438 14
High MFVLDEAD 3.26E-08 0 2 2 1 P60842; Q1 0 1555.713 High 0 8.51E-09 68
High MFTTAPDQ 1.54E-05 0 1 1 3 P00450 1 2474.066 High 0 4.16E-06 57
High MFQQCLEL1xCarbami  1.02E-05 0 1 1 1 Q9Y2A7 0 1623.762 High 0 2.76E-06 53
High MFGIDRDA 9.98E-05 0 1 1 3 P29401 1 1562.811 High 0 2.72E-05 35
High MFESFIESV 0.000108 0 1 1 1 P13861 0 1539.813 High 0 2.94E-05 34
High MEVGPTM 2.61E-05 0 0 0 1 0 2686.216 High 0 7.09E-06 39
High METTHSFG 0.00012 0 1 1 1 Q93052 0 2273.087 High 0 3.29E-05 26
High MESVFNHA 0.000178 0 1 1 2 Q7L576 0 1203.594 High 0 4.89E-05 41
High MEIQEIQLK 0.001583 0 1 1 2 P06753 0 1131.608 High 0 0.00044 48
High MFTTAPDQ1xOxidatio  1.73E-06 0 1 1 2 P00450 1 2490.061 High 0 3.56E-06 41
High MLAEDELR 0.000602 0 1 2 2 P61204 0 976.4768 High 0 0.000167 33
High MLAIYDGF 0.000563 0 1 1 1 Q01813 0 1447.693 High 0 0.000156 33
High MIAPEGSLV 5.64E-05 0 1 1 1 P48739 0 1457.746 High 0 1.54E-05 32
High MLTYDPML 3.57E-06 0 1 1 6 P40394 0 1557.78 High 0 0.000137 35
High MLTGPVYS 3.31E-06 0 1 1 1 Q86VP6 0 1733.889 High 0 8.88E-07 48
High MLSPEQTV 2.03E-05 0 1 1 5 O00534 0 1320.698 High 0 5.48E-06 61
High MLSAVSQQ1xCarbami  4.38E-05 0 1 1 1 Q14204 0 1960.994 High 0 1.19E-05 28
High MIQALELD 0.000179 0 1 1 1 Q7Z406 0 1575.82 High 0 4.91E-05 55
High MINLSEPDT 0.000555 0 1 1 1 Q14651 0 1532.726 High 0 0.000153 37
High MLLYTEVTR 0.000288 0 2 2 6 P31150; P5 0 1125.597 High 0 0.000159 45
High MLISILTER 0.000689 0 1 1 2 P12429 0 1075.618 High 7.47E-05 0.000499 34
High MILLEVNN 0.001552 0 1 1 3 O15144 0 1101.608 High 0 0.000435 46
High MLLADQGQ 4.32E-05 0 1 1 3 P09211 1 2991.477 High 0 1.17E-05 27
High MLLADQGQ1xOxidatio  4.23E-05 0 1 1 1 P09211 0 1292.63 High 0 1.15E-05 52
High MLLADQGQ 0.000101 0 1 1 2 P09211 0 1276.635 High 0 2.76E-05 37
High MIKPFFHSL1xOxidatio  2.44E-05 0 1 1 4 P10599 0 1479.766 High 0 1.43E-05 45
High MIKPFFHSL 0.000515 0 1 1 7 P10599 0 1463.772 High 0.000368 0.001528 30
High MLGQMTD 3.27E-07 0 1 1 1 P18206 0 1477.714 High 0 8.61E-08 72
High MLFDKNGN 2.65E-05 0 1 1 2 P05546 1 1796.842 High 0 7.18E-06 27
High MIEAVQNH 6.28E-05 0 1 1 2 Q16881 0 1987.981 High 0 1.71E-05 34
High MLDMGFE 6.07E-06 0 2 4 1 O00571; Q 0 1336.639 High 0 1.63E-06 45
High MLDAEDIV 3.03E-06 0 1 1 3 O43707 0 1816.875 High 0 8.15E-07 79
High MLTYDPML2xOxidatio   5.3E-05 0 1 1 1 P40394 0 1589.77 High 0 1.45E-05 58
High MTVTDQV 1xCarbami  8.2E-05 0 1 1 4 P05090 0 1292.597 High 0 2.24E-05 43
High LVPLLDTGD 3.06E-11 0 1 1 3 P52209 0 2160.118 High 0 7.7E-12 97
High IVNTPQGC 1xCarbami  0.000196 0 1 1 1 O43847 0 1478.746 High 0 5.36E-05 34
High LSLSQLNSN 0.000117 0 1 1 1 O43490 0 1470.791 High 0 3.19E-05 51
High LSLQNCCLT3xCarbami    2.76E-05 0 1 1 2 P13489 0 2267.094 High 0 7.48E-06 59
High LSILYPATTG 0.000101 0 1 1 4 P30041 0 1191.673 High 0.000504 0.002524 29
High ISLGLPVGA 1xCarbami  0.00054 0 1 1 2 P62829 0 1970.038 High 0 0.000149 19
High LSLEGDHST 3.25E-06 0 1 2 1 P07355 0 1844.902 High 0 8.72E-07 70



High LSLDGQNIY2xCarbami   3.95E-07 0 1 1 1 P26599 0 1897.889 High 0 1.05E-07 60
High LSHGKVEV 3.72E-05 0 1 1 2 P98088 1 2457.262 High 0 1.01E-05 26
High LSGSNPYTT 2.48E-08 0 1 1 3 O43707 0 1920.007 High 0 6.5E-09 95
High ISISTSGGSF 0.000321 0 1 1 3 P13647 0 1111.574 High 0 8.85E-05 27
High LSGNVLSYT 0.001199 0 1 1 1 P10643 0 1455.784 High 0 0.000332 32
High LSFQHDPET 0.000853 0 1 1 1 Q14697 0 1740.928 High 0 0.000237 23
High LSFGDAAQ 0.000197 0 1 1 1 Q9P265 0 1435.733 High 0 5.41E-05 44
High LSFDKDAM 0.000132 0 1 1 2 P37837 1 1252.635 High 0 3.62E-05 49
High ISEQFTAM 9.99E-06 0 3 6 2 Q13885; P0  0 1229.598 High 0 2.69E-06 70
High LSELVQAVS 6.41E-06 0 1 1 1 O14773 0 1904.96 High 0 1.73E-06 43
High LSELEAALQ 7.2E-05 0 1 1 2 P05787 0 1129.621 High 0 1.97E-05 76
High LSEIDVSSEG 1.58E-05 0 1 1 2 Q96C19 0 1262.647 High 0 4.28E-06 57
High ISELDAFLKE 1.39E-09 0 1 1 2 Q06323 1 2429.292 High 0 3.58E-10 70
High ISGGSVVEM 8.08E-07 0 1 1 4 O75874 0 1695.768 High 0 4.85E-07 67
High ISEGFELLNS 7.2E-06 0 1 1 4 P40394 0 1649.849 High 0 1.94E-06 46
High ISMAAYVSG 0.000614 0 1 1 1 P17858 0 1762.879 High 0 0.00017 32
High ISNAQLQTE 0.000407 0 0 0 1 0 1698.964 High 0 0.000112 49
High LSSVTAADT1xCarbami  1.9E-08 0 1 6 9 P06331 0 1747.832 High 0 4.96E-09 85
High LSSTWEGIQ 0.000273 0 1 1 1 P37837 0 1276.653 High 0 7.53E-05 46
High ISSSKGSLG 3.18E-06 0 1 1 1 P13645 1 2210.047 High 0 8.52E-07 42
High ISSLLEEQFQ 0.000135 0 1 1 1 P62241 0 1506.78 High 0 3.7E-05 47
High ISSIANSFLY 0.000189 0 0 0 1 0 1501.772 High 0 5.18E-05 38
High LSSGPEQIT 4.66E-05 0 1 1 1 Q6P996 0 3662.721 High 0 1.26E-05 15
High LSSGLVTAA 3.52E-05 0 1 1 2 P43251 0 1307.732 High 0 9.56E-06 64
High LSQEDPDYG 9.08E-05 0 1 1 1 P04040 0 1292.612 High 0 2.48E-05 32
High ISMSHEEEP 6.12E-06 0 1 1 4 Q9Y5P6 0 2079.054 High 0 1.64E-06 31
High LSQALGNV 0.000378 0 0 0 1 0 1356.785 High 0 0.000104 56
High ISPQIQLSG 7.76E-06 0 1 1 1 Q9UBG3 0 1785.934 High 0 2.09E-06 53
High LSPLGEEM 0.000368 0 1 1 3 P02647 0 1031.519 High 0 0.000102 45
High ISPFEHQTY 1xCarbami  0.000101 0 2 2 1 P28482; P2 0 1565.717 High 0 2.77E-05 31
High LSPEELLLR 0.000788 0 3 3 1 Q14651; P1  0 1069.625 High 0 0.000218 44
High ISPDGEEGY 1.18E-05 0 1 1 1 Q96C23 0 1490.701 High 0 3.19E-06 53
High ISNTAISISD 1xCarbami  0.0009 0 1 1 1 P22102 0 2077.038 High 0 0.00025 21
High LSNNALSG 0.000378 0 1 1 1 P22792 0 1601.865 High 0 0.000104 43
High LSNIFVIGK 0.00018 0 1 1 2 P62701 0 990.5982 High 0 5.86E-05 40
High LSPVTACAG1xCarbami  3.95E-07 0 1 1 2 Q8NBF2 0 1620.841 High 0 1.05E-07 61
High LSEDYGVLK 0.000679 0 1 1 1 P32119 0 1023.536 High 0 0.000188 49
High LSDQFHDIL 3.64E-05 0 1 1 2 O75340 0 1356.727 High 0 3.22E-05 36
High LSDGFNGA 1.02E-05 0 1 1 1 P62333 0 1164.564 High 0 2.75E-06 62
High LRLPQVSPA1xCarbami  7.29E-08 0 1 1 4 P98160 1 1946.975 High 0 4.88E-08 49
High IRLENEIQTY 3.05E-05 0 1 1 1 P13645 1 1434.77 High 0 8.28E-06 44
High IRLDETDDP 0.000544 0 1 1 1 P07384 1 1794.778 High 0 0.00015 19
High LRGQTCGL 2xCarbami   2.68E-06 0 1 1 2 P98088 1 2429.108 High 0 7.66E-07 49
High LRGDAAAG 6.37E-05 0 1 1 1 Q6DKJ4 1 2116.053 High 0 1.74E-05 37
High LREQLGPVT 1.29E-07 0 1 1 5 P02647 1 2202.119 High 0 3.41E-08 88
High LRENELTYY 2xCarbami   7.2E-07 0 1 1 5 P13987 1 1648.746 High 0 1.91E-07 52
High IREDLPNLE 4.38E-05 0 1 1 1 Q96QK1 1 2244.099 High 0 1.19E-05 42
High IRPGEYEQF 1.84E-05 0 1 1 1 Q9H4G0 0 1900.944 High 0 4.99E-06 44
High LQYAIISEAW 1.95E-05 0 1 1 2 Q9Y2S2 0 1349.721 High 0 9.79E-06 56
High IQVHYYEDG 4.14E-07 0 2 2 3 P47755; P5 0 2029.014 High 0 4.37E-07 43
High IQTYLQSTK 1xOxidatio  2.91E-06 0 1 1 2 P30085 0 2386.221 High 0 1.67E-06 44
High IQTYLQSTK 5.64E-05 0 1 1 2 P30085 0 2370.226 High 0 1.54E-05 32
High LQSSSASYG1xCarbami  7.96E-10 0 1 1 2 P13646 0 2146.957 High 0 3.52E-08 71
High IQSSHNFQ 2.04E-05 0 1 1 3 Q8NBJ4 0 1630.818 High 0 5.55E-06 46
High LQSGTHCLW1xCarbami  4.95E-06 0 1 1 2 P01033 0 2201.066 High 0 1.33E-06 46
High IQSFLGGAP 0.000469 0 1 1 2 Q13421 0 1475.774 High 0 0.000129 37
High IQQLTALGA 1.56E-07 0 1 1 1 Q99471 0 1484.843 High 0 4.13E-08 84
High IQVVVLSAS 8.88E-08 0 1 1 1 P98160 0 1706.969 High 0 2.34E-08 49
High LRPVAAEVY 5.45E-06 0 1 1 76 P02788 0 1460.786 High 0 8.58E-06 62
High LRPVAAEVY 8.42E-06 0 1 1 5 P02788 1 1841.998 High 0 2.27E-06 56
High LRSDDTAVY1xCarbami  0.000221 0 1 1 3 P23083 1 1589.738 High 0 6.07E-05 28
High LSDDNTIGK 8.54E-06 0 1 1 3 Q13813 1 1745.866 High 0 2.3E-06 40
High LSDAGQYL 1xCarbami  5.11E-09 0 1 1 14 P01833 1 2170.967 High 0 1.32E-09 81
High LSDAGQYL 1xCarbami  3.24E-10 0 1 1 2 P01833 0 2042.872 High 0 8.22E-11 108
High LSCVPVLIFA1xCarbami  0.00019 0 1 1 1 P36405 0 1360.766 High 0 5.21E-05 32
High LSCSYSHW 2xCarbami   2.85E-07 0 1 1 3 P04003 0 1878.826 High 0 2.27E-07 59
High LSCFAQTVS1xCarbami  9.52E-05 0 1 1 2 Q16658 0 1437.704 High 0 2.61E-05 45
High LSCAASGFT1xCarbami  2.03E-06 0 1 1 1 P0DOX5 0 1303.61 High 0 5.43E-07 71
High LSCAASGFT1xCarbami  0.000101 0 1 1 2 A0A0B4J1X 0 2263.99 High 0 2.77E-05 33
High LSCAASGFT1xCarbami  3.88E-05 0 1 2 2 P01782 0 2233.979 High 0 1.63E-05 22
High ISATSIFFES 1.34E-05 0 1 1 2 P34896 0 1620.798 High 0 3.61E-06 41
High ISANENSLA 8.25E-06 0 1 1 1 Q9UHB6 0 1173.622 High 0 2.23E-06 56
High LSAIPVSAF 1xCarbami  0.001265 0 0 0 1 0 1623.805 High 0 0.000352 20
High ISAFGYLEC 1xCarbami  6.96E-05 0 1 1 1 P08134 0 1345.646 High 0 1.9E-05 51
High LSAAVTEAF 1.19E-05 0 1 1 1 P26640 0 1163.642 High 0 3.21E-06 31
High LRTEGDGV 2.44E-07 0 1 1 4 P00738 1 1708.85 High 0 6.44E-08 66
High LRTEGDGV 4.79E-05 0 2 2 1 P00739; P0 1 1580.791 High 0 1.31E-05 55
High LRTDAVLPL 7.75E-08 0 1 1 4 Q13421 1 1753.022 High 0 2.04E-08 67
High LRSPVISIDP 8.88E-08 0 1 1 1 P98160 1 2557.326 High 0 2.34E-08 58
High LRSELEMVS 0.00046 0 1 1 2 O60784 1 1489.779 High 0.000504 0.002949 25
High LSSVTAVDT1xCarbami  0.000407 0 0 0 4 0 1775.863 High 0 0.000112 15
High LSSWVLLM 0.000703 0 1 1 7 P01009 0 1076.617 High 0.000414 0.002161 41
High LSSWVLLM1xOxidatio  0.001636 0 1 1 2 P01009 0 1092.612 High 0 0.000454 48
High LSTGCTGTL1xCarbami  0.000746 0 0 0 1 0 1336.678 High 0 0.000206 61
High LVEVNGEN 9.26E-08 0 1 1 2 O14745 1 2294.174 High 0 1.5E-07 39
High IVETQNEEY 0.001532 0 0 0 3 0 2106.014 High 0 0.000426 23
High IVEPYIAWG 0.000906 0 1 1 2 P18124 0 1662.889 High 0 0.000251 26
High IVELISR 0.000722 0 0 0 2 0 829.5142 High 0 0.0002 47
High LVEIAQVPK 0.000171 0 1 1 2 Q16851 0 996.6088 High 0 4.68E-05 55
High IVEGSDAEI 3.45E-05 0 1 1 2 P00734 0 2265.104 High 0 9.39E-06 28
High IVEDEPNKI 1xCarbami  2.68E-05 0 1 1 2 P55060 1 1687.796 High 0 7.27E-06 28
High IVEANPLLE 1.71E-05 0 1 1 1 Q9UM54 0 1585.858 High 0 4.63E-06 58
High LVFLGEQSV 0.000193 0 1 2 1 P20340 0 1176.662 High 0 5.31E-05 26
High LVEALCAEH1xCarbami  5.12E-05 0 1 1 1 P25398 0 1750.952 High 0 1.4E-05 51
High LVAYYTLIG 1.36E-09 0 1 1 5 P01024 0 1511.822 High 0 3.51E-10 89



High IVASTLSNP 9.01E-05 0 1 1 2 P17174 0 2234.134 High 0 2.46E-05 42
High IVAPISDSPK 1.63E-05 0 1 1 3 O95336 0 1601.901 High 0 4.41E-06 56
High LVAEDLSQD1xCarbami  2.65E-05 0 1 1 1 O60610 0 1711.8 High 0 7.2E-06 38
High LVAASQAA 2.79E-06 0 1 1 53 P02768 0 1013.599 High 0 6.08E-06 89
High LTYTAEVSV 4.29E-06 0 1 1 2 P09960 0 1207.657 High 0 1.16E-06 55
High LTYLGCASV1xCarbami  1.31E-05 0 1 1 1 Q9Y3P9 0 1421.721 High 0 3.54E-06 56
High ITYGETGGN 2.59E-05 0 1 1 2 P02751 0 2168.051 High 0 7.04E-06 52
High LVCYFTNW 1xCarbami  2.16E-05 0 1 1 2 Q15782 0 1588.721 High 0 6.25E-05 46
High LVFLGLDNA 1.31E-05 0 0 0 1 0 1146.652 High 0 3.54E-06 33
High IVFVPGCSIP1xCarbami  7.98E-05 0 1 1 1 P54136 0 1642.96 High 0 2.17E-05 36
High LVGEIMQE 0.000163 0 0 0 1 0 1333.678 High 0 4.46E-05 44
High LVNHFVEE 0.000365 0 1 1 4 P0DMV8 1 1417.759 High 0 0.000138 43
High LVNHFVEE 0.000848 0 1 1 3 P0DMV8 0 1261.658 High 0 0.000235 32
High LVNEVTEFA 0.000355 0 1 1 74 P02768 0 1149.615 High 0 0.000137 59
High IVIYVQQTT 7.1E-05 0 1 1 1 Q9Y3P9 0 1306.737 High 0 1.94E-05 30
High LVLVNAIYF 0.000865 0 2 3 7 P30740; P5 0 1179.714 High 0 0.00024 60
High IVLQIDNAR 0.00095 0 1 1 1 P08727 0 1041.605 High 0 0.000264 40
High LVLINTPPG 0.000995 0 0 0 2 1 2448.292 High 0 0.000276 35
High LVILEGELER 0.000204 0 1 2 1 P67936 0 1170.673 High 0 5.58E-05 45
High IVLGQEQD 0.000123 0 1 1 1 P02743 0 1393.696 High 0 3.38E-05 34
High LVIDQIDNG 1.7E-05 0 1 1 1 P06737 0 1592.832 High 0 4.6E-06 72
High LVLADGVSY1xCarbami  1.5E-05 0 1 1 1 Q8NDH3 0 1295.666 High 0 4.06E-06 52
High LVKPGNQN 5.45E-05 0 1 1 3 Q9UQ80 0 1927.003 High 0 1.48E-05 46
High LVHVEEPHT 0.000286 0 1 1 8 P01023 0 1545.802 High 0 7.88E-05 32
High LVGMSVLL 0.001168 0 1 1 1 Q86VN1 0 1030.633 High 0 0.000323 15
High LVGITSWG 1xCarbami  0.000358 0 1 1 1 P03952 0 1405.689 High 0 9.84E-05 41
High LVGIQIQTL 1xOxidatio  3.93E-06 0 1 1 3 P20061 0 1387.798 High 0 1.05E-06 64
High LVGIQIQTL 3.43E-06 0 1 1 5 P20061 0 1371.803 High 0 1.89E-06 60
High LVGGPMDA 6.32E-08 0 1 1 1 P01034 0 1644.79 High 0 1.65E-08 102
High LVGGKDFE 1.22E-06 0 1 1 1 O00151 1 1629.896 High 0 3.25E-07 63
High ITVVDDADT1xCarbami  5.63E-08 0 1 1 1 Q8N335 0 1818.915 High 0 1.48E-08 75
High LVPFATELH 0.000842 0 1 1 1 P06727 0 1311.706 High 0 0.000234 33
High ITVTSEVPFS 0.000559 0 1 1 1 P35268 0 1207.657 High 0 0.000154 39
High ITVNEVELL 1.67E-05 0 1 1 1 Q9UNM6 0 1387.787 High 0 4.5E-06 63
High LTGQLFLGG 0.000113 0 1 1 2 Q13228 0 1332.789 High 0 3.08E-05 41
High ITGPICVNT 1xCarbami  0.00037 0 1 1 1 O95841 0 1102.593 High 0 0.000102 29
High LTGFHETSN 2.75E-08 0 1 1 4 P15104 0 2150.026 High 0 7.19E-09 69
High LTGAGGGG1xCarbami  0.000334 0 1 1 1 Q03426 0 2653.387 High 0 9.23E-05 30
High LTFSCLGGS1xCarbami  4.01E-05 0 1 1 2 Q15185 0 1445.673 High 0 1.09E-05 49
High LTEQAVQA 1.63E-05 0 1 1 2 Q9BRF8 0 1214.674 High 0 4.42E-06 54
High LTELETAVR 1.09E-05 0 1 1 3 Q13561 0 1031.573 High 0 2.94E-06 49
High ITDTLDSIK 0.000172 0 1 1 5 Q8N1Q1 0 1005.546 High 0 4.71E-05 49
High LTGSSGFVT 6.41E-08 0 1 1 2 O75882 0 1599.765 High 0 1.68E-08 85
High ITDNMFCA 1xCarbami    1.37E-05 0 1 1 4 P00734 1 2017.911 High 0 3.69E-06 32
High ITCTEEGWS1xCarbami  1.17E-06 0 1 1 1 Q03591 0 1505.694 High 0 3.1E-07 70
High ITCLCQVPQ2xCarbami   6.55E-05 0 1 1 1 P49588 0 1644.794 High 0 1.79E-05 53
High ITALDEFAT 0.000969 0 1 1 1 Q13813 0 1108.588 High 0 0.00027 29
High ISVYYNEAT 0.000166 0 1 1 1 P07437 0 1301.637 High 0 4.54E-05 29
High ISVNNVLPV1xOxidatio  0.001463 0 1 1 5 P07339 0 1975.032 High 0 0.000406 25
High ISVNNVLPV 5.41E-07 0 1 1 5 P07339 0 1959.037 High 0 3.13E-07 41
High LSVLGAITSV 2.56E-06 0 1 1 3 P62495 0 1371.795 High 0 6.84E-07 56
High LSVEGFAVD 0.00136 0 1 1 1 P55786 0 1064.562 High 0 0.000377 45
High ITDNMFCA 1xCarbami  1.48E-05 0 1 1 6 P00734 1 2001.916 High 0 1.67E-05 44
High ITGTMPPLP 0.00124 0 1 1 2 P08571 0 2138.189 High 0 0.000343 30
High ITHYNYLILS 0.001115 0 1 1 3 P01031 0 1364.757 High 0 0.00031 19
High ITKPGSIDSN 1.35E-05 0 1 1 1 Q04637 0 1972.025 High 0 3.65E-06 31
High LTVEDPVTV 2.57E-06 0 1 2 1 O14818 0 1634.864 High 0 6.87E-07 55
High LTVAAPPSG 0.001137 0 1 2 2 P0C0L5 0 2574.379 High 0 0.000315 28
High LTTAMCNE 1xCarbami  1.24E-06 0 1 1 2 Q8IWE2 0 1524.74 High 0 3.31E-07 63
High ITSPLMEPS 0.001316 0 1 1 1 P28066 0 1431.74 High 0 0.000365 35
High LTSLVPFVD 0.000221 0 1 1 2 Q14152 0 1734.943 High 0 6.07E-05 26
High ITSEALLVTQ 1.09E-06 0 1 1 1 Q86VP6 0 1542.91 High 0 2.9E-07 67
High LTSDLTFAY 5.12E-05 0 1 1 1 P06865 0 1315.653 High 0 1.39E-05 52
High ITQSNAILCY1xCarbami  0.000707 0 1 1 1 P09488 0 1522.805 High 0 0.000196 24
High ITQLVSDQA 2.02E-05 0 1 1 3 Q7Z4S6 0 1664.908 High 0 5.45E-06 50
High ITQAVLGAH1xCarbami  3.92E-08 0 1 1 4 O95834 0 2055.08 High 0 1.02E-08 56
High LTPNVTDIV 5.41E-05 0 1 1 1 Q12882 0 1398.795 High 0 1.47E-05 32
High ITPNLAEFA 1.63E-06 0 1 1 4 P01009 0 1641.864 High 0 4.36E-07 49
High ITNSLTVLCS1xCarbami  4.44E-07 0 0 0 2 0 1364.709 High 0 1.18E-07 73
High LTLVCESAP 1xCarbami  0.000351 0 1 1 1 P52566 1 2672.389 High 0 9.66E-05 29
High LTISEQNIQ 6.73E-05 0 1 1 1 P04114 0 1201.654 High 0 1.83E-05 33
High ITLLSALVET 1.22E-06 0 1 1 6 P01011 0 1215.731 High 0 1.67E-06 72
High LTLIDPETLL 6.91E-06 0 1 1 1 Q86VP6 0 1380.81 High 0 1.87E-06 54
High ITLECLPQN 1xCarbami  0.000341 0 1 1 2 Q96EK6 0 1681.862 High 0 9.38E-05 31
High ITLDNAYM 0.00113 0 1 1 4 P14618 0 1197.582 High 0 0.000372 45
High ITVPFLEQC 1xCarbami  0.001647 0 1 1 3 P48147 0 1472.793 High 0 0.000457 29
High MVAAATN 1xCarbami  1.29E-05 0 1 1 1 Q9Y490 0 2556.193 High 0 3.5E-06 35
High MVLPNLLE 1xOxidatio  0.000618 0 1 1 1 Q8N474 0 1869.945 High 0 0.000171 20
High MVLVNAVY 0.00061 0 1 1 2 P05120 0 1183.654 High 0 0.000168 15
High QAKEEAQA 0.000346 0 1 1 1 O75348 1 1692.819 High 0 9.52E-05 27
High QAFTDVAT 1xCarbami  1.23E-05 0 1 1 2 P29401 0 2532.186 High 0 3.33E-06 39
High QAFQIGSPW 0.000185 0 1 1 6 P00352 0 1189.611 High 0 0.000289 44
High QAEELIQQE 0.000196 0 1 1 1 O14879 0 2007.973 High 0 5.39E-05 26
High QAAPCVLF 1xCarbami  3.96E-05 0 1 1 1 P55072 0 1923.952 High 0 1.07E-05 50
High QAALQVAE 3.62E-05 0 1 1 2 P40121 0 1389.748 High 0 9.82E-06 43
High QAAAAASS 0.000326 0 1 1 1 Q5TGY1 0 2681.276 High 0 8.93E-05 46
High PYQYPALTP 5.95E-05 0 1 1 2 P04075 1 1562.821 High 0 1.62E-05 37
High QAKEPCVE 1xCarbami  0.000163 0 1 1 1 P02652 1 2677.281 High 0 4.47E-05 32
High PYQYPALTP 1.97E-05 0 1 1 9 P04075 0 1434.726 High 0 5.36E-06 67
High PNIVLFSGS 0.000703 0 1 1 1 P11908 0 1884.956 High 0 0.000194 20
High PLELELCPG 1xCarbami  1.64E-05 0 1 1 1 Q9NR45 0 1183.614 High 0 4.45E-06 51
High PLAQLADPW 0.00037 0 1 1 1 P51812 0 1266.684 High 0 0.000102 33
High PGGLLLGDV 2.6E-10 0 1 1 4 P30041 0 2098.093 High 0 6.62E-11 87
High PFLELDTNL 2.68E-08 0 1 2 1 P30046 0 1499.785 High 0 6.97E-09 90
High PEIVDTCSL 2xCarbami   2.45E-08 0 1 1 2 P09960 0 1861.878 High 0 6.39E-09 71



High PAVLGFEGS 0.000351 0 0 0 1 0 1189.621 High 0 9.65E-05 30
High NYTDEAIET 6.62E-10 0 1 1 2 O14818 0 1740.817 High 0 1.69E-10 91
High PPYTVVYFP 0.00012 0 1 1 5 P09211 0 1337.725 High 0 3.27E-05 45
High NYPATFWV 0.000143 0 1 1 8 P07384 0 1611.795 High 0 0.000286 39
High QAPGQGLE 0.000631 0 1 1 1 P23083 0 2704.257 High 0 0.000174 9
High QAQIEVVPS 0.000166 0 1 1 1 P30050 0 1666.974 High 0 4.55E-05 32
High QDLPNAM 5.86E-08 0 1 2 1 P61204 0 1630.774 High 0 1.54E-08 91
High QDILDDSGY 4.23E-07 0 0 0 1 0 1573.738 High 0 1.12E-07 74
High QDIAFAYQ 0.000859 0 1 1 3 P07355 0 1111.553 High 0 0.000239 39
High QDHPSSMG 1.35E-06 0 0 0 1 0 2480.053 High 0 3.6E-07 32
High QDFVQHFS 0.00043 0 1 1 2 P14324 0 1503.77 High 0 0.000118 32
High QCVENADL 1xCarbami  0.00061 0 1 1 2 Q99460 1 2226.082 High 0 0.000168 28
High QCTMFYST 1xCarbami  0.001137 0 1 1 1 P01031 0 1479.661 High 0 0.000316 34
High QCQTLQVS 1xCarbami  4.01E-07 0 1 1 1 P19013 0 1732.828 High 0 1.06E-07 68
High QAPQTIHLP 4.78E-07 0 1 1 3 P21399 0 2407.225 High 0 1.27E-07 58
High QCPVVYPS 3xCarbami    0.000326 0 0 0 1 0 2673.153 High 0 8.99E-05 20
High QAVDTAVD 0.00018 0 1 1 1 P19827 0 1390.733 High 0 4.94E-05 63
High QATVGDIN 1xOxidatio  0.000732 0 1 1 2 P07108 0 2166.05 High 7.47E-05 0.000507 30
High QATVGDIN 5.83E-06 0 1 1 4 P07108 0 2150.055 High 0 1.57E-06 61
High QASQGMV 3.72E-06 0 0 0 1 0 1316.674 High 0 1E-06 72
High QASPSIVIA 3.75E-05 0 1 1 2 P61020 0 1368.785 High 0 1.02E-05 45
High QASMEDIP 1.68E-05 0 1 1 1 Q9BS40 0 1103.515 High 0 4.54E-06 47
High QAQQERDE 7.71E-05 0 1 1 1 P35579 1 2088.979 High 0 2.11E-05 43
High QAQQDRD 4.81E-07 0 1 1 1 Q7Z406 1 2218.999 High 0 1.28E-07 65
High QAWFIENE 2.54E-07 0 1 1 2 P04083 0 2141.019 High 0 6.7E-08 72
High NYLHYSLYD 0.000215 0 1 1 1 O43242 0 1643.77 High 0 5.91E-05 25
High NYHSGNDV 0.000136 0 1 1 2 Q9Y5A7 0 1915.846 High 0 3.71E-05 31
High NYEASVDS 7.97E-07 0 1 1 2 P21980 0 2655.278 High 0 2.12E-07 55
High BTVYLQMB 7.4E-06 0 1 1 11 P0DOX2 0 1339.667 High 0 1.99E-06 55
High NTVLCNVV 1xCarbami  7.25E-07 0 1 1 4 Q14258 0 2090.07 High 0 1.93E-07 49
High NTVLATWQ 0.0002 0 0 0 1 0 1609.822 High 0 5.49E-05 50
High NTSTNEIGW1xCarbami  0.000113 0 1 1 1 P15498 0 1695.754 High 0 3.09E-05 45
High NTQIQVLPE 9.79E-06 0 1 1 1 Q9Y6U3 0 1870.991 High 0 2.64E-06 39
High NTNDANSC1xCarbami  0.000502 0 2 2 4 P31150; P5 1 2327.152 High 0 0.000139 48
High NTNDANSC1xCarbami  1.32E-06 0 2 2 8 P31150; P5 0 2199.057 High 0 3.52E-07 63
High NTMSLLAA 1xOxidatio  3.18E-05 0 1 1 2 Q9UBQ7 0 1687.916 High 0 8.65E-06 44
High BTVYLQMB1xOxidatio  9.26E-05 0 1 1 2 P0DOX2 0 1355.662 High 0 2.52E-05 40
High NTMILEICT 1xCarbami    6.59E-05 0 1 1 3 P01024 0 1266.618 High 0 1.8E-05 61
High NTLYLQMS 9.07E-07 0 1 1 5 A0A0J9YX3 0 1325.688 High 0 2.42E-07 69
High NTLYLQMN1xOxidatio  5.99E-05 0 2 7 9 A0A0B4J1X  0 1368.694 High 0 1.63E-05 57
High NTLYLQMN 3.93E-05 0 2 7 15 A0A0B4J1X  0 1352.699 High 0 1.11E-05 62
High NTLYLQMN1xOxidatio  4.53E-05 0 1 1 3 A0A0B4J1V 0 1340.688 High 0 1.23E-05 41
High NTLYLQMN 8.66E-06 0 1 1 4 A0A0B4J1V 0 1324.693 High 0 2.34E-06 62
High NTLYLQMG1xOxidatio  0.00012 0 1 1 1 A0A075B6Q 0 1311.673 High 0 3.28E-05 27
High NTLYLQMG 1.95E-05 0 1 1 2 A0A075B6Q 0 1295.678 High 0 5.27E-06 46
High NTLIIYLDK 0.00064 0 1 1 6 P01024 0 1092.63 High 0 0.000208 42
High NTMAYIGF 0.000211 0 1 1 1 Q96HC4 0 1401.672 High 0 5.78E-05 29
High BTVYLQMB 7.71E-05 0 1 1 7 P0DOX2 0 1338.683 High 0 2.11E-05 53
High BTVYLQMB1xOxidatio  0.000119 0 1 1 4 P0DOX2 0 1354.678 High 0 3.26E-05 49
High NVAQYNAN 3.05E-06 0 1 1 3 Q14204 0 2514.183 High 0 8.19E-07 36
High NYCGLPGE 1xCarbami  0.00038 0 1 1 1 P02675 0 1785.79 High 0 0.000105 58
High NWRDPDQ 6.31E-10 0 1 1 2 P06396 1 2843.371 High 0 1.61E-10 81
High NWADVQS 0.000368 0 1 1 1 Q15437 0 1216.607 High 0 0.000101 33
High NVTELNEP 1.44E-06 0 1 1 1 P61981 0 1643.787 High 0 3.85E-07 68
High NVSTGDVN1xOxidatio  3.27E-05 0 1 1 2 P13645 0 2888.388 High 0 2.09E-05 42
High NVSLGNVL 2.47E-05 0 1 1 3 Q9NY33 0 1675.913 High 0 6.72E-06 43
High NVQDAIAD 0.001191 0 1 1 1 P35908 0 1329.639 High 0 0.000331 42
High NVNVQNFH 4.5E-05 0 1 1 2 O43707 0 1485.76 High 0 1.22E-05 58
High NVNCLALD 1xCarbami  2.58E-05 0 1 1 3 Q53FA7 0 1131.558 High 0 4.55E-05 49
High NVMILTNP 4.44E-06 0 1 1 3 Q9UGI8 0 1270.719 High 0 1.19E-06 49
High NVMLLPVG 3.84E-09 0 1 1 2 Q96KP4 0 2081.992 High 0 9.88E-10 74
High NVLSDSRPA 6.41E-05 0 1 1 3 Q9BR76 0 3522.724 High 0 1.74E-05 38
High NVIPALELV 0.001636 0 1 1 1 P07602 0 1434.857 High 0 0.000454 42
High NVIGLQMG 1.11E-05 0 1 1 4 P37802 0 1202.631 High 0 3E-06 57
High NVKLPDAY 0.00036 0 1 1 1 P11413 1 1204.632 High 0 9.95E-05 56
High NVFDEAILA 1.24E-05 0 0 0 5 0 1852.969 High 0 1.24E-05 30
High NVDGVNYA 1.11E-05 0 1 1 2 Q9UBR2 0 1308.654 High 0 2.98E-06 46
High NVDDGHIIN 0.000989 0 1 1 1 Q6UWP2 0 1878.888 High 0 0.000274 22
High NVCTEAGM1xCarbami  8.89E-05 0 1 1 3 P62333 0 1368.64 High 0 2.43E-05 56
High QDPPSVVV 9.08E-05 0 1 1 17 P25311 0 1775.892 High 0 2.47E-05 52
High QDPPSVVV 7.76E-06 0 1 1 6 P25311 1 1903.987 High 0 2.09E-06 40
High QDPSVLHT 0.000485 0 1 2 5 P50502 0 1441.674 High 0 0.000134 33
High QDSAAVGF 0.001316 0 1 1 1 Q14247 0 1200.553 High 0 0.000365 36
High QITLNDLPV 0.000418 0 1 1 2 Q13162 0 1225.69 High 0 0.000147 37
High QLSSSVTGL1xCarbami  2.35E-08 0 1 1 3 P46940 0 2165.014 High 0 6.12E-09 116
High QLSSGVSEI 0.000383 0 1 1 2 P04792 0 1075.574 High 0 0.000106 41
High QLSQSLLPA 0.001115 0 1 2 1 P30153 0 1925.059 High 0 0.000308 27
High QISQAYEVL 0.000317 0 0 0 2 0 1451.738 High 0.003983 0.04122 35
High QLQNISLAA 5.12E-07 0 1 1 2 Q14204 0 1428.781 High 0 1.36E-07 77
High QLQIYQGIL 4.38E-05 0 1 1 2 Q8TE77 0 1490.833 High 0 1.48E-05 50
High QLQGPEKE 0.000292 0 1 1 1 O60664 1 2076.072 High 0 8.02E-05 14
High QITQVYGFY1xCarbami  0.001009 0 2 3 1 P67775; P6 1 1919.932 High 0 0.00028 18
High QIPAITCIQS1xCarbami  0.001168 0 1 1 1 P46940 0 1600.826 High 0 0.000324 13
High QLMETPAN 6.77E-07 0 1 1 2 P28838 0 1618.756 High 0 1.8E-07 86
High QLLQANPIL 5.87E-06 0 2 3 2 P35579; Q7 0 1726.949 High 0 1.58E-06 79
High QLLNCLHV 1xCarbami  0.000164 0 1 1 2 P06737 0 1774.909 High 0 4.49E-05 50
High QLLLTADDR 7.87E-05 0 1 1 5 P04075 0 1044.568 High 0 2.14E-05 61
High QLLLEEWG 9.08E-06 0 1 1 2 Q6ZVX7 0 2135.15 High 0 2.44E-06 63
High QLLGFPCAE1xCarbami  1.91E-06 0 1 1 2 Q13421 0 1863.927 High 0 5.11E-07 50
High QLKEHAVE 1xCarbami  5.83E-06 0 1 1 7 P02765 1 2030.001 High 0 1.57E-06 58
High QLGGSVELV 0.00045 0 1 1 1 Q96KP4 0 1314.726 High 0 0.000124 49
High QLNSESLSQ 2.76E-11 0 1 1 1 P36952 0 2207.04 High 0 6.93E-12 120
High QITSYGETC 1xCarbami  2.93E-06 0 1 1 1 P50990 0 2057.985 High 0 7.83E-07 75
High QITVNDLPV 1.06E-05 0 2 2 8 Q06830; P3 0 1211.674 High 0 2.87E-06 56
High QLVHELDEA 9.98E-05 0 1 1 1 Q06323 0 1501.728 High 0 2.73E-05 23



High QQNAQGG 1.54E-07 0 1 1 3 P01023 0 2387.195 High 0 4.06E-08 62
High QQDVLGFL 0.000689 0 1 1 1 O75368 0 1361.706 High 0 0.00019 14
High QPYAVSELA 1.08E-05 0 1 1 2 P36578 0 2332.095 High 0 2.92E-06 41
High QPTVTSVCS1xCarbami  7.79E-11 0 1 1 2 Q96HC4 0 2207.024 High 0 1.96E-11 134
High QPSSAFAA 0.000313 0 1 1 2 P01024 0 1152.605 High 0 8.58E-05 33
High QPSQPPPQ 2.16E-05 0 1 1 3 Q9UBC9 0 1793.943 High 0 5.83E-06 47
High QPNCYLFFC3xCarbami    0.000447 0 1 1 2 Q9H8J5 0 2583.183 High 0 0.000123 25
High QPCQPPPQ2xCarbami   1.99E-05 0 2 2 6 P22528; P3 0 1675.793 High 0 5.38E-06 46
High QNRYDGQV 8.09E-06 0 1 1 3 P22314 1 2053.994 High 0 2.18E-06 41
High QNLFQEAE 0.000161 0 1 1 2 Q9UL46 0 1686.812 High 0 4.4E-05 34
High QNLEPLFEQ 1.11E-05 0 2 4 2 P48668; P1 0 1890.971 High 0 2.99E-06 48
High QNCGFPGV2xCarbami   1.87E-07 0 1 1 5 P04155 0 1764.779 High 0 4.94E-08 87
High QNCELFEQ 1xCarbami  1.27E-07 0 1 1 58 P02768 0 1657.753 High 0 3.36E-08 70
High QMIAVADE 0.00033 0 1 1 1 Q9BRK5 0 2444.187 High 0 9.09E-05 32
High QMEQISQF 4.44E-07 0 1 1 4 P37802 0 1678.822 High 0 1.62E-05 79
High QMEKDETV1xCarbami  0.000111 0 1 1 1 P47756 1 2287.044 High 0 3.03E-05 22
High QIYQTYGFV 0.001532 0 1 1 1 P48723 0 1458.738 High 0 0.000425 25
High QIYPPINVL 5.56E-06 0 2 2 3 P21281; P1 0 1596.911 High 0 8.78E-05 43
High QIVYCIGGE 1xCarbami  0.000172 0 1 1 1 Q16401 0 1650.852 High 0 4.73E-05 38
High QLGCGWA 1xCarbami  2.76E-05 0 1 1 4 Q9UGM3 0 1545.723 High 0 7.48E-06 42
High NTGVISVVT 3.74E-08 0 1 1 1 P12830 0 1431.78 High 0 9.74E-09 79
High QLGCGWA 1xCarbami    0.00116 0 1 1 1 Q9UGM3 0 3034.393 High 0 0.000323 28
High QLGCGWA 1xCarbami    4.01E-06 0 1 1 2 Q9UGM3 0 1591.71 High 0 1.08E-06 76
High QGLLPVLES 2.44E-05 0 1 1 14 P02647 0 1230.709 High 7.47E-05 0.000537 46
High QGHFYGET 6.05E-11 0 1 1 6 P01833 0 2025.966 High 0 4.61E-11 109
High QGGLGPM 3.5E-05 0 1 1 2 Q06830 1 1778.958 High 0 9.53E-06 59
High QGGLGPM 1xOxidatio  0.000368 0 1 1 1 Q06830 0 1638.852 High 0 0.000101 48
High QGGLGPM 9.38E-08 0 1 1 2 Q06830 0 1622.857 High 0 2.47E-08 91
High QGAAIGIPY 0.000453 0 1 1 1 Q08257 0 1527.795 High 0 0.000125 32
High QFVTPADV 9.33E-05 0 2 2 1 Q14651; P1 0 1458.759 High 0 2.55E-05 40
High QFVTATDV 0.001215 0 1 1 2 P13796 0 1135.611 High 0 0.000337 37
High QGLSSSIFT 0.001647 0 1 1 1 P49419 0 1067.573 High 0 0.000459 41
High QFSFPLSSE 5.63E-08 0 1 1 5 P01023 0 1848.88 High 0 1.48E-08 65
High QFIENGSEF 5.56E-05 0 1 1 38 Q9GZZ8 0 1397.67 High 0 0.000127 59
High QFASQANV 2.05E-07 0 1 1 3 O43707 0 1773.928 High 0 1.32E-07 80
High QEYDESGP 1.99E-05 0 1 7 4 P60709 0 1516.703 High 0 5.37E-06 59
High QEPSQGTT 5.11E-09 0 1 1 89 P01876 0 1835.95 High 0 3.29E-07 102
High QEMSKDLE 0.001043 0 1 1 1 P02647 1 1335.646 High 0 0.00029 30
High QEEEAGAL 2.29E-08 0 1 1 2 Q7Z406 0 1588.709 High 0 5.95E-09 90
High QEDDLANI 0.000466 0 1 1 2 P08697 0 1572.765 High 0 0.000128 25
High QEALEWLIR 0.00014 0 1 1 1 Q9NQW7 0 1157.631 High 0 3.83E-05 43
High QFSANDKV 3.8E-05 0 1 1 3 P36871 1 1528.764 High 0 1.03E-05 59
High QGNAVTLG 8.6E-06 0 0 0 1 0 1541.734 High 0 2.32E-06 59
High QGQGQLVT1xCarbami  7.76E-05 0 1 1 1 Q16531 0 1480.721 High 0 2.12E-05 63
High QHMDITGE 3.22E-06 0 1 1 3 Q9H4A4 0 1625.759 High 0 8.66E-07 44
High QLGCGWA 1xCarbami  4.78E-07 0 1 1 3 Q9UGM3 0 1575.715 High 0 1.27E-07 76
High QLGCGWA 1xCarbami  8.52E-09 0 1 1 6 Q9UGM3 0 2988.409 High 0 2.2E-09 86
High QLGCGWA 1xCarbami    9.08E-05 0 1 1 3 Q9UGM3 0 1617.762 High 0 2.47E-05 29
High QLGCGWA 1xCarbami  0.000883 0 1 1 2 Q9UGM3 0 1601.768 High 0 0.000244 14
High QLGAGSIEE3xCarbami    5.09E-06 0 1 1 1 P00747 1 2689.117 High 0 1.37E-06 60
High QLFHPEQL 8.53E-08 0 2 6 1 Q9BQE3; P 1 2415.205 High 0 2.25E-08 59
High QIEINTISAS 3.74E-06 0 1 1 1 P48637 0 1763.929 High 0 1E-06 64
High QIDQFANE 0.00023 0 1 1 2 Q9BUT1 0 1348.649 High 0 8.02E-05 37
High QLCSFEIYEV1xCarbami  0.00017 0 1 1 16 P01037 1 2126.012 High 0 8.17E-05 47
High QLCSFEIYEV1xCarbami  2.22E-06 0 1 1 28 P01036 0 1970.895 High 0 5.91E-07 58
High QICLVMLET1xCarbami  0.001071 0 1 1 2 Q15365 0 1959.999 High 0 0.000296 39
High QLASEDISH 0.000177 0 1 1 2 P36405 0 2099.077 High 0 4.85E-05 45
High QKWEAEPV 0.001015 0 1 1 8 P25311 1 1532.786 High 0.004576 0.04636 36
High QKPDGVFQ1xOxidatio  0.001137 0 1 1 1 P01024 0 2580.288 High 0 0.000315 17
High QKPDGVFQ 6.96E-06 0 1 1 6 P01024 0 2564.293 High 0 1.88E-06 49
High QKGADFLV 7.44E-08 0 1 1 4 P14618 1 2036.029 High 0 1.96E-08 58
High QHQLYVGV 1.29E-05 0 1 1 2 O94760 0 1328.732 High 0 3.49E-06 30
High QHMDSDS 1xCarbami    0.000602 0 0 0 5 0 2451.927 High 0 0.000166 28
High QHMDSDS 1xCarbami  3.98E-05 0 0 0 1 0 2435.932 High 0 1.08E-05 28
High QLGCGWA 1xCarbami  1.01E-06 0 1 1 3 Q9UGM3 0 3018.399 High 0 2.7E-07 45
High NTGTEAPD 1.14E-05 0 1 1 2 Q13228 0 1905.908 High 0 4.14E-06 67
High NTGIICTIGP1xCarbami  1.62E-05 0 1 1 9 P14618 0 1359.705 High 0 4.37E-06 65
High NTFVGTPFW 0.000133 0 1 1 2 Q9P289 0 2616.244 High 0 8.03E-05 29
High NGSEADID 7.76E-06 0 1 1 1 P22314 0 1525.677 High 0 2.09E-06 39
High NGSDCPDK 2xCarbami   1.61E-07 0 1 1 31 P02788 1 2032.874 High 0 4.79E-08 54
High NGQVWEE 0.001281 0 1 1 3 P22079 1 1345.686 High 0 0.000429 42
High NGPALQEA 1.29E-05 0 1 1 1 Q9UJU6 0 1217.627 High 0 3.51E-06 52
High NGAGLHTA2xCarbami   0.000149 0 1 1 1 P63172 0 2573.078 High 0 4.08E-05 24
High NFTTEQVTA 1.5E-08 0 1 1 3 P34932 0 1582.815 High 0 3.91E-09 103
High NFSGAELEG 0.00024 0 1 1 1 P46459 0 1291.664 High 0 6.57E-05 50
High NFPSPVDA 0.001191 0 1 1 4 P02790 0 1220.606 High 0 0.000331 32
High NGSGAVFP 9.92E-05 0 1 1 2 O00391 0 1758.913 High 0 2.7E-05 40
High NFPPSQDA 1xCarbami  3.2E-07 0 2 2 87 P01877; P0 0 3196.474 High 0 4.28E-06 54
High NFINNPLAQ 6.28E-07 0 1 1 1 P35579 0 1672.844 High 0 1.67E-07 82
High NFILDQTNV 1.45E-06 0 0 0 2 0 1647.845 High 0 3.89E-07 64
High NFGSYVTH 0.000563 0 1 2 5 P63167 0 1282.606 High 0 0.000155 32
High NFEEFFNLH 0.000267 0 1 1 5 P20591 0 1352.638 High 0 7.36E-05 26
High NFATSLYSM1xOxidatio  0.000308 0 1 1 3 P08758 0 1290.64 High 0 8.5E-05 54
High NENTFLDLT 1.62E-05 0 1 1 4 Q16851 0 2156.098 High 0 0.00012 36
High NEEDDMV 3.62E-07 0 1 1 4 P80303 0 1654.621 High 0 9.38E-07 84
High NEEDAAELV 5.43E-10 0 1 1 3 P22314 0 1883.946 High 0 1.39E-10 83
High NFPPSQDA 1xCarbami  4.32E-06 0 1 1 100 P01876 0 3168.515 High 0 2.49E-05 59
High NGVAQEPV 2.11E-06 0 1 1 2 P04217 0 1674.881 High 0 5.66E-07 58
High NGVDLLMK 0.001397 0 2 2 1 Q9BPX5; O 0 889.4812 High 0 0.000387 42
High NHAVVCQG2xCarbami   0.001415 0 1 1 3 Q9UGI8 0 2204.008 High 0 0.000395 25
High NLLFNDNT 1xCarbami  7.39E-08 0 1 1 58 P02788 0 1579.753 High 0 1.94E-08 77
High NILDRQDP 2.71E-11 0 1 1 18 P25311 1 2387.231 High 0 2.77E-10 73
High NLKPIKPMQ 1.61E-05 0 1 1 3 P18669 0 2115.127 High 0 4.34E-06 31
High NLHQSGFS 0.00043 0 1 1 1 Q14195 0 2030.989 High 0 0.000119 25
High NLGTNQCL 1xCarbami  1.23E-09 0 1 1 3 Q8NCL4 0 1703.777 High 0 3.15E-10 116



High NLEPLFETY 0.000139 0 1 1 2 P19013 0 1693.916 High 0 3.82E-05 31
High NIEDVIAQG 2.44E-06 0 1 1 1 P05387 0 1256.684 High 0 6.51E-07 54
High NLDIERPTY 0.000837 0 2 7 2 Q9BQE3; P 0 1718.882 High 0.00566 0.06109 22
High NIDDGTSD 0.000328 0 0 0 1 0 2272.095 High 0 9.01E-05 30
High NLCSDDTP 1xCarbami  0.000548 0 1 1 1 P30153 0 1307.572 High 0 0.000151 37
High NLATAYDN 2.85E-08 0 1 1 2 Q8WUM4 0 1894.991 High 0 7.42E-09 72
High NLALCPAN 1xCarbami  4.04E-05 0 1 1 2 P14923 0 2155.144 High 0 1.09E-05 31
High NKLNDLEEA 0.000447 0 1 1 2 P35908 1 1613.849 High 0 0.000123 43
High NKLNDLED 1.53E-06 0 1 1 2 P04264 1 1599.834 High 0 5.79E-07 65
High NKEQLSDM 2.39E-07 0 1 1 2 P46940 1 1581.743 High 0 6.3E-08 65
High NKDVLQAE 2xCarbami   9.5E-09 0 1 1 5 Q9UNH7 1 2049.969 High 0 2.46E-09 80
High NKDQGTYE 5.67E-08 0 1 1 3 P60660 1 1786.824 High 0 1.48E-08 92
High NHQLYCND2xCarbami   8.83E-05 0 1 1 1 Q8WWI1 0 1655.705 High 0 2.41E-05 32
High NHFTVAQS 2.93E-06 0 1 1 3 O00204 0 1521.708 High 0 7.85E-07 55
High NEDSLVFVQ 2.08E-06 0 1 1 8 P01023 0 1394.68 High 0 5.56E-07 85
High NILFVITKPD 0.0011 0 1 2 1 E9PAV3 0 1549.899 High 0 0.000305 44
High NECFLQHK 1xCarbami  2.63E-05 0 1 1 18 P02768 1 1996.929 High 0 6E-05 45
High NEALIALLR 0.000913 0 1 1 1 P13796 0 1012.615 High 0 0.000254 40
High NADPETTLL 2.29E-05 0 1 1 1 P47989 0 1476.769 High 0 6.22E-06 61
High NADLQVLK 8.82E-08 0 1 1 26 P01833 0 2241.176 High 0 2.17E-07 66
High NADGTICYD1xCarbami  1.74E-07 0 1 1 3 P14550 0 1644.696 High 0 4.61E-08 70
High NACIECSVN2xCarbami   0.000386 0 1 1 1 Q9UBB4 0 1664.748 High 0 0.000106 49
High NAAQFLLST 8.03E-06 0 1 1 2 P63151 0 1321.675 High 0 2.16E-06 58
High MYYSAVDP1xOxidatio  7.25E-07 0 1 1 4 P00450 1 2363.166 High 0 3.39E-07 42
High MYYSAVDP 1.43E-05 0 1 1 8 P00450 1 2347.171 High 0 3.88E-06 34
High MYLGYEYV 1xOxidatio  7.05E-07 0 1 1 6 P02787 0 1494.73 High 0 1.87E-07 60
High NADYSYSV 0.000804 0 1 1 1 P01031 0 1232.558 High 0 0.000223 25
High MYLGYEYV 1.15E-05 0 1 1 12 P02787 0 1478.735 High 0 6.26E-06 48
High MYGISLCQA1xCarbami  1.67E-08 0 1 1 8 P04083 1 2334.099 High 0 4.35E-09 90
High MYATIYELK 7.6E-05 0 1 1 1 P80188 1 1503.74 High 0 2.07E-05 49
High MWSIENIA 0.000137 0 1 1 2 P43490 0 1907.968 High 0 3.76E-05 39
High MWEVQTG1xCarbami  2.83E-05 0 1 1 2 P43034 0 1400.634 High 0 7.68E-06 29
High MVRPNQD 1xCarbami    0.000247 0 1 1 2 P43034 0 2378.119 High 0 6.77E-05 34
High MVRPNQD 1xCarbami  5.29E-08 0 1 1 4 P43034 0 2362.124 High 0 1.38E-08 53
High MVPVSVQQ1xOxidatio  1.06E-06 0 1 1 2 Q8WUM4 0 1806.917 High 0 9.59E-06 49
High MVPVSVQQ 4.97E-11 0 1 1 4 Q8WUM4 0 1790.922 High 0 1.25E-11 107
High MYGISLCQA1xCarbami    5.33E-08 0 1 1 3 P04083 1 2350.094 High 0 1.39E-08 85
High NAEENLIYD 5.08E-07 0 1 1 12 P20061 1 2334.161 High 0 1.35E-07 65
High NALALFVLP 0.001064 0 0 0 4 0 1085.672 High 0.000414 0.002139 35
High NAIDDGCV 1xCarbami  2.37E-07 0 1 1 2 P40227 0 2470.232 High 0 6.27E-08 55
High NDVAWNF 0.000522 0 1 1 3 P07203 0 1122.521 High 0 0.00024 44
High NDTPCGTT 1xCarbami  0.000661 0 1 1 1 Q9ULA0 0 1672.832 High 0 0.000183 44
High NDSHVLIEL 0.000378 0 1 1 2 Q15642 0 1304.696 High 0 0.000104 27
High NDIASHPPV 0.000772 0 1 1 2 Q7KZF4 0 1709.824 High 0 0.000213 32
High NDGYLMFQ 2.45E-08 0 1 2 2 P08263 0 2215.023 High 0 6.4E-09 84
High NDGVLLLQ 1.75E-05 0 1 1 3 O60763 0 1312.758 High 0 4.73E-06 51
High NCIVLIDSTP1xCarbami  0.000512 0 1 1 1 P62241 0 1450.736 High 0 0.000142 39
High NCIDITGVR 1xCarbami  0.000693 0 0 0 2 0 1047.525 High 0 0.000192 37
High NAYAVLYD 0.000257 0 1 1 3 Q06323 0 1395.788 High 0.000257 0.000897 31
High NAVLAIYTIY 1.84E-05 0 1 1 1 P53618 0 1296.731 High 0 4.99E-06 52
High NATNVEQS 9.44E-09 0 1 1 2 P62820 0 1884.883 High 0 2.44E-09 94
High NATNVEQA 7.14E-09 0 1 2 3 Q92928 0 1868.888 High 0 1.85E-09 92
High NAQLNIELE 0.000859 0 1 1 3 P43490 0 1459.729 High 7.47E-05 0.000509 24
High NAPAIIFIDE 3.38E-08 0 1 1 3 P55072 0 1810.995 High 0 8.84E-09 76
High NANASLVY 0.000346 0 1 1 3 Q9Y6Q5 0 1489.769 High 0 9.51E-05 25
High NALGPGLS 0.001145 0 1 1 1 Q8N1G4 0 1772.006 High 0 0.000318 34
High NALFCLESA1xCarbami  6.03E-05 0 1 1 2 P01023 0 1338.651 High 0 1.65E-05 57
High NALESYAFN 2.59E-05 0 1 2 4 P0DMV8 0 1287.604 High 0 7.01E-06 54
High NALEAWAV 2.63E-05 0 1 3 1 P21217 0 1678.928 High 0 7.11E-06 40
High NECDPALA 1xCarbami  2.76E-05 0 1 1 3 Q13200 0 2533.181 High 0 9.86E-05 32
High IQQLEALQR 8.83E-05 0 1 1 8 P30838 0 1098.627 High 0 4.15E-05 62
High NILHQGQE 0.000393 0 0 0 2 0 1519.834 High 0 0.000109 36
High NILTSNNID 0.000502 0 1 1 3 P05090 0 1230.669 High 0 0.000291 44
High NRPTSISW 0.000259 0 1 1 1 P30086 0 1632.798 High 0 7.11E-05 31
High NRPSSGSLI 7.2E-05 0 1 1 2 P09417 0 1800.956 High 0 1.97E-05 30
High NREQASGL 1xCarbami  1.21E-05 0 1 1 3 P98088 1 1871.882 High 0 3.27E-06 32
High NREILDESL 0.000424 0 1 1 6 Q8WUM4 1 1244.659 High 0 0.000117 46
High NQVVLTMT1xCarbami    0.000124 0 0 0 1 0 2716.216 High 0 3.41E-05 25
High NQVVLTMT1xCarbami  8.72E-06 0 0 0 1 0 2700.221 High 0 2.35E-06 49
High NQVSLTCLV1xCarbami  0.001029 0 4 5 13 P01861; P0   0 1161.63 High 0 0.000285 48
High NQVAMNP 1xOxidatio  3.8E-05 0 1 1 2 P11142 0 1665.79 High 0 1.03E-05 49
High NSADGLNM1xCarbami  0.001191 0 1 1 1 Q04446 0 2447.998 High 0 0.000331 18
High NQVAMNP 2.42E-07 0 1 1 5 P11142 0 1649.795 High 0 6.4E-08 76
High NQMLIEEEV 0.000498 0 1 1 1 Q9Y5K5 0 1360.678 High 0 0.000138 39
High NQLTSNPE 1.43E-05 0 1 1 1 P11021 0 1677.808 High 0 3.86E-06 53
High NQLPPICYN1xCarbami  0.000275 0 1 1 3 P98088 0 1679.821 High 0 0.000154 36
High NQLDQEVE 2.03E-05 0 1 1 3 Q99471 0 2063.066 High 0 5.49E-06 48
High NQEQLLTLA 5.71E-07 0 1 1 8 Q9Y5Z4 0 1498.859 High 0 1.51E-07 93
High NQALNTDN 0.000155 0 1 1 1 Q13813 0 2328.133 High 0 4.27E-05 25
High NPYYGGES 7.01E-06 0 1 1 1 P31150 1 2303.119 High 0 1.88E-06 52
High NPYYGGES 7.15E-05 0 1 1 1 P50395 1 2273.108 High 0 1.96E-05 40
High NQVALNPQ 1.01E-07 0 1 1 11 P0DMV8 0 1658.85 High 0 2.66E-08 63
High NSCIVCNM 2xCarbami   0.000157 0 1 1 1 O43865 0 2407.08 High 0 4.32E-05 26
High NSCPPTSEL1xCarbami  2.1E-06 0 1 1 4 P22352 0 1633.749 High 0 5.6E-07 57
High NSEEFAAA 0.000104 0 1 1 1 P04114 0 1212.531 High 0 2.85E-05 39
High NTEILTGSW 2.13E-05 0 1 1 2 P08603 0 2602.231 High 0 5.78E-06 30
High NTAYLQMN1xOxidatio  7.87E-05 0 1 1 4 A0A0B4J1V 0 1298.641 High 0 2.14E-05 46
High NTAYLQMN 4.89E-05 0 1 1 3 A0A0B4J1V 0 1282.646 High 0 1.33E-05 48
High NSYVAGQY 1.09E-08 0 1 1 2 P11413 0 1807.788 High 0 2.82E-09 83
High NSVVEASEA 0.000184 0 1 1 1 Q04917 0 1267.616 High 0 5.06E-05 41
High NSVSQISVL 1.34E-06 0 1 1 2 O15143 0 1275.69 High 0 3.57E-07 64
High NSVASISTC 1xCarbami  0.001022 0 0 0 2 0 1379.658 High 0 0.000284 31
High NSSYFVEW 4.53E-05 0 4 7 4 Q13885; Q   0 1696.833 High 0 1.24E-05 44
High NSQSFFSG 0.000245 0 1 1 3 P54920 0 1549.728 High 0 0.000112 44
High NSQLEQEN 0.000182 0 0 0 2 0 1429.728 High 0 4.98E-05 44



High NSPLPNCTY1xCarbami  0.000788 0 0 0 1 0 1393.653 High 0 0.000218 23
High NSMIALVD 0.000208 0 0 0 4 0 1375.725 High 7.47E-05 0.00053 39
High NSLYLQMN1xOxidatio  0.000308 0 3 7 5 P01782; A0  0 1354.678 High 0 8.5E-05 35
High NSLYLQMN 6.24E-06 0 3 7 5 P01782; A0  0 1338.683 High 0 1.68E-06 57
High NSLYLQMN 3.31E-05 0 1 1 4 A0A0B4J1Y 0 1310.677 High 0 9.01E-06 56
High NSILAQVLD 2.49E-06 0 1 1 1 O14737 0 1414.765 High 0 6.67E-07 68
High NSLESYAFN 0.001316 0 1 1 1 P11142 0 1303.599 High 0 0.000365 30
High NSLDCEIVS 1xCarbami  6.87E-06 0 1 1 1 Q01518 0 1235.594 High 0 1.84E-06 58
High NSFEDPCSL1xCarbami  9.98E-07 0 1 1 2 P98088 0 1754.754 High 0 2.66E-07 71
High NPWSMDE 1xOxidatio  9.45E-08 0 1 1 3 P00966 0 2704.238 High 0 2.49E-08 50
High NIILEEGKEI 9.64E-08 0 1 1 3 P23528 1 3062.593 High 0 2.53E-08 86
High NPWGEVEW 0.000756 0 1 1 1 P17655 0 1330.617 High 0 0.000209 44
High NPNGYSFS 9.92E-05 0 1 1 2 P04114 0 1322.674 High 0 3.18E-05 48
High NMQDMVE1xOxidatio  0.000498 0 1 1 2 P04264 0 1316.525 High 0 0.000138 51
High NMPGLSAA 8.14E-05 0 1 1 1 Q32MZ4 0 1790.907 High 0 2.22E-05 51
High NMDPLND 5.91E-05 0 1 1 1 Q7Z406 0 2124.014 High 0 1.62E-05 23
High NMAQFSV 0.001593 0 1 1 3 Q13126 0 1275.688 High 0 0.00047 32
High NMAEQIIQ 1xOxidatio  7.76E-06 0 1 1 1 P29401 0 2039.011 High 0 2.09E-06 47
High NLYVTFPIP 0.001015 0 1 1 1 P14735 0 1547.847 High 0 0.000283 38
High NLYSDDIPH 0.000257 0 1 1 1 P60228 0 1413.712 High 0 7.04E-05 35
High NIVAVGAG 1xCarbami  7.14E-08 0 1 1 5 Q8N335 0 1448.731 High 0 1.08E-07 58
High NMQNVEH 0.000133 0 1 1 2 P20618 0 1651.822 High 0 3.63E-05 49
High NLTNPNTV 0.000308 0 1 1 1 P61106 0 1623.943 High 0 8.48E-05 15
High NISNQLSIG 7.98E-05 0 1 1 1 Q96FV2 0 2193.126 High 0 2.17E-05 31
High NISFTVWD 4.23E-06 0 1 2 1 P61204 0 1565.759 High 0 1.13E-06 55
High NLREGTCP 2xCarbami   5.37E-05 0 1 1 2 P02787 1 2201.033 High 0 1.46E-05 39
High NLQNNAEW 3.69E-07 0 1 1 2 P04114 0 1775.882 High 0 9.78E-08 64
High NLQDAMQ 1xCarbami  0.000217 0 1 1 1 P49368 0 1234.567 High 0 5.96E-05 49
High NLPIYSEEIV 1.87E-06 0 1 1 1 P35579 0 1727.856 High 0 5E-07 78
High NLNEKDYE 1xCarbami  2.95E-07 0 1 1 8 P02787 1 1952.938 High 0 7.8E-08 86
High NINDAWVC1xCarbami  1.41E-06 0 1 1 1 P61970 0 1755.758 High 0 3.78E-07 58
High NLTALGLN 6.28E-07 0 1 1 5 P31939 0 1599.906 High 0 1.67E-07 63
High NMTVEQLL 5.56E-05 0 1 1 1 Q9C0C9 0 2612.324 High 0 1.52E-05 45
High NMVHPNV 2xCarbami   8.42E-05 0 1 1 1 Q13501 0 2196.011 High 0 2.3E-05 13
High NNEGTYYS 6.63E-07 0 1 1 8 P00450 0 1903.821 High 0 1.76E-07 64
High NPLPSKETI 0.000332 0 0 0 3 1 1512.79 High 0 9.17E-05 41
High NPLEIVSIPD 0.001453 0 1 1 3 P49788 0 2223.152 High 0 0.000404 17
High NPGTSTTPS1xCarbami  0.000782 0 1 1 2 P24592 1 2745.232 High 0 0.000216 41
High NPGNQAAY 7.35E-05 0 1 1 1 P18206 0 1736.77 High 0 2.01E-05 31
High NPELQNLL 2.73E-08 0 1 1 2 P52209 0 1705.88 High 0 7.15E-09 93
High NPDGDVGG1xCarbami  2.3E-09 0 1 1 1 P00747 0 1905.818 High 0 5.93E-10 96
High NPDDITQE 1.11E-06 0 1 1 1 P08238 0 1847.797 High 0 2.95E-07 58
High NPDDITNE 2.03E-06 0 1 1 2 P07900 0 1833.781 High 0 5.4E-07 67
High NPDADKGP1xCarbami  0.000703 0 1 1 3 P00747 1 2062.929 High 0 0.000195 29
High NPAVLSAA 0.000143 0 1 1 1 O94979 0 1304.659 High 0 3.91E-05 47
High NNVSLLQS 1xCarbami  2.89E-05 0 1 1 1 Q9Y5X3 0 1650.852 High 0 7.83E-06 51
High NNQVLGIG 0.000264 0 1 1 1 P49247 0 1950.052 High 0 7.27E-05 28
High NNQQVPEN 0.001647 0 1 1 1 Q9NXG2 0 4406.134 High 0 0.000459 19
High NNQLVAGY 9.39E-07 0 1 1 3 P18510 0 2100.072 High 0 2.49E-07 60
High NNNTDLM 0.000853 0 1 1 1 Q99460 0 1175.609 High 0 0.000237 37
High NNLEALED 1.16E-07 0 1 1 15 P31025 1 1747.861 High 0 3.05E-08 98
High NNLEALED 5.87E-07 0 1 1 125 P31025 0 1321.627 High 0 2.08E-06 70
High NNFCGVGI 2xCarbami   4.72E-07 0 1 1 1 Q14258 0 1748.73 High 0 1.25E-07 64
High NNEVWLIQ 0.001492 0 1 1 4 Q9Y5Z4 0 1143.616 High 0 0.000416 50
High NPSAAFFCV1xCarbami  2.49E-05 0 1 1 1 O75223 0 1239.594 High 0 6.73E-06 44
High LQQHIQELE 4.14E-09 0 1 1 2 Q7Z406 0 2201.095 High 0 1.07E-09 61
High LQQGYNAM 1.16E-07 0 0 0 2 0 2001.96 High 0 3.04E-08 66
High LQQELDDL 3.79E-07 0 1 1 1 P35579 0 1949.993 High 0 1.01E-07 41
High LEETQALLR 6.64E-05 0 1 1 2 Q14203 0 1072.6 High 0 1.81E-05 60
High LEESYTLNS 6.11E-08 0 1 1 1 P30740 0 1510.738 High 0 1.6E-08 72
High IEEQLTLEK 0.000388 0 1 1 2 P30740 0 1102.599 High 0 0.000107 62
High LEEDINSSM 0.000233 0 1 1 1 Q15365 0 2489.23 High 0 6.42E-05 22
High IEEACEIYAR1xCarbami  1.67E-05 0 1 1 2 P54920 0 1253.583 High 0 4.52E-06 50
High IEDVTPIPSD 2.29E-06 0 0 0 2 0 1429.717 High 0 6.13E-07 49
High LEDTENWL 8.99E-10 0 1 1 2 P34932 0 2080.898 High 0 2.3E-10 97
High IEDLSQQAQ 1.91E-07 0 1 2 1 E9PAV3 0 1614.833 High 0 5.04E-08 95
High IEGDEEMH 1xCarbami  1.67E-05 0 1 1 1 P08603 0 2041.79 High 0 4.5E-06 35
High IEDGNNFG 1.3E-06 0 1 1 1 Q06323 0 1519.739 High 0 3.48E-07 79
High LEDEHLVFF1xCarbami  3.33E-07 0 0 0 4 0 1752.808 High 0 8.81E-08 51
High IECVSAETT 2xCarbami   5.82E-09 0 1 1 5 P02787 0 1725.767 High 0 7.21E-08 74
High LECGGGPW1xCarbami  0.00026 0 1 1 4 P00352 0 1174.531 High 0 7.15E-05 41
High LEAIEDDSV 6.87E-06 0 1 1 2 P54578 1 2438.142 High 0 1.84E-06 42
High IEADSESQE 1.15E-08 0 1 1 1 P55957 0 1504.713 High 0 2.98E-09 90
High LEAAYLDLQ 3.14E-06 0 1 1 2 O75347 0 1191.637 High 0 3.86E-06 52
High IDYIAGLDS 0.001137 0 1 1 1 P07741 0 1122.579 High 0 0.000315 38
High IDVYGFSAL 3.75E-05 0 0 0 1 0 1298.678 High 0 1.02E-05 38
High IEDGNDFG 6.63E-08 0 1 1 1 Q9UL46 0 1534.738 High 0 1.73E-08 74
High LDVTTSIGR 0.000515 0 1 1 7 P04114 0 961.5313 High 0 0.000266 41
High LEGDTLIIPR 1.92E-05 0 1 1 1 P98160 0 1126.647 High 0 5.22E-06 41
High IEGLQNLVN 0.000209 0 1 1 3 Q15435 0 1268.732 High 0 0.00013 49
High LENYPIPEP 0.000537 0 1 1 1 Q00796 0 1950.033 High 0 0.000149 21
High IENVVLVVP 6.64E-05 0 1 1 1 Q9NQW7 0 1208.761 High 0 1.81E-05 47
High IENVVLDAN1xCarbami  3.07E-06 0 1 1 2 Q9H074 0 1389.679 High 0 2.11E-06 50
High LENNMLM 1xCarbami  1.42E-05 0 1 1 2 P98160 0 2951.417 High 0 3.84E-06 38
High LENLFEALN 2.16E-05 0 1 1 2 P31944 0 1304.684 High 0 6.04E-06 50
High LELQLQEVQ 3.74E-06 0 1 1 1 Q7Z406 0 1312.722 High 0 1E-06 64
High IEINFPAEYP 5.26E-05 0 1 1 4 P68036 0 1789.952 High 0 1.44E-05 52
High IELLGSYDP 0.000116 0 1 1 1 P24666 0 1262.663 High 0 3.17E-05 53
High IEGHQDAV 0.000956 0 1 1 1 Q8IWB7 0 1675.938 High 0 0.000265 21
High LELFLPEEYP 0.000337 0 1 1 1 P61088 0 1747.898 High 0 9.24E-05 33
High LEICNLTPD 1xCarbami  3.31E-05 0 1 1 1 P07384 0 1386.73 High 0 9.02E-06 47
High IEKVEHSDL 7.05E-07 0 1 1 4 P61769 1 1518.78 High 0 1.87E-07 67
High LEKHELIEFR 0.00067 0 1 1 1 Q00610 1 1313.721 High 0 0.000185 35
High LEGWQGN 5.56E-05 0 1 1 2 Q86SF2 0 2140.107 High 0 1.52E-05 49
High LEGVLAEVA 5.12E-06 0 1 1 6 P46940 0 2055.087 High 0 2.82E-06 49



High IEGSNKVPV 4.66E-06 0 1 1 3 P06396 1 3399.653 High 0 1.25E-06 68
High LEGSDVQL 8.13E-09 0 1 1 4 Q9NY33 0 2134.103 High 0 3.89E-07 61
High IEGNLIFDP 0.00023 0 1 1 2 P04114 0 1746.906 High 0 6.32E-05 34
High LEICNLTPD 1xCarbami  8.78E-06 0 1 1 4 P17655 1 2112.053 High 0 2.37E-06 46
High LDVEFKPLA 1.64E-05 0 1 1 2 P98160 0 2102.153 High 0 2.8E-05 42
High IDTQDIEAS 0.000475 0 1 1 1 P01031 0 1447.681 High 0 0.000131 42
High IDTIEIITDR 0.000277 0 0 0 1 0 1188.647 High 0 7.63E-05 47
High IDKLMIEMD1xOxidatio  0.000108 0 1 1 2 P06733 1 1652.787 High 0 2.93E-05 39
High IDKLMIEMD 0.000113 0 1 1 2 P06733 1 1636.792 High 0 3.08E-05 41
High LDKACEPGV1xCarbami  4.5E-06 0 1 1 4 P01024 1 1656.794 High 0 1.91E-06 58
High IDFVGELND 3.82E-05 0 1 2 2 P55786 0 1149.579 High 0 1.04E-05 69
High LDFLIPLSK 0.001215 0 1 1 1 P48506 0 1045.629 High 0 0.000338 32
High IDDIWNLEV 0.001093 0 1 1 3 P04114 0 1244.652 High 0 0.000302 46
High LDDCGLTEA1xCarbami  2.08E-05 0 1 1 1 P13489 0 1149.52 High 0 5.66E-06 69
High LDAQASFLP 0.000122 0 1 1 4 P19827 0 1089.594 High 0 3.34E-05 52
High IDKTDYMV 2.52E-08 0 1 1 5 P52565 1 1601.763 High 0 6.57E-09 80
High LDADKYEN 4.79E-05 0 1 1 2 Q9BV57 1 1678.781 High 0 1.3E-05 35
High LCYVALDFE1xCarbami    1.49E-10 0 1 3 5 P60709 0 2566.169 High 0 3.76E-11 106
High LCYVALDFE1xCarbami  3.14E-12 0 1 3 8 P60709 0 2550.174 High 0 7.8E-13 127
High LCTVATLRE3xCarbami    2.52E-07 0 1 1 3 P02768 1 2349.034 High 0 6.68E-08 60
High LCSGPGIVG1xCarbami  2.93E-08 0 1 1 1 Q9Y5P6 0 1810.948 High 0 7.64E-09 60
High ICSGAANVV2xCarbami   1.14E-06 0 1 1 2 Q96BQ1 0 1983.872 High 0 3.06E-07 55
High LCNYLSHH 1xCarbami  5.91E-05 0 1 1 1 Q9H074 0 2244.098 High 0 1.61E-05 36
High LCNECADG 2xCarbami   5.44E-07 0 1 1 3 P98160 0 1766.758 High 0 1.45E-07 58
High LCMSLMQN1xCarbami  0.001085 0 1 1 2 Q99460 0 1124.526 High 0 0.000301 50
High LCYVGYNIE 1xCarbami  3.72E-07 0 1 1 1 P61160 0 1643.773 High 0 9.85E-08 61
High IDKTDYMV 1xOxidatio  4.18E-06 0 1 1 4 P52565 1 1617.758 High 0 4.31E-05 38
High LDIDPETITW 2.44E-05 0 1 1 2 P11586 0 1486.754 High 0 6.59E-06 47
High LDIDSPPITA 7.45E-06 0 1 1 3 P14618 0 1197.647 High 0 0.000002 56
High IDSLLENDR 0.001425 0 1 1 3 P10909 0 1074.543 High 0.000368 0.001565 36
High LDSHPCLEV1xCarbami  4.59E-06 0 1 1 4 Q9H4A4 0 1652.842 High 0 4.85E-06 37
High IDSGLYLGS 1.75E-10 0 1 1 30 P02788 0 2088.076 High 0 4.43E-11 98
High LDSGDLLQQ 3.05E-07 0 1 1 1 Q6XQN6 0 1585.818 High 0 8.05E-08 62
High LDSELKNM 2xOxidatio   0.000169 0 1 1 4 P04264 1 2017.884 High 0 4.62E-05 32
High IDQYQGAD 1.28E-06 0 1 1 1 O43396 0 1635.786 High 0 3.41E-07 56
High IDQWLEQY 9.06E-09 0 1 1 2 P33241 0 2021.993 High 0 2.35E-09 84
High LDQPMTEIV 7.82E-06 0 1 1 6 P22314 0 1288.657 High 0 2.11E-06 63
High LDQLIYIPLP 2.99E-05 0 1 1 1 P55072 0 1556.857 High 0 8.13E-06 39
High LDQGNLHT 1.1E-06 0 1 1 3 Q9UBG3 1 2656.256 High 0 2.93E-07 56
High LDQGNLHT 1.63E-06 0 1 1 2 Q9UBG3 0 2500.155 High 0 4.36E-07 62
High LDQETAQW 0.000152 0 1 1 1 Q96G03 0 1259.638 High 0 4.17E-05 50
High LDPHLVLDQ 0.00033 0 1 2 1 P35579 0 1318.748 High 0 9.08E-05 32
High IDPHAPNEM 0.000161 0 1 1 8 O43813 0 1512.726 High 0 0.000243 31
High IDIPPGAVL 7.25E-05 0 1 1 2 Q16851 0 1265.71 High 0 1.97E-05 26
High IDLPEYQGE 1.41E-06 0 0 0 2 0 1973.97 High 0 3.78E-07 52
High IDINMSGFN 0.000127 0 1 1 2 P13797 1 1867.885 High 0 3.46E-05 33
High LDINLLDNV1xCarbami  8.96E-06 0 1 1 1 O14980 0 2541.251 High 0 2.41E-06 42
High LDILDMFTE 0.00136 0 1 1 1 P30520 0 1337.702 High 0 0.000377 27
High IEPGVDPDD 1.57E-06 0 1 1 1 Q9H4A4 0 2081.919 High 0 4.18E-07 48
High LEPKPQPPV 0.000177 0 1 1 2 Q9UHD8 0 1629.896 High 0 4.86E-05 44
High LEPNAQAQ 0.000172 0 1 1 1 O95782 0 1320.637 High 0 0.000047 42
High LEQEIATYR 0.001078 0 4 7 1 P02533; P0   0 1122.579 High 0 0.000299 33
High IGEGTYGTV 0.000466 0 0 0 1 0 1171.599 High 0 0.000129 37
High IGEDYVKDL 9.45E-05 0 1 1 2 P06737 1 1608.848 High 0 0.000119 38
High IGDYVQQH 8.09E-06 0 1 1 1 P12081 0 2423.257 High 0 2.17E-06 31
High LGDVYVND 2.37E-08 0 1 2 9 P00558 0 1634.792 High 0 6.17E-09 70
High LGDVISIQP 1xCarbami  2.45E-06 0 1 1 2 P55072 0 1540.804 High 0 6.56E-07 44
High LGDVGMA 1xCarbami    4.53E-06 0 1 1 2 P13489 0 2024.989 High 0 1.22E-06 47
High LGDSWDVK 0.000145 0 1 1 2 Q96DA0 0 919.452 High 0 3.98E-05 46
High IGDPLLEDT 4.69E-05 0 1 1 1 P49189 0 1128.59 High 0 1.28E-05 52
High IGEHTPSAL 1.05E-07 0 1 1 6 P04075 0 2107.096 High 0 2.77E-08 73
High IGDLGLATL 0.000196 0 1 2 1 Q9Y3S1 0 1000.604 High 0 5.37E-05 46
High IGDELDSNM 6.95E-08 0 1 1 3 Q07812 0 1519.706 High 0 1.82E-08 75
High LGCSLNQN 1xCarbami  2.34E-08 0 1 1 3 Q14118 0 2234.098 High 0 6.08E-09 70
High LGCGEGGC 3xCarbami    5.26E-06 0 1 1 1 P47989 0 1756.749 High 0 1.41E-06 46
High IGASTLLSD 0.000623 0 1 1 1 Q9Y315 0 1274.695 High 0 0.000172 47
High LGALGGNT 3.81E-09 0 1 1 3 Q96DA0 0 2189.145 High 0 2.97E-09 86
High LGAHQLDS 2.72E-07 0 0 0 2 0 1533.718 High 0 7.19E-08 55
High IGAFGYME 1xCarbami    1.48E-05 0 1 1 1 P61586 0 1349.586 High 0 4.02E-06 43
High IGAFGYME 1xCarbami  1.03E-05 0 1 1 2 P61586 0 1333.592 High 0 2.79E-06 50
High IGDKEGALT 0.000365 0 1 1 2 Q15008 1 1277.685 High 0 0.000101 28
High IGEHTPSAL 1xOxidatio  2.26E-08 0 1 1 1 P04075 0 2123.091 High 0 5.89E-09 55
High IGELLDQAS 1.77E-05 0 1 1 2 Q9NX46 0 1301.706 High 0 4.79E-06 62
High IGEIVAEMD1xCarbami  1.14E-06 0 1 1 1 Q5SRE7 0 1738.861 High 0 3.04E-07 54
High IGIIGGTGLD 5.44E-07 0 1 1 1 Q13126 0 1824.97 High 0 1.45E-07 68
High LGIKPSINYY 0.00028 0 1 1 1 O00584 0 1855.995 High 0 7.71E-05 18
High LGKDAVED 3.85E-05 0 1 1 2 P81605 1 1459.764 High 0 1.05E-05 38
High IGHYILGDT 0.000319 0 1 1 1 Q13131 0 1747.938 High 0 8.8E-05 19
High LGHPEALSA 4.14E-08 0 0 0 2 0 2597.274 High 0 1.08E-08 38
High LGHPDTLN 2.81E-06 0 1 1 5 P06702 1 1953.019 High 0 7.56E-07 63
High LGHPDTLN 0.000648 0 1 1 11 P06702 0 1455.723 High 0 0.00018 44
High LGGTCVNV 2xCarbami   0.000475 0 1 1 1 P00390 0 1360.671 High 0 0.000131 38
High LGGSLADSY 2.79E-06 0 1 1 2 P78371 1 2041.049 High 0 7.46E-07 57
High LGGSAVISL 7.71E-05 0 1 1 2 P23528 0 1340.778 High 0 2.1E-05 62
High IGGIGTVPV 3.95E-06 0 2 3 6 Q05639; P6 0 1025.61 High 0 1.44E-05 62
High IGFPWSEIR 2.58E-05 0 1 3 5 P15311 0 1104.584 High 0 6.96E-06 49
High IGFFNQQYA 2.97E-05 0 0 0 1 0 1613.807 High 0 8.06E-06 56
High LGFAGLVQ 0.000122 0 1 1 2 P48643 0 1667.9 High 0 3.34E-05 34
High LGEVNTYA 1.76E-06 0 1 1 1 P06727 0 1407.711 High 0 4.69E-07 53
High LGETYKDH 0.000412 0 1 1 1 P07237 1 1729.912 High 0 0.000114 31
High IGETIFFR 9.14E-05 0 1 1 3 Q6BCY4 0 982.5356 High 0 2.5E-05 64
High IGESIELTCP 1xCarbami  0.000666 0 1 1 1 P13671 0 1246.635 High 0 0.000185 44
High LGERDDTIP 0.001015 0 1 1 4 P20810 1 1560.765 High 0.000257 0.001317 32
High IGAEVYHN 1.28E-05 0 1 1 1 P06733 0 1143.616 High 0 3.46E-06 57
High LCMGSGLN2xCarbami     1.5E-07 0 1 1 3 P02787 1 2987.312 High 0 3.96E-08 53



High LGADMEDV1xCarbami  0.000204 0 1 1 2 P02649 0 1222.519 High 0 5.6E-05 54
High LGAAAGFN 1.79E-05 0 1 1 1 Q53FA7 0 1011.526 High 0 4.84E-06 45
High LFATNHPEC1xCarbami  8.36E-07 0 1 1 3 P36959 0 2815.332 High 0 6.39E-06 67
High IFANTPDSG1xCarbami  4.32E-05 0 1 1 1 P08237 0 1637.777 High 0 1.18E-05 65
High LEYHQVIQQ 3.85E-05 0 1 1 3 P80303 0 1673.832 High 0 1.04E-05 43
High IEVQDTSGG 1.67E-05 0 1 1 1 Q16531 0 2952.476 High 0 4.49E-06 39
High LEVNLQAM 0.000777 0 1 1 2 P35579 0 1045.571 High 0 0.000214 49
High IEVIEIMTDR 3.77E-05 0 1 2 1 P09651 0 1218.64 High 0 1.03E-05 37
High IESSSPTVV 1xCarbami  2.43E-09 0 1 1 2 P98160 0 2374.192 High 0 9.49E-10 113
High IESSSLQGL 2.66E-05 0 1 1 1 P01133 0 1146.611 High 0 7.24E-06 46
High IFCCHGGLS2xCarbami   6.59E-07 0 2 3 1 P62136; P6 0 2248.031 High 0 1.75E-07 22
High LESEETMV 1xOxidatio  0.000317 0 1 1 2 P01024 1 3394.647 High 0.002172 0.01914 6
High LESEETMV 1.56E-08 0 1 1 2 P01024 0 3250.557 High 0 4.07E-09 76
High LESDVSAQ 1xCarbami  2.17E-05 0 1 1 1 P02675 0 1587.678 High 0 5.88E-06 38
High LERENAEVD 4.28E-09 0 1 1 1 P05198 1 2264.946 High 0 1.11E-09 74
High LEQPDPGA 3.75E-05 0 1 1 1 Q3LXA3 0 1591.88 High 0 1.02E-05 38
High LEQNTCSV 1xCarbami  3.25E-05 0 1 1 1 Q8IWB7 0 1506.783 High 0 8.8E-06 33
High LEQGENVF 1.92E-08 0 1 1 1 P02746 0 1591.796 High 0 4.99E-09 88
High IEQFVYSSP 0.000631 0 1 1 5 P49591 0 1563.744 High 0.000414 0.002101 29
High LEQENDDL 4.53E-05 0 1 1 1 Q9Y3P9 0 1840.892 High 0 1.23E-05 29
High LESEETMV 2.34E-07 0 1 1 6 P01024 1 3378.652 High 0 6.17E-08 62
High IFCCHGGLS2xCarbami   0.001552 0 2 3 2 P62136; P6 1 2404.132 High 0.000142 0.000708 21
High LFDQAFGL 1.83E-05 0 1 1 10 P04792 0 1163.621 High 0 9.49E-06 55
High LFDSDPITV 3.05E-08 0 1 1 3 P10909 0 1873.991 High 0 2.39E-08 73
High LFVTNDAA 2.83E-06 0 1 1 2 P50990 0 1333.747 High 0 7.6E-07 60
High IFVMATHG 0.00013 0 1 1 1 O60256 0 1714.895 High 0 3.56E-05 27
High IFVGGLSPD 2.1E-06 0 1 1 2 Q14103 0 1488.758 High 0 1.58E-06 61
High IFVGGIKED 0.000346 0 1 1 1 P51991 1 1882.955 High 0 9.55E-05 29
High IFVEESIYDE 3.05E-07 0 1 1 3 P00352 0 1645.811 High 0 1.2E-07 82
High IFSPFADLSE 0.000262 0 0 0 1 0 1710.87 High 0 7.22E-05 49
High LFQVEYAIE 9.51E-08 0 1 1 1 P28066 0 1423.783 High 0 2.5E-08 85
High IFQNAPTDP 8.7E-08 0 1 1 1 P45974 0 2108.029 High 0 2.29E-08 66
High IFQAALYAA 9.08E-06 0 1 1 1 Q9NZD2 0 1355.736 High 0 2.45E-06 53
High LFNLSKEDD 0.000202 0 1 1 3 P62753 1 1335.69 High 0 5.54E-05 33
High LFIVESNSSS 0.000989 0 0 0 1 0 1426.717 High 0 0.000274 22
High IFINNEWH 2.45E-07 0 1 1 3 P00352 0 1645.797 High 0 6.49E-08 62
High LFLAGYELT 0.000703 0 0 0 1 0 1511.793 High 0 0.000195 23
High LFLAGYDPT 0.000418 0 1 1 1 O75436 0 1481.746 High 0 0.000115 41
High LFGPYVWG 0.00095 0 1 1 2 Q9H4A4 0 1094.578 High 0 0.000263 50
High LFGGNFAH 7.65E-07 0 1 1 2 O14773 0 1474.755 High 0 2.03E-07 55
High IFFESVYGQ 1xCarbami  3.36E-05 0 0 0 2 0 1377.651 High 0 9.14E-06 55
High LFEGNALLR 0.000614 0 1 1 2 P46781 0 1032.584 High 0 0.00017 42
High LFEEPEDPS 0.000208 0 1 1 2 P63151 0 1332.607 High 0 5.71E-05 54
High LGAAPEEES 4.94E-08 0 1 1 1 Q9UNZ2 0 1620.775 High 0 1.3E-08 64
High LCMGSGLN2xCarbami   0.000407 0 1 1 1 P02787 1 2971.317 High 0 0.000112 29
High LCMGSGLN2xCarbami     4.11E-08 0 1 1 5 P02787 0 1722.761 High 0 1.07E-08 81
High LCMGSGLN2xCarbami   4.85E-07 0 1 1 8 P02787 0 1706.766 High 0 2.94E-07 64
High KVFIEDVSR 0.000284 0 1 1 3 P00966 1 1092.605 High 0 7.8E-05 45
High KVFLDCCNY2xCarbami   5.71E-07 0 1 1 8 P01024 1 1830.888 High 0 2.33E-07 96
High KVEWTSDT 1.05E-05 0 1 1 1 O60927 1 1903.86 High 0 2.83E-06 65
High KVEQLQQE 6.2E-06 0 1 1 2 Q14258 1 1653.815 High 0 1.67E-06 53
High KVEGTAFV 1.62E-09 0 1 1 3 P01024 1 1994.034 High 0 4.16E-10 81
High KVEEVVYD 1.62E-05 0 1 1 1 Q15631 1 1449.795 High 0 4.39E-06 63
High KVEAQLQE 0.001256 0 1 1 1 P35579 1 1412.811 High 0 0.000349 26
High KTQTVCNF 1xCarbami  1.28E-08 0 1 1 1 Q01469 1 2562.204 High 0 3.34E-09 58
High KVLGAFSDG 0.00026 0 1 2 1 P68871 1 1797.986 High 0 7.17E-05 18
High KTLLSNLEE 1.69E-06 0 1 1 2 P10909 1 1245.705 High 0 4.52E-07 50
High KSPQELLCG1xCarbami  3.62E-06 0 1 1 2 P00734 1 1773.916 High 0 9.68E-07 51
High KSEIEYYAM 0.001562 0 1 1 2 P62888 1 1445.734 High 0.000584 0.00452 33
High KSDGIYIINL 0.000351 0 1 1 2 P08865 1 1263.731 High 0 9.62E-05 55
High KSASDLTW 5.45E-05 0 1 1 13 P02787 1 1377.701 High 0 1.48E-05 73
High KSAEFLLHM 0.001036 0 1 1 1 P18621 1 1316.74 High 0 0.000287 29
High KRPVGDPF 0.001342 0 1 1 1 P47895 1 1257.695 High 0 0.000374 38
High KQTIDNSQ 6.63E-07 0 1 1 2 P27348 1 2143.03 High 0 4.54E-07 41
High KQTALVELV 0.000396 0 1 1 19 P02768 1 1128.699 High 0.000368 0.001648 58
High KSTAALEED 0.000969 0 0 0 1 1 1516.822 High 0 0.000268 23
High KVLLDGVQ 6.96E-06 0 1 1 3 P01024 1 1238.722 High 0.000257 0.000898 52
High KVNAEGSV 1xCarbami  5.11E-09 0 1 1 2 P00568 1 2504.245 High 0 1.32E-09 44
High KVPEFQFLI 0.000339 0 1 1 2 P34949 1 2043.091 High 0 9.33E-05 15
High IAAAGLDVT 2.79E-06 0 1 1 2 Q9UBQ7 0 2468.376 High 0 7.48E-07 52
High KYTYNYEAE 1.67E-09 0 1 1 7 P04114 1 2282.021 High 0 4.28E-10 95
High KYTLPPGVD1xOxidatio  1.4E-07 0 1 1 3 P04792 1 3242.65 High 0 3.7E-08 76
High KYTLPPGVD 6.62E-09 0 1 1 9 P04792 1 3226.655 High 0 1.71E-09 59
High KYTELPHGA1xCarbami  4.79E-05 0 0 0 2 1 3245.49 High 0 1.3E-05 78
High KYSDASDC 2xCarbami   0.001434 0 1 1 1 P01023 1 2233.876 High 0 0.000399 25
High KYNDALIISE 0.000189 0 1 1 3 O95786 1 1529.807 High 0 6.87E-05 51
High KYLYEIAR 0.001057 0 1 1 9 P02768 1 1055.588 High 0.000142 0.000667 48
High KYEMFAQT 1.46E-08 0 1 1 4 P55072 1 1629.805 High 0 3.79E-09 96
High KYEDICPST 1xCarbami  7.1E-06 0 1 3 1 P63241 1 2161.005 High 0 1.92E-06 28
High KYDVDTLD 0.000606 0 1 1 1 P21964 1 2024.979 High 0 0.000167 13
High KYDAFLASE 0.000188 0 1 1 1 P62906 1 1484.8 High 0 5.15E-05 34
High KWQEEME 1xOxidatio  0.00129 0 1 1 3 P02647 1 1427.662 High 0.000257 0.001102 37
High KWQEEME 0.001265 0 1 1 3 P02647 1 1411.667 High 0 0.000352 37
High KWDTCAPE1xCarbami  8.09E-06 0 1 1 1 O95861 1 1880.969 High 0 2.18E-06 46
High KVVVCDNG1xCarbami  0.000717 0 1 1 2 P61160 1 1422.741 High 0 0.000199 50
High KVVSCLSTC2xCarbami   9.39E-05 0 1 1 2 Q13630 1 1653.834 High 0 2.57E-05 64
High KVSQPIEGH 0.000149 0 1 1 1 Q00610 1 1844.965 High 0 4.08E-05 29
High KVPQVSTPT 1.67E-07 0 1 1 101 P02768 1 1639.938 High 0 1.18E-05 85
High KQSNPLLIH 0.000113 0 1 1 1 P48147 1 1492.848 High 0 3.08E-05 30
High LAAAVSNF 7.92E-06 0 1 1 1 P36955 0 1559.785 High 0 2.14E-06 61
High KQSLGELIG 0.000127 0 1 1 3 P60174 1 1542.885 High 7.47E-05 0.000569 48
High KQLGAGSIE1xCarbami  2.45E-06 0 1 1 1 P00747 1 1461.737 High 0 6.56E-07 62
High KLVPFATEL 8.09E-06 0 1 1 1 P06727 1 1439.801 High 0 2.18E-06 40
High KLVIIEGDLE 5.75E-05 0 1 1 3 P06753 1 1284.752 High 0 1.57E-05 53
High KLVAASQA 3.03E-05 0 1 1 8 P02768 1 1141.694 High 0 8.21E-06 62



High KLTDIINND 9.85E-06 0 1 1 2 Q8N335 1 1652.86 High 0 2.66E-06 61
High KLSSSDAPA 1.67E-07 0 1 1 2 Q7Z4S6 1 2422.133 High 0 4.43E-08 53
High KISGGSVVE1xOxidatio  1.87E-06 0 1 1 2 O75874 1 1839.858 High 0 4.99E-07 46
High KISGGSVVE 1.37E-07 0 1 1 3 O75874 1 1823.863 High 0 3.63E-08 71
High KIQALQQQ 5.08E-08 0 1 1 3 P67936 1 1742.867 High 0 1.37E-08 77
High KIWCFGPD 1xCarbami  0.000495 0 1 1 2 P13639 1 2233.132 High 0 0.00026 18
High KLNCQVIGA2xCarbami   5.82E-08 0 1 1 1 Q06830 1 2881.424 High 0 1.52E-08 42
High KLMHQAAL 0.001378 0 1 1 1 Q16881 1 1880.017 High 0 0.000383 28
High KLISVDTEH 7.14E-08 0 1 1 5 P00450 1 2299.168 High 0 1.87E-08 70
High KLLETECPQ1xCarbami  2.07E-06 0 1 1 7 P05109 1 1549.804 High 0 5.55E-07 45
High KLGQSLDC 1xCarbami  0.000995 0 1 1 2 P01042 1 2235.111 High 0 0.000277 40
High KLGDTYPSI 0.000192 0 1 1 2 Q9H4A4 1 1421.738 High 0 5.25E-05 33
High KLFEAEEQD 0.001057 0 1 1 1 Q9NZN3 1 1524.769 High 0 0.000292 32
High KLEVEANN 4.78E-09 0 1 1 1 P47756 1 1696.829 High 0 1.23E-09 122
High KIENCNYAV1xCarbami  3.88E-05 0 3 3 2 Q14651; P1  1 1537.768 High 0 1.05E-05 49
High KLMNTNDL 0.000279 0 1 1 2 Q99538 1 1449.7 High 0 7.68E-05 42
High KLYDYCDVP3xCarbami    1.57E-07 0 1 1 5 P00747 1 3072.39 High 0 3.59E-07 41
High KMGAMAK 2xCarbami   1.53E-05 0 1 1 7 Q01469 1 1895.885 High 0 5.18E-06 42
High KMNVSPDV 0.000134 0 1 1 1 P17980 1 1764.859 High 0 3.65E-05 48
High KQLCSFEIY 1xCarbami  2.42E-08 0 1 1 3 P01036 1 2098.99 High 0 6.29E-09 67
High KQGGLGPM 2.57E-06 0 1 1 3 Q06830 1 1750.952 High 0 6.87E-07 63
High KQELELVVS 1.61E-06 0 1 1 3 Q7Z406 1 1642.901 High 0 4.29E-07 91
High KQELEEICH 1xCarbami  1.96E-06 0 1 1 1 P35579 1 1769.849 High 0 5.22E-07 44
High KQDEEINQ 6.24E-05 0 1 1 3 Q9H788 1 1659.782 High 0 4.9E-05 35
High KPYPDDEN 3.38E-07 0 1 2 3 P55786 0 1545.78 High 0 8.91E-08 56
High KPVVNIITPS 8.95E-07 0 1 1 2 Q16719 0 1717.96 High 0 2.38E-07 45
High KPVHGVMT 0.000163 0 1 1 2 P98088 0 1840.974 High 0 4.46E-05 17
High KPVEEYANC1xCarbami  2.5E-08 0 1 1 9 P02787 0 1586.774 High 0 6.52E-09 68
High KPNVGCQQ1xCarbami  6.33E-05 0 1 1 2 A0AVT1 0 1744.853 High 0 0.000169 33
High KPLLPYTPG 2.36E-05 0 1 1 3 Q08257 0 2716.419 High 0 6.38E-06 59
High KPLLESGTL 0.001647 0 1 1 2 P22314 0 1243.726 High 0.000536 0.003937 22
High KPLFFGEGT 0.000188 0 1 1 4 P49902 0 1363.773 High 0 5.16E-05 30
High KPFSIEEVEV 3.52E-08 0 1 2 3 P00326 0 1569.852 High 0 1.46E-08 70
High KPASFMTS 1xCarbami  0.000101 0 1 1 1 P53396 0 1541.709 High 0 2.75E-05 39
High KNVSINTVT 4.79E-05 0 1 1 3 Q9UGI8 1 2599.363 High 0 2.97E-05 30
High KNPDSQYG 1.04E-05 0 1 1 2 P30085 1 1520.759 High 0 2.8E-06 54
High KNPAVQAG 0.000712 0 1 1 1 P12955 1 2181.162 High 0 0.000197 22
High KNNSGLSF 0.000424 0 1 1 1 Q13618 1 1556.77 High 0 0.000117 24
High KQIQFADD 4.09E-06 0 1 1 1 O43865 1 1728.826 High 0 1.1E-06 40
High LGLPLQQY 0.00064 0 1 1 1 Q8TE77 0 1087.626 High 0 0.000177 40
High LAACLEGN 2xCarbami   4.81E-08 0 1 1 1 P00734 0 1968.89 High 0 1.26E-08 99
High LAALNPESN 2.91E-08 0 1 1 4 O00299 0 1844.975 High 0 7.6E-09 80
High LASTLVHLG 0.000396 0 1 1 1 Q00610 0 1971.029 High 0 0.000109 26
High IASLEVENQ 6.68E-07 0 1 1 1 P29692 0 1358.727 High 0 1.78E-07 63
High LASGCDGS 1xCarbami  2.05E-08 0 1 1 1 Q9UEW8 0 1576.716 High 0 5.36E-09 80
High IASFSQNCD1xCarbami  2.64E-08 0 1 1 7 P01042 1 2512.218 High 0 6.89E-09 61
High IASFSQNCD1xCarbami  1.58E-05 0 1 1 2 P01042 0 1599.747 High 0 4.25E-06 44
High LASEAKPAA 4.35E-07 0 1 1 2 Q9Y490 0 2235.162 High 0 1.15E-07 53
High LASDLLEW 0.000247 0 2 2 1 P12814; O4 0 1215.673 High 0 6.76E-05 35
High LASALLAEQ 5.63E-07 0 1 1 1 O95396 0 1651.865 High 0 1.5E-07 51
High LASVLGSEP 6.03E-05 0 1 1 1 Q9NY33 0 1818.933 High 0 1.64E-05 31
High IAQLEEQLD 0.001415 0 1 1 2 P35579 1 1815.908 High 0 0.000394 30
High IAQLEEELE 9.01E-05 0 1 1 2 P35579 0 2472.174 High 0 2.46E-05 60
High LAQKVPTA 4.38E-06 0 1 1 2 P02774 1 2806.545 High 0 1.18E-06 46
High LAQDFLDSQ 2.69E-09 0 1 1 2 Q9NY33 0 1955.946 High 0 6.95E-10 98
High LAQANGW 2.59E-06 0 1 1 3 P06733 0 1525.769 High 0 6.93E-07 62
High LAQAEEQL 1.35E-08 0 1 1 7 Q7Z406 0 1544.755 High 0 3.53E-09 90
High LAQAAQSS 0.000326 0 1 1 1 Q9Y490 0 1416.781 High 0 8.96E-05 34
High IAPQLSTEE 1.13E-06 0 1 1 1 P43652 0 1713.927 High 0 3.01E-07 63
High LAPITSDPT 5.98E-09 0 1 1 3 P14618 0 2175.118 High 0 1.55E-09 86
High IAQLEEQLD 1.62E-08 0 1 1 2 P35579 0 1530.765 High 0 4.2E-09 104
High LATALSLSN 0.00046 0 1 1 1 P04114 0 1017.594 High 0 0.000127 31
High LATGSDDN 1xCarbami  3.31E-09 0 1 1 1 O75083 0 2043.912 High 0 8.51E-10 96
High LATNAAVT 5.3E-05 0 1 1 1 P50990 0 1128.674 High 0 1.44E-05 56
High LCLQQGQL 2xCarbami   6.48E-10 0 1 1 3 Q6XQN6 0 2199.09 High 0 6.87E-09 84
High ICGDIHGQY1xCarbami  0.000732 0 1 2 1 P62136 0 1722.827 High 0 0.000202 12
High ICEVINEAV 1xCarbami  1.4E-05 0 1 1 1 P29144 0 1360.693 High 0 3.8E-06 45
High ICEPGYSPT 1xCarbami  0.001415 0 1 1 3 P07858 1 1685.784 High 0 0.000394 31
High ICEPGYSPT 1xCarbami  0.000913 0 1 1 3 P07858 0 1314.603 High 0 0.000253 56
High ICDQWDAL1xCarbami  1.14E-07 0 1 1 3 O43707 0 1758.823 High 0 1.14E-07 81
High LCDEQLSSQ1xCarbami  0.000526 0 1 1 2 Q14204 0 2054.924 High 0 0.000145 22
High ICANSQQY 1xCarbami  4.18E-06 0 1 1 1 O60437 0 1537.743 High 0 1.12E-06 45
High ICANHYITP 1xCarbami  2.42E-05 0 0 0 1 0 2418.136 High 0 6.55E-06 29
High ICAMEGLPQ1xCarbami  0.000424 0 1 1 1 P43652 0 1146.565 High 0 0.000117 35
High LCAAAASIL 1xCarbami  2.34E-07 0 1 2 3 P30046 0 1513.816 High 0 5.46E-07 66
High LAYVAAGD 0.000472 0 1 1 1 P22314 0 2603.39 High 0 0.00013 34
High LAWVSHDS 0.000182 0 1 1 2 Q92747 0 1772.881 High 0 4.98E-05 36
High IAVYSCPFD 1xCarbami  0.000848 0 1 1 1 P50990 0 1831.86 High 0 0.000235 51
High LAVNMVPF 8.54E-05 0 4 10 1 Q13885; Q   0 1143.634 High 0 2.33E-05 51
High LAVHPSGV 6.15E-07 0 0 0 2 0 1362.749 High 0 1.63E-07 49
High IAVAAASKP 0.001443 0 1 1 1 P29373 1 2449.334 High 0 0.0004 29
High IAVAAASKP 2.89E-05 0 1 1 1 P29373 0 1367.826 High 0 7.83E-06 42
High LATQSNEIT 0.0003 0 1 1 10 P04792 0 1905.992 High 0 8.24E-05 50
High LAPLAEDVR 0.000447 0 1 1 6 P06727 0 983.552 High 0 0.000123 41
High LAALADQW 4.35E-06 0 1 1 1 Q13813 0 1630.895 High 0 1.17E-06 55
High LAPDYDALD 5.67E-05 0 0 0 1 0 1404.701 High 0 1.54E-05 51
High LANQAADY 1.72E-06 0 1 1 2 Q8WUM4 0 1530.722 High 0 4.61E-07 44
High IAFTGSTEV 0.00043 0 1 2 3 P47895 0 1109.584 High 0 0.000201 38
High LAEQAERY 1xOxidatio  0.000982 0 1 1 1 P31947 1 1918.867 High 0 0.000273 24
High LAEQAERY 1xCarbami  0.001425 0 1 1 1 P27348 1 1931.83 High 0 0.000395 11
High LAEQAERY 1xCarbami    1.16E-05 0 1 1 4 P63104 1 1917.814 High 0 3.13E-06 42
High LAEQAERY 1xCarbami  3.25E-05 0 1 1 3 P63104 1 1901.819 High 0 0.000438 43
High LAEQAERY 3.55E-05 0 2 2 2 P31946; P6 1 1812.825 High 0 1.97E-05 41
High LAEMPADS 7.25E-06 0 1 1 1 P38606 0 1781.853 High 0 1.95E-06 49
High IAELSATAQ 4.04E-06 0 1 1 1 P04114 0 1386.784 High 0 1.08E-06 70



High LAGATLLIFA 2.76E-06 0 0 0 1 0 1231.741 High 0 7.36E-07 52
High LAEFSSQAA 0.001009 0 1 1 2 Q7Z406 1 1794.876 High 0 0.000279 49
High LAEFGAEFK 0.000831 0 1 1 3 O75503 0 1011.515 High 0 0.00023 58
High IADPEHDHT 2.19E-05 0 1 1 1 P27361 0 2172.036 High 0 5.91E-06 25
High LADIQIEQL 2.79E-06 0 1 1 1 O60925 0 1312.722 High 0 7.5E-07 47
High LADFGVLH 0.00059 0 1 1 1 P26639 0 1027.568 High 0 0.000163 34
High LADFALLCL 1xCarbami  1.27E-05 0 1 1 10 P02788 1 1491.799 High 0 3.42E-06 46
High LADFALLCL 1xCarbami  1.89E-08 0 1 1 61 P02788 0 1335.698 High 0 4.94E-09 105
High LACCVVGV 3xCarbami    4.56E-08 0 1 1 2 P08294 0 1832.86 High 0 1.19E-08 60
High LAATNALLN 3.64E-08 0 1 1 2 Q14974 0 1605.885 High 0 9.49E-09 87
High LAEFSSQAA 1.19E-07 0 1 1 1 Q7Z406 0 1567.712 High 0 3.13E-08 89
High LAGDKYQA 1.38E-06 0 1 1 1 P34896 1 1503.828 High 0 3.67E-07 59
High LAGKPTHV 1xCarbami  2.72E-06 0 1 1 3 P01876 0 2347.142 High 0 1.52E-05 54
High LAGKPTHV 1xCarbami    5.6E-06 0 1 1 4 P01876 0 2363.137 High 0 1.5E-06 53
High IANDNSLN 1.03E-05 0 1 1 1 P17174 0 2399.235 High 0 2.78E-06 35
High LAMQEFM 2xOxidatio   2.89E-05 0 1 1 3 P06733 0 1939.977 High 0 1.41E-05 45
High LAMQEFM 1xOxidatio  4.95E-07 0 1 1 14 P06733 0 1923.982 High 0 1.31E-07 62
High IALYETPTG 0.00033 0 1 1 4 P36871 0 1278.673 High 0 0.00034 37
High LAIWDTAG 0.000469 0 1 1 1 Q9NP72 0 1259.638 High 0 0.00013 27
High IAILTCPFEP 1xCarbami  1.78E-05 0 1 1 2 P48643 0 1610.897 High 0 4.83E-06 29
High LALGDDSPA 9.98E-05 0 1 1 1 P17174 0 1099.599 High 0 2.73E-05 52
High LAIEAGFR 0.000937 0 1 2 6 Q04828 0 876.4938 High 0 0.000261 33
High LALEAEVSE 1.93E-05 0 1 1 2 Q7Z406 0 1229.674 High 0 5.23E-06 58
High LALDNGGL 0.000995 0 1 1 2 Q14624 0 999.5582 High 0 0.000277 33
High IAICGAISTY 1xCarbami  3.14E-05 0 1 1 1 Q14914 0 1338.683 High 0 8.55E-06 44
High LALASLGYE 0.000479 0 1 1 1 Q8WUM4 0 1064.599 High 0 0.000132 42
High IAIANIIDEII 4.15E-05 0 1 1 1 P04114 0 1454.846 High 0 1.13E-05 48
High IAKEEIFGPV1xOxidatio  3.64E-05 0 1 1 2 P00352 1 1746.946 High 0 9.89E-06 32
High IAKEEIFGPV 4.88E-06 0 1 1 11 P00352 1 1730.951 High 0 3.43E-06 62
High IAKEEIFGPV 5.3E-06 0 1 1 5 P47895 1 1681.989 High 0 1.42E-06 55
High IAHVELADA 0.000772 0 1 1 3 P98160 0 1442.739 High 0.000316 0.001452 27
High LAGTQPLEV 1.05E-07 0 1 1 4 P22314 0 1623.906 High 0 5.42E-08 87
High LAGPQLVQ 6.03E-07 0 1 1 5 P17980 0 1644.878 High 0 4.19E-07 55
High IAPANADFA 1.69E-05 0 1 1 3 P29622 0 1192.611 High 0 3.83E-05 60
High QQPMALAV 0.001453 0 1 1 1 P10253 0 1270.719 High 0 0.000403 34
High LGIQGSYFC2xCarbami   1.53E-05 0 1 1 1 P53582 0 1823.809 High 0 4.15E-06 37
High LGIQTDDKG 2.2E-07 0 1 1 2 P00390 1 2484.273 High 0 5.8E-08 64
High LMQCLPNP1xCarbami  4.99E-05 0 1 1 1 P04003 0 1443.697 High 0 1.36E-05 53
High LMQADLGG 0.000328 0 1 1 3 O00534 0 2216.174 High 0 9.96E-05 29
High LMNTNDLE 0.00016 0 1 1 3 Q99538 0 1321.605 High 0 4.37E-05 55
High IMNTFSVV 3.09E-06 0 2 4 2 P07437; P6 0 1319.703 High 0 8.27E-07 53
High IMNTFSVM 0.000215 0 2 3 3 Q13885; Q 0 1351.675 High 0 5.89E-05 43
High IMNGEADA1xOxidatio  1.48E-09 0 1 1 2 P02787 0 2175.01 High 0 3.8E-10 117
High IMNGEADA 5.18E-10 0 1 1 2 P02787 0 2159.015 High 0 1.32E-10 85
High LMIYEVSNR 0.000118 0 0 0 5 0 1821.928 High 0 3.25E-05 35
High INAANYASV 0.001183 0 1 1 1 Q96IU4 0 1050.558 High 0 0.000329 36
High LMIYEVSNR 0.000919 0 0 0 1 0 1832.932 High 0 0.000254 28
High LMIEMDGT1xOxidatio  2.76E-05 0 1 1 5 P06733 0 1296.581 High 0 7.47E-06 53
High LMIEMDGT 0.00057 0 1 1 7 P06733 0 1280.586 High 0 0.000157 30
High LMHVAYEE 0.000586 0 1 1 1 Q14204 0 1395.661 High 0 0.000161 21
High IMHDAIGF 0.001522 0 1 1 1 O75503 0 1059.54 High 0 0.000423 28
High IMFVDPSLT1xOxidatio  5.64E-05 0 1 1 3 O95994 0 1293.687 High 0 1.53E-05 42
High IMFVDPSLT 3.69E-05 0 1 1 2 O95994 0 1277.692 High 0 1E-05 46
High LMFNSPGF 0.000888 0 1 1 1 Q16401 0 1772.868 High 0 0.000246 42
High IMFEVQDL 0.000888 0 1 1 1 Q14204 0 1122.586 High 0 0.000245 48
High LMIYEVSK 1xOxidatio  0.001029 0 0 0 1 0 998.5227 High 0 0.000286 35
High LMDVGLIA 5.19E-06 0 1 1 1 P31948 0 1100.65 High 0 1.39E-06 59
High LNAIYQNN 0.001316 0 1 1 2 P00390 0 1291.7 High 0 0.000366 32
High LNATNIELA 1xOxidatio  4.59E-05 0 1 1 1 P28066 0 2490.245 High 0 1.25E-05 33
High INPSSMFDV 0.000185 0 1 1 2 P06737 0 1364.688 High 0 5.08E-05 50
High LNPNFLVD 0.000162 0 1 1 2 Q13228 0 1263.673 High 0 4.42E-05 36
High INNFSADIK 0.000479 0 1 1 1 P13797 1 1351.685 High 0 0.000132 47
High LNMGITDL 3.33E-06 0 1 2 1 P0C0L5 0 1330.715 High 0 8.94E-07 55
High LNLSPHGTF 0.000567 0 0 0 2 0 1529.847 High 0 0.000156 35
High LNIISNLDCV1xCarbami  9.01E-08 0 1 2 2 P30153 0 1942.043 High 0 2.37E-08 80
High LNIGYIEDLK 2.97E-05 0 1 1 1 P05120 0 1177.646 High 0 8.05E-06 54
High LNHQLEGL 0.000871 0 1 1 2 P06727 0 1558.805 High 0 0.000241 46
High LNATNIELA 0.000457 0 1 1 2 P28066 0 2474.25 High 0 0.000126 29
High LNHLCGAD 1xCarbami  2.89E-06 0 1 1 2 O95394 0 1273.636 High 0 7.76E-07 34
High LNFSHGTH 0.000969 0 1 1 3 P14618 0 1883.903 High 0.000142 0.000583 14
High INEVQTDV 1.47E-07 0 1 1 3 Q12792 0 1417.717 High 0 3.88E-08 82
High INEGFDLLR 0.000174 0 1 1 1 P00326 0 1076.573 High 0 4.78E-05 48
High LNEDMACS1xCarbami  3.26E-08 0 1 1 2 P25789 0 2593.223 High 0 8.53E-09 70
High LNEAQPST 0.001701 0 1 1 2 P56537 0 1518.758 High 0.000368 0.001745 25
High LNEAKEEFT 9.58E-08 0 1 1 4 P43034 1 1804.908 High 0 2.52E-08 71
High LNDLEDALQ 0.000232 0 1 1 1 P04264 1 1941.988 High 0 6.36E-05 31
High LNDGHFM 4.56E-06 0 2 2 6 P52895; Q0 0 2360.174 High 0 1.22E-06 44
High INHGILYDE 0.00043 0 1 2 1 Q03591 0 1330.664 High 0 0.000119 25
High ILYSQCGDV1xCarbami    0.000144 0 1 2 1 P60660 0 1357.624 High 0 3.94E-05 39
High YYYDGKDY 1.23E-06 0 1 1 22 P25311 1 1717.774 High 0 6.41E-06 60
High IIYGGSVTG 1xCarbami  6.86E-08 0 1 1 7 P60174 0 1326.672 High 0 1.8E-08 72
High LLSNMMCQ1xCarbami  0.000365 0 1 1 1 P28062 0 1315.596 High 0 0.000101 49
High IISNASCTTN2xCarbami   8.24E-08 0 1 1 7 P04406 0 1833.92 High 0 2.17E-08 80
High IISIFSGTEK 0.000223 0 1 1 2 Q13177 0 1094.609 High 0.000257 0.000812 53
High LLSHSSVAV1xCarbami  0.001351 0 0 0 1 0 2622.294 High 0 0.000376 23
High LLSGPYFW 0.000134 0 1 1 2 P98160 0 1522.805 High 0 3.66E-05 58
High LLSGGSML 0.000441 0 1 1 1 Q9UEW8 0 1246.708 High 0 0.000122 34
High LLSGGNTLH 6.49E-08 0 1 1 1 P04114 0 1540.869 High 0 1.7E-08 93
High LLRDYQELM 6.33E-05 0 1 1 2 P04264 1 1523.789 High 0 1.73E-05 29
High IISNSGHSF 1.29E-06 0 1 1 2 Q8N1Q1 0 2138.963 High 0 2.28E-05 34
High LLQVTPADS1xCarbami  1.87E-06 0 1 1 3 P98160 0 1707.837 High 0 5.01E-07 38
High LLQTAATAA 4.29E-06 0 1 1 1 P40763 0 2576.343 High 0 1.15E-06 53
High LLQSIGQAP 0.000229 0 1 1 1 Q13564 0 1599.859 High 0 6.3E-05 45
High ILQLCMGN 1xCarbami    4.56E-06 0 1 1 3 P15311 0 1793.85 High 0 1.22E-06 59
High IIQHCSNYS 1xCarbami  0.000788 0 0 0 2 0 1861.923 High 0 0.000219 16



High IIQFNPGPE 0.000317 0 1 1 3 P46926 0 1142.62 High 0 8.74E-05 55
High ILQEYITQQ 2.42E-06 0 1 1 1 Q9Y6Q5 0 1464.769 High 0 6.49E-07 50
High LIQEQEQEL 2.5E-09 0 1 1 4 P30838 0 2105.124 High 0 4.16E-09 90
High LLQEGQAL 1xCarbami  9.59E-06 0 1 1 4 P00751 0 2815.376 High 0 1.62E-05 47
High LLQTDDEEE 8.6E-06 0 1 1 1 P55060 0 1929.006 High 0 2.31E-06 49
High IISNSGHSF 0.000732 0 1 1 1 Q8N1Q1 1 2594.248 High 0 0.000202 9
High LISWYDNE 7.87E-06 0 1 1 4 P04406 0 1763.802 High 0 3.54E-05 66
High IISYAQGFM 0.000559 0 1 1 1 P52209 0 1411.777 High 0 0.000154 33
High LLYECNPM 1xCarbami    7.92E-05 0 1 1 1 P09467 0 1776.801 High 0 2.17E-05 58
High LLYECNPM 1xCarbami  0.000582 0 1 1 2 P09467 0 1760.806 High 0 0.000161 59
High ILVVNAAYF 1.18E-06 0 1 1 2 P36952 0 1293.757 High 0 3.14E-07 74
High LLVVDPETD 1.36E-07 0 1 1 1 O14745 0 1626.858 High 0 3.56E-08 70
High LIVPVLLDA 0.000644 0 1 1 1 Q15833 0 1696.988 High 0 0.000178 37
High ILVNACCPG2xCarbami   0.000294 0 1 1 1 O75828 0 1327.686 High 0 8.09E-05 56
High LLVILATEQ 2.49E-06 0 1 1 1 Q9H173 0 1509.925 High 0 6.64E-07 60
High IIVDELKQEV 6.06E-10 0 1 1 3 P63244 1 1788.995 High 0 1.54E-10 105
High LIVDEAINE 2.79E-08 0 1 1 1 P55072 0 2170.124 High 0 7.26E-09 84
High ILVALCGGN1xCarbami  0.000888 0 1 1 7 P04083 0 916.4921 High 0 0.000247 49
High ILTTNTWSS 1.03E-05 0 1 1 2 O60701 0 1479.769 High 0 2.78E-06 61
High LLTSYGFIQ 1xCarbami  0.000393 0 0 0 1 0 1573.768 High 0 0.000108 30
High LITSVADVV 2.89E-08 0 1 1 6 P06737 0 1858.958 High 0 7.51E-09 87
High ILTPLVSLDT 0.000125 0 1 1 5 Q9HC38 0 1353.799 High 0 0.000276 50
High IITITGTQDQ 6.19E-08 0 1 1 3 P61978 0 2589.388 High 0 1.63E-08 68
High LITGIIYPQN1xCarbami  0.000657 0 1 1 2 Q9Y6W3 1 2506.228 High 0 0.000182 28
High LLTFNPTYC 1xCarbami  0.000631 0 0 0 1 0 1440.756 High 0 0.000174 39
High IITEGASILR 0.001057 0 0 0 1 0 1072.636 High 0 0.000292 38
High LISYAQLTG 0.00036 0 1 1 1 O00534 0 1121.631 High 0 9.92E-05 42
High LNSNTQVV 0.001387 0 1 1 3 P60842 1 2587.401 High 0.000257 0.000948 24
High LNSPLSLPF 4.32E-05 0 1 1 7 Q99935 0 1396.795 High 0 1.18E-05 50
High INVNEIFYD 0.000644 0 1 2 2 P62834 0 1494.795 High 0 0.000178 25
High LNVWDIGG 5.12E-06 0 1 1 4 P36405 0 1157.606 High 0 1.82E-06 56
High LQFHDVAG1xCarbami  6.33E-05 0 1 1 1 P11413 0 1942.923 High 0 1.73E-05 28
High IQEYCYDNI 1xCarbami  0.000432 0 1 1 1 Q7L1Q6 0 1760.777 High 0 0.000119 31
High LQEVPHEG 1xCarbami  2.83E-06 0 1 2 1 P67775 0 2509.112 High 0 7.6E-07 35
High IQEVADELQ 0.000559 0 1 1 3 P18085 0 1172.616 High 0 0.000155 35
High LQETSNWL 6.24E-06 0 1 1 2 P0C0L5 0 3097.534 High 0 1.03E-05 48
High IQEPNTFPA 0.001482 0 0 0 1 0 1398.774 High 0 0.000412 24
High LQELEKYPG 0.000391 0 1 1 2 Q9BUT1 1 1574.854 High 0 0.000108 27
High LQDRGPDV 6.07E-05 0 1 1 4 Q14624 1 1656.892 High 0 1.65E-05 47
High LQGINCGP 1xCarbami  6.02E-09 0 1 1 3 Q04637 0 2063.997 High 0 1.55E-09 79
High LQDQQVPY 4.82E-05 0 1 1 4 Q15782 0 1288.69 High 0 1.31E-05 50
High IQCCETVNV3xCarbami    9.98E-05 0 1 1 2 P98088 0 1438.624 High 0 2.73E-05 48
High LQAYHTQT 0.000133 0 0 0 1 0 1997.013 High 0 3.65E-05 24
High IQAVIDSGV1xCarbami  1.33E-05 0 1 2 1 O15131 0 1217.631 High 0 3.6E-06 51
High LQAVEVVIT 1.62E-05 0 0 0 4 0 1675.974 High 0 4.38E-06 61
High LQAQQDAV1xCarbami  0.000412 0 1 1 2 P55036 0 1710.859 High 0 0.000113 20
High IQALQQQA 1.65E-06 0 1 1 2 P67936 1 2268.133 High 0 4.42E-07 60
High IQALQQQA 1.17E-07 0 1 1 4 P67936 0 1614.772 High 0 5.97E-08 88
High LQAGTVFV 5.37E-05 0 1 1 2 O75891 0 1454.764 High 0 2.11E-05 43
High LQCTYIEVE 1xCarbami  6.68E-06 0 1 1 2 Q96FV2 0 1596.794 High 0 1.8E-06 66
High LQGPQTSA 3.33E-06 0 1 1 3 Q8N335 0 1348.686 High 0 8.92E-07 54
High LQHLAESW 0.000279 0 1 1 1 Q7Z6Z7 0 1225.632 High 0 7.65E-05 37
High LQHLENELT 1.38E-07 0 1 1 4 P01009 0 1803.96 High 0 3.64E-08 61
High IQQEIAVQN 1.82E-06 0 1 1 2 Q96FW1 0 1723.934 High 0 4.85E-07 71
High IQPSGGTN 4.72E-05 0 1 1 2 P19823 0 1582.855 High 0 1.29E-05 51
High LQPLDFKEN 7.15E-05 0 1 1 5 P01008 1 1674.845 High 0 1.95E-05 49
High IQNTGDYY 5.37E-06 0 1 1 1 Q06124 0 1735.781 High 0 1.44E-06 70
High LQNQLQGA 4.53E-05 0 1 1 2 O75351 0 1920.103 High 0 1.23E-05 36
High IQNLDQSCQ2xCarbami   0.000689 0 1 1 1 P98160 0 2561.166 High 0 0.00019 21
High LQNLDALT 0.00028 0 1 1 1 Q15435 0 2131.118 High 0 7.7E-05 34
High IQMSNLMN 0.000136 0 1 1 1 P36543 0 1305.64 High 0 3.71E-05 41
High IQIWDTAG 0.000346 0 6 19 8 P62820; P6     0 1316.659 High 0 9.52E-05 46
High IQLVAVNYI 0.001583 0 1 1 1 Q9UJW0 0 1513.874 High 0 0.000441 29
High IQLINNMLD 0.001325 0 1 1 2 P00558 0 1201.661 High 0 0.000367 47
High LQLEAVNIT 4.35E-05 0 1 1 1 P18510 1 1842.992 High 0 1.19E-05 46
High LQLEAVNIT 2.33E-10 0 1 1 3 P18510 0 1714.897 High 0 1.16E-10 113
High IQKVDVYD 1xCarbami  7.76E-05 0 1 1 2 Q13449 1 2711.262 High 0.000211 0.000771 22
High IQKLESDVS 1xCarbami  1.97E-07 0 1 1 2 P02675 1 1956.915 High 0 5.21E-08 47
High LQHQTELE 4.92E-05 0 1 1 1 Q9H2K8 0 1886.924 High 0 1.34E-05 39
High LQHPLGVT 1.95E-05 0 1 1 2 Q8NBF2 0 1293.695 High 0 1.79E-05 39
High IQHMELQL 0.000114 0 1 1 2 O75436 0 1252.708 High 0 3.79E-05 48
High IQHILCTGN 2xCarbami   1.54E-05 0 1 1 4 Q9UBQ0 0 1557.788 High 0 4.17E-06 43
High LQAFSAAIE 1xCarbami  4.17E-07 0 1 1 2 Q02790 0 1438.699 High 0 1.1E-07 64
High ILQDGGLQV 1.6E-06 0 1 1 1 O43175 0 1298.731 High 0 4.28E-07 93
High LQAEIEGLK 0.000732 0 1 1 1 P05787 0 1000.567 High 0 0.000202 41
High IPVTIITGYL 0.001636 0 0 0 1 0 1402.83 High 0 0.000454 28
High LPFPIIDDR 0.000453 0 1 1 1 P30041 0 1085.599 High 0 0.000125 39
High LPEWAADE 3.72E-05 0 1 1 5 P30838 0 1383.679 High 0 1.01E-05 43
High LPESNQTLL 0.000751 0 1 1 1 Q9BTW9 0 1170.648 High 0 0.000208 33
High IPEIQATMR 0.000963 0 0 0 1 0 1058.566 High 0 0.000266 34
High IPELLASGM1xOxidatio  1.82E-08 0 1 1 2 P30740 0 1634.813 High 0 4.74E-09 91
High IPELLASGM 1.4E-08 0 1 1 4 P30740 0 1618.818 High 0 3.65E-09 95
High LPEGDLGKE 4.01E-05 0 1 2 3 P63241 1 1455.769 High 0 1.09E-05 34
High LPECEADDG2xCarbami   7.1E-08 0 1 1 3 P00738 0 2962.346 High 0 1.86E-08 68
High LPFTALGSG 1.89E-06 0 0 0 3 0 2044.071 High 0 5.04E-07 55
High LPEADDIQY 1.79E-07 0 1 1 1 P48147 0 2528.197 High 0 4.73E-08 55
High LPDNVTFEE1xCarbami  1.06E-08 0 1 1 2 Q00796 0 2637.334 High 0 2.75E-09 49
High LPDGSEIPL 8.03E-05 0 1 1 1 Q96KP4 0 1686.979 High 0 2.19E-05 26
High LPAYLTIQM 0.00043 0 1 1 2 P54578 0 1304.74 High 0 0.000178 43
High LPAVEPTDQ1xCarbami  8.53E-07 0 1 1 3 P98160 0 1760.864 High 0 2.27E-07 78
High LPALTVHVT 2.42E-07 0 1 1 1 P07602 0 1303.773 High 0 6.37E-08 67
High IPAFLNVVD 0.000232 0 1 1 1 Q9NTK5 0 1568.941 High 0 6.38E-05 35
High LPACVVDC 2xCarbami   3.42E-07 0 1 1 5 P61158 0 1540.713 High 0 9.04E-08 60
High INVYYNEAT 1.4E-05 0 1 1 4 P68371 0 1328.648 High 0 3.79E-06 65
High IPDWFLNR 0.001482 0 1 1 3 P62269 0 1060.557 High 0.000211 0.000787 39



High IPGEKDSVIC1xCarbami  6.5E-05 0 1 1 2 P08174 1 1358.735 High 0 1.77E-05 42
High IPGGIIEDSC1xCarbami  1.14E-05 0 1 1 1 P49368 0 1428.752 High 0 3.08E-06 62
High LPGLLGNFP 2.23E-06 0 1 1 1 Q13510 0 1874.936 High 0 5.98E-07 37
High IPVDTYNNI 0.000793 0 1 1 2 Q96QK1 0 1602.91 High 0 0.000219 40
High IPTTFENGR 0.000444 0 1 1 4 P05090 0 1034.527 High 0 0.000123 44
High IPTPLNTSG 1xCarbami  1.9E-05 0 1 1 1 Q96CW1 0 1757.929 High 0 5.12E-06 61
High LPSSPVYED 5.63E-08 0 1 1 1 Q14247 0 1510.742 High 0 1.48E-08 87
High LPSEGPRPA 9.38E-08 0 1 1 2 P30043 0 2469.31 High 0 2.46E-08 58
High LPQVSPAD 1xCarbami  3.16E-07 0 1 1 3 P98160 0 1677.79 High 0 1.16E-07 85
High LPQNSGYIW 3.43E-05 0 1 1 1 Q9Y6U3 0 1361.721 High 0 9.32E-06 68
High IPPVNTNLE 7.1E-07 0 1 1 5 Q06828 0 1955.035 High 0 1.89E-07 77
High LPPTTTCQQ1xCarbami  4.44E-06 0 1 1 5 P00751 1 2438.26 High 0 2.04E-06 30
High LPPNVVEES 5.26E-05 0 1 1 5 P01023 0 1210.643 High 0 2.29E-05 70
High IPNQFQSD 1.38E-05 0 0 0 2 0 1640.791 High 0 3.71E-06 37
High LPNFGSHV 2.16E-06 0 1 1 1 Q14C86 0 1987.995 High 0 5.78E-07 39
High LPLQLDDAV 1.18E-05 0 1 1 1 P14868 0 2223.089 High 0 3.17E-06 30
High LPLMECVQ 1xCarbami  9.72E-05 0 1 1 1 P17858 0 1349.663 High 0 2.66E-05 35
High LPIGDVATQ1xCarbami  0.000883 0 1 1 2 Q99832 1 2403.122 High 0.000633 0.004721 19
High IPIFSAAGLP1xCarbami  0.000187 0 2 2 2 P21281; P1 0 2178.149 High 0 5.11E-05 44
High IPIEDGSGEV 5.05E-06 0 1 1 5 P01024 0 1470.78 High 0 1.75E-06 67
High IPGVPWCF 2xCarbami   0.000853 0 0 0 2 0 2179.035 High 0 0.000236 19
High LPGIVAEGR 0.001351 0 1 1 2 P01008 0 911.5309 High 0 0.000376 23
High LPYQEAVQ 0.000648 0 1 1 1 Q9NTJ4 0 1103.584 High 0 0.000179 23
High LLQDEFPGI 1xCarbami  6.82E-06 0 1 1 6 P02790 0 2364.165 High 0 1.83E-06 72
High ILQAVNFPF 0.000537 0 0 0 1 0 1388.83 High 0 0.000148 34
High IIPGGIYNAD 1.76E-06 0 1 1 9 P01037 0 2073.04 High 0 4.68E-07 44
High LKEVFPTAA 0.000173 0 1 1 3 Q08623 1 1701.924 High 0 4.76E-05 33
High IKEITYMHS 0.000463 0 1 2 2 Q06210 1 2032.078 High 0 0.000127 15
High LKELIFEETA 0.001078 0 1 1 2 P28482 1 1348.747 High 7.47E-05 0.000486 32
High IKELEAEIQQ 0.000661 0 1 1 2 O60879 1 1469.832 High 7.47E-05 0.000534 21
High LKEGDTMM 0.000137 0 1 1 2 Q14914 1 1535.756 High 0 3.76E-05 26
High LKEFGNTLE 0.00031 0 1 1 4 P02654 1 1293.669 High 0 8.57E-05 24
High LKEDAVSAA 0.000108 0 1 1 5 P51884 1 1178.642 High 0 2.96E-05 41
High LKECCEKPL 2xCarbami   0.001387 0 1 1 17 P02768 1 1546.797 High 0.000368 0.001627 33
High LKEVLEYNA 2.63E-05 0 1 1 1 P14324 1 1433.8 High 0 7.12E-06 50
High IKDPDASKP 8.95E-05 0 1 1 2 P27797 1 1800.84 High 0 2.44E-05 28
High IKDLSTIEPL 0.001115 0 2 3 4 P39687; Q9 1 1256.746 High 0.000257 0.001254 22
High LKCDEWSV 1xCarbami  7.98E-06 0 1 1 6 P02787 1 1521.737 High 0 2.14E-06 58
High LKAGDTVIP2xCarbami   0.000544 0 1 1 1 P11766 1 2162.098 High 0 0.00015 24
High LHYGDLTD 1xCarbami  8.42E-06 0 1 1 3 O60547 0 1621.789 High 0 9.15E-06 51
High IHWESASLL 7.45E-05 0 1 1 3 P01024 0 1211.653 High 0 2.03E-05 37
High IHVYGYSM 0.001064 0 1 1 2 Q9NRX4 0 2323.118 High 0.000257 0.00123 15
High LHTEAQIQE 1.18E-11 0 1 1 3 P01023 0 2110.077 High 0 2.96E-12 132
High LHSSPQMA 0.000772 0 1 1 1 Q9Y6U3 0 2109.944 High 0 0.000214 24
High LKDPANFQ 5.19E-07 0 1 1 7 P15559 1 2054.059 High 0 1.67E-06 57
High LKEVVLQVE 0.000137 0 1 1 3 Q7Z406 1 1470.816 High 0 4.02E-05 37
High IKGCTDNLT1xCarbami  0.000114 0 1 1 2 O00151 1 1561.837 High 0.000316 0.001375 35
High IKIGDPLLED 0.001043 0 1 1 1 P49189 1 1369.769 High 0 0.00029 30
High ILAQITGTE 6.07E-05 0 1 1 1 Q96HC4 1 2198.13 High 0 1.66E-05 41
High ILAQITGTE 1.62E-05 0 1 1 2 Q96HC4 0 1323.763 High 0 9.21E-06 45
High LIAPVAEEE 5.12E-06 0 1 1 2 P07195 0 1694.896 High 0 1.38E-06 58
High LIALSIDSVE 3.05E-08 0 1 1 4 P30041 0 1897.007 High 0 7.97E-09 98
High ILAIGLINEA 1.81E-09 0 1 1 3 P46940 0 1883.012 High 0 3.99E-07 68
High LLAEPVPGI 0.001009 0 1 1 3 P61088 1 2006.055 High 0 0.000279 35
High LLADPTGAF 0.000722 0 1 1 4 P30044 0 1089.594 High 0 0.000227 46
High LLAALLEDE 0.001492 0 1 1 1 Q9Y490 0 2122.187 High 0 0.000415 30
High IKYPENFFL 0.000537 0 2 3 1 P62136; P6 1 1439.805 High 0 0.000149 26
High LKYENEVAL 5.71E-05 0 1 1 10 P13645 1 1234.679 High 0 6.89E-05 47
High LKYEATIAD 1xOxidatio  2.25E-05 0 1 1 1 Q7Z406 1 1570.742 High 0 6.1E-06 47
High LKYEATIAD 1.59E-07 0 1 1 1 Q7Z406 1 1554.747 High 0 4.19E-08 85
High IKVTTSQDM1xOxidatio  0.000563 0 1 1 1 P05155 1 1739.892 High 0 0.000156 24
High IKVTTSQDM 2.75E-07 0 1 1 4 P05155 1 1723.897 High 0 9.99E-06 64
High IKSEHPGLS 0.001299 0 1 1 4 P26583 1 1552.833 High 0 0.00036 22
High LKSEDGVEG 2.39E-06 0 1 1 2 Q09666 1 1819.867 High 0 6.37E-07 51
High IKSDYAQLL 5.52E-05 0 1 1 2 P38606 1 2042.001 High 0 1.5E-05 39
High LKQNLEEQ 4.41E-05 0 1 1 2 Q8WZA0 1 1385.738 High 0 0.000012 52
High LKPYFLTDG 1.76E-06 0 1 1 2 Q9BWD1 0 3192.661 High 0 4.71E-07 48
High IHSGSFQSQ 1.6E-07 0 1 1 3 P04114 0 2032.957 High 0 4.21E-08 58
High LLASCSADM1xCarbami  0.000913 0 1 1 3 P43034 0 1309.649 High 0.000142 0.000644 23
High LHSFLGDDV 0.000548 0 1 1 1 P06737 0 1418.743 High 0 0.000151 34
High LHQMSVAD1xCarbami  5.79E-06 0 1 1 2 P98160 0 1751.784 High 0 2.58E-06 60
High LGSRPQPA 6.28E-05 0 0 0 2 0 1842.946 High 0 1.72E-05 50
High IGSCTQQDV1xCarbami  0.000288 0 1 1 1 P14868 0 1741.854 High 0 7.95E-05 28
High LGQSLDCN 1xCarbami  2.3E-08 0 1 1 1 P01042 0 2107.016 High 0 6.02E-09 93
High LGQSDPAP 5.33E-08 0 1 1 3 P29401 0 2069.012 High 0 1.39E-08 63
High LGQMVLSG 3.34E-05 0 1 1 2 O60664 0 1516.84 High 0 9.09E-06 48
High LGQLEEELE 1.89E-09 0 1 1 3 Q7Z406 0 2474.153 High 0 4.85E-10 99
High LGPNYLHIP 1xCarbami  0.001057 0 1 1 1 P04040 0 1812.921 High 0 0.000294 15
High IGPITPLEFY 5.34E-05 0 0 0 1 0 1305.72 High 0 1.46E-05 41
High LGTDESCFN1xCarbami  9.12E-09 0 1 1 1 P20073 0 1727.809 High 0 2.36E-09 96
High IGPILDNST 0.001369 0 1 1 1 P30153 0 2194.233 High 0 0.000381 21
High LGPGMADI 1xCarbami  0.000438 0 1 1 3 P07602 0 1061.512 High 0 0.000121 47
High IGPALSCGN1xCarbami  2.79E-06 0 1 1 3 P00352 0 3184.776 High 0 7.47E-07 39
High LGNYAGAV1xCarbami  0.000346 0 1 1 1 O43765 0 1452.654 High 0 9.53E-05 45
High LGNDFMG 7.38E-10 0 1 1 5 Q9HC38 0 2052.018 High 0 1.89E-10 83
High LGMFNIQH1xCarbami  0.000375 0 1 1 6 P01009 0 1247.602 High 0 0.000104 49
High LGLVLDQA 1xCarbami  8.35E-09 0 1 1 2 Q13938 0 1629.826 High 0 2.16E-09 102
High LGLSTLGEL 2.85E-05 0 0 0 1 0 1030.614 High 0 7.73E-06 50
High LGLQYSQG 1.62E-05 0 0 0 2 0 1649.861 High 0 4.37E-06 50
High LGPHAGDV 6.16E-06 0 1 1 1 P06727 0 1805.918 High 0 1.66E-06 20
High LGTDESKFN1xCarbami  3.74E-07 0 1 1 2 P50995 1 1696.832 High 0 9.93E-08 74
High LGTLSALDI 0.000717 0 1 1 1 Q86VP6 0 1256.782 High 0 0.000199 33
High LGTQHPES 0.000118 0 1 1 3 Q96NY7 0 1871.888 High 0 3.21E-05 26
High IHQIEYAME 0.000684 0 1 1 2 P25786 0 1431.73 High 0 0.00019 26
High LHQCETYG 4xCarbami     4.41E-05 0 0 0 1 0 2199.904 High 0 1.2E-05 31



High LHLVSPADS1xCarbami  2.42E-07 0 1 1 3 P98160 0 1702.822 High 0 6.39E-08 49
High IHLISTQSAI 1.16E-05 0 1 1 1 P02679 0 1682.959 High 0 3.14E-06 54
High LHIIEVGTPP 0.000185 0 1 1 3 Q00610 0 1945.054 High 0 5.08E-05 40
High LHLGTTQN 1.67E-08 0 1 1 4 O75351 0 1802.903 High 0 4.35E-09 66
High LHHVSPAD 1xCarbami  5.85E-10 0 1 1 5 P98160 0 1726.797 High 0 1.49E-10 59
High IHGFDLAAI 2.08E-06 0 1 1 3 P22079 0 1455.77 High 0 5.58E-07 48
High IHFPLATYA 1.23E-05 0 2 6 8 Q9BQE3; P 0 1756.963 High 0 7.45E-06 62
High LHFFMPGF 1xOxidatio  0.000308 0 4 8 1 Q13885; Q   0 1636.83 High 0 8.48E-05 28
High LHFFMPGF 0.001122 0 4 8 3 Q13885; Q   0 1620.836 High 7.47E-05 0.000557 32
High LHDVNSDG 8.82E-08 0 1 1 3 P80303 0 2420.162 High 0 2.32E-08 57
High LHDNPLTD 3.55E-05 0 1 1 3 Q9BXJ9 1 2624.153 High 0 7.22E-05 32
High IHAYSQLLE 0.000407 0 1 1 2 Q15008 0 1479.759 High 0 0.000112 32
High LGYVTADG 1xCarbami  2.81E-09 0 1 1 1 P08603 0 1815.843 High 0 7.25E-10 91
High LGYAGNTE 1xCarbami  0.000304 0 1 1 3 P61158 0 2192.142 High 0 8.4E-05 47
High LGWDPKPG 4.69E-06 0 1 1 2 P55786 0 1873.992 High 0 1.26E-06 37
High LGVQDLFN 4.59E-06 0 1 1 8 P30740 0 1207.632 High 0 1.66E-06 73
High IGTYTGPLQ1xCarbami  1.73E-06 0 1 1 2 P49902 0 2980.472 High 0 4.63E-07 40
High LHQMSVAD1xCarbami    9.26E-08 0 1 1 4 P98160 0 1767.779 High 0 2.43E-08 45
High LGLQNDLF 1.16E-06 0 1 1 4 P55786 0 1346.743 High 0 3.09E-07 81
High LLATLCSAE 3xCarbami    1.36E-06 0 1 2 5 P0C0L5 0 1909.882 High 0 1.66E-06 70
High LLCETLLEPG2xCarbami   0.000519 0 1 1 3 P13489 0 2288.167 High 0 0.000144 25
High LLLQQVSLP1xOxidatio  1.95E-06 0 1 1 4 P01023 0 2061.094 High 0 5.21E-07 40
High LLLQQVSLP 2.19E-05 0 1 1 3 P01023 0 2045.099 High 0 0.00024 38
High LLLQMDSS 1xOxidatio  0.000809 0 1 1 2 P04114 1 2044.038 High 0 0.000224 41
High ILLQGTPVA1xOxidatio  1.17E-08 0 1 1 2 P01024 0 2173.081 High 0 3.05E-09 77
High ILLQGTPVA 1.61E-10 0 1 1 4 P01024 0 2157.086 High 0 4.09E-11 122
High LILPVGPAG 0.000269 0 1 1 2 P22061 1 2784.46 High 0 7.38E-05 37
High ILLNPQDKD 1.06E-06 0 1 1 26 P01833 1 2172.202 High 0 2.82E-07 77
High LLLNNDNL 0.000447 0 2 2 1 P47755; P5 0 1197.695 High 0 0.000123 46
High LLLQVESLT 9.51E-08 0 1 1 3 Q7Z406 0 1801.991 High 0 2.51E-08 77
High ILLNACCPG 2xCarbami   1.27E-05 0 1 1 1 P16152 0 1458.734 High 0 3.43E-06 60
High LLLEQAANE 1.62E-06 0 1 1 2 O95352 0 1756.948 High 0 4.31E-07 55
High LLLATMESM 2.72E-06 0 1 1 4 P00352 0 1364.691 High 0 7.3E-07 60
High ILHLLGQEG 3.1E-05 0 1 1 4 Q9Y678 0 1204.705 High 0 1.7E-05 35
High IIHGSESMD 1.22E-06 0 1 1 4 P42574 0 2052.954 High 0 3.27E-07 40
High LLHEVQELT 0.000457 0 1 1 2 Q13561 0 1667.885 High 0 0.000126 39
High ILHCLGLAE 1xCarbami  0.001443 0 1 1 1 P53004 0 1523.825 High 0 0.000401 15
High LLGSDGSPL1xOxidatio  0.000101 0 1 1 2 Q6XQN6 0 3010.486 High 0 2.76E-05 44
High LLGSDGSPL 2.01E-07 0 1 1 2 Q6XQN6 0 2994.491 High 0 5.31E-08 50
High LLLGSNQN 9.65E-07 0 0 0 2 0 1527.874 High 0 7.67E-07 55
High LLLTAGVSA 2.79E-05 0 1 1 1 Q15782 0 1057.636 High 0 7.57E-06 53
High LIITSAEASP 2xCarbami   0.000332 0 1 1 2 Q14C86 0 1985.942 High 0 9.13E-05 28
High LLLTSAPSLA 4.21E-05 0 0 0 2 0 1644.932 High 0 1.15E-05 45
High IIPGGIYDAD 1.57E-08 0 1 1 43 P01036 0 2074.024 High 0 4.09E-09 85
High IIPGFMCQG1xCarbami  0.000221 0 1 1 3 P62937 0 1598.745 High 0 6.09E-05 53
High LLPAALACW1xCarbami  0.000138 0 1 1 2 Q13421 0 1326.735 High 0 3.79E-05 50
High IINNTENLV 3.96E-05 0 1 1 2 Q9Y617 0 1185.659 High 0 1.07E-05 62
High LLNIQTYCA 1xCarbami  3.85E-07 0 1 1 2 P22792 0 1724.904 High 0 1.02E-07 66
High LLNLDGTCA1xCarbami  6.94E-10 0 1 1 2 P02753 0 2064.97 High 0 2.52E-10 96
High IINEVKPTEI 4.63E-05 0 1 1 2 O60547 0 2253.224 High 0 1.26E-05 24
High IINEPTAAA 3.79E-09 0 1 2 5 P0DMV8 0 1687.901 High 0 9.81E-10 94
High IINEPTAAA 1.97E-07 0 1 2 5 P11142 1 1787.99 High 0 1.53E-07 84
High ILNDDTALK 5.95E-06 0 1 1 4 P54727 1 1422.747 High 0 1.6E-06 76
High LIMVQHW 1xCarbami  2.23E-07 0 1 1 3 O00584 0 1769.871 High 0 5.87E-08 71
High ILMDKPEM 5.99E-05 0 1 1 1 P55786 0 1529.843 High 0 1.64E-05 34
High LLIYWASTR 0.000115 0 0 0 8 0 1122.631 High 0 0.000129 47
High LLIYSNNQR 0.000229 0 1 1 3 P01700 0 1828.966 High 0 6.28E-05 39
High LLIYGNSNR 0.000118 0 0 0 1 0 1757.929 High 0 3.24E-05 38
High LLIYDASNR 0.00064 0 0 0 7 0 1064.573 High 0.000142 0.000706 38
High LLIYDASNL 2.41E-05 0 0 0 3 0 1747.922 High 0 6.52E-06 35
High LLIYAASTLQ 3.33E-07 0 1 1 5 A0A0C4DH 0 1675.938 High 0 8.79E-08 51
High LLIYAASSLQ 6.5E-05 0 1 1 4 A0A0C4DH 0 1661.922 High 0 6.69E-05 32
High LLGPNASPD 7.15E-05 0 1 1 2 P42224 0 1706.922 High 0 1.95E-05 43
High ILATPPQED 2.05E-07 0 1 1 2 P29401 0 2020.071 High 0 2.17E-07 54
High LLGPHVEG 3.24E-07 0 1 1 4 Q13421 1 1547.854 High 0 8.56E-08 57
High LLGMETMA 9.59E-06 0 1 1 1 P06681 0 1577.781 High 0 2.59E-06 61
High ILEDQEENP 1.27E-07 0 1 1 4 O95336 0 2299.193 High 0 1.99E-07 55
High LLEDMVEK 1xOxidatio  0.000644 0 1 1 61 O75556 0 992.4969 High 0 0.000358 45
High LLEDKNGEV 0.000548 0 1 1 1 Q86VP6 1 1669.912 High 0 0.000151 37
High LLEAQACTG1xCarbami  0.000264 0 1 1 2 P15924 0 1995.033 High 0 7.24E-05 30
High LLEAHEEQN 1.73E-05 0 1 1 1 P54920 0 2090.988 High 0 4.7E-06 44
High IIDVVYNAS 1.54E-07 0 1 1 1 P62241 0 1718.907 High 0 4.07E-08 66
High LLDSLPSDT 0.001593 0 1 1 2 P05155 0 1116.59 High 0 0.000443 34
High LIDQYGTHY 9.99E-06 0 1 1 2 P10643 0 2257.088 High 0 2.7E-06 29
High ILEDTQFVD 4.85E-06 0 1 1 1 Q14C86 0 1427.705 High 0 1.31E-06 76
High LLDQQLDQ 1.26E-05 0 1 1 2 P07476 0 1441.79 High 0 4E-06 72
High ILDLIESGKK 9.2E-05 0 1 1 4 P00352 1 1115.667 High 0 0.000273 50
High ILDLIESGK 0.000192 0 1 1 1 P00352 0 987.5721 High 0 5.26E-05 43
High LLDEEEATD 9.26E-08 0 1 1 1 Q8WUM4 0 1532.707 High 0 2.43E-08 84
High LIDDMVAQ 2.2E-06 0 1 1 1 O75874 0 1234.617 High 0 5.9E-07 74
High ILDDLSPR 0.001604 0 1 1 1 Q14624 0 928.5098 High 0 0.000446 55
High LLDDAMAA 7E-08 0 1 1 2 Q9HC38 1 1925.895 High 0 1.84E-08 64
High LICQATGFS 1xCarbami  1.39E-05 0 2 2 3 P0DOX6; P0 0 1249.636 High 0 3.74E-06 63
High LLCGLLAER 1xCarbami  4.04E-06 0 0 0 13 0 1044.587 High 0 1.08E-06 72
High LLDNWDSV 1.96E-08 0 1 1 4 P02647 0 1612.785 High 0 5.1E-09 91
High IIEETLALK 0.000264 0 1 1 8 O15144 0 1029.619 High 0 7.88E-05 50
High LLEEYTQLA 0.000233 0 1 1 1 Q86X76 0 1235.663 High 0 6.43E-05 54
High LLEGEDAH 4.15E-06 0 1 1 2 P08779 0 2350.091 High 0 1.12E-06 34
High LLGLGVTDF 4.66E-06 0 1 1 3 Q7Z406 0 1177.658 High 0 9.34E-06 41
High IIGLDQVAG 0.000421 0 1 1 2 P35579 0 2018.063 High 0 0.000116 31
High ILGGVISAIS 8.76E-08 0 1 1 5 P04632 0 2447.293 High 0 5.56E-08 60
High ILGENAKPN1xCarbami  9.52E-06 0 0 0 2 0 2506.224 High 0 2.56E-06 29
High LLGELLQDN 2.52E-06 0 1 1 1 P37837 0 1213.679 High 0 6.76E-07 62
High ILGEELGFA 0.00059 0 1 1 5 P04114 0 2053.133 High 0 0.000163 38
High LIEYYQQLA 0.000871 0 1 1 1 Q9UJW0 0 1396.747 High 0 0.000242 31



High IIETLTQQLQ 3.45E-06 0 1 1 1 Q9UHV9 0 1385.8 High 0 9.23E-07 68
High LLETECPQY 1xCarbami  5.83E-05 0 1 1 6 P05109 1 1549.804 High 0 1.59E-05 51
High LLETECPQY 1xCarbami  6.07E-06 0 1 1 8 P05109 0 1421.709 High 0 1.63E-06 79
High LLETCSIALV1xCarbami  9.01E-05 0 1 1 2 P17812 0 1303.729 High 0 2.46E-05 51
High LLEPVVSM 2.06E-06 0 1 1 1 O75351 0 1489.775 High 0 5.5E-07 65
High ILENPQSLS 1xCarbami  4.59E-05 0 1 1 2 Q9UIA9 0 2333.062 High 0 1.25E-05 45
High IIENAENEY 1.79E-07 0 1 1 2 P52907 0 3040.373 High 0 5.25E-07 42
High LLEMILNKP 4.92E-06 0 1 1 2 P52895 0 1368.828 High 0 1.83E-06 54
High ILELIESGK 0.001057 0 1 1 1 P47895 0 1001.588 High 0 0.000293 25
High LLELGPKPE 0.00059 0 1 1 1 P53621 0 1678.949 High 0 0.000163 24
High IIEGEPNLK 0.000586 0 1 1 6 P01833 0 1012.567 High 0 0.000162 51
High LLEGEDAH 3.43E-05 0 1 1 1 P02533 0 2309.064 High 0 9.32E-06 36
High LLGPGVNY 1xCarbami  5.59E-09 0 1 1 1 P40763 0 1863.942 High 0 1.45E-09 79
High KLEGDSTDL 0.000128 0 1 1 2 P35579 1 2615.341 High 0 3.48E-05 44
High QQQFNVQ 6.16E-05 0 1 1 1 P14868 0 1939.998 High 0 1.68E-05 17
High QQTHMLD 8.48E-05 0 1 1 5 P10909 0 1872.848 High 0 3.15E-05 38
High VIISAPSADA 8.54E-05 0 1 1 5 P04406 1 2933.454 High 0 2.33E-05 32
High VIISAPSADA1xOxidatio  2.42E-07 0 1 1 6 P04406 0 2229.104 High 0 6.38E-08 65
High VLLSALER 0.001542 0 1 1 1 P11586 0 900.5513 High 0 0.00043 42
High VILPVSVDE 2.95E-06 0 1 1 2 Q00169 0 2494.308 High 0 7.89E-07 35
High VIILGDSGV 1.09E-05 0 1 1 3 P51149 0 1057.625 High 0 2.94E-06 68
High VILGAHQEV 8.71E-07 0 1 1 3 P00747 0 2496.321 High 0 2.32E-07 34
High VILEIDNAR 0.001463 0 1 2 1 P13646 0 1042.589 High 0 0.000406 27
High VLLDGVQN 4.35E-06 0 1 1 4 P01024 0 1110.627 High 0 1.17E-06 60
High VLITTDLLA 0.000221 0 2 2 1 P60842; Q1 0 1114.683 High 0 6.08E-05 35
High VILALGDYM2xCarbami     9.27E-06 0 1 1 1 Q14240 0 2465.173 High 0 2.49E-06 24
High VLHEAEGH 1xCarbami  4.39E-11 0 1 1 2 P62318 0 2414.141 High 0 1.11E-11 79
High VLGTAFDP 0.001463 0 0 0 1 0 1321.715 High 0 0.000406 36
High VLGILAMID 1.27E-08 0 1 1 1 Q15181 0 1789.904 High 0 3.28E-09 73
High VLGFSHEEI 4.29E-05 0 1 1 3 Q7Z406 0 1630.862 High 7.47E-05 0.00049 30
High VLGEKPELP 2.68E-08 0 1 1 1 Q9Y6U3 1 2681.326 High 0 6.98E-09 63
High VLGATLLPD 0.001168 0 1 1 2 P55786 0 1380.846 High 0 0.000324 22
High VLEQLTGQ 2.33E-05 0 0 0 1 0 1546.848 High 0 6.3E-06 62
High VLEHQLLQT 0.001542 0 0 0 1 0 1309.747 High 0 0.00043 42
High VIKDFMIQG 5.95E-07 0 1 1 4 P23284 1 1626.831 High 0 1.58E-07 78
High VIEHIMEDL 9.39E-07 0 1 1 3 P06702 0 1742.827 High 0 2.5E-07 63
High VLNEECDQ 1xCarbami  8.09E-06 0 1 1 1 P62993 0 1597.695 High 0 2.17E-06 70
High VLNNMEIG 1xOxidatio  4.85E-05 0 1 1 2 P00558 0 1982.938 High 0 1.32E-05 64
High VLSLAQEQV 5.82E-08 0 1 2 1 P0C0L5 0 1541.817 High 0 1.53E-08 68
High VLSIAQAHS1xCarbami  1.88E-05 0 1 1 4 P08571 0 2000.002 High 0 1.67E-05 49
High VISGVLQLG 3.29E-06 0 1 1 1 P35579 0 1486.899 High 0 8.83E-07 46
High VLSEHGFG 2.19E-05 0 1 1 1 Q9UJ68 0 1641.86 High 0 5.91E-06 28
High VLSECSPLM1xCarbami  8.31E-06 0 1 1 2 P53618 0 1766.845 High 0 2.23E-06 94
High VLRPQVTA 0.000505 0 1 1 1 Q14204 0 2662.362 High 0 0.00014 30
High VIRPLDQPS 0.000767 0 1 1 1 Q86VP6 0 2047.086 High 0 0.000213 22
High VIQYLAYVA 6.2E-07 0 1 1 3 P35579 0 1478.8 High 0 1.65E-07 64
High VLNNMEIG 7.1E-08 0 1 1 2 P00558 0 1966.943 High 0 1.86E-08 86
High VIQYLAHVA 3.57E-06 0 1 1 2 Q7Z406 0 1412.79 High 0 9.55E-07 48
High VLQLMNLT 3.09E-06 0 1 1 1 Q9UIA9 0 1289.688 High 0 8.28E-07 75
High VLQLINDNT 6.45E-07 0 1 1 1 Q9Y4L1 0 2095.118 High 0 1.72E-07 65
High VIQCFAETG1xCarbami  4.29E-06 0 1 1 2 Q00610 0 1507.757 High 0 1.15E-06 67
High VIPATDLSE 2.1E-08 0 1 1 4 P06737 0 2478.203 High 0 5.84E-08 88
High VIPACLPSP 1xCarbami  0.000233 0 1 1 4 P00747 0 1770.921 High 7.47E-05 0.000514 33
High VIPAADLSQ 4.14E-10 0 1 1 2 P11216 0 2447.208 High 0 1.06E-10 82
High VLNSYWVG 4.35E-07 0 1 1 1 P61313 0 1660.785 High 0 1.16E-07 58
High VINQILTEM 8.88E-09 0 1 1 2 P55072 0 1679.834 High 0 2.3E-09 77
High VLQLTSWD 3.52E-06 0 1 1 1 P18206 0 1748.849 High 0 9.45E-07 60
High VLEGNEQF 1.44E-06 0 0 0 2 0 1432.743 High 0 3.84E-07 66
High VLEACSIAC 2xCarbami   5.23E-07 0 1 1 2 P34896 0 1264.602 High 0 1.39E-07 67
High VLDSGFREI 0.000315 0 1 1 1 P01833 1 1406.727 High 0 8.65E-05 43
High VKEGMNIV 0.001512 0 1 1 3 P62937 1 1505.745 High 7.47E-05 0.000501 49
High VKEFCENLS2xCarbami   4.99E-05 0 1 1 3 P30153 1 1627.72 High 0 2.71E-05 58
High VKDISEVVT 2.2E-06 0 1 1 5 P00751 1 1242.705 High 0 5.9E-07 69
High VKDLATVYV 0.000698 0 1 1 3 P02647 1 1462.852 High 0 0.000193 27
High VHVSEEGT 2.52E-06 0 1 1 6 P06396 0 3301.662 High 0 6.75E-07 42
High VHVGDEDF 5.23E-06 0 1 1 6 P04080 0 1422.712 High 0 1.56E-05 44
High VHTECCHG 3xCarbami    4.59E-07 0 1 1 34 P02768 1 2585.118 High 0 1.22E-07 56
High VHTECCHG 3xCarbami    9.37E-10 0 1 1 29 P02768 0 2086.838 High 0 2.4E-10 73
High VKEGMNIV 1xOxidatio  3.38E-05 0 1 1 10 P62937 1 1521.74 High 0 0.000121 45
High VHQYFNVE 9.58E-07 0 1 1 7 P01024 0 1841.991 High 0 2.55E-07 40
High VHLVGIDIF 0.000127 0 1 3 9 P63241 0 1298.747 High 0 0.000207 32
High VHLFSYPCC2xCarbami   3.2E-05 0 1 1 7 O95834 0 1563.72 High 0 8.7E-06 41
High VHIEIGPDG 0.000559 0 2 2 1 P52597; P5 0 1092.58 High 0 0.000154 32
High VHAVDSCM2xCarbami   0.000722 0 1 1 4 Q14515 0 1568.665 High 0 0.000199 23
High VHACGVNP1xCarbami  7.87E-06 0 1 1 2 Q08257 0 1614.806 High 0 2.13E-06 40
High VGYVSGWG 3.38E-05 0 1 1 2 P00739 0 1543.718 High 0 9.17E-06 35
High VGVLAASM 0.000488 0 1 1 1 Q9UHB6 0 1075.582 High 0 0.000135 30
High VGVKPVGS 4.63E-05 0 1 1 1 O43396 0 2199.104 High 0 1.26E-05 23
High VHNDAQSF 2.57E-07 0 1 1 1 O43852 0 2479.08 High 0 6.8E-08 43
High VKELEEQLE 0.001183 0 1 1 2 A0MZ66 1 1838.949 High 0.000142 0.000626 27
High VKIEPGVDP 0.000255 0 1 1 3 Q9H4A4 1 2309.082 High 0 7.03E-05 42
High VKIPEGTILT 0.000537 0 1 1 2 Q9NR45 1 1889.049 High 0 0.000148 27
High VIDPATATS 1.12E-06 0 1 1 1 P50991 0 1357.732 High 0 2.98E-07 68
High VLDNYLTSP 3.09E-06 0 1 1 2 O00299 0 2992.391 High 0 8.27E-07 63
High VLDLGSPQ 2.52E-05 0 1 1 2 Q9ULA0 0 1636.884 High 0 6.83E-06 31
High VLDFEHFLP1xOxidatio  0.000391 0 1 1 2 P60660 0 1903.999 High 0 0.000108 18
High VLDFEHFLP 1.25E-06 0 1 1 7 P60660 0 1888.004 High 0 3.33E-07 40
High VLDELTLTK 0.000188 0 1 1 3 P13645 0 1031.598 High 0 5.16E-05 54
High VLDELTLAR 2.02E-05 0 3 5 2 P02533; P0  0 1029.594 High 0 5.44E-06 57
High VLDDGELLV 3.48E-05 0 1 1 1 P46459 0 1457.785 High 0 9.41E-06 53
High VLDALFPCV2xCarbami   0.000108 0 1 1 4 P38606 0 2436.205 High 0 0.000293 31
High VLCQGLKD 2xCarbami   0.000304 0 1 1 1 P13489 1 1959.004 High 0 8.38E-05 19
High VLCGGDIYV1xCarbami  8.77E-05 0 1 1 1 P49189 0 1561.757 High 0 2.39E-05 49
High VLAVNQEN1xOxidatio  0.001552 0 1 1 2 O43707 0 2076.954 High 0.000257 0.001048 28
High VLAVNQEN 1.46E-08 0 1 1 2 O43707 0 2060.959 High 0 3.8E-09 87



High VIATFTCSG 1xCarbami  5.34E-05 0 1 1 3 P49189 0 1212.593 High 0 1.45E-05 62
High VLATAFDTT 3.22E-07 0 1 1 2 P34932 0 1321.711 High 0 8.54E-08 53
High VLAQNSGF 2.4E-08 0 1 1 2 P40227 0 1761.938 High 0 6.26E-09 79
High VLAGDKNF 2.7E-06 0 1 1 4 O43707 1 1675.901 High 0 7.21E-07 81
High VIADNVKD 8.31E-05 0 1 1 1 P60174 1 1274.674 High 0 2.26E-05 48
High VKNPEDLSA 1.86E-05 0 1 1 2 Q9Y570 1 1532.762 High 0 5.03E-06 49
High VISSGSVAS 3.15E-09 0 1 1 3 P98160 0 2117.066 High 0 8.11E-10 87
High VISTMSVG 0.00017 0 1 1 2 Q9UBQ7 0 1941.036 High 0 4.65E-05 21
High VLTEDEMG 9.07E-07 0 1 1 3 P14324 0 1952.938 High 0 2.42E-07 52
High VLTEIIASR 0.000145 0 1 1 5 P08758 0 1001.599 High 0 3.97E-05 55
High VPQVSTPT 2E-07 0 1 1 21 P02768 0 1511.843 High 0 5.27E-08 84
High VPLQQNFQ 9.71E-08 0 1 1 7 P80188 0 1790.882 High 0 2.55E-08 74
High VPLALFALN 2.7E-05 0 1 1 1 P12955 0 1113.678 High 0 7.34E-06 30
High VPHNAAVQ 5.05E-05 0 1 1 2 Q14764 0 1531.765 High 0 1.37E-05 38
High VPFDAATLH1xOxidatio  5.23E-05 0 1 1 1 P06396 0 2889.278 High 0 1.42E-05 38
High VPFDAATLH 2.01E-08 0 1 1 4 P06396 0 2873.283 High 0 5.23E-09 72
High VPEPGCTKV2xCarbami   2.04E-05 0 1 1 6 Q9UBC9 1 1755.84 High 0 0.000392 30
High VPEPCPSTV1xCarbami  8.65E-08 0 1 1 10 P35321 0 1806.905 High 0 2.27E-08 56
High VPSTETEAL 0.001137 0 1 1 3 P31150 0 2054.977 High 0 0.000315 30
High VPEPCPSIV 1xCarbami  1.19E-07 0 1 1 9 P22528 0 1818.942 High 0 3.14E-08 57
High VPEARPNS 1.23E-07 0 1 1 5 P06396 0 2079.069 High 0 3.23E-08 45
High VPDLKDLD 0.00031 0 1 1 2 Q8WUM4 1 1309.736 High 0 8.52E-05 39
High VPCFLAGD 1xCarbami  2.44E-05 0 1 1 4 P22079 0 1121.541 High 0 6.63E-06 53
High VPAINVND 0.000205 0 1 1 1 P23526 0 1256.684 High 0 5.64E-05 53
High VPAGSAAV 1xCarbami  0.000197 0 1 1 2 P98160 0 2578.265 High 0 5.42E-05 30
High VPADTEVV 1xCarbami  8E-11 0 1 1 3 P60174 0 2192.069 High 0 2.02E-11 90
High VPADLGAE 6.11E-08 0 1 1 1 P35270 0 1892.06 High 0 1.6E-08 71
High VNYEEFAR 0.000741 0 1 1 3 Q9NZT1 0 1027.484 High 0.000316 0.001342 43
High VPEARPNS 1xOxidatio  0.001573 0 1 1 2 P06396 0 2095.064 High 0 0.000436 18
High VPTADLEDV 3.95E-09 0 1 1 4 P02774 0 2366.27 High 0 1.02E-09 50
High VPTANVSV 1xCarbami  4.44E-05 0 1 1 13 P04406 0 1530.794 High 0 1.21E-05 56
High VPVASPSAH 1.4E-05 0 1 1 3 Q7KZI7 0 1905.941 High 0 6.36E-06 40
High VQSTELCAG3xCarbami    2.65E-05 0 1 1 2 P00747 1 3480.546 High 0 1.29E-05 48
High VQSTELCAG3xCarbami    1.82E-07 0 1 1 2 P00747 0 3237.425 High 0 4.78E-08 45
High VQQPDCRE3xCarbami    1.38E-06 0 1 2 1 P0C0L5 1 2627.18 High 0 3.69E-07 35
High VQQLQISV 7.71E-05 0 1 1 2 P19013 0 1821.945 High 0 2.11E-05 32
High VQPYLDDF 0.001701 0 1 1 6 P02647 1 1380.716 High 0 0.000473 33
High VQIYHNPTA 0.000145 0 1 1 3 P50552 0 1546.776 High 0 8.34E-05 38
High VQLSNDFD 1xOxidatio  1.29E-09 0 1 1 3 P01024 0 2273.101 High 0 3.32E-10 106
High VQLSNDFD 2.55E-10 0 1 1 4 P01024 0 2257.106 High 0 6.46E-11 112
High VQIEHISSLI 0.000108 0 1 1 2 O00231 0 1266.742 High 0 2.94E-05 33
High VQEAHLTE 3.52E-06 0 1 1 2 P07360 0 1964.975 High 0 9.43E-07 29
High VQDNFDKI 0.001351 0 1 1 4 Q9UH65 1 1524.744 High 0 0.000375 25
High VQCSPDVG2xCarbami   0.001265 0 1 1 1 P98088 0 1391.641 High 0 0.000351 25
High VQAQGHTL 0.00016 0 1 1 1 Q8IZ83 0 1477.823 High 0 4.38E-05 33
High VQALEEAN 1.05E-08 0 1 1 1 P35527 0 1586.766 High 0 2.73E-09 82
High VQAFLAEC 2xCarbami   1.45E-09 0 1 1 1 Q99933 0 2540.139 High 0 3.72E-10 60
High VQAAVGTS 0.000304 0 1 1 3 P02649 0 1620.798 High 0 8.36E-05 26
High VPVFRPMD 3.77E-05 0 1 1 1 P63151 0 1843.956 High 0 1.03E-05 30
High VPVELPVEV 0.00038 0 1 1 2 P07476 1 1806.985 High 0 0.000105 29
High VPVAVQGE 7.14E-09 0 1 1 4 P01024 0 2198.13 High 0 1.85E-09 85
High VNWEEEAA 0.000944 0 1 1 1 P04114 0 1746.891 High 0 0.000262 12
High VGVDPLIIPT 5.23E-05 0 1 1 2 Q9NQW7 0 1615.873 High 0 1.42E-05 27
High VNVDEVGG 1.9E-05 0 1 1 1 P68871 0 1314.665 High 0 5.14E-06 53
High VNQAIWLL 1xCarbami  1.75E-06 0 1 1 1 P46782 0 1501.794 High 0 4.65E-07 61
High VMFTEDLK 1xOxidatio  9.58E-05 0 1 1 2 P07858 1 1855.926 High 0 2.62E-05 36
High VMFTEDLK 6.46E-05 0 1 1 1 P07858 1 1839.931 High 0 1.77E-05 38
High VMEGTVAA 7.01E-06 0 1 1 1 P41240 0 1615.742 High 0 1.88E-06 47
High VMDKYTFE 1xOxidatio  0.000277 0 1 1 2 P02774 1 1404.683 High 0 0.000434 39
High VMDKYTFE 4.41E-05 0 1 1 3 P02774 1 1388.688 High 0 1.2E-05 54
High VLYVQDSLE 3.25E-05 0 1 1 1 P48147 0 1478.749 High 0 8.79E-06 59
High VLYTCFQSI 1xCarbami  3.34E-05 0 0 0 2 0 1585.804 High 0 9.09E-06 59
High VLWLADCD2xCarbami   0.000475 0 1 1 1 P13489 0 3061.472 High 0 0.000131 25
High VMHPETM 0.001325 0 1 1 1 Q99574 0 1973.837 High 0 0.000369 19
High VIVVGNPA 1xCarbami  4.23E-06 0 1 1 3 P40925 0 1757.921 High 0 1.44E-06 40
High VLVSGLQG 4.14E-07 0 1 1 1 P41226 0 1440.842 High 0 1.1E-07 74
High VIVLWTAN 0.000132 0 1 1 1 Q9NPH2 0 1301.721 High 0 3.61E-05 42
High VLVIGAGG 1xCarbami  5.41E-05 0 1 1 1 Q8TBC4 0 1498.866 High 0 1.47E-05 40
High VLTSEDEYN 2.21E-07 0 1 1 1 Q9BZQ8 0 1653.797 High 0 5.85E-08 87
High VITNQYNN 0.000578 0 1 1 2 O00151 0 3101.481 High 0 0.00045 36
High VLTLSDDLE 8.31E-05 0 1 1 1 P55010 0 1160.616 High 0 2.27E-05 29
High VLTHSELAP 2E-05 0 1 1 6 Q14515 0 1235.711 High 0 5.41E-06 49
High VITFIDLAG 0.00064 0 1 1 2 O00178 0 1342.737 High 0 0.000177 27
High VLVSPTNPP1xCarbami  6.28E-05 0 1 1 3 O60763 0 1742.874 High 0 2.11E-05 38
High VMLGETNP 2.37E-05 0 1 3 5 P22392 0 1785.916 High 0 6.45E-06 60
High VMLGETNP1xOxidatio  1.59E-05 0 1 3 4 P22392 0 1801.911 High 0 4.3E-06 37
High VMPICLPSK1xCarbami  6.33E-06 0 1 1 5 P00738 1 1834.919 High 0 3.44E-06 58
High VNPTVFFD 1.02E-08 0 1 1 3 P62937 0 1946.002 High 0 2.66E-09 76
High VNPDTGYIN 1.23E-08 0 1 1 2 P34896 0 2110.968 High 0 3.21E-09 96
High VNNSTMLG 5.94E-08 0 1 1 2 P28070 0 2194.012 High 0 1.67E-08 83
High VNLLSFTGS 0.000209 0 1 1 1 P49419 0 1450.79 High 0 5.73E-05 47
High VNIEGGAIA1xCarbami  0.000606 0 1 1 5 Q9BWD1 0 1949.002 High 0 0.000168 31
High VNLAELFK 0.001583 0 1 1 4 P30044 0 933.5404 High 0 0.000439 32
High VNKDDEEF 4.41E-06 0 1 1 2 P00450 1 1566.728 High 0 1.18E-06 63
High VNHAVLAV 0.000526 0 1 1 1 P09668 0 1356.727 High 0 0.000145 34
High VNEAAPEK 5.59E-08 0 1 1 2 Q5T4S7 0 2745.292 High 0 1.47E-08 48
High VNDGVCDC5xCarbami      2.17E-07 0 1 1 2 P14314 0 3041.132 High 0 5.72E-08 38
High VNAQAAAY 3.62E-05 0 1 1 2 Q92905 0 2090.985 High 0 2.06E-05 31
High VNAIPFTYE 1.05E-08 0 1 1 5 Q13421 0 1749.942 High 0 2.73E-09 61
High VNAEGSVD1xCarbami  0.001215 0 1 1 1 P00568 0 2376.15 High 0 0.000338 19
High VMVTNVTS 4.29E-05 0 1 2 1 Q9Y490 0 1204.697 High 0 1.17E-05 41
High VMVQINTS 0.000243 0 0 0 1 0 1421.694 High 0 6.67E-05 36
High VMVLDFVT 4.85E-05 0 1 1 3 Q16881 0 1645.898 High 0 1.32E-05 39
High VMTIPYQP 1xCarbami    6.03E-05 0 1 1 1 Q15365 0 2491.178 High 0 1.65E-05 26
High VMTIPYQP 1xCarbami  1.28E-06 0 1 1 3 Q15365 0 2475.183 High 0 4.25E-07 81



High VMPICLPSK1xCarbami    5.75E-05 0 1 1 2 P00738 1 1850.914 High 0 1.57E-05 40
High VNQIGSVT 1xCarbami  5.05E-08 0 1 2 18 P06733 0 1633.821 High 0 1.2E-07 97
High VQTGEEGM 0.000393 0 1 1 1 Q00534 0 1517.763 High 0 0.000108 45
High VGTYQLAIV 0.000141 0 1 1 1 Q9BV20 0 1162.683 High 0 3.86E-05 62
High VGSGDTNN 1.98E-08 0 1 1 3 Q9NR45 0 1540.728 High 0 5.17E-09 89
High VAGYAALL 4.29E-05 0 1 1 1 P54920 0 1453.769 High 0 1.16E-05 40
High VAGQDGSV 5.64E-05 0 0 0 5 0 1234.643 High 0 1.54E-05 58
High VAGISLAYS 1.97E-06 0 1 1 1 Q9NX46 0 1664.885 High 0 5.26E-07 60
High VAGLLEDTF 6.72E-07 0 1 1 2 P35858 0 1670.948 High 0 5E-06 54
High VAGGPQM 1xOxidatio  0.000469 0 1 1 4 Q13228 0 1529.799 High 0 0.000129 44
High VAGGPQM 1.42E-06 0 1 1 3 Q13228 0 1513.804 High 0 5.38E-07 71
High VAFDELVR 0.000825 0 1 1 3 O60547 0 948.5149 High 0 0.000229 58
High VAEQVLNA 3.62E-06 0 1 1 2 Q9HB40 0 1184.663 High 0 9.71E-07 74
High VAHALAEG 1xCarbami  6.71E-09 0 1 1 1 P60174 0 1807.973 High 0 1.74E-09 98
High VAELSSDDF 0.00012 0 1 1 1 Q92896 0 1503.707 High 0 3.29E-05 42
High VAEKEELEQ 0.000275 0 1 1 1 Q9H788 1 2369.183 High 0 7.55E-05 27
High VAEGTQVL 8.42E-06 0 1 1 1 P01008 0 1430.789 High 0 2.28E-06 59
High VAEGQTLD 0.000211 0 1 1 1 P98160 0 1073.584 High 0 5.79E-05 43
High VADPDHDH 0.000183 0 1 1 1 P28482 0 2144.004 High 0 5E-05 23
High VADMALHY 0.001604 0 1 1 3 P50990 0 1232.609 High 0 0.000446 33
High VADIGLAAW 0.000266 0 1 1 2 P23526 0 1128.616 High 0 7.32E-05 56
High VADKIQLIN 3.79E-07 0 1 1 2 P00558 1 1614.888 High 0 1E-07 55
High VAAVGGQS 0.000777 0 1 1 1 Q6VY07 0 1520.843 High 0 0.000215 27
High VAELILHGQ 0.000147 0 1 1 1 Q8IWE2 0 2233.146 High 0 4.02E-05 34
High VAASNIVQ 0.00095 0 1 1 1 P49721 0 1060.582 High 0 0.000263 43
High VAIDVGYR 0.000906 0 1 1 1 P15121 0 892.4887 High 0 0.000251 39
High VAILVDDM 2xCarbami   2.22E-05 0 1 2 1 P11908 0 2276.036 High 0 6.02E-06 17
High VAWVSHD 1xCarbami  2.07E-05 0 1 1 1 O15143 1 2001.97 High 0 5.6E-06 34
High VAVVAGYG 4.47E-06 0 1 1 1 P23526 0 1134.615 High 0 1.2E-06 63
High VAVNDAHL 1.14E-05 0 1 1 10 P17931 0 1649.851 High 0 3.07E-06 45
High VATYWSGV 0.000177 0 0 0 1 0 1453.743 High 0 4.85E-05 34
High VATPVDWK1xOxidatio  2.68E-05 0 1 1 2 P30041 1 2742.354 High 0 7.27E-06 21
High VATPVDWK 6.5E-05 0 1 1 4 P30041 1 2726.359 High 0 1.78E-05 44
High VATAQDDI 6.32E-07 0 1 1 1 P40227 0 2544.34 High 0 1.68E-07 51
High VASVLGTM 5.71E-05 0 1 1 4 O43488 0 1250.623 High 0 1.56E-05 56
High VALHLDEED 0.000537 0 1 1 2 Q16719 1 1437.77 High 0 0.000149 36
High VASMPLISS1xCarbami  2.26E-05 0 1 1 3 O60664 0 2290.076 High 0 6.11E-06 50
High VAQWMIQ 0.000135 0 1 1 1 P55263 0 1365.71 High 0 3.69E-05 38
High VAQLEQVY 0.000189 0 1 1 1 P62318 0 1218.684 High 0 5.19E-05 35
High VAQLEAQC 2xCarbami   6.19E-08 0 1 1 3 P02679 1 2768.334 High 0 1.63E-08 45
High VAPEEHPV 3.59E-08 0 1 2 10 P60709 0 1954.064 High 0 2.8E-08 64
High VANVSLLA 0.000675 0 0 0 1 0 1190.714 High 0 0.000187 37
High VANVELYY 3.48E-05 0 1 1 1 Q00610 0 1126.589 High 0 9.45E-06 59
High VAMFLTDS 0.000101 0 1 1 1 Q15046 0 1352.688 High 0 2.76E-05 35
High VALSNMNV 1.63E-05 0 1 2 4 P55786 0 1231.646 High 0 6.49E-06 41
High VASGPSPG 4.35E-06 0 1 1 2 Q14764 0 3119.587 High 0 1.17E-06 50
High VAASCGAIQ1xCarbami  5.48E-05 0 0 0 2 1 2219.149 High 0 1.5E-05 35
High VAALEQQV 0.001115 0 0 0 1 0 1443.824 High 0 0.000309 42
High VAAIEALND 7.3E-07 0 1 2 1 P50502 0 1470.78 High 0 1.93E-07 56
High TVTNAVVT 8.14E-06 0 1 1 2 P11142 0 1981.998 High 0 2.19E-06 32
High TVTINCPFK 1xCarbami  2.83E-06 0 1 1 8 P01833 1 1750.879 High 0 7.6E-07 62
High TVTINCPFK 1xCarbami  0.000777 0 1 1 17 P01833 0 1079.555 High 0 0.000215 52
High TVSYNGILG1xCarbami  2E-06 0 1 1 4 P21980 0 1595.773 High 0 1.69E-06 74
High TVSKVDDF 8.3E-07 0 1 1 6 P52209 1 1536.79 High 0 3.55E-07 67
High TVQIEASTV 4.58E-09 0 1 1 1 Q15019 0 1603.817 High 0 1.18E-09 109
High TVQIAAVV 5.71E-07 0 1 1 42 P12273 0 1283.768 High 0 1.51E-07 79
High TVNTESEM 1xCarbami  3.27E-05 0 1 1 1 Q7Z4S6 0 1570.691 High 0 8.85E-06 53
High TVVQPSVG 1xCarbami  5.25E-11 0 1 1 19 P02765 0 2016.07 High 0 1.32E-11 79
High TVMVNIEN 1xOxidatio  9.08E-05 0 1 1 1 P01024 0 1655.867 High 0 2.48E-05 54
High TVIGELPPA 1xCarbami  2.78E-05 0 1 1 5 Q86VP6 0 2042.059 High 0 2.11E-05 47
High TVIGCSGFH2xCarbami   3.52E-07 0 1 1 3 P20618 0 1865.888 High 0 9.29E-08 48
High TVKEFCQQ 2xCarbami   0.000122 0 1 1 1 Q96FW1 1 1912.86 High 0 3.34E-05 27
High TVGWNVPV 1.24E-05 0 1 1 1 P08582 0 1732.902 High 0 3.34E-06 44
High TVGSDTFYS 0.001071 0 1 1 6 P01042 0 1251.589 High 0 0.000298 39
High TVGMLSNM 5.12E-05 0 1 1 3 P38606 0 1819.854 High 0 1.4E-05 34
High TVFFESLER 0.001122 0 1 1 2 A0AVT1 0 1127.573 High 0 0.00031 36
High TVENFVALA 1.63E-05 0 0 0 2 0 1378.721 High 0 4.43E-06 55
High TVMVNIEN 1.69E-05 0 1 1 4 P01024 0 1639.872 High 0 4.57E-06 51
High TVYFAEEVQ1xCarbami  0.000412 0 1 1 3 P21291 0 2044.907 High 0.000368 0.001592 33
High TWCAQDSS1xCarbami  1.16E-05 0 0 0 1 0 1586.69 High 0 3.13E-06 46
High TWEQQQE 1.75E-05 0 1 1 1 Q9UJU6 0 1389.676 High 0 4.73E-06 65
High VAAALTAM 0.000177 0 1 1 3 P19971 0 1413.788 High 0 4.84E-05 43
High VAAALPGM 0.001512 0 1 1 2 P20340 0 1445.705 High 0 0.00042 33
High VAAALDDG 1.65E-09 0 1 1 1 P19971 0 1215.633 High 0 4.23E-10 79
High TYWELLSG 3.29E-08 0 1 1 2 P20061 0 2369.177 High 0 8.57E-09 60
High TYTVGCEEC4xCarbami     1.26E-06 0 1 1 5 P01033 0 2421.059 High 0 3.35E-07 70
High TYSTSFTPM 0.000247 0 1 1 2 P00390 0 1733.82 High 0 6.76E-05 50
High TYNFLPEFL 1.95E-06 0 1 1 13 P30740 0 1686.874 High 0 1.31E-06 59
High TYLISSIPLQ 1.47E-07 0 1 1 35 P12273 0 1814.969 High 0 6.26E-08 60
High TYLGNALVC2xCarbami   1.67E-05 0 1 1 1 P02751 0 1791.815 High 0 4.51E-06 50
High TYLCYEVER 1xCarbami  0.000269 0 1 1 1 P31941 0 1232.562 High 0 7.4E-05 41
High TYGGCEGP 1xCarbami  0.00016 0 1 1 1 Q15369 0 1547.65 High 0 4.37E-05 49
High TYGADLASV 5.99E-06 0 1 1 4 P30740 1 2181.021 High 0 7.33E-06 61
High TYGADLASV 1.38E-09 0 1 1 4 P30740 0 2052.926 High 0 2.52E-09 96
High TYETTLEKC 3xCarbami    0.001679 0 1 1 2 P02768 1 2518.068 High 0.000142 0.000636 36
High TYEEGLKHE 0.0002 0 1 1 3 P31948 1 1870.929 High 0 5.48E-05 28
High TYDATTHFE1xCarbami  5.52E-06 0 1 1 2 P50395 0 1917.817 High 0 1.48E-06 54
High TYAICGAIR 1xCarbami  0.000332 0 0 0 2 0 1024.524 High 0 9.12E-05 43
High TWNDPSVQ 0.000125 0 1 1 1 P11021 0 1430.691 High 0 3.43E-05 51
High TWNAVLLR 0.000555 0 1 1 3 Q14376 0 972.5625 High 0.000257 0.000877 46
High VCEDGPVF 1xCarbami  8.65E-05 0 1 1 8 O00584 1 1632.809 High 0 7.68E-05 31
High VCENIPIVLC2xCarbami   6.37E-05 0 1 1 4 P62826 0 1515.766 High 0 1.74E-05 27
High VCIESEHSM1xCarbami  0.000122 0 1 1 1 O00244 0 1946.956 High 0 3.34E-05 27
High VCIESEHSM1xCarbami  0.000112 0 1 1 2 O00244 1 2075.051 High 0 3.06E-05 32
High VGAEDADG 4.55E-10 0 1 1 1 P49588 0 1482.653 High 0 1.16E-10 113



High VFTAIANQP 3.01E-07 0 1 1 1 Q16401 0 1473.785 High 0 7.93E-08 78
High VFSGLVSTG 0.00054 0 1 1 1 P13639 0 1107.641 High 0 0.000149 52
High VFSANSTAA1xCarbami  1.26E-06 0 1 1 1 Q14558 0 1569.758 High 0 3.35E-07 62
High VFQSSTSQ 1xCarbami  4.78E-07 0 1 1 2 P33176 0 1990.881 High 0 1.27E-07 70
High VFQEPLFYE 6.87E-05 0 1 1 1 P07711 0 1495.758 High 0 1.87E-05 51
High VFPLSCAVQ1xCarbami  0.000159 0 1 1 2 P34949 0 1753.873 High 0 4.35E-05 53
High VFNYNTLER 0.000837 0 1 1 1 P35606 0 1155.579 High 0 0.000231 49
High VGAHAGEY 2.14E-06 0 1 1 3 P69905 0 1529.734 High 0 1.36E-06 37
High VFLSGMPE 0.001492 0 1 1 2 Q9Y6Q5 0 1148.613 High 0 0.000415 34
High VFIGNLNTL 0.001552 0 0 0 1 0 1316.794 High 0 0.000431 45
High VFLDCCNY 2xCarbami   6.54E-07 0 1 1 3 P01024 0 1702.793 High 0 1.74E-07 82
High VFGFSLITN 6.12E-05 0 1 1 2 P00491 0 1125.63 High 0 1.66E-05 56
High VFETLEAR 0.001397 0 1 1 3 P19838 0 964.5098 High 0 0.000389 47
High VFELMTSLH 5.34E-05 0 1 1 3 Q06323 0 1305.687 High 0 1.45E-05 50
High VFEHDSVE 1xCarbami  3.18E-05 0 1 1 4 P10768 0 1476.679 High 0 3.12E-05 36
High VFEGNRPT 8.14E-06 0 1 1 1 P06744 0 1708.902 High 0 2.2E-06 44
High VFDKEGNG 5.64E-05 0 1 1 2 P60660 1 1722.848 High 0 1.53E-05 40
High VFLQNLLSV 8.48E-06 0 1 1 1 P16930 0 1474.838 High 0 2.29E-06 58
High VGDAIPAV 1.84E-05 0 1 1 2 P30044 0 1827.912 High 0 5E-06 42
High VGDAIPAV 9.2E-06 0 1 1 4 P30044 1 2742.435 High 0 2.47E-06 43
High VGDTLNLN 1.65E-05 0 1 2 1 P0C0L5 0 1114.622 High 0 4.48E-06 54
High VGSALFLSH 2.31E-05 0 1 1 2 P29622 0 1285.726 High 0 6.24E-06 51
High VGQSMNM1xCarbami    4.53E-08 0 1 1 3 P21980 0 3208.377 High 0 1.43E-08 76
High VGQSMNM1xCarbami  7.97E-07 0 1 1 1 P21980 0 3192.382 High 0 2.13E-07 58
High VGPVAATY 9.98E-05 0 1 1 1 Q9NPH2 0 1360.729 High 0 2.72E-05 27
High VGPLLACLL 1xCarbami  5.64E-05 0 1 1 5 P22079 0 1140.681 High 0 1.53E-05 65
High VGNIIDTM 6.68E-05 0 1 1 1 Q9Y3Z3 0 1650.877 High 0 1.82E-05 55
High VGNLGLAT 6.41E-07 0 1 1 2 O00571 0 1524.781 High 0 1.7E-07 54
High VGIYSPHTA 3.25E-05 0 1 1 2 Q9GZT8 0 2472.231 High 0 8.82E-06 30
High VGLTNYAA 1xCarbami  2.72E-05 0 1 1 2 P46777 0 1927.011 High 0 1.13E-05 37
High VGINYQPPT 1.38E-06 0 2 7 8 Q9BQE3; P 0 1824.985 High 0 5.06E-07 57
High VGHTVGM 4xCarbami     0.001199 0 1 1 2 P98088 0 3068.315 High 0 0.000333 19
High VGHSELVG 7.35E-05 0 1 1 7 P38606 0 1308.727 High 0 9.75E-05 45
High VGFYESDV 9.84E-08 0 1 1 3 P01023 0 1259.573 High 0 2.58E-08 72
High VGELKDDD 0.000108 0 0 0 4 1 1322.622 High 0 2.95E-05 47
High VGEGPGVC1xCarbami  0.000257 0 1 1 1 Q9H4A4 1 1983.996 High 0 7.05E-05 35
High VGEGPGVC1xCarbami  1.95E-05 0 1 1 4 Q9H4A4 0 1855.901 High 0 5.27E-06 30
High VGEEFEEQT1xCarbami  0.000137 0 1 1 4 P29373 0 1879.849 High 7.47E-05 0.000537 38
High VGEAWQD 9.27E-06 0 1 1 3 O15231 0 1438.719 High 0 2.69E-05 60
High VGEAAHAL 6.41E-05 0 0 0 1 0 1688.846 High 0 1.75E-05 39
High VFDKDGNG 1.33E-10 0 1 1 3 P0DP23 1 1754.871 High 0 3.36E-11 116
High VGTGEPCC 2xCarbami   3.2E-06 0 1 1 4 P52209 0 2276.97 High 0 8.58E-07 65
High VFDEFKPLV 5.19E-07 0 1 1 92 P02768 0 2045.095 High 0 5.69E-07 68
High VFANAPDS 1xCarbami  0.000427 0 1 1 3 P17858 0 1561.804 High 0 0.000118 47
High VDIIPGFEFD 3.2E-05 0 1 1 6 Q9H4A4 0 1307.663 High 0 8.67E-06 41
High VDLLNQEIE 1.93E-06 0 1 1 1 P35908 0 1460.8 High 0 5.16E-07 63
High VDLGGFAG 2.29E-06 0 1 1 2 P22102 0 1351.726 High 0 6.4E-06 60
High VDKGVVPL 0.001022 0 1 1 2 P04075 1 2614.332 High 0 0.000283 31
High VDKGVVPL 1.16E-07 0 1 1 1 P09972 1 2615.316 High 0 3.05E-08 62
High VDGVVIQLT 0.000161 0 1 1 4 P98088 0 1071.641 High 0 4.39E-05 36
High VDFTLSSER 0.000365 0 1 2 1 P0C0L5 0 1053.521 High 0 0.000101 49
High VDEYLAWQ 7.25E-06 0 1 1 2 P30711 0 1631.818 High 0 4.89E-06 37
High VDNALQSG 1.5E-10 0 2 2 5 P01834; P0 0 2135.969 High 0 3.8E-11 88
High VDATEESD 3.05E-08 0 1 1 2 P07237 0 1780.835 High 0 7.97E-09 56
High VCSTWGSF 1xCarbami  0.001443 0 1 1 5 P98088 0 1371.615 High 0 0.000403 47
High VCSEVLQM1xCarbami  6.55E-05 0 1 1 2 Q13217 1 2217.064 High 0 1.78E-05 47
High VCPFAGILE 1xCarbami  5.71E-07 0 1 1 5 P02749 0 1502.778 High 0 1.51E-07 68
High VCNEVVDT 2xCarbami   2.63E-05 0 1 1 1 P35813 0 1499.687 High 0 7.14E-06 40
High VCIVGSGNW1xCarbami  2.44E-06 0 1 1 1 Q8N335 0 1504.758 High 0 6.54E-07 54
High VCLLGCGIS 2xCarbami   2.43E-10 0 1 1 2 P11766 0 2011.994 High 0 1.68E-10 78
High VCLIGCGFS 2xCarbami   1.07E-06 0 1 1 2 P00326 0 1775.846 High 0 2.84E-07 59
High VCLIGCGFS 2xCarbami   6.66E-10 0 1 1 6 P40394 0 1759.851 High 0 1.7E-10 92
High VDAQFGGI 5.52E-05 0 1 1 2 P54577 0 1205.591 High 0 2.49E-05 51
High VDNALQSG 1.89E-07 0 2 2 60 P01834; P0 1 3619.709 High 0 2.55E-07 90
High VDQALHTQ 4.53E-07 0 1 1 2 P52888 0 2129.973 High 0 1.2E-07 36
High VDQSAVGF 9.64E-08 0 1 1 2 Q14247 0 1427.68 High 0 2.54E-08 61
High VEVIGTDES 0.000214 0 1 1 1 P98088 0 1934.971 High 0 5.87E-05 28
High VETGVLKPG1xOxidatio  0.000209 0 1 2 2 P68104 0 2531.379 High 0 5.74E-05 28
High VETGVLKPG 4.78E-07 0 1 2 6 P68104 0 2515.384 High 0 9.99E-07 54
High VESTDVSD 1.33E-06 0 1 1 2 P28062 0 1661.813 High 0 3.54E-07 71
High VENQENVS 1.36E-08 0 1 1 2 Q01518 0 2073.035 High 0 3.54E-09 101
High VEITYTPSD 0.000533 0 1 1 1 O75874 0 1438.706 High 0 0.000147 33
High VELLHNPA 1xCarbami  4.38E-07 0 1 1 5 P01024 0 1800.931 High 0 1.16E-07 58
High VELEVPQLC1xCarbami  8.25E-06 0 1 1 4 P04114 0 1674.914 High 0 2.23E-06 48
High VELEDWNG 0.000485 0 1 1 1 P02679 0 1117.527 High 0 0.000134 44
High VEKPTADA 1xCarbami  0.000149 0 1 1 1 P09871 0 2598.221 High 0 4.09E-05 27
High VEKIPGGIIE1xCarbami  4.75E-05 0 1 1 2 P49368 1 1784.958 High 0 1.3E-05 43
High VECTYISIDQ1xCarbami  5.34E-05 0 1 1 1 Q12765 0 1579.778 High 0 1.45E-05 47
High VEAQHILAS 0.000606 0 0 0 1 0 1507.786 High 0 0.000168 23
High VEADIPGHG 1.22E-05 0 1 1 2 P02144 0 1632.87 High 0 3.28E-06 42
High VDYKADEW 0.000139 0 1 2 3 P35579 1 1397.677 High 0 0.000194 28
High VDVVLGPIQ 0.000762 0 1 1 5 Q9UGM3 0 1631.948 High 0 0.000211 40
High VDTVDPPY 0.000512 0 1 1 3 P04004 0 1158.579 High 0 0.000142 24
High VDSLNDEIN 0.000388 0 1 1 1 P19013 0 1406.716 High 0 0.000107 22
High VDSAATSG 4.75E-08 0 1 1 2 P24666 0 1911.872 High 0 1.24E-08 81
High VFASLPQV 2.83E-05 0 1 1 2 O75083 0 1145.631 High 0 7.67E-06 35
High VQTSPGVL 7.98E-05 0 1 1 1 Q6MZZ7 0 1629.885 High 0 2.18E-05 19
High VQTVLGLV 2.03E-05 0 1 1 3 Q96BW5 0 1269.741 High 0 5.5E-06 57
High VQWKVDN 2.49E-05 0 2 2 1 P01834; P0 1 2677.27 High 0 6.73E-06 52
High YKQDVYLLP 0.000777 0 2 2 2 O43865; Q 1 1266.709 High 0 0.000216 37
High YKPVCNQV 2xCarbami   0.000284 0 2 2 2 P52895; Q0 0 2239.017 High 0 7.83E-05 15
High YKPTGEYVT 0.000578 0 0 0 3 0 1312.69 High 0 0.00016 38
High YKPAVNQIE1xCarbami  5.52E-06 0 1 1 2 P15121 0 2218.096 High 0 1.48E-06 30
High YKKPECQSD2xCarbami   0.000137 0 1 1 6 P03973 1 1910.852 High 0 3.74E-05 29
High YKENPDIVN 0.000522 0 0 0 2 1 1988.978 High 0.000504 0.002513 30



High YKEENDDFA 0.001265 0 1 1 2 P04196 1 1520.665 High 0 0.000351 41
High YKAAFTECC2xCarbami   7.25E-07 0 1 1 8 P02768 1 1662.725 High 0 1.93E-07 73
High YKVPDYWY 0.001057 0 1 1 1 P30711 1 1941.949 High 0 0.000293 26
High YHWEHTG 0.000831 0 1 1 1 P04114 0 1412.707 High 0 0.000231 18
High YHSLAPMY 0.000217 0 2 3 3 P51148; P6 0 1300.614 High 0 5.94E-05 24
High YGYTHLSAG 0.00029 0 1 1 3 P30085 0 1479.759 High 0.000257 0.000984 25
High YGQTIRPIC 2xCarbami   5.79E-05 0 1 1 6 P00751 0 2123.037 High 0 1.58E-05 23
High YGPSLMPG 6.87E-05 0 1 1 6 P52209 0 1120.546 High 0 1.87E-05 56
High YGMVAQV 9.08E-05 0 1 1 2 P04114 0 1338.709 High 0 2.47E-05 40
High YGMNPHQ 1xOxidatio  2.68E-06 0 1 1 4 P31939 0 2103.033 High 0 7.16E-07 43
High YGMNPHQ 5.34E-06 0 1 1 2 P31939 0 2087.038 High 0 1.43E-06 37
High YGLVTYATY 1.87E-05 0 1 1 1 P00751 0 1275.662 High 0 5.05E-06 48
High YHTSQSGD 7.38E-11 0 1 1 3 P08238 0 2176.945 High 0 1.78E-10 100
High YGLSSMQG 0.001492 0 1 1 3 P35813 0 1184.552 High 0 0.000414 19
High YKVVQDTY 0.001502 0 0 0 2 1 1515.788 High 0 0.000419 11
High YLAEVACG 1xCarbami  6.73E-05 0 1 1 1 P27348 0 1268.558 High 0 1.84E-05 56
High YLLEQDFPG 0.000138 0 2 2 2 Q9H223; Q 0 1368.662 High 0 8.15E-05 31
High YLIATSEQP 2E-05 0 1 1 2 P49591 0 1682.922 High 0 5.44E-06 54
High YLIANATNP 3.27E-05 0 1 1 2 P27348 0 1320.679 High 0 4.34E-05 60
High YLGQDYEQ 0.000118 0 1 1 2 P07384 0 1284.622 High 0 0.000132 47
High YLGPQYVA 0.000223 0 1 1 1 P02788 1 1664.937 High 0 6.12E-05 37
High YLGPQYVA 5.51E-09 0 1 1 130 P02788 0 1536.842 High 0 9.11E-09 95
High YLESLVQTQ 1.54E-07 0 1 1 1 O60749 0 1690.937 High 0 4.06E-08 63
High YLEQQEGQ 6.33E-05 0 1 1 1 P07476 0 1235.627 High 0 1.72E-05 46
High YLAEKYEW 0.000148 0 1 1 2 P13639 1 1742.838 High 0 4.06E-05 32
High YLENYDAIR 0.000164 0 1 1 2 P15374 0 1156.563 High 0 4.5E-05 40
High YLEEIATQM 0.00018 0 1 1 2 Q01813 0 1253.619 High 0 4.95E-05 50
High YLECSALTQ1xCarbami  0.000388 0 1 1 1 P63000 0 1240.599 High 0 0.000107 27
High YLDKTEQW 1.62E-07 0 1 2 3 P0C0L5 1 1935.97 High 0 4.27E-08 55
High YLDGLTAER 5.16E-05 0 1 1 5 P35908 0 1037.526 High 0 5.24E-05 60
High YLCGAHSD 1xCarbami  5.56E-06 0 1 1 14 P01833 0 3630.728 High 0 3.12E-06 60
High YICENQDSI 1xCarbami  1.84E-06 0 1 1 2 P02768 1 1684.821 High 0 4.91E-07 67
High YICENQDSI 1xCarbami  5.16E-06 0 1 1 5 P02768 0 1443.642 High 0 3.14E-06 60
High YIAPTILTDV1xCarbami    0.00105 0 1 1 3 P30838 0 3612.869 High 0 0.000422 21
High YLEGAAGQ 0.000919 0 0 0 1 0 1545.754 High 0 0.000255 28
High YGINTTDIF 5.39E-10 0 1 1 4 P37802 0 2100.028 High 0 1.37E-10 116
High YGLFPANYV 0.001552 0 1 1 1 Q14247 0 1441.747 High 0 0.000431 14
High YGLDSDLSC1xCarbami  0.000286 0 1 1 1 P36955 0 1157.514 High 0 7.84E-05 34
High YEELQVTAG 4.26E-05 0 1 3 1 P48668 0 1165.585 High 0 1.16E-05 50
High YEELQITAG 2.49E-06 0 1 2 2 P04264 0 1179.6 High 0 6.64E-07 65
High YEATIADM 0.00054 0 1 1 1 Q7Z406 0 1313.568 High 0 0.000149 25
High YEASILTHD 2.7E-05 0 1 1 3 P02679 0 1491.744 High 0 7.33E-06 49
High YDYVLTGYT 0.000282 0 1 1 1 O00764 0 1250.605 High 0 7.78E-05 35
High YDYNSGEE 4.26E-06 0 1 1 1 Q9Y3F4 0 1596.67 High 0 1.14E-06 65
High YDYEEVEAE 2.52E-07 0 1 1 1 P36871 0 1516.644 High 0 6.65E-08 64
High YDYCDILEC 4xCarbami     0.000156 0 1 1 2 P00747 0 3076.105 High 0 9.24E-05 30
High YEELQVTVG 9.78E-05 0 1 1 2 P35908 0 1193.616 High 0 2.67E-05 46
High YDVENCLA 1xCarbami  0.000341 0 1 1 1 P01023 0 1225.552 High 0 9.43E-05 53
High YDLDFKSPD 0.000227 0 1 1 5 P06733 1 1554.707 High 0 0.000155 37
High YDGQVAVF 2.1E-08 0 1 1 1 P22314 0 1655.791 High 0 5.45E-09 53
High YCTDTGVLF1xCarbami  0.000563 0 1 1 2 P12955 0 1231.578 High 0 0.000155 40
High YCNTWPVA1xCarbami    0.000252 0 1 1 1 Q00796 0 1756.84 High 0 6.93E-05 26
High YCNTWPVA1xCarbami  0.000698 0 1 1 3 Q00796 0 1740.845 High 0 0.000193 39
High YCCEHLLDH2xCarbami   0.000118 0 1 1 1 P35813 0 2206.964 High 0 3.24E-05 19
High YCALLLPLLK1xCarbami  0.000211 0 0 0 1 0 1203.717 High 0 5.78E-05 29
High YAVTTGDH 3.62E-05 0 1 1 1 P53621 0 1302.68 High 0 9.86E-06 42
High YDLTVPFAR 0.001137 0 1 1 3 P12081 0 1081.568 High 0 0.000317 24
High YEETVFYGL 4.18E-06 0 1 1 1 P43490 0 1879.948 High 0 1.12E-06 45
High YEEVSVSGF 4.35E-05 0 1 1 4 Q9BRA2 0 1714.771 High 0 1.36E-05 46
High YEHALSQCS1xCarbami  9.14E-06 0 1 1 4 Q14203 1 1826.874 High 0 2.47E-06 35
High YGKDATNV 3.09E-08 0 1 1 2 P06733 1 2309.104 High 0 8.05E-09 62
High YGFIEGHVV 2.83E-05 0 0 0 3 0 1386.753 High 0 2E-05 43
High YGALALQE 2.32E-06 0 1 1 1 P55060 0 1762.937 High 0 6.22E-07 60
High YGAAMALG2xCarbami   3.35E-08 0 1 1 1 Q99460 0 1714.771 High 0 8.74E-09 50
High YGAAEPHT 0.000321 0 1 1 1 Q13564 0 2285.192 High 0 8.86E-05 30
High YFYFYNTGL 2.54E-05 0 1 1 3 P48147 0 1713.802 High 0 6.88E-06 51
High YFVQGMGY1xOxidatio  2.05E-07 0 1 1 2 Q92597 0 1841.802 High 0 2.73E-07 65
High YFVQGMGY 1.03E-06 0 1 1 1 Q92597 0 1825.807 High 0 2.73E-07 45
High YFVISNTTG 0.001071 0 1 1 1 P49354 0 1549.728 High 0 0.000297 32
High YFSTTEDYD 1.98E-08 0 1 1 5 Q96DA0 0 1946.877 High 0 5.16E-09 70
High YFQFQEEG 0.000212 0 1 1 2 O15144 1 1760.787 High 0 5.82E-05 34
High YFLVGAGA 1xCarbami  1.66E-10 0 1 1 1 P22314 0 1610.861 High 0 4.2E-11 95
High YFLQGMGY1xCarbami    1.42E-05 0 1 1 1 Q9UN36 0 1918.795 High 0 3.84E-06 34
High YFLQGMGY1xCarbami  3.8E-06 0 1 1 2 Q9UN36 0 1902.801 High 0 1.02E-06 46
High YFKPGMPF 2xOxidatio   6.87E-06 0 1 1 3 P01024 0 2781.305 High 0 1.07E-05 39
High YFDSGDYN 0.000107 0 1 1 1 P56211 0 1310.536 High 0 2.91E-05 52
High YEWDVAEA 0.00018 0 1 1 1 P13639 0 1138.516 High 0 4.94E-05 56
High YESLTDPSK 0.000211 0 2 4 3 P07900; P0 1 1539.754 High 0 6.46E-05 38
High YELDKAFSD 5.75E-06 0 1 1 18 P01024 1 1243.595 High 0 2.68E-06 46
High YILGNPLTP 9.33E-05 0 1 1 3 P00352 0 2011.086 High 0 0.000286 42
High YILGNPLTP 0.000848 0 1 1 6 P00352 1 2674.372 High 0 0.000235 25
High YLLNLNLEP 8.03E-07 0 1 1 1 P21980 0 1579.837 High 0 2.13E-07 68
High YLLQYQEPI 2xCarbami   3.5E-07 0 1 1 2 P25789 0 2694.352 High 0 9.22E-08 39
High YVNKEIQNA 3.93E-06 0 1 1 2 P10909 1 1575.849 High 0 1.05E-06 48
High YVMLPVAD1xCarbami  1.68E-08 0 1 1 6 P00738 0 1707.819 High 0 4.39E-09 78
High YVGQNIGL 1xCarbami  5.19E-05 0 0 0 2 0 1367.674 High 0 1.42E-05 52
High YVGGQEHF 1.15E-06 0 1 1 6 P02763 0 1752.954 High 0 3.06E-07 67
High YVEPIEDVP 1xCarbami  9.98E-05 0 1 1 1 P13639 0 2759.432 High 0 2.72E-05 43
High YVASYLLAA 3.29E-05 0 1 1 2 P05387 0 1868.975 High 0 8.93E-06 39
High YTVQDESH 1xCarbami  4.38E-06 0 1 1 2 P63244 0 1981.871 High 0 1.17E-06 33
High YTQPQPPP 9.91E-07 0 1 1 1 Q9BW04 0 1734.892 High 0 2.64E-07 57
High YVRPGGGF 8.31E-05 0 1 1 5 P07203 0 1987.973 High 0 2.27E-05 25
High YTQLQYIGE 1.78E-06 0 1 1 2 P27361 0 2608.214 High 0 1.76E-06 53
High YTISQEAYD 2.44E-06 0 1 1 3 Q99426 0 1373.633 High 0 6.52E-07 72
High YTLPPGVDP 5.71E-06 0 1 1 2 P04792 0 3098.56 High 0 1.53E-06 55



High YTLPLYHAM 0.000143 0 1 1 2 Q9H4A4 0 2281.136 High 0 7.16E-05 22
High YTLNVLEDL 4.88E-07 0 1 1 1 P13797 0 1564.785 High 0 1.29E-07 63
High YTIGHAWT 1xCarbami  1.84E-08 0 1 1 5 P48147 0 1961.833 High 0 4.79E-09 69
High YTIAALLSPY 5.4E-08 0 1 1 2 P02766 1 2489.281 High 0 1.41E-08 61
High YTADGGKH 0.00025 0 1 1 4 P31025 1 1563.828 High 0 6.89E-05 32
High YTACLCDD 2xCarbami   5.64E-06 0 1 1 6 P12273 0 1356.556 High 0 1.05E-05 62
High YTPSGQAG 2.09E-11 0 1 1 5 P04075 0 2228.025 High 0 5.23E-12 102
High YVTSAPMP 0.000495 0 2 2 2 P0DOX6; P0 0 1600.779 High 0 0.000137 41
High YVTSAPMP 1xOxidatio  2.04E-06 0 2 2 5 P0DOX6; P0 0 1616.774 High 0 5.46E-07 66
High YVVVSHTA 2xCarbami   3.48E-05 0 0 0 3 0 2508.135 High 0 9.44E-06 32
High YYVTIIDAPG 2.66E-06 0 1 2 10 P68104 0 1404.727 High 0 7.11E-07 57
High YYTSASGDE1xCarbami  1.11E-09 0 1 1 3 P07900 1 2245.974 High 0 2.84E-10 120
High YYTSASGDE 5.91E-07 0 1 1 3 P07900 0 1550.704 High 0 1.57E-07 61
High YYSSEPQAV1xCarbami  1.73E-06 0 1 1 3 P05120 0 2263.981 High 0 5.25E-07 70
High YYRPTEVDF1xCarbami  7.59E-09 0 1 1 1 O60547 0 1991.917 High 0 1.97E-09 45
High YYQTIGNHA 3.12E-06 0 1 1 2 Q9UNM6 0 1607.749 High 0 8.33E-07 46
High YYNCNVVV 1xCarbami  6.33E-05 0 0 0 3 0 1385.663 High 0 7.25E-05 44
High YYITIIDAPG 0.000152 0 1 1 1 Q05639 0 1418.743 High 0 4.18E-05 46
High YYGYTGAF 0.000279 0 1 1 67 P02788 0 1097.505 High 0.000504 0.003037 46
High YYGGTEFID1xCarbami  1.57E-07 0 1 1 6 P34896 0 2065.942 High 0 4.16E-08 76
High YYDQICSIEP1xCarbami  0.000323 0 1 1 1 Q8WUM4 0 1415.651 High 0 8.92E-05 39
High YYDDTYPSV 0.000548 0 0 0 2 0 1250.558 High 0 0.000152 45
High YYCFQGNQ1xCarbami  8.54E-06 0 1 1 10 P02790 0 1495.679 High 0 0.00026 50
High YYAGGCSP 1xCarbami  3.49E-08 0 1 1 2 P07358 0 1771.822 High 0 9.14E-09 65
High YWEAFLPE 3.16E-05 0 2 2 3 O60749; Q 0 1253.62 High 0 8.56E-06 62
High YWCNDGKT4xCarbami     2.07E-07 0 1 1 41 P61626 1 3850.74 High 0 1.29E-06 66
High YWCLWEG 1xCarbami  1.2E-05 0 1 1 6 P01833 0 1539.68 High 0 3.23E-06 39
High YVWLVYEQ1xCarbami  0.000126 0 1 1 6 P30086 1 2793.403 High 0 4.59E-05 30
High YVWLVYEQ 7.71E-06 0 1 1 5 P30086 0 1708.906 High 0 2.17E-06 55
High YSSGFVTAD 0.000207 0 1 1 2 Q6BCY4 0 1318.635 High 0 5.66E-05 36
High YAVTALTEG 1.76E-05 0 1 1 1 Q6UWP2 0 1193.652 High 0 4.75E-06 31
High YSQYQQAIY 0.000722 0 0 0 1 0 1291.632 High 0 0.0002 32
High YSPSFQGQ 2.63E-07 0 1 1 1 A0A0C4DH 0 1627.796 High 0 6.94E-08 76
High YNILPEKEE 1xCarbami  3.14E-05 0 1 1 5 P01023 1 3163.566 High 0.000142 0.000679 39
High YNEQHVPG 8.2E-05 0 0 0 1 0 1602.766 High 0 2.23E-05 28
High YNEDLELED 0.001057 0 1 1 1 P25787 0 2201.134 High 0 0.000294 27
High YNALLAVQ 0.000163 0 1 1 1 Q9UI12 0 1019.588 High 0 4.47E-05 28
High YMNSGPVV1xOxidatio  0.000859 0 1 2 5 P22392 0 2109.051 High 0 0.000238 31
High YMAFAHDL 5.34E-06 0 0 0 1 0 1639.736 High 0 1.43E-06 29
High YMACCLLY 2xCarbami   0.000173 0 2 5 2 Q9BQE3; P 0 1249.553 High 0 4.75E-05 38
High YLYVDKNFI 8.31E-06 0 1 1 2 P35579 1 2454.245 High 0 2.24E-06 39
High YNIIPVLSDI 6.46E-05 0 1 1 3 Q9UI12 0 1831.021 High 0.000257 0.001017 30
High YLYHGQTL 4.35E-05 0 1 1 2 Q15582 0 1579.811 High 0 1.19E-05 40
High YLTSNVAYG 4.01E-05 0 0 0 2 0 1501.765 High 0 1.09E-05 43
High YISPDQLAD 3.4E-06 0 1 1 2 P06733 0 1425.726 High 0 9.13E-07 72
High YLSEVASGD 1.77E-06 0 1 1 1 P31946 1 3322.571 High 0 4.71E-07 53
High YLQEVIDVL 0.000113 0 1 1 1 Q02818 0 1933.965 High 0 3.09E-05 26
High YLQEEVNIN 0.000515 0 1 1 1 Q9UHD8 0 1277.648 High 0 0.000142 43
High YLPDTLLLE 1xCarbami  1.54E-07 0 1 1 2 P21964 0 1804.951 High 0 4.06E-08 50
High YILVTGGVIS 9.33E-05 0 2 2 2 Q9NRF8; P 0 1376.815 High 0 3.81E-05 44
High YLLSQSSPA 3.12E-06 0 1 1 1 Q12792 0 2075.066 High 0 8.33E-07 60
High YLTVAAVFR 0.000515 0 2 3 1 P07437; P6 0 1039.593 High 0 0.000142 45
High YNIMLVR 0.001472 0 1 1 3 P50990 0 908.5022 High 0 0.00041 40
High YNLSPSIFFC2xCarbami   9.52E-06 0 1 1 1 Q00796 0 2444.101 High 0 2.56E-06 56
High YNPLQDEW 0.001281 0 1 1 2 P07902 0 1826.918 High 0 0.000355 14
High YSNSDVIIYV1xCarbami  1.07E-06 0 1 1 1 P38606 0 1731.801 High 0 2.84E-07 66
High YSLTYIYTGL 7.97E-07 0 1 1 84 P25311 0 1408.736 High 0 2.12E-07 68
High YSLEPVAVE 0.000113 0 1 1 2 P00558 0 1247.688 High 0 3.09E-05 53
High YSGYFGGV 0.00016 0 0 0 1 0 1377.68 High 0 4.38E-05 17
High YSFCTDHTV1xCarbami  1.05E-05 0 1 1 3 P02751 0 1726.822 High 0 2.85E-06 34
High YSDASDCH 2xCarbami   1.57E-05 0 1 1 2 P01023 0 2105.781 High 0 4.23E-06 46
High YQQAGLPL 0.000201 0 1 1 4 P21399 0 1470.868 High 0 5.52E-05 52
High YQGGFLISR 0.00011 0 1 1 1 P55786 0 1040.552 High 0 3E-05 59
High YQELINDIA 4.99E-05 0 1 1 2 P46940 0 1234.643 High 0 3.44E-05 45
High YQEALHLG 0.001502 0 1 1 1 O00231 0 1527.828 High 0 0.000419 17
High YQEAAPNV 1xCarbami  1.49E-05 0 0 0 2 0 2375.083 High 0 4.02E-06 37
High YPSLSLHGI 2.04E-05 0 1 1 7 Q96KP4 0 1877.939 High 0 5.54E-06 35
High YPSHSFIGE 1.59E-05 0 1 1 1 P29218 0 1807.85 High 0 4.31E-06 48
High YPQLLPGIR 0.0011 0 1 1 4 P23526 0 1056.62 High 0 0.00038 41
High YPPVTPSPP1xCarbami  0.000323 0 0 0 10 0 1457.709 High 0 8.89E-05 70
High YPIEHGIITN1xOxidatio  0.000145 0 1 4 3 P68032 0 1976.906 High 0 3.99E-05 35
High YPALTKPEN 2.34E-07 0 1 1 1 P13797 0 2589.283 High 0 6.19E-08 30
High YNSQNQSN 1.01E-05 0 1 1 2 P01042 0 1874.878 High 0 2.73E-06 45
High YNQATPNF 0.001299 0 1 1 2 P50552 0 1561.729 High 0.000504 0.00243 20
High YSQVLANG 0.000466 0 1 1 1 P62269 0 1321.675 High 0 0.000129 46
High YASQSFSGV 1.82E-05 0 0 0 3 0 1285.617 High 0 4.93E-06 65
High YASNAVSEA 1.63E-05 0 1 1 1 Q9ULA0 0 1293.68 High 0 4.42E-06 66
High YASICQQN 1xCarbami  3.88E-05 0 2 2 1 P04075; P0 1 3176.604 High 0 1.06E-05 48
High VVIACEGN 1xCarbami  8.6E-05 0 1 1 2 P34096 0 1837.89 High 0 2.34E-05 50
High VVGVLLGSW 6.73E-05 0 0 0 1 0 1185.699 High 0 1.84E-05 58
High VVGSSGTQ 3.22E-08 0 1 1 5 P98160 0 1959.051 High 0 8.38E-09 88
High VVGKDYLLC1xCarbami  0.000279 0 1 1 2 P47756 1 1614.794 High 0 7.66E-05 16
High VVFFANQIP 0.000657 0 1 1 1 O95786 0 1809.953 High 0 0.000182 38
High VVEGSFVY 0.001207 0 1 1 2 P31150 0 1027.546 High 0 0.000335 38
High VVDLMAHM 1.8E-07 0 1 1 4 P04406 1 1330.649 High 0 4.76E-08 95
High VVDLMAHM 1.65E-06 0 1 1 2 P04406 0 1201.607 High 0 4.41E-07 61
High VVLAYEPVW 5.59E-09 0 1 1 6 P60174 0 1602.889 High 0 1.44E-09 102
High VVDLLAQD 1xCarbami  1.22E-06 0 1 1 1 P30520 0 1586.821 High 0 3.25E-07 57
High VVAQGVGI 0.001647 0 1 1 1 P02760 0 2005.006 High 0 0.000459 27
High VVADGAGL 6.28E-06 0 1 1 2 Q13630 0 1932.97 High 0 1.69E-06 46
High VTYLVHNF 0.000304 0 1 1 2 O75874 0 2559.164 High 0 8.35E-05 37
High VTWDSSFC 1xCarbami  9.58E-07 0 0 0 1 0 1538.706 High 0 2.56E-07 82
High VTVAGLAG 1xCarbami  2.87E-06 0 1 1 2 Q99497 1 1657.869 High 0 7.68E-07 52
High VTSVVVDV 1.08E-05 0 1 1 3 P13798 0 1169.689 High 0 2.93E-06 40
High VTSIQDWV 2.1E-05 0 1 1 4 P00738 0 1203.637 High 0 5.69E-06 31



High VTNTTPWE 0.000623 0 1 2 3 O95361 0 2009.972 High 0 0.000172 19
High VVCSSGAV 1xCarbami  2.29E-07 0 0 0 2 0 1724.864 High 0 6.06E-08 54
High VVIGMDVA 1.6E-05 0 1 1 1 P06733 0 1540.783 High 0 4.33E-06 47
High VVLHPNYS 0.000432 0 1 1 3 P00738 0 1795.011 High 0 0.000263 31
High VVLIGESGV 0.00082 0 0 0 1 0 1057.625 High 0 0.000227 30
High VVVVQAISA1xCarbami  0.00011 0 1 2 2 Q9Y678 0 1414.809 High 0 3E-05 70
High VVTNYNSA 4.34E-08 0 1 1 5 P21980 0 2497.211 High 0 1.14E-08 77
High VVTLLYDLV 0.00054 0 1 1 1 Q9H173 0 1392.798 High 0 0.000149 44
High VVTENVPC 2xCarbami   5.87E-05 0 1 1 2 P98088 0 1810.831 High 0 1.6E-05 31
High VVTDTDET 1.28E-06 0 1 1 1 P05198 0 1348.659 High 0 3.4E-07 56
High VVSVLTVVH 7.35E-05 0 1 1 6 P01859 0 1793.991 High 0 2E-05 32
High VVSVLTVLH 0.00031 0 3 4 7 P01861; P0  0 1808.006 High 0 8.53E-05 31
High VVSTNYNQ 7.5E-06 0 1 1 3 P80188 0 1784.879 High 0 7.42E-06 53
High VVSQYSSLL 2.85E-05 0 1 1 3 P50991 0 2040.05 High 0 7.75E-06 42
High VVSMDENF1xOxidatio  0.000109 0 1 1 2 P01023 0 2826.438 High 0 2.98E-05 33
High VVSMDENF 0.000105 0 1 1 3 P01023 0 2810.443 High 0 0.000353 22
High VVSGMVN 1xCarbami    6.63E-07 0 1 1 3 P21980 0 1948.922 High 0 4.01E-07 86
High VVSGMVN 1xCarbami  3.27E-07 0 1 1 4 P21980 0 1932.927 High 0 8.64E-08 77
High VVSEGHTL 2xCarbami   0.000837 0 0 0 2 0 1908.833 High 0 0.000231 25
High VVPLADIITP 4.35E-06 0 1 1 2 O00764 0 2282.239 High 0 3.73E-06 40
High VVNVSSIM 2.63E-05 0 1 1 1 P16152 0 1190.656 High 0 7.14E-06 65
High VVNNSPQP 2.02E-05 0 1 1 3 P19823 0 2122.129 High 0 5.47E-06 61
High VVMALGDY2xCarbami     7.2E-05 0 1 1 4 P60842 0 2455.099 High 0 1.97E-05 30
High VVISLQLTA 5.79E-05 0 1 1 1 P30041 1 1356.821 High 0 1.57E-05 56
High VTNILMLK 0.000128 0 1 1 4 P26599 0 931.5645 High 0 3.49E-05 64
High VVWCAVG 1xCarbami  8.65E-08 0 1 1 55 P02788 0 1445.721 High 0 6.54E-05 68
High VTNGAFTG 1xOxidatio  5.64E-06 0 1 1 1 P60174 0 1637.82 High 0 1.52E-06 56
High VTMTTDTS 2.97E-08 0 1 1 3 A0A0C4DH 0 1907.873 High 0 7.74E-09 103
High VSLEEIYSGC1xCarbami  3.8E-05 0 1 1 1 P25685 0 1385.662 High 0 1.03E-05 49
High VSLDVNHF 0.000355 0 1 1 6 P04792 0 1783.922 High 0 9.76E-05 46
High VSLAGACG 1xCarbami  7.55E-07 0 1 1 1 P13647 0 1410.679 High 0 2.01E-07 70
High VSHVSTGG 5.19E-08 0 1 2 2 P00558 0 1740.913 High 0 1.36E-08 70
High VSHSEDDC 1xCarbami  9.2E-07 0 1 1 2 P01024 0 1407.621 High 0 2.45E-07 47
High VSGGLEVLA 1.06E-05 0 1 2 3 P39687 0 1101.615 High 0 2.87E-06 69
High VSFTGSVPT 0.000162 0 1 1 1 P49189 0 1210.614 High 0 4.43E-05 43
High VSFLSALEE 9.27E-06 0 1 1 5 P02647 1 1514.81 High 0 2.5E-06 44
High VSITSITVEN 0.000164 0 1 1 1 P01031 0 1535.868 High 0 4.5E-05 46
High VSFLSALEE 2.93E-06 0 1 1 6 P02647 0 1386.715 High 0 2.72E-06 65
High VSFELFADK 0.000877 0 1 1 1 P62937 0 1055.541 High 0 0.000243 53
High VSEGGPAE 1.64E-06 0 0 0 2 0 1640.849 High 0 4.38E-07 56
High VSEEIEDIIK 0.000257 0 1 1 1 O75223 0 1174.62 High 0 7.05E-05 41
High VSEADSSNA 6.23E-09 0 1 1 1 P00751 0 1508.686 High 0 1.62E-09 85
High VSALLTPAE 0.00014 0 1 1 1 P04114 0 1601.853 High 0 3.83E-05 20
High VRVELLHN 1xCarbami  8.81E-11 0 1 1 13 P01024 1 2056.101 High 0 2.23E-11 84
High VRDPAGQE 2.08E-05 0 1 1 2 Q8TE68 1 2559.299 High 0 5.64E-06 35
High VQYECATG 1xCarbami  3.29E-05 0 1 1 1 P05160 0 1667.737 High 0 8.95E-06 60
High VSFELFADK 3.1E-05 0 1 1 3 P62937 1 1379.757 High 0 8.42E-06 55
High VSLVLAPAL2xCarbami   0.000623 0 1 1 1 P19971 0 1529.818 High 0 0.000172 15
High VSQGQLVV 1.7E-05 0 1 1 1 P13667 0 1442.767 High 0 4.58E-06 64
High VSQPIEGHA 9.92E-05 0 1 1 1 Q00610 0 1716.87 High 0 2.72E-05 35
High VTMLISGR 1xOxidatio  0.001093 0 1 1 4 P31025 0 892.4921 High 0.000316 0.001406 45
High VTMLISGR 0.001176 0 1 1 11 P31025 0 876.4972 High 0 0.000327 53
High VTLTCVAPL1xCarbami  1.36E-05 0 1 1 2 P04217 0 1876 High 0 3.66E-06 57
High VTLSFPSTL 4.04E-05 0 1 2 1 P55786 0 1750.959 High 0 1.1E-05 50
High VTIEYYSQL 0.001078 0 1 1 1 P49189 0 1243.657 High 0 0.000299 34
High VTLAVSDLQ 0.000298 0 1 1 3 Q9HC38 0 1073.62 High 0 0.000211 47
High VTHAVVTV 3.57E-05 0 1 1 3 P11021 0 1887.971 High 0 0.000221 30
High VTGQNQEQ 6.91E-06 0 0 0 1 0 1588.869 High 0 1.86E-06 51
High VTGEGCVY 1xCarbami  2.92E-09 0 1 1 4 P01023 0 1554.783 High 0 9.27E-10 93
High VTEPISAES 3.98E-07 0 1 1 3 O14791 0 1630.792 High 0 1.05E-07 82
High VTDFGDKV 2.51E-05 0 1 1 2 Q14204 1 2579.274 High 0 6.78E-06 51
High VTASDPLDT 6.71E-10 0 1 2 3 P0C0L5 0 2483.299 High 0 1.71E-10 89
High VTAEADSSS 3.29E-07 0 1 1 1 A0MZ66 0 1950.95 High 0 8.72E-08 65
High VTAAPQSV 1xCarbami  0.000115 0 1 1 4 P01023 0 1272.673 High 0 3.16E-05 39
High VSVQLEASP 2.54E-08 0 1 1 4 P01023 0 1884.048 High 0 6.61E-09 60
High VSVLCQEN 2xCarbami   2.21E-07 0 1 1 2 P08603 0 2412.142 High 0 5.83E-08 35
High VSVGLLLVK 0.000189 0 1 1 8 Q96DA0 0 927.6237 High 0 5.18E-05 60
High VSSLQAEPL 0.000407 0 0 0 1 0 1196.663 High 0 0.000112 54
High VSQTTWDS1xCarbami  0.001647 0 0 0 2 0 1796.827 High 0 0.000457 35
High VTNGAFTG 2.79E-07 0 1 1 4 P60174 0 1621.825 High 0 1.29E-07 65
High TVEIPDPVE 1.22E-06 0 1 1 3 P21980 0 1611.811 High 0 3.26E-07 51
High VVWCAVG 1xCarbami  3.82E-06 0 1 1 14 P02788 1 1573.816 High 0 2.28E-06 64
High VWDAVSG 2.93E-05 0 1 1 2 Q9Y3F4 0 1771.868 High 0 2.23E-05 48
High WTGMIIGP 4.41E-05 0 1 2 1 Q15819 0 1127.603 High 0 1.2E-05 35
High WSSPPQCE2xCarbami   1.2E-05 0 1 1 2 P08603 0 1545.682 High 0 3.25E-06 48
High WSSLACNIA1xCarbami  9.52E-05 0 1 1 1 P49368 0 1547.789 High 0 2.59E-05 40
High WSPIASTLP 5.67E-07 0 1 1 1 Q13561 0 1596.874 High 0 1.5E-07 57
High WSPELPVC 2xCarbami   6.28E-05 0 1 1 1 P02749 0 2819.462 High 0 1.71E-05 29
High WSGQTAIC 2xCarbami   4.84E-08 0 1 1 3 P00751 0 2652.193 High 0 1.27E-08 75
High WSGPLSLQ 2.49E-05 0 1 1 4 P30086 0 3471.718 High 0 6.77E-06 45
High WSDVAGLE 0.000485 0 1 1 1 O75351 0 1132.563 High 0 0.000134 24
High WTKEDLEL 3.82E-05 0 1 1 3 Q03426 1 1388.742 High 0 1.04E-05 31
High WSCQEVPC3xCarbami    0.000598 0 1 1 1 P98088 0 2884.249 High 0 0.000165 27
High WQEEMELY 0.000995 0 1 1 3 P02647 0 1283.573 High 0 0.000276 42
High WNTEDKVS 2.49E-06 0 1 2 2 P00558 1 2514.247 High 0 6.65E-07 52
High WNNTGCQ 1xCarbami  1E-08 0 1 1 5 P01833 0 1988.877 High 0 6.05E-09 88
High WNLLQQQ 7.6E-08 0 1 1 1 P19013 0 1635.834 High 0 2E-08 77
High WMGGAEL 3.03E-06 0 1 1 1 P48147 0 1293.553 High 0 8.1E-07 72
High WIYHLTEGS 6.33E-05 0 0 0 1 0 1590.791 High 0 1.72E-05 17
High WLQGSQE 4.75E-06 0 3 3 72 P01876; P0  0 1213.632 High 0 1.28E-06 69
High WLQEGGQ 2xCarbami   1.03E-05 0 1 1 3 Q6UXB2 1 2240.985 High 0 2.79E-06 58
High WSAGLTSS 3.47E-07 0 1 1 2 P08185 0 1764.917 High 0 9.16E-08 68
High WVAIQSVS 1.43E-06 0 1 1 2 Q96KP4 0 1500.785 High 0 4.04E-06 48
High WVAIQSVS 3.03E-06 0 1 1 2 Q96KP4 1 1656.886 High 0 8.14E-07 77
High WVEQHLG 0.000888 0 0 0 1 0 1624.823 High 0 0.000246 36



High YAQHWCSQ1xCarbami  5.05E-05 0 1 1 3 P98088 0 2108.924 High 0 1.38E-05 52
High YAPSGFYIA 4.81E-07 0 1 1 5 O75083 0 1618.775 High 0 7.9E-07 58
High YAMVYGYN 2.4E-06 0 0 0 1 0 1555.7 High 0 6.42E-07 39
High YALYDASFE 0.000368 0 1 1 2 P60981 0 1307.615 High 0 0.000101 40
High YALSVGYR 0.001281 0 1 1 5 P14550 0 928.4887 High 0 0.000357 39
High YAGLSTCFR1xCarbami  0.000348 0 1 1 1 P49591 0 1074.504 High 0 9.57E-05 32
High YAGKDGYN 1.51E-05 0 1 1 6 P31949 1 1479.711 High 0 4.09E-06 71
High YADLTEDQ 1xCarbami  1.72E-05 0 1 1 1 P18669 1 2425.155 High 0 4.66E-06 77
High YADLTEDQ 1xCarbami  1.11E-06 0 1 1 1 P18669 0 1868.858 High 0 2.96E-07 58
High YAAVTQFEA 9.52E-05 0 1 2 1 P55786 0 1442.691 High 0 2.6E-05 36
High YAATSQVL 1xCarbami    1.41E-07 0 1 1 5 P01871 1 2792.359 High 0 3.71E-06 57
High YAATSQVL 1xCarbami  3.66E-09 0 1 1 5 P01871 1 2776.364 High 0 8.02E-09 79
High YAATSQVL 0.000106 0 2 2 6 P0DOX6; P0 0 1277.71 High 0 9.62E-05 33
High YAASSYLSL 2.68E-09 0 2 7 69 P0DOY2; P0 0 1743.859 High 0 6.87E-10 102
High WYVVGLAG 0.001281 0 1 1 4 P80188 0 1431.811 High 0.000536 0.004114 47
High WYVDGVEV 4.26E-06 0 1 1 3 P01860 0 1416.691 High 0 1.15E-06 37
High WYQMGIV 1xCarbami  4.85E-05 0 1 1 1 P00734 1 2143.932 High 0 1.32E-05 45
High WYLENVFP 0.001369 0 0 0 1 0 1451.732 High 0 0.000381 36
High WVLCNYDF1xCarbami  0.000122 0 1 1 2 Q8TE68 0 1471.679 High 0 3.32E-05 41
High WIPPYQGY 7.06E-06 0 1 1 4 P22079 0 1793.849 High 0 1.9E-06 30
High VWAQEML 0.001316 0 1 1 2 Q8TE68 0 1145.614 High 0 0.000365 20
High WLPLEANP 1.38E-06 0 1 1 1 P15374 0 1899.001 High 0 3.66E-07 43
High WLLLCNPG 1xCarbami  6.96E-07 0 1 1 3 P06737 0 1840.004 High 0 1.84E-07 59
High VYEFLDKLD 0.000238 0 1 1 2 O43242 1 1495.816 High 0 6.56E-05 40
High VYDYYETDE1xCarbami  7.64E-09 0 1 1 1 P01023 0 2548.086 High 0 1.98E-09 71
High VYDPKNEE 2xOxidatio   9.58E-07 0 1 1 1 P80303 1 2288.917 High 0 2.55E-07 39
High VYDPKNEE 1xOxidatio  9.77E-08 0 1 1 2 P80303 1 2272.922 High 0 2.57E-08 51
High VYDPKNEE 2.06E-05 0 1 1 3 P80303 1 2256.927 High 0 1.14E-05 40
High VYDFLSTFIT1xOxidatio  2.79E-05 0 1 1 2 P55058 0 1652.799 High 0 7.58E-06 48
High VYCGHEYT 1xCarbami  1.25E-06 0 1 1 2 Q16775 0 1610.763 High 0 3.34E-07 46
High VYCDMNTE1xCarbami  4.23E-07 0 1 1 3 P02675 0 2156.949 High 0 1.12E-07 52
High VYFQSPPGA 0.00129 0 0 0 1 1 2486.169 High 0 0.000357 24
High VYAYYNLEE1xCarbami  2.17E-06 0 1 1 1 P01024 0 1667.737 High 0 5.82E-07 54
High VYALPEDLV 1.51E-05 0 1 1 5 P13797 0 1599.899 High 0 4.09E-06 66
High VYAILTHGI 3.24E-08 0 1 3 3 P11908 0 1801.996 High 0 8.44E-09 71
High VYACEVTH 1xCarbami  3.09E-07 0 2 2 98 P01834; P0 0 1875.927 High 0 4.29E-07 69
High VWYVSNID 0.000888 0 1 1 2 P06744 0 1602.827 High 0.000257 0.001302 24
High VWQLGSSS 4.82E-05 0 1 1 2 P35606 0 2015.982 High 0 1.31E-05 32
High VWLDPNET 2.93E-06 0 0 0 1 0 1942.925 High 0 7.85E-07 46
High VWDYETGD 7.66E-05 0 1 1 2 P43034 0 1416.607 High 0 2.08E-05 44
High VWDISGLR 0.000722 0 1 1 3 P53621 0 945.5152 High 0 0.0002 39
High VYASNQEF 1.76E-06 0 1 1 1 Q96K76 0 1428.675 High 0 4.69E-07 71
High VYHVGLGD 1.64E-05 0 0 0 3 0 1382.718 High 0 5.86E-06 36
High VYIASSSGS 3.93E-06 0 1 1 1 O75368 0 1283.684 High 0 1.05E-06 60
High VYIYSSGSV 2E-05 0 0 0 2 0 1430.716 High 0 6.3E-06 45
High WLHNEDQ 4.59E-05 0 1 1 2 P37837 0 1499.695 High 0 1.25E-05 37
High WLGLEEAC 1xCarbami  4.18E-06 0 0 0 1 0 1692.841 High 0 1.12E-06 67
High WGYCLEPK 1xCarbami  0.001453 0 1 1 2 P00748 0 1052.487 High 0 0.000404 32
High WGTDEEKF 0.000488 0 1 1 3 P08758 1 1799.896 High 0 0.000135 30
High WGLGGTCV2xCarbami   1.59E-05 0 1 1 1 Q16881 0 1617.788 High 0 4.31E-06 72
High WGDAGAE 2.26E-10 0 1 1 4 P04406 0 2277.038 High 0 5.71E-11 90
High WFYIASAFR 0.000136 0 2 2 4 P02763; P1 0 1160.589 High 0 3.72E-05 36
High WERPFEVK 9.37E-10 0 1 1 1 P01009 1 2963.406 High 0 2.4E-10 64
High WEQGQAD 6.9E-08 0 0 0 1 1 2230.982 High 0 1.81E-08 62
High WEMPFDP 0.000393 0 1 1 3 P01011 0 1773.765 High 0 0.000108 39
High WEFTSWV 0.000963 0 1 1 2 Q8IZ07 0 1506.774 High 0 0.000266 37
High WEAEPVYV 0.000137 0 1 1 6 P25311 0 1276.632 High 7.47E-05 0.00049 45
High WDSCAAHA1xCarbami  0.000353 0 0 0 1 0 1299.626 High 0 9.7E-05 26
High WDNNYGD 3.1E-05 0 1 1 2 P21980 0 2481.15 High 0 8.43E-06 52
High WDAWNEL 0.000793 0 1 1 4 P07108 1 1434.701 High 0 0.00022 22
High WAELLPLLQ1xCarbami  0.000108 0 1 1 2 P13489 0 1853.01 High 0 2.96E-05 29
High VYYTAGYN 1.11E-06 0 1 1 3 Q9Y5Z4 0 1361.674 High 0 2.94E-07 58
High VYWDNGA 6.87E-06 0 1 1 2 Q96G03 0 1742.85 High 0 3.17E-06 53
High VYVTLTCAF1xCarbami  0.000989 0 1 1 1 P49407 0 1229.635 High 0 0.000275 13
High WLLLTGISA 5.67E-07 0 1 1 4 Q00610 0 1499.833 High 0 1.51E-07 48
High TVEEIEACM2xCarbami   2.03E-07 0 1 1 1 P12955 0 1612.665 High 0 5.35E-08 92
High TVASPGVTV 3.01E-06 0 1 1 2 P31939 0 2553.377 High 0 8.06E-07 39
High TVAISDAAQ1xCarbami  1.39E-05 0 0 0 2 0 3192.527 High 0 3.77E-06 43
High SLEHSEGPV 5.91E-06 0 1 1 1 Q9HBR0 1 2626.213 High 0 1.59E-06 32
High SLEEIYLFSL 1.22E-06 0 1 1 2 P15880 0 1551.867 High 0 3.25E-07 59
High SLEEAQEW 0.000424 0 1 1 1 Q9NTX5 0 1232.616 High 0 0.000117 49
High SLEEAIQFIN 7.76E-07 0 1 1 8 P30838 0 1447.754 High 0 4.15E-06 60
High SLEDQVEM 0.000159 0 1 1 3 P14314 0 1219.599 High 0 8.62E-05 47
High SIEDFAHSS 4.41E-07 0 1 1 2 O75874 0 1797.848 High 0 1.17E-07 72
High SLDVNQDS 1.73E-05 0 1 1 4 Q99584 0 1247.611 High 0 1.24E-05 49
High SLDPENSET 1.96E-05 0 1 1 2 A0MZ66 0 1518.692 High 0 5.31E-06 65
High SLESLIYMS 0.000215 0 1 1 2 O95171 0 1299.661 High 0 5.92E-05 46
High SLDMDSIIA 0.000122 0 1 1 3 P05787 0 1320.672 High 0 6.62E-05 46
High SLDFTELDV 0.001522 0 1 1 4 P01019 1 1821.923 High 0.000142 0.000767 23
High SLDFTELDV 2.11E-07 0 1 1 1 P01019 0 1437.711 High 0 5.58E-08 86
High SICTTVLELL1xCarbami  1.01E-06 0 1 1 5 P27348 0 1391.745 High 0 2.69E-07 78
High SIAYLQMN 1xOxidatio  5.99E-06 0 1 1 1 A0A0A0MS 0 1283.666 High 0 1.62E-06 43
High SIAVAEAAC1xCarbami  3.9E-07 0 1 1 1 Q9P289 0 1502.752 High 0 1.04E-07 52
High SIAQYWLG 1xCarbami  4.09E-05 0 1 1 5 P04004 0 1669.816 High 0 1.12E-05 41
High SLAELGGH 0.000736 0 1 1 1 P06727 0 1927.951 High 0 0.000204 18
High SLAEGYFDA 1.57E-06 0 1 1 2 O43813 0 1256.591 High 0 4.17E-07 60
High SLDLDSIIAE 2.03E-06 0 1 1 3 P04264 0 1302.715 High 0 9.67E-07 75
High SKVDQIQEI 1.2E-10 0 1 1 5 P46940 1 1969.096 High 0 3.02E-11 117
High SLETVYLER 0.000275 0 1 1 1 Q15435 0 1109.584 High 0 7.58E-05 50
High SIFKPFIFVD 9.08E-05 0 1 1 3 Q12765 0 1554.857 High 0 2.48E-05 34
High SILLTEQALA 1.16E-06 0 1 1 144 Q9GZZ8 0 1186.704 High 0 3.09E-07 74
High SLIIQQQGC1xCarbami  3.33E-08 0 1 1 2 P98088 0 1788.891 High 0 8.69E-09 75
High SIIGMGTGA 1.64E-07 0 1 1 3 Q92597 0 1580.846 High 0 4.33E-08 72
High SLLGEVEQN 1.13E-05 0 1 1 1 O60437 0 1499.806 High 0 3.06E-06 45
High SLIANLAAA 1xCarbami  4.04E-06 0 1 1 2 P55263 0 1408.725 High 0 1.09E-06 65



High SLHTLFGDK1xCarbami  1.5E-09 0 1 1 55 P02768 1 1932.037 High 0 3.85E-10 66
High SLHTLFGDK 0.0003 0 1 1 20 P02768 0 1017.536 High 0 0.000175 36
High SLHQQSTQ 3.77E-07 0 1 1 2 O43490 0 1830.956 High 0 9.98E-08 61
High SIEYSPQLE 1.05E-06 0 1 1 1 P98160 0 1551.729 High 0 2.8E-07 72
High SLHDALCVV1xCarbami  0.001215 0 1 1 1 P17987 1 1297.705 High 0 0.000338 33
High SLGPQLYGV 1.68E-06 0 1 1 2 Q9Y259 0 1519.79 High 0 3.85E-06 47
High SLGPNSCSA2xCarbami   2.34E-06 0 1 1 6 P02790 0 3282.519 High 0 1.11E-05 48
High SLGLPENHI 1xCarbami  1.57E-06 0 1 1 3 P80188 0 2320.164 High 0 0.000024 39
High SLGECCDV 3xCarbami    1.05E-08 0 1 1 3 P02774 0 2092.826 High 0 2.72E-09 98
High SLGDDISSE 1.03E-05 0 1 1 1 P12429 1 1713.793 High 0 2.78E-06 54
High SIGASVEFH1xCarbami  5.64E-06 0 1 1 2 P98160 0 1731.812 High 0 1.52E-06 47
High SLFTDLEAE 1xCarbami  7.35E-07 0 1 1 10 P01023 0 2475.222 High 0 2.29E-07 45
High SLFSNVVTK 0.001002 0 1 1 1 P31939 0 994.5568 High 0 0.000278 39
High SLGQNPTE 0.000139 0 1 1 1 P27482 0 1314.665 High 0 3.81E-05 51
High SKFFIEEMIR 0.000551 0 1 1 2 Q14376 1 1299.677 High 0 0.000152 43
High SKEVESALQ 1.15E-05 0 1 1 2 O75363 1 2728.316 High 0 3.11E-06 29
High SKEFQLFSS 5.91E-06 0 1 1 5 P02787 1 1491.759 High 0 1.73E-05 66
High SGMYTVAM1xCarbami  5.45E-06 0 1 1 2 Q99460 0 1810.756 High 0 1.46E-06 56
High SGIVQYLQK 0.000125 0 1 1 5 Q9NZ08 0 1035.583 High 0 3.43E-05 38
High SGIPIVTSPY 1.97E-06 0 1 1 4 P01024 0 1787.969 High 0 6.48E-06 53
High SGIECQLW 1xCarbami  0.000116 0 1 1 7 P00734 0 1148.552 High 0 3.16E-05 46
High SGGNLEVM 5.45E-05 0 1 1 2 Q92905 0 1405.718 High 0 1.49E-05 55
High SGGMSNEL 0.000492 0 1 1 1 P53396 0 1491.722 High 0 0.000136 43
High SGGGGLM 0.000358 0 1 1 1 P50552 0 1623.729 High 0 9.85E-05 47
High SGGGGDIH 3.22E-06 0 1 1 2 P35237 0 2044.009 High 0 4.07E-06 43
High SGNIINMSS 6.63E-07 0 1 1 2 Q9BUT1 0 1493.763 High 0 1.77E-07 53
High SGFSSISVS 0.000154 0 1 2 10 P48668 0 1026.521 High 0 4.24E-05 53
High SGETEDTFI 1xCarbami  6.07E-07 0 1 3 2 P06733 0 2353.159 High 0 1.61E-07 49
High SGEHDFGA 0.000176 0 1 1 2 P36871 0 1652.657 High 0 4.83E-05 28
High SGDGVVTV 0.000727 0 1 1 1 Q13938 0 1232.612 High 0 0.000201 16
High SGDAAIVD 1xCarbami  3.18E-05 0 1 2 8 P68104 0 2995.4 High 0 0.000188 45
High SGCVRDDT 1xCarbami  6.86E-07 0 1 1 4 Q9UGM3 1 2016.908 High 0 1.82E-07 48
High SGASGPEN 1.21E-06 0 1 1 4 Q9Y490 0 2927.352 High 0 8.16E-07 53
High SGAQATWT 3.01E-07 0 1 1 6 P02790 0 1837.887 High 0 7.98E-08 54
High SGAPVLSLL 0.001668 0 0 0 2 0 1198.715 High 0 0.000465 32
High SGEWTEDE 2.52E-05 0 1 1 6 Q13938 0 1320.607 High 0 6.82E-06 46
High SGQAGYVP1xCarbami  0.000102 0 1 1 1 Q9H6S3 0 3117.469 High 0 2.78E-05 47
High SGQSEDRQ 4.75E-05 0 1 1 9 P01024 1 1985.971 High 0 1.29E-05 44
High SGSGTMNL 2.91E-06 0 1 1 3 P47756 0 1337.648 High 0 7.81E-07 77
High SKDPNSQV 1xCarbami  0.000777 0 0 0 1 1 1946.924 High 0 0.000216 24
High SKDIVLVAY 0.000383 0 2 2 2 P52895; Q0 1 1715.944 High 7.47E-05 0.000551 29
High SHIMPAEFS1xCarbami  1.56E-08 0 1 1 2 Q9H0W9 0 2391.059 High 0 4.06E-09 62
High SHFEQWGT1xCarbami  0.000149 0 1 2 2 P09651 0 1965.895 High 0 4.09E-05 29
High SHCIAEVEN2xCarbami     2.75E-08 0 1 1 4 P02768 1 3492.56 High 0 2.09E-07 68
High SHCIAEVEN2xCarbami   2.65E-11 0 1 1 6 P02768 1 3476.565 High 0 6.65E-12 117
High SHCIAEVEN1xCarbami    1.8E-08 0 1 1 24 P02768 0 2990.339 High 0 4.71E-09 76
High SHCIAEVEN1xCarbami  1.66E-07 0 1 1 67 P02768 0 2974.344 High 0 1.71E-07 79
High SGYHQSAS 4.59E-05 0 1 1 1 P10768 0 2308.132 High 0 1.25E-05 26
High SGVYQHVT 1xOxidatio  0.000313 0 1 1 1 P07858 0 1945.901 High 0 8.62E-05 34
High SGVYQHVT 1.37E-09 0 1 1 5 P07858 0 1929.906 High 0 4.9E-10 60
High SGVQQLIQ 3.16E-05 0 0 0 2 0 1697.849 High 0 8.55E-06 55
High SGVLDESTI 5.12E-08 0 1 1 1 O95747 0 1474.811 High 0 1.34E-08 83
High SGTSASLAI 8.54E-06 0 1 1 8 P01700 0 1219.664 High 0 3.39E-06 67
High SGTASVVC 1xCarbami  9.26E-08 0 2 2 25 P01834; P0 0 1797.895 High 0 4.31E-07 80
High SGTALENPV 0.00017 0 1 1 1 O95352 0 1355.753 High 0 4.65E-05 40
High SGSMQSPM 8.76E-08 0 1 1 4 O00534 0 1826.801 High 0 4.36E-08 93
High SGSLENVPN 2E-05 0 1 1 2 P53004 0 1413.733 High 0 5.43E-06 49
High SGSHTVAV 0.000479 0 1 1 2 P08237 0 2168.07 High 0 0.000132 25
High SLLQWVTS 0.000505 0 1 1 1 P49356 0 1089.605 High 0 0.00014 30
High SILTDNPTW 6.07E-08 0 1 1 2 P29218 0 2625.331 High 0 1.59E-08 71
High SLLVIPNTLA 0.000772 0 1 1 2 P17987 0 2353.297 High 0 0.000213 36
High SLLVTELGS 3.5E-05 0 1 1 2 P29218 0 1161.647 High 0 9.52E-06 56
High SPSAQLME 2.63E-06 0 1 1 1 Q14203 0 1529.799 High 0 7.03E-07 54
High SPQYCQVIH1xCarbami  7.98E-05 0 1 1 5 Q13228 0 1287.626 High 0 2.18E-05 40
High SPPEISHGV 1xOxidatio  0.000925 0 1 1 2 P08603 0 2926.32 High 0 0.000256 28
High SPPEISHGV 3.03E-05 0 1 1 2 P08603 0 2910.325 High 0 8.25E-06 23
High SPNPEGINI 1.36E-06 0 1 1 2 Q6ZVX7 0 3262.649 High 0 3.62E-07 72
High SPNELVDD 0.00041 0 1 1 2 Q9UNZ2 0 1276.642 High 0 0.000144 46
High SPLVMDVL 5.95E-06 0 1 1 1 Q14204 0 1668.91 High 0 1.6E-06 54
High SPILVATAV 0.000122 0 1 2 1 O00571 0 1168.705 High 0 3.34E-05 41
High SPSPFHAVA1xCarbami  1.39E-05 0 1 1 3 Q9ULA0 0 1357.632 High 0 3.75E-06 57
High SPLAQMEE 0.001176 0 1 1 2 Q16181 1 1345.653 High 0 0.000326 35
High SPEGPREEE 0.000108 0 1 1 2 Q96NY7 1 2880.215 High 0 0.000116 39
High SPEEGAETP 7.1E-07 0 1 1 1 P16152 0 3164.542 High 0 1.88E-07 51
High SPDVINGSP 0.001071 0 1 1 1 P08603 0 1341.701 High 0 0.000297 44
High SPCYVDKN 3xCarbami    1.85E-07 0 1 1 3 P30838 1 1971.836 High 0 7E-08 96
High SPCYGYQW1xCarbami  9.69E-10 0 1 1 2 P01023 0 3338.485 High 0 2.48E-10 49
High SPAYTLVW 2.04E-06 0 1 1 5 P98160 0 1193.631 High 0 5.47E-07 73
High SPAQYQVV 2.23E-05 0 1 1 2 Q6XQN6 0 1376.717 High 0 6.06E-06 56
High SPAMAGGL 0.001273 0 1 1 1 Q86SF2 0 1319.678 High 0 0.000354 19
High SPGADLLQV 1.68E-06 0 1 1 2 Q3LXA3 0 1241.71 High 0 4.47E-07 69
High SPVGVQPIL1xCarbami  4.09E-08 0 1 1 10 P00738 0 2172.058 High 0 1.07E-08 69
High SPVGVQPIL1xCarbami    2.61E-06 0 1 1 7 P00738 0 2188.053 High 0 6.99E-07 45
High SPVGVQPIL1xCarbami  0.000192 0 1 1 2 P00739 0 2200.089 High 0 5.27E-05 30
High SQTTYYAQ 1xCarbami  1.73E-05 0 1 1 4 Q9NR46 0 1440.621 High 0 4.68E-06 44
High SQSVRPGA 1xCarbami  1.09E-05 0 1 1 5 P98160 0 1836.927 High 0 2.94E-06 44
High SQSRPNDIM1xCarbami  0.000509 0 1 1 1 Q13131 0 1662.769 High 0 0.000141 23
High SQQSSDPD 1xCarbami  1.51E-07 0 1 1 72 P02788 0 2858.374 High 0 5.81E-08 64
High SQPVSQPLT 8.25E-06 0 1 1 1 Q9H6S3 0 1988.956 High 0 2.23E-06 48
High SQPNLDTC 1xCarbami  1.03E-05 0 3 3 11 P01036; P0  1 2270.087 High 0 3.57E-06 41
High SQPNLDTC 1xCarbami  1.04E-07 0 3 3 7 P01036; P0  0 2141.992 High 0 2.73E-08 60
High SQNVMAA 4.29E-06 0 1 1 2 P17987 0 1516.815 High 0 3.85E-06 59
High SQMESMLI 1xCarbami  1.61E-05 0 1 1 3 P17987 0 2587.202 High 0 4.35E-06 34
High SQLSCVVV 1xCarbami  2.89E-06 0 1 1 1 P46459 0 1519.742 High 0 7.72E-07 58
High SQIHDIVLV 1.77E-05 0 1 1 2 P11142 0 1481.807 High 0 4.8E-06 31



High SQLCECDKA3xCarbami    0.000386 0 1 1 2 P14555 1 1887.815 High 0 0.000259 22
High SQGQDVTS 4.26E-05 0 1 1 2 P15374 0 1576.731 High 0 1.16E-05 53
High SQAPGISLP 0.00067 0 0 0 2 0 1536.874 High 0 0.000186 42
High SPYLYPLYG 3.52E-08 0 2 2 5 P31150; P5 0 2141.107 High 0 9.19E-09 79
High SPYAGLQLG 0.000762 0 1 1 1 Q14134 0 1175.642 High 0 0.000211 24
High SPWSNKYD 7.98E-06 0 1 1 2 P47756 1 2218.023 High 0 8.64E-06 58
High SPVTLLAAV 0.001482 0 0 0 3 0 1936.021 High 0 0.000413 21
High SPVISIDPPS 8.4E-10 0 1 1 2 P98160 0 2288.14 High 0 2.15E-10 94
High SPALQILLTN 6.5E-07 0 1 1 1 Q03426 0 1298.768 High 0 1.72E-07 48
High SGALLACG 1xCarbami  4.06E-06 0 1 1 1 Q13200 0 1473.784 High 0 1.09E-06 54
High SPAGSIVHE 6.91E-07 0 1 1 1 O43776 0 1931.997 High 0 1.84E-07 58
High SNTISKPYIS 6.12E-05 0 1 1 1 Q53SF7 0 2033.055 High 0 1.67E-05 30
High SISTSLPVLD 0.00059 0 1 1 3 Q14651 0 2165.218 High 0 0.000163 33
High SLSELLGPY 6.5E-05 0 1 1 2 Q9Y2A7 0 1294.671 High 0.000257 0.000999 41
High SIQLDGLVW 1.99E-07 0 1 1 4 P29692 0 1373.742 High 0 5.23E-08 77
High SIQFVDWC 1xCarbami  2.91E-05 0 1 2 7 P68366 0 1584.752 High 0 7.91E-06 71
High SIQEIQELD 1.32E-06 0 1 1 2 P52565 1 1917.94 High 0 3.52E-07 84
High SLPYNQPG 1xCarbami  0.000184 0 1 1 3 Q9Y678 0 2022.036 High 0 5.05E-05 29
High SLPVSDSVL 1.84E-05 0 1 1 1 P07360 0 1620.823 High 0 4.99E-06 44
High SIPTCTDFEV1xCarbami  5.26E-07 0 1 1 3 Q14515 0 1922.968 High 0 1.39E-07 65
High SLTNDWED 5.48E-07 0 2 2 5 P07900; P0 0 1527.744 High 0 1.46E-07 78
High SIPQGIVAA 0.001482 0 1 1 2 Q13421 0 1197.674 High 0 0.000413 35
High SLNYWCNL1xCarbami  0.000386 0 1 1 2 Q9HC38 0 1498.718 High 0 0.000106 39
High SINPDEAVA1xOxidatio  0.000252 0 1 2 2 P0DMV8 0 2320.149 High 0 0.000117 36
High SINPDEAVA 3.81E-10 0 1 2 2 P0DMV8 0 2304.154 High 0 9.68E-11 97
High SLNNQFAS 7.92E-06 0 1 1 3 P04264 1 1638.86 High 0 2.13E-06 78
High SLNNQFAS 0.000326 0 1 1 4 P04264 0 1383.69 High 0 8.94E-05 65
High SLNILTAFQ 0.001463 0 0 0 4 0 1134.652 High 0 0.000406 23
High SLIYAASSLQ 3.29E-05 0 0 0 1 0 1635.87 High 0 8.96E-06 27
High SLIYAASSLQ 0.001378 0 0 0 2 0 1607.864 High 0 0.000382 24
High SLNYWCNL1xCarbami    0.000292 0 1 1 2 Q9HC38 0 1514.713 High 0 8.03E-05 26
High SLVASLAEP 3.5E-07 0 1 1 1 P22314 0 1908.995 High 0 9.23E-08 51
High SIVGMTMY 6.07E-05 0 1 1 2 Q9Y2A7 0 2867.464 High 0 1.66E-05 45
High SIVSVMDS 2E-05 0 1 1 1 Q96L46 0 1339.641 High 0 5.4E-06 45
High SNQQLEND 6.1E-09 0 1 1 1 P46940 0 1774.864 High 0 1.58E-09 88
High SNPSENEEK 9.92E-06 0 1 1 3 Q13217 1 1930.935 High 0 7.74E-06 52
High SNMHFTSS 0.000913 0 0 0 1 0 2593.122 High 0 0.000252 26
High SNLNSLDEQ 1.81E-05 0 1 1 1 O75223 0 1432.691 High 0 4.88E-06 34
High SNLDEDIIA 3.03E-08 0 1 1 4 P01024 0 1816.892 High 0 7.93E-09 98
High SNLCALCIG 3xCarbami    5.95E-06 0 1 1 3 P02788 1 2764.208 High 0 1.6E-06 68
High SNLCALCIG 2xCarbami   2.58E-10 0 1 1 56 P02788 0 1807.795 High 0 1.16E-08 86
High SNFGYNIPL 0.001562 0 1 1 3 P25788 0 1152.605 High 0 0.000435 40
High SNEILTAIIQ 0.000271 0 1 1 2 Q14974 0 1445.778 High 0 7.46E-05 46
High SNELGDVG 2xCarbami   3.01E-06 0 1 1 1 P13489 0 2398.149 High 0 8.06E-07 46
High SMTYHYHV2xCarbami   2.17E-05 0 1 1 5 P98088 0 2027.852 High 0 5.89E-06 37
High SMPVLGSV 0.000193 0 1 1 1 A0MZ66 0 1291.693 High 0 5.29E-05 29
High SMMQDRE 1xCarbami  4.09E-05 0 1 1 1 P35579 1 2299.995 High 0 1.11E-05 25
High SMLQDRED1xCarbami  3.07E-05 0 1 2 1 Q7Z406 1 2282.039 High 0 8.33E-06 32
High SLYYYIQQD 1.31E-05 0 1 2 2 P07355 1 2012.96 High 0 3.54E-06 46
High SLYYYIQQD 0.001107 0 1 2 4 P07355 0 1421.695 High 0 0.000356 37
High SLYQSAGVA 0.00061 0 1 1 1 P49327 0 2542.21 High 0 0.000169 33
High SLYHDISGD 0.00016 0 1 1 2 P50995 1 1813.835 High 0 4.39E-05 30
High SIYGEKFED 4.5E-06 0 1 1 3 P62937 1 1831.911 High 0 9.94E-06 59
High SPAGLQVL 2.72E-05 0 0 0 2 0 1603.833 High 0 7.38E-06 32
High SGAGTEDS 1xCarbami  2.89E-07 0 1 1 2 P00450 0 2505.124 High 0 7.63E-08 44
High SFYPEEVSS 3.27E-06 0 1 1 1 P11142 0 1616.788 High 0 8.79E-07 61
High SFYGSTLFL 1xCarbami  0.000931 0 1 1 1 P49327 0 1350.651 High 0 0.000258 42
High RLDGESSEL1xOxidatio  6.68E-07 0 1 1 2 Q7Z406 1 2306.068 High 0 1.78E-07 41
High RLDGESSEL 1.08E-09 0 1 1 3 Q7Z406 1 2290.073 High 0 2.77E-10 64
High RLDEELEDA 1.39E-05 0 1 1 1 Q15008 1 1346.643 High 0 3.76E-06 50
High RLAPITSDP 1.48E-05 0 1 1 2 P14618 1 2331.219 High 0 4.01E-06 42
High RHVFGESD 5.09E-05 0 1 1 1 P60174 1 1614.823 High 0 1.39E-05 51
High RHPYFYAPE 7.55E-07 0 1 1 22 P02768 1 1898.995 High 0 2.01E-07 57
High RHPDYSVV 5.3E-06 0 1 1 27 P02768 1 1467.843 High 0 1.42E-06 51
High RGVITDQN 1xCarbami  1.01E-05 0 1 1 2 P15924 1 2245.992 High 0 2.73E-06 48
High RLELQLQEV 4.32E-05 0 1 1 4 Q7Z406 1 1468.823 High 0 1.18E-05 57
High RGSIQVDG 1.7E-05 0 1 1 1 P98160 1 1601.824 High 0 4.59E-06 59
High RGEAHLAV 0.00061 0 1 1 1 Q02790 1 1697.872 High 0 0.000169 19
High RFSMVVQD 5.67E-05 0 1 1 5 P30044 1 1378.751 High 0 1.55E-05 43
High RFDSELSQA 1.26E-05 0 0 0 2 1 1802.842 High 0 3.39E-06 54
High RELDESLQV 2.61E-05 0 1 1 2 P10909 1 1444.739 High 0 7.08E-06 58
High REESEAVEA 5.48E-05 0 1 1 1 Q9H3S7 1 1912.888 High 0 1.5E-05 37
High RDSPIQCIQ 1xCarbami  8.47E-08 0 1 1 13 P02788 1 1770.892 High 0 1.45E-06 60
High RDPHLACV 1xCarbami  0.000989 0 1 2 1 Q00610 1 1486.722 High 0 0.000275 30
High RDDDGALH1xCarbami  3.31E-08 0 1 1 2 P08294 1 2663.259 High 0 8.64E-09 65
High RGHLFLQT 5.48E-05 0 1 2 1 P0C0L5 1 2140.105 High 0 1.5E-05 22
High RLPEAIEEV 0.000894 0 1 1 4 Q9UBQ7 1 1183.668 High 0.002172 0.01907 40
High RLYGSEAFA 1.64E-11 0 1 1 2 P01011 1 2047.972 High 0 4.1E-12 87
High RMPCAEDY2xCarbami   2E-06 0 1 1 10 P02768 1 2674.315 High 0 5.35E-07 39
High RQGLEQFIN 0.001701 0 0 0 2 1 1232.675 High 0 0.000473 26
High RQEEEAGA 4.29E-05 0 1 1 1 Q7Z406 1 1744.81 High 0 1.16E-05 49
High RQECSIPVC2xCarbami     1.71E-07 0 1 1 2 P00734 1 2448.143 High 0 4.5E-08 54
High RQECSIPVC2xCarbami   4E-08 0 1 1 1 P00734 1 2432.148 High 0 1.05E-08 59
High RPWQGQV 3.27E-06 0 1 1 1 P07902 0 1578.875 High 0 8.78E-07 28
High RPWNVASL 0.000178 0 1 1 2 P02748 0 1576.848 High 0 4.87E-05 18
High RPTELLSNP 1.6E-07 0 1 1 4 P07384 0 2014.072 High 0 7.11E-08 63
High RPTEICADP 1xCarbami  4.18E-06 0 1 1 1 P17655 0 2002.017 High 0 1.12E-06 32
High RPSANCDP 1xCarbami  9.12E-09 0 1 1 3 P15104 0 1932.96 High 0 2.36E-09 54
High RPQYSNPP 4.31E-09 0 1 1 2 P67809 0 3223.53 High 0 1.17E-09 73
High RPLHSAQA 3.77E-05 0 1 1 1 Q9H4A4 0 1925.994 High 0 1.03E-05 34
High RPHGDIYG 3.01E-07 0 1 1 2 P23743 0 1881.993 High 0 7.97E-08 33
High RPGGEPSP 4.66E-05 0 1 1 4 P02751 0 2396.086 High 0 0.000125 39
High RPDVVENQ 1.98E-09 0 1 1 2 Q9NZL9 0 2608.296 High 0 6.05E-10 77
High RPCFSALEV1xCarbami  1.83E-07 0 1 1 41 P02768 0 1910.932 High 0 4.84E-08 66
High RPAILTYHD 1.27E-06 0 1 1 2 Q9UN36 0 1759.949 High 0 3.37E-07 46



High RNTEILTGS 6.5E-05 0 1 1 2 P08603 1 2758.332 High 0 4.75E-05 51
High RNDYLDIYA 0.000267 0 1 1 1 P06681 1 1596.838 High 0 7.36E-05 26
High RMPCAEDY2xCarbami     4.87E-09 0 1 1 22 P02768 1 2690.31 High 0 1.26E-09 76
High RCESCAPGY2xCarbami   2.83E-05 0 1 1 4 P98160 1 2076.923 High 0 7.69E-06 38
High RQSEDSTFY 4.85E-06 0 1 1 2 P00450 1 1587.74 High 0 1.3E-06 65
High RATTVTGT 1xCarbami  0.000888 0 1 1 1 P00747 1 2282.073 High 0 0.000246 27
High RANSTDYG 3.14E-05 0 1 1 2 P47895 1 1714.876 High 0 8.51E-06 57
High QTQVSVLP 1.45E-05 0 1 1 14 P06396 0 1829.964 High 0 3.94E-06 47
High QTNPSAME 0.000132 0 1 1 1 P55072 0 2155.981 High 0 3.6E-05 54
High QTLQSEQP 5.67E-06 0 1 1 1 P35998 0 1497.802 High 0 1.53E-06 74
High QTFTPPPQ 2.33E-05 0 1 1 2 Q9UBC9 0 1767.939 High 0 6.31E-06 50
High QTEVLLQP 1.46E-05 0 1 1 1 Q9NR46 0 1452.781 High 0 3.97E-06 32
High QTEVLLQP 9.01E-05 0 1 1 1 Q9Y371 0 1479.791 High 0 2.46E-05 45
High QSVFPFESG 0.001482 0 1 1 3 P17931 0 1497.774 High 0 0.000412 23
High QSSYGQHG 0.001152 0 0 0 2 0 2351.987 High 0 0.00032 29
High QTSPVSAM 2.65E-05 0 1 1 5 Q12805 0 1372.787 High 0 7.2E-06 59
High QSSGENCD 1xCarbami  1.66E-07 0 1 1 3 P01833 1 1862.903 High 0 4.38E-08 80
High QSSATSSFG 0.000479 0 1 1 1 P08727 0 1554.751 High 0 0.000132 44
High QSNNEANL 0.001542 0 1 1 3 Q8WUM4 1 1643.835 High 0 0.000428 36
High QSIINPDW 0.000512 0 1 1 1 P46459 0 1490.727 High 0 0.000141 30
High QSLEASLAE 2.79E-06 0 1 1 1 P13645 0 1390.681 High 0 7.49E-07 81
High QSFTMVAD 3.95E-06 0 1 1 1 Q14847 0 1608.769 High 0 1.06E-06 67
High QSESSHGW 0.000732 0 0 0 3 0 1672.767 High 0 0.000202 23
High QSEDSTFYL 4.06E-06 0 1 1 1 P00450 0 1431.639 High 0 1.09E-06 81
High QQTVGGVN 1.49E-06 0 1 1 3 P01037 0 1914.934 High 0 3.99E-07 85
High QSSGENCD 1xCarbami  5.63E-08 0 1 1 19 P01833 0 1706.801 High 0 1.48E-08 102
High QTTVSNSQ 2.64E-09 0 1 1 4 P31946 0 2159.025 High 0 6.8E-10 100
High QTTVSNSQ 6.16E-05 0 1 1 4 P31946 1 2287.12 High 0 3.89E-05 39
High QVAASTAQ1xCarbami  1.07E-06 0 1 2 1 Q9Y490 0 1459.794 High 0 2.84E-07 75
High RAEDGSVID 1.03E-09 0 1 1 5 P07355 1 2064.983 High 0 2.64E-10 67
High RADLNQGI 0.000475 0 1 1 1 Q96C19 1 1724.867 High 0 0.000131 39
High QYYEGSEIV 4.98E-07 0 1 1 2 P19827 0 1470.722 High 0 1.32E-07 79
High QYTSPEEID 7.4E-07 0 0 0 1 0 1849.881 High 0 1.96E-07 75
High QYPISLVLA 0.000631 0 1 2 1 O00571 0 1357.784 High 0 0.000175 30
High QVYMSLPQ 0.000358 0 1 1 1 P15104 0 1279.635 High 0 9.86E-05 31
High QVYEEEYG 7.3E-06 0 1 1 1 P08758 0 2888.238 High 0 1.96E-06 41
High QVVESAYEV 0.001636 0 1 1 2 P00338 0 1264.678 High 0 0.000456 42
High QVVDCQLA1xCarbami  2.45E-06 0 1 1 1 P28838 0 1672.832 High 0 6.57E-07 80
High QVLVAPGN1xCarbami  0.000919 0 1 1 1 P22102 0 1601.795 High 0 0.000255 23
High QVIDVLETD 0.00053 0 1 1 2 P80303 1 1599.849 High 0 0.000146 26
High QVKDNENV 6.82E-07 0 1 1 1 P02675 1 2124.009 High 0 1.81E-07 86
High QVGSGVTT 0.000214 0 2 2 1 P0DOX6; P0 0 1617.808 High 0 5.87E-05 46
High QVFGEATK 0.000825 0 1 1 2 P07339 1 1906.043 High 0 0.000229 28
High QVEKEETN 7.4E-05 0 1 1 1 Q8NBJ4 1 2298.121 High 0 2.02E-05 34
High QVEGMED 1xOxidatio  0.000944 0 1 1 7 P25311 1 1964.902 High 0 0.000261 30
High QVEGMED 1.24E-07 0 1 1 10 P25311 1 1948.907 High 0 3.27E-08 66
High QVCTDINEC4xCarbami     7E-08 0 1 1 1 P49747 0 3105.324 High 0 1.83E-08 33
High QVATALQN 4.12E-06 0 1 1 1 P18206 0 1314.738 High 0 1.11E-06 54
High RAPFDLFEN 0.000435 0 1 1 4 P07900 1 1264.643 High 0 0.00012 42
High SQVDHVIW 0.000267 0 2 2 1 O43865; Q 1 1536.792 High 0 7.34E-05 42
High RSDFASNC 3xCarbami    2.26E-08 0 1 1 1 P02774 1 3148.366 High 0 5.91E-09 96
High RSVQWCAV1xCarbami  1.59E-07 0 1 1 14 P02788 1 1746.859 High 0 2.28E-05 69
High SEEFLIAGK 1.08E-05 0 1 1 5 P01033 0 993.5251 High 0 5.16E-05 54
High SEDTAVYYC1xCarbami  1.47E-05 0 4 5 3 P01742; A0   0 1334.568 High 0 3.98E-06 46
High SEDTAMYY 1xCarbami  0.000378 0 0 0 3 0 1366.54 High 0.000142 0.000681 41
High SEDFGVNE 2.04E-07 0 1 1 7 P04083 0 1739.735 High 0 5.38E-08 88
High SEDCFILDH 1xCarbami  5.41E-05 0 1 1 2 P06396 0 1320.589 High 0 7.87E-05 55
High SEAITSVDD 1.06E-05 0 1 1 2 Q9H6S3 0 1276.638 High 0 2.87E-06 65
High SEAIIEHLCA1xCarbami  2E-07 0 1 1 1 Q8N474 0 1845.916 High 0 5.28E-08 51
High SDYLNTFEF 7.15E-06 0 1 1 1 O75874 0 1509.657 High 0 1.93E-06 62
High SEETKENEG 8.71E-07 0 1 1 4 P01024 1 1855.856 High 0 5.26E-07 67
High SDVYCEVC 2xCarbami   9.01E-07 0 1 1 2 P07602 0 1647.739 High 0 2.41E-07 62
High SDVVYTDW 0.000358 0 1 1 4 P02763 0 1112.526 High 0 9.88E-05 50
High SDVLQPGA 0.000537 0 1 1 1 P53992 0 1602.761 High 0 0.000148 24
High SDVGFLPPF 0.00129 0 1 1 5 P43652 0 1887.937 High 0.000536 0.003469 25
High SDVDLYQV 1.3E-05 0 0 0 1 0 1094.548 High 0 3.52E-06 67
High SDTSLTWN 0.000145 0 1 1 36 P02788 0 1237.606 High 0 8.38E-05 67
High SDTSGDYE 1.06E-05 0 1 1 1 P12429 0 1441.706 High 0 2.87E-06 53
High SDTFINLR 0.00037 0 1 1 1 P17655 0 965.5051 High 0 0.000102 36
High SDQLQQAV1xCarbami  5.05E-07 0 1 1 3 O94979 0 2242.056 High 0 4.27E-07 36
High SDVVYTDW 0.00129 0 1 1 7 P02763 1 1240.621 High 0 0.000358 48
High SEGGFIWA 1xCarbami  0.000544 0 1 1 2 O75874 0 1154.53 High 0.000536 0.003763 28
High SEGTYCCG 2xCarbami   2.68E-05 0 1 1 5 P21980 0 1481.651 High 0 2.62E-05 43
High SELEMVSG 8.31E-06 0 1 1 2 O60784 0 1220.594 High 0 2.24E-06 50
High SFTILLSNTE 0.00033 0 1 1 2 Q02487 0 1623.822 High 0 9.06E-05 36
High SFPDFPTPG 0.00059 0 1 1 2 P07741 0 1465.747 High 0 0.000163 35
High SFIKDYPVV 0.000257 0 1 1 2 P06733 1 2985.394 High 0 7.04E-05 18
High SFGTRPLSS 2.56E-05 0 1 1 1 Q9C0C2 0 2830.28 High 0 6.94E-06 37
High SFGSAQEFA 1.79E-05 0 1 1 2 P35606 0 2259.01 High 0 4.86E-06 25
High SFGQTPSQ 0.001299 0 1 1 2 P50851 0 1904.002 High 0 0.00036 30
High SFDSNAFTL 0.00061 0 0 0 2 0 1383.727 High 0 0.000169 34
High SFDSMISTN1xCarbami  4.28E-10 0 1 1 4 P00390 0 2573.175 High 0 1.09E-10 108
High SFCSMAGP 1xCarbami  3.09E-09 0 1 1 3 O94760 0 2155.016 High 0 7.94E-10 74
High SEYGAALAW 9.98E-05 0 1 1 2 P13671 0 1224.59 High 0 2.74E-05 40
High SEVLLVSED 8.03E-06 0 1 1 2 Q9UJ70 0 1175.615 High 0 2.17E-06 61
High SETITEEELV 1.42E-06 0 1 1 1 P16152 0 1692.836 High 0 3.79E-07 58
High SESELIDELS1xCarbami  0.000837 0 1 1 1 P20810 1 2287.987 High 0 0.000231 42
High SENFEELLK 0.000211 0 1 1 7 P29373 0 1108.552 High 0 5.8E-05 44
High SEMEVQDA 0.001152 0 1 1 1 Q9UQ80 0 1278.588 High 0 0.000319 31
High SELTQQLNA 2.01E-06 0 1 1 2 P06727 0 1634.838 High 0 5.37E-07 69
High SELIVVEEG 1.73E-08 0 1 1 1 Q9Y6U3 0 1857.969 High 0 4.52E-09 71
High SEIIPMFSN 4.22E-09 0 1 1 1 P30153 0 2138.007 High 0 1.09E-09 106
High SEILAHWSP 0.000746 0 1 1 1 P04114 0 1238.653 High 0 0.000206 26
High SDIIFFQR 0.001679 0 0 0 2 0 1025.541 High 0 0.000469 20
High RSDTSLTW 6.5E-06 0 1 1 32 P02788 1 1393.707 High 0 2.03E-05 60



High SDLEMQYE 0.000888 0 1 1 2 P35527 1 2299.12 High 0 0.000247 30
High SDGFSIETC 1xCarbami  0.000865 0 1 1 1 P17655 0 1143.499 High 0 0.00024 39
High SALYYVDLI 0.000132 0 1 1 3 P13798 0 1298.699 High 0 3.61E-05 50
High SALKDTYM 1xOxidatio  0.000825 0 1 1 1 Q96G03 1 1733.863 High 0 0.000228 36
High SALKDTYM 0.00024 0 1 1 1 Q96G03 1 1717.868 High 0 6.59E-05 37
High SAGWNIPIG1xCarbami  8.81E-11 0 1 1 9 P02787 0 2171.095 High 0 2.22E-11 108
High SAGFHPSG 4.44E-07 0 1 1 2 O95834 0 1799.94 High 0 1.18E-07 61
High SADTLWGI 0.000594 0 1 1 5 P00338 0 1118.584 High 0 0.000234 32
High SACGNCYL 2xCarbami   0.000122 0 1 1 1 Q6FI81 0 1490.615 High 0 3.35E-05 46
High SAATVLAYA 0.00105 0 1 1 1 Q8TE77 0 1125.597 High 0 0.000291 43
High SANSELGG 9.27E-06 0 0 0 1 0 1560.776 High 0 2.51E-06 39
High SAATSGAG 2.21E-10 0 1 1 3 Q7Z6Z7 0 1896.926 High 0 5.6E-11 114
High RWLQEGG 2xCarbami   7.1E-05 0 1 1 1 Q6UXB2 1 1679.726 High 0 1.94E-05 29
High RWLLLCNP 1xCarbami  9.58E-05 0 1 1 2 P11216 1 1998.084 High 0 2.62E-05 35
High RVVIACEGN1xCarbami  2.19E-05 0 1 1 1 P34096 1 1993.991 High 0 5.91E-06 41
High RVIISAPSAD1xOxidatio  4.59E-05 0 1 1 3 P04406 1 2385.205 High 0 4.94E-05 41
High RVIISAPSAD 4.5E-07 0 1 1 2 P04406 1 2369.21 High 0 1.19E-07 48
High RTVAAPSV 1.13E-09 0 1 1 21 P01834 1 2102.128 High 0 2.19E-08 74
High RTHLPEVFL 0.001593 0 1 1 1 P02774 1 1326.753 High 0 0.000443 31
High RTEGVGPG 1.72E-05 0 1 1 1 P27361 1 1740.895 High 0 4.65E-06 51
High SAADLISQA 0.000105 0 1 1 3 Q14195 0 1031.548 High 0 3.58E-05 53
High SASDLTWD 7.87E-05 0 1 1 5 P02787 0 1249.606 High 0 2.14E-05 61
High SASNMAIV 0.000269 0 1 1 3 P01023 0 1134.582 High 0 7.42E-05 61
High SATLASIDA 0.000245 0 1 1 2 P33176 0 1346.716 High 0 6.71E-05 31
High SDGALLLGA 0.000925 0 0 0 1 0 1403.749 High 0 0.000256 16
High SDFASNCCS3xCarbami    0.000594 0 1 1 1 P02774 0 2992.265 High 0 0.000164 54
High SCVITYLAQ 1xCarbami  0.000906 0 1 1 1 Q9Y365 0 1493.767 High 0 0.00025 24
High SCVGETTES2xCarbami   2.66E-05 0 1 1 1 P10643 0 2509.045 High 0 7.22E-06 26
High SCSFTAACC3xCarbami    3.15E-08 0 1 1 7 P13489 0 2289.98 High 0 8.21E-09 94
High SCQMNLVA1xCarbami  0.00129 0 0 0 3 0 2089.016 High 0 0.000357 19
High SCNQGPYP 1xCarbami  2.26E-06 0 1 1 4 Q15782 0 1560.784 High 0 6.03E-07 85
High SCLVRPLM 1xCarbami  2.66E-06 0 1 1 6 P30838 0 1631.824 High 0 7.12E-07 66
High SCHLAMAP1xCarbami    4.29E-08 0 1 1 37 P02788 0 1665.795 High 0 1.12E-08 61
High SCHLAMAP1xCarbami  2.14E-07 0 1 1 26 P02788 0 1649.8 High 0 5.74E-07 76
High SCESNSPFP3xCarbami    2.5E-06 0 1 1 9 P02774 0 2264.937 High 0.000142 0.000755 44
High SCEKEVVSA1xCarbami  0.001064 0 1 1 1 P28799 1 1892.953 High 0 0.000295 18
High SCAVAEYGV1xCarbami  4.17E-07 0 2 2 6 P00739; P0 0 1345.646 High 0 1.1E-07 78
High SCALDQNC 2xCarbami   1.04E-06 0 1 1 2 O75882 0 1663.695 High 0 2.76E-07 70
High SAWQTLNE 0.001614 0 0 0 1 0 1322.649 High 0 0.000448 22
High SAVTALWG 0.00023 0 1 1 1 P68871 0 932.52 High 0 6.33E-05 37
High SAVQGPPE 4xCarbami     0.000401 0 1 1 1 P01877 1 4871.207 High 0 0.000111 10
High SAVQGPPE 3xCarbami    5.41E-05 0 1 1 2 P01876 1 3514.594 High 0 1.48E-05 31
High SAVGHEYV 0.000212 0 0 0 1 0 1417.696 High 0 5.81E-05 29
High SDGIYIINLK 0.000227 0 1 1 3 P08865 0 1135.636 High 0 6.25E-05 40
High QQTEEMW 0.00136 0 1 1 1 Q01459 0 1645.825 High 0 0.000377 26
High SQVEPADY 0.000123 0 1 1 2 P48739 1 2337.125 High 0 3.37E-05 40
High SRLEQEIAT 4.18E-05 0 1 1 1 P08727 1 1365.712 High 0 1.14E-05 50
High TLSESAEGA1xCarbami  8.65E-08 0 1 1 2 Q9UBG3 0 3106.361 High 0 2.27E-08 67
High TIQQCCEN 2xCarbami   5.22E-08 0 1 1 3 P55786 0 2075.041 High 0 7.27E-07 71
High TIQFVDWC 1xCarbami  1.93E-05 0 1 5 2 Q9BQE3 0 1598.767 High 0 5.24E-06 47
High TIPTDDNVV1xCarbami  0.000277 0 1 1 1 P47895 0 1537.732 High 0 7.61E-05 45
High TIPIDGNFFT 2.45E-06 0 1 1 5 P00352 0 1544.774 High 0 6.55E-07 63
High TLPGWNTD 0.000106 0 1 1 2 P30520 0 1444.718 High 0 2.89E-05 46
High TINSDISIPE 1xOxidatio  1.07E-05 0 1 1 1 O75556 1 3314.598 High 0 2.89E-06 51
High TINSDISIPE 1.17E-08 0 1 1 2 O75556 1 3298.604 High 0 3.03E-09 77
High TLSFGSDLN 3.03E-05 0 1 1 1 Q14152 0 1444.707 High 0 8.21E-06 58
High TINSDISIPE 1.5E-05 0 1 1 32 O75556 0 1379.705 High 0 4.07E-06 64
High TLNICEVGT 1xCarbami  0.000286 0 1 1 2 P13671 0 1275.673 High 0 7.87E-05 41
High TINEVENQ 0.000111 0 2 2 3 P12814; O4 0 1429.765 High 0 3.04E-05 44
High TLMNLGGL1xOxidatio  6.82E-07 0 1 1 2 P37802 0 1231.683 High 0 1.81E-07 59
High TLMNLGGL 1.57E-06 0 1 1 5 P37802 0 1215.688 High 0 4.18E-07 54
High TIMEQFNP 0.001078 0 0 0 2 0 1335.673 High 0 0.0003 23
High TLMAQSIYG 4.72E-06 0 1 1 1 Q14204 0 1196.609 High 0 1.26E-06 60
High TLIQNCGAS1xCarbami  0.00013 0 1 1 2 P49368 0 1333.689 High 0 3.55E-05 41
High TLINAEDPP 0.001397 0 1 1 2 P46940 0 1553.836 High 0.000142 0.000749 38
High TLNQPDSQ 7.44E-08 0 1 1 4 P01009 0 2574.341 High 0 1.96E-08 79
High TIIIGHSSGA 4.04E-06 0 1 1 2 O75884 0 1497.821 High 0 1.08E-06 52
High TLSGLEVSM 3.64E-06 0 1 1 1 P00390 0 1616.868 High 0 9.76E-07 51
High TLSPTPSAE 2.06E-05 0 1 1 1 O14639 0 1620.786 High 0 5.56E-06 50
High TMLLQPAG 2.64E-07 0 1 1 2 P41222 0 1743.873 High 0 7E-08 60
High TMLELLNQ 0.00014 0 1 1 1 P17980 0 2189.127 High 0 3.85E-05 20
High TMFIGGSQ 0.001015 0 1 1 1 P80108 0 1296.662 High 0 0.000282 48
High TIYTPGSTV 7.35E-05 0 1 1 3 P01024 0 1370.731 High 0 0.000193 46
High TLWIWECG1xCarbami  0.000154 0 1 1 2 P13489 0 1477.751 High 0 4.23E-05 31
High TLVYGGIFL 2.1E-07 0 1 1 4 P09467 0 1555.852 High 0 5.55E-08 56
High TLVWSEKE 0.000475 0 1 1 2 P09960 1 1475.774 High 0 0.000131 34
High TIVWEGKN 4.82E-05 0 1 1 1 O60547 1 1630.818 High 0 1.31E-05 43
High TLSGMESY 1xCarbami  0.00015 0 1 1 4 P50991 0 1302.582 High 0 0.000041 49
High TLVGVGAS 0.000296 0 1 1 1 P19971 0 1142.689 High 0 8.16E-05 33
High TLTPIIQEYF 0.001425 0 1 1 2 Q53EL6 0 2706.308 High 0 0.000396 20
High TLTIVDTGIG1xOxidatio  7.01E-06 0 2 2 6 P07900; P0 0 1365.729 High 0 1.88E-06 52
High TLTIVDTGIG 2.18E-08 0 2 2 26 P07900; P0 0 1349.734 High 0 5.68E-09 79
High TITLEVEPSD 6.11E-07 0 1 4 3 P62979 1 1987.059 High 0 5.49E-07 57
High TLTGTVIDS 1xCarbami  1.64E-06 0 1 1 3 P61158 0 3058.577 High 0 3.21E-06 38
High TLTGTAALT 8.64E-09 0 1 1 2 P09960 0 1917.988 High 0 2.23E-09 58
High TLTAAAVSG 0.000137 0 1 1 4 O60664 0 1527.874 High 0 3.77E-05 48
High TISSSLAVV 1xCarbami  0.001397 0 1 1 2 P13797 0 2804.475 High 0 0.000388 23
High TLTSSGQVT1xCarbami  1.19E-08 0 1 1 2 Q7Z4S6 0 1998.94 High 0 3.1E-09 85
High TLLGDGPVV 0.000888 0 1 1 2 P52566 0 1311.715 High 0 0.000246 49
High TLGLYGKDQ1xOxidatio  1.03E-08 0 1 1 3 P09211 1 2865.393 High 0 1.13E-08 74
High TLGLYGKDQ 3.74E-08 0 1 1 1 P09211 1 2849.399 High 0 9.77E-09 80
High TKPSDEEM 1.94E-08 0 1 1 6 P07108 0 1957.936 High 0 6E-09 92
High TKPQDMIS 2.17E-08 0 1 1 2 P20810 0 2615.335 High 0 5.66E-09 62
High TKGVDEVT 7.3E-07 0 1 1 2 P07355 1 1771.991 High 0 1.94E-07 57
High TKFPAEQYY 9.08E-06 0 1 1 3 Q15631 1 1302.648 High 0 2.45E-06 50



High TKEEYGHSE1xCarbami  6.27E-10 0 1 1 6 P08603 1 2259.998 High 0 8.15E-10 78
High TKEAQPGQ 0.000229 0 1 1 2 Q14766 1 2173.125 High 0 6.3E-05 31
High THYYAVAV 0.00043 0 1 1 21 P02788 0 1150.626 High 0 0.00031 54
High THYSNIEAN 1.29E-05 0 1 1 3 P04632 0 1777.799 High 0 3.49E-06 33
High TKVEAFQTT 0.000679 0 1 1 5 Q9UL46 1 1352.742 High 0 0.000188 37
High THTCPPCPA2xCarbami   8.83E-07 0 1 2 6 P0DOX5 0 2844.458 High 0 2.35E-07 38
High THINIVVIG 2.37E-05 0 2 3 2 Q05639; P6 0 1588.881 High 0 6.42E-06 33
High TGYYFDGIS 0.000877 0 1 1 2 P23142 0 1178.548 High 0 0.000243 34
High TGTSCALDC2xCarbami   2.47E-06 0 0 0 1 0 1495.663 High 0 6.6E-07 64
High TGTITTFEH 0.000122 0 1 1 4 P13639 0 1615.765 High 0 3.35E-05 39
High TGTILFMGR 0.000502 0 1 1 3 Q99574 0 995.5343 High 0 0.000139 28
High TGSGDIENY 4.2E-08 0 1 3 1 P04745 0 1739.783 High 0 1.1E-08 84
High TGQATVAS 1xCarbami  2.04E-05 0 1 1 3 P00558 1 2605.239 High 0 5.53E-06 57
High TGQATVAS 1xCarbami  4.78E-07 0 1 1 2 P00558 0 2477.144 High 0 1.27E-07 49
High THLPGFVEQ 3.5E-05 0 1 1 10 P30044 0 1539.817 High 0 2.72E-05 44
High TIAECLADE 1xCarbami  2.64E-09 0 1 1 3 P46782 0 1631.831 High 0 6.81E-10 96
High TLAESALQL 4.56E-05 0 1 1 2 Q9Y490 0 1521.852 High 0 1.24E-05 29
High TLAMDTILA 2.16E-05 0 1 1 2 P46926 0 1289.688 High 0 5.83E-06 66
High TLGILGLGR 0.000679 0 1 1 2 O43175 0 899.5673 High 0 0.000188 37
High TIGGGDDS 1xCarbami  9.01E-07 0 1 1 1 P68366 0 2067.896 High 0 2.39E-07 81
High TIGGGDDS 1.04E-09 0 1 5 6 Q9BQE3 0 2007.893 High 0 2.67E-10 99
High TLGECGFTS1xCarbami  1.45E-07 0 0 0 2 0 2636.325 High 0 3.82E-08 68
High TLFQIQAER 0.001043 0 1 1 1 Q16222 0 1105.6 High 0 0.000289 22
High TLEIPGNSD 4.72E-05 0 1 2 1 P0C0L5 0 2551.177 High 0 1.28E-05 50
High TIEEYAVCP 1xCarbami  0.000147 0 1 1 2 P36871 0 1437.693 High 0 4.04E-05 53
High TLEEGHDFI 4.47E-06 0 0 0 2 0 2904.441 High 0 1.2E-06 33
High TLEDPDLNV 0.000188 0 1 1 3 Q86VP6 0 1171.595 High 0 0.000207 33
High TLEAQLTPR 0.000162 0 1 1 3 P05546 0 1028.573 High 0 9.96E-05 48
High TLDSWRDE 0.000107 0 1 1 6 P51149 1 1933.977 High 0 2.92E-05 29
High TLDLGENQ 6.96E-05 0 1 1 1 P02750 0 2037.086 High 0 1.9E-05 34
High TIDGQQTIIA1xCarbami  0.0011 0 1 1 1 P52907 0 2314.15 High 0 0.000305 21
High TLDGGLNV 1.82E-05 0 1 1 3 Q16851 0 1983.112 High 0 4.93E-06 36
High TLDEFTIIQN 1.3E-06 0 1 1 3 P00736 0 2254.15 High 0 0.000135 40
High TICSHVQN 1xCarbami  0.000602 0 1 1 1 P32969 0 1330.661 High 0 0.000166 27
High TICESSGIW 2xCarbami   2.2E-05 0 0 0 3 0 2063.952 High 0 2.51E-05 54
High TLAQLNPES 3.57E-06 0 1 1 3 P06744 0 1832.016 High 0 9.56E-07 48
High TIAQDYGV 0.00053 0 1 1 12 Q06830 0 1107.604 High 0 0.000146 60
High TMLQIGVM 2.04E-06 0 1 1 5 P55058 0 1632.827 High 0 5.47E-07 61
High TMLQIGVM1xOxidatio  1.36E-06 0 1 1 2 P55058 0 1648.822 High 0 3.63E-07 50
High TMQALPYS 1xOxidatio  2.16E-06 0 1 1 4 P01024 0 2594.303 High 0 8.64E-06 37
High TMQDSVED 0.001002 0 1 1 2 P19013 0 1199.525 High 0 0.000278 53
High TSTTSSMVA 0.000727 0 0 0 2 0 1552.727 High 0 0.000202 54
High TSTSEEVCS 1xCarbami  0.00036 0 1 1 1 P01031 0 1550.704 High 0 9.93E-05 48
High TSTADYAM 0.00067 0 1 1 3 P02679 0 1134.514 High 0 0.000185 46
High TSSFALNLP 5.26E-05 0 1 1 2 P04114 0 1616.889 High 0 1.43E-05 47
High TSRPENAIIY 2.31E-07 0 1 1 2 P29401 0 2508.211 High 0 6.11E-08 60
High TSQTVATFL 1.57E-05 0 1 1 1 P52888 0 1651.854 High 0 4.24E-06 40
High TSMNVNEI 0.000157 0 0 1 1 0 1568.781 High 0 4.31E-05 46
High TSMCSIQSA1xCarbami  0.000415 0 1 1 3 P20810 0 1817.877 High 0 0.000115 26
High TSYLTELIDR 0.000177 0 2 2 1 Q9Y6E0; Q 0 1210.631 High 0 4.85E-05 33
High TSLPAWSA 4.23E-06 0 1 1 2 Q3LXA3 0 1977.941 High 0 1.14E-06 51
High TSIEDQDEL 3.75E-05 0 1 1 1 P56537 0 2584.346 High 0 1.02E-05 41
High TSFVNFTDI 1xCarbami  0.000982 0 1 1 1 P20042 0 1331.63 High 0 0.000272 26
High TSFFQALGI 2.95E-05 0 1 2 2 P05388 0 1313.71 High 0 8.01E-06 48
High TSEVDLAKP 0.000328 0 1 1 3 Q8WUM4 0 1299.752 High 0 9E-05 41
High TSESLCQNN1xCarbami  1.97E-06 0 1 1 1 O14980 0 1636.803 High 0 5.26E-07 60
High TSESGTPSS 1xCarbami  1.45E-05 0 1 1 1 P03952 0 2732.257 High 0 3.93E-06 31
High TSESGELHG 3.98E-07 0 1 1 1 P02766 0 2455.151 High 0 1.05E-07 32
High TSDSTFLVF 0.001215 0 1 1 1 P29466 0 1697.832 High 0 0.000338 26
High TSIFWNDV 0.000666 0 1 1 1 P55884 1 2035.013 High 0 0.000184 14
High TTANAIYCP1xCarbami  0.000512 0 1 1 1 O00231 0 1235.609 High 0 0.000142 31
High TTCHDFLEC2xCarbami   0.000653 0 1 1 1 P98095 0 1835.78 High 0 0.000181 8
High TTCWDGKL2xCarbami   2.74E-06 0 2 2 3 P08603; Q0 1 1829.82 High 0 7.33E-07 68
High TVAGQDAV 2.4E-07 0 1 1 3 P30043 0 1512.874 High 0 6.33E-08 81
High TVAGGAW 4.85E-07 0 0 0 2 0 1826.928 High 0 1.85E-07 48
High TVAEGHGD 3.18E-07 0 1 1 7 O95834 0 1676.824 High 0 8.43E-08 68
High TVAAPSVFI 3.85E-07 0 1 1 172 P01834 0 1946.027 High 0 9.02E-06 56
High TVAACNLP 1xCarbami  0.000995 0 1 1 2 P02760 0 1213.672 High 0 0.000277 49
High TTQFSCTLG1xCarbami  1.3E-08 0 1 1 3 Q01469 1 2278.029 High 0 3.38E-09 114
High TTQFSCTLG1xCarbami  4.26E-05 0 1 1 5 Q01469 0 1271.594 High 0 1.66E-05 50
High TTQETIDKT 2.57E-10 0 1 1 1 Q15847 1 2313.12 High 0 6.53E-11 95
High TTPPVLDSD 3.38E-07 0 1 1 3 P01861 0 1901.928 High 0 8.91E-08 69
High TTPPVLDSD 5.91E-05 0 1 2 4 P0DOX5 0 1873.922 High 0 0.000197 52
High TTPPMLDS 1xOxidatio  2.28E-06 0 1 1 8 P01859 0 1921.889 High 0 9.69E-05 48
High TTPPMLDS 4E-08 0 1 1 6 P01859 0 1905.894 High 0 1.05E-08 56
High TTNIQGINL 9.92E-05 0 1 2 1 P0C0L5 0 1563.849 High 0 2.72E-05 31
High TTMRPQSF 1xCarbami  1.92E-06 0 1 1 2 Q13126 0 2000.87 High 0 7.67E-06 36
High TTLVIMER 0.000963 0 1 1 1 Q14974 0 962.5339 High 0 0.000267 29
High TTLSGAPCQ1xCarbami  7E-07 0 1 1 7 P00748 0 1995.923 High 0 3.64E-07 78
High TTHFVEGG 5.23E-05 0 1 1 1 P18124 1 2115.98 High 0 1.42E-05 27
High TTGIVMDS 1xOxidatio  1.34E-08 0 1 2 4 P60709 0 3199.609 High 0 3.48E-09 60
High TTGIVMDS 3.42E-09 0 1 2 27 P60709 0 3183.614 High 0 2.82E-07 55
High TSDQIHFFF 0.000772 0 1 1 5 P01008 0 1340.663 High 0 0.000213 35
High TGPLPPGPP 4.32E-05 0 1 1 2 Q14914 0 2073.138 High 0 1.17E-05 59
High TSDIFGSPV 0.00064 0 1 1 3 Q9H910 0 1438.717 High 0 0.000227 26
High TREEECHFY1xCarbami  1.01E-05 0 1 1 2 Q13162 1 2443.073 High 0 5.56E-06 46
High TPENYPNA 1xCarbami  3.16E-06 0 1 1 1 P00747 0 1900.832 High 0 8.44E-07 41
High TPELTWER 0.000232 0 2 2 7 O43865; Q 0 1031.516 High 0.000257 0.001006 42
High TPDKVNHA 0.000482 0 1 1 3 P09668 1 1797.949 High 0 0.000133 32
High TPCTVSCNI 3xCarbami    2.57E-07 0 1 1 2 P02675 1 2548.22 High 0 6.78E-08 38
High TPCTVSCNI 2xCarbami   2.17E-05 0 1 1 4 P02675 0 1618.793 High 0 5.9E-06 47
High TPAQYDAS 3.07E-05 0 1 2 1 P07355 0 1222.595 High 0 8.32E-06 50
High TPAQFDAD 1.11E-06 0 1 1 6 P04083 0 1262.601 High 0 2.94E-07 81
High TPALIALR 0.000393 0 2 3 3 P52895; Q0 0 854.5458 High 0 0.000108 52
High TPEVTCVVV1xCarbami  3.05E-09 0 1 2 21 P0DOX5 0 2139.027 High 0 7.82E-10 68



High TNISDEESE 1xOxidatio  0.000101 0 1 1 2 P18206 0 3062.404 High 0 2.76E-05 33
High TNLESILSYP 3.69E-05 0 1 1 2 P05155 0 1264.678 High 0 1E-05 53
High TNLEEFASK 0.001453 0 1 1 1 Q96H20 0 1038.51 High 0 0.000403 26
High TNHSNIMD 0.000192 0 1 1 1 P61201 0 1559.727 High 0 5.26E-05 26
High TNAENEFV 2.26E-05 0 1 1 10 P04264 1 1393.732 High 0 6.15E-06 65
High TNAENEFV 0.001085 0 1 1 1 P04264 0 1265.637 High 0 0.000301 48
High TMYLLGYIP 0.000466 0 1 1 1 P35606 0 1198.654 High 0 0.000129 29
High TMSEVGGS 6.46E-06 0 1 1 1 P07339 0 1535.762 High 0 1.74E-06 52
High TMQDSVED 0.001434 0 1 1 2 P19013 1 1428.668 High 0 0.000399 43
High TNISDEESE 8.94E-09 0 1 1 2 P18206 0 3046.409 High 0 2.32E-09 66
High TPGAAANL 2.1E-05 0 1 1 1 P04217 0 2296.183 High 0 5.69E-06 22
High TPGAVNAC 3xCarbami    1.19E-10 0 1 1 411 P61626 0 2927.381 High 0 1.2E-09 106
High TPLLLMLGQ 8.78E-06 0 1 1 1 P13798 0 1385.746 High 0 2.36E-06 65
High TQYSSAML 2.97E-06 0 1 1 1 P55786 0 1765.915 High 0 7.98E-07 73
High TQTVCNFT 1xCarbami  1.49E-05 0 1 2 11 Q01469 1 3121.464 High 0 9.9E-05 56
High TQTVCNFT 1xCarbami  1.23E-07 0 1 2 3 Q01469 0 2434.109 High 0 3.24E-08 103
High TQSSLVPAL 0.000232 0 1 1 3 O60888 0 1533.827 High 0 6.39E-05 46
High TQPNLDNC1xCarbami  8.03E-05 0 1 1 13 P01034 0 2060.961 High 0 7.36E-05 45
High TQPGEGLE 2E-05 0 1 1 2 Q6P6B1 1 2633.233 High 0 5.42E-06 49
High TQILAASYE 9.2E-05 0 0 0 2 0 1373.742 High 0 0.000437 30
High TQIAICPNN1xCarbami  0.000767 0 1 1 3 O15143 0 2066.012 High 0 0.000212 20
High TQEFPQILT 8.59E-07 0 1 1 2 Q9NZ08 0 1515.853 High 0 2.29E-07 63
High TQAIVCQQ 1xCarbami  0.000661 0 1 1 1 P61221 0 1767.942 High 0 0.000183 29
High TQAFQEQE 1xCarbami  0.000184 0 1 1 1 Q8TE77 0 2748.228 High 0 5.04E-05 19
High TQADLDSLV 0.00025 0 1 1 1 Q7Z4W1 0 1117.585 High 0 6.86E-05 39
High TPVQMMY 0.001009 0 1 1 3 P05120 0 1138.575 High 0.000257 0.001197 39
High TPVLFDIYE 0.001532 0 1 1 1 P50995 0 1337.735 High 0 0.000426 42
High TPVEPEVAI 0.000153 0 1 1 1 P60866 0 1247.674 High 0 4.21E-05 33
High TPSGLYLGT1xCarbami  1.91E-05 0 1 1 1 P98160 0 1353.647 High 0 5.18E-06 50
High TPSCGDICN2xCarbami   2.2E-05 0 1 1 3 P04003 0 1492.656 High 0 5.95E-06 60
High TPSAAYLW 2.11E-08 0 1 1 1 P06396 0 1837.897 High 0 5.49E-09 67
High TPPYADPSL 0.000229 0 0 0 2 0 1511.785 High 0 6.3E-05 35
High TSACGLFSV2xCarbami   4.09E-05 0 1 2 2 P30153 0 1517.688 High 0 1.12E-05 56
High TGPLLIELR 0.000488 0 1 1 1 Q9Y6W3 0 1011.62 High 0 0.000135 29
High TGLVEFAR 0.001223 0 1 1 9 P31939 0 892.4887 High 7.47E-05 0.000495 36
High TGISPLALIK 1.07E-05 0 1 1 2 P04114 0 1012.64 High 0 2.88E-06 51
High SVRPNDEV 1xCarbami    1.61E-06 0 1 1 3 P12273 1 2831.464 High 0 4.3E-07 61
High SVRPNDEV 8.28E-11 0 1 1 13 P12273 0 2069.124 High 0 2.09E-11 99
High SVQWCAVS1xCarbami  1.72E-07 0 1 1 68 P02788 0 1590.758 High 0 2.58E-07 68
High SVPPSASHV 2.1E-05 0 1 1 3 P00450 0 2531.245 High 0 5.67E-06 24
High SVNGKEDA 2.99E-07 0 1 1 44 P02788 1 1614.86 High 0 7.92E-08 92
High SVNESLNN 0.001614 0 1 1 2 Q00610 0 2355.146 High 0 0.000448 22
High SVMDATQI 1xCarbami  1.38E-07 0 1 1 2 P34932 0 1648.815 High 0 3.65E-08 70
High SVLVSVSEV 0.000339 0 1 1 1 O95361 0 1046.609 High 0 9.35E-05 40
High SVSLPSLDP 0.001223 0 1 1 6 P04114 0 1271.684 High 0.000536 0.00374 45
High SVLTGGLDA 0.000176 0 1 1 1 Q8IWE2 0 1519.837 High 0 4.82E-05 37
High SVIPSDGPS 1xCarbami  7.06E-05 0 1 1 21 P02787 0 1415.72 High 0 1.92E-05 58
High SVLGQLGIT 0.001701 0 1 1 5 P01009 0 1015.615 High 0 0.000474 26
High SVIEQGGIQ 9.71E-08 0 1 1 3 Q8WUM4 0 1727.954 High 0 2.56E-08 67
High SVFPEQAN 0.000183 0 1 1 1 O43242 0 1661.767 High 0 5.02E-05 35
High SVEFEEMD 1.3E-05 0 1 1 1 Q14376 0 1979.938 High 0 3.52E-06 56
High SVDPDSPA 6.5E-06 0 1 1 1 O14745 0 1400.665 High 0 1.75E-06 52
High SVDNRPQA 8.09E-06 0 1 1 2 Q9Y6D6 0 2297.173 High 0 2.18E-06 43
High SVDEVFDEV 3.1E-05 0 1 1 2 P30085 1 1954.928 High 0 8.42E-06 43
High SVLSGGPLP 0.000288 0 1 1 1 P35219 0 2214.119 High 0 7.92E-05 16
High SVTEQGAE 3.03E-08 0 1 1 4 P63104 0 1548.714 High 0 7.92E-09 93
High SVVGDVLE 2.26E-07 0 1 1 3 P98088 0 1536.769 High 0 5.98E-08 75
High SVVLMSHL 3.69E-05 0 1 1 1 P00558 0 2035.046 High 0 1E-05 33
High SYSCQVTH 1xCarbami  5.19E-07 0 2 6 12 P0DOY2; P0 0 1711.759 High 0 1.38E-07 51
High SYRPGAVV 3xCarbami    9.08E-05 0 1 1 1 P98088 1 2584.17 High 0 2.48E-05 19
High SYQDPSNA 4.23E-07 0 1 1 1 Q9UNZ2 0 1754.834 High 0 1.12E-07 76
High SYPGLTSYL 0.000427 0 1 1 1 P80188 0 1255.668 High 0 0.000118 55
High SYIYSGSHD 2.65E-06 0 1 1 3 O75083 0 3136.319 High 0 3.5E-05 42
High SYLSMVGS 3xCarbami      2.07E-05 0 1 1 2 P02774 0 2371.044 High 0 5.61E-06 52
High SYIQSLPQT 0.001679 0 1 1 1 O15264 0 1289.685 High 0 0.000468 45
High SYLLSMGIA 8.03E-07 0 1 1 1 Q86VN1 0 1521.809 High 0 2.14E-07 59
High SYGPAPGA 4.38E-06 0 0 0 1 0 2597.259 High 0 1.17E-06 44
High SYELPDGQV 5.78E-08 0 3 10 6 P60709; Q5  0 1790.892 High 0 1.52E-08 79
High SYDWSQIT 4E-08 0 1 1 1 Q01459 0 1703.828 High 0 1.05E-08 80
High SYDVPPPPM 0.00061 0 1 2 4 P18669 0 2417.112 High 0.000472 0.002268 31
High SYDPPCPG 2xCarbami   2.04E-06 0 1 1 5 O60936 0 2794.235 High 0 1.38E-06 37
High SWVNQME 5.3E-07 0 1 1 2 P46940 0 1681.749 High 0 1.41E-07 64
High SWIEEQAM 3.24E-07 0 1 1 4 P28838 0 1782.873 High 0 8.6E-08 55
High SWHPEEFN2xCarbami   0.000148 0 1 1 2 Q96HC4 0 1701.69 High 0 4.06E-05 21
High SWGPYITC 2xCarbami   1.2E-10 0 1 1 7 P20061 0 2239.002 High 0 3.03E-11 81
High SVVTGGVQ1xOxidatio  0.000919 0 1 1 3 O60664 0 1379.695 High 0 0.000254 25
High SVVTGGVQ 2.95E-07 0 1 1 1 O60664 0 1363.7 High 0 7.78E-08 68
High SVAWAPSG1xCarbami  0.000396 0 1 1 1 O76071 0 1689.838 High 0 0.000109 28
High SYSPYDML 0.000214 0 1 2 1 P07355 0 1460.673 High 0 5.86E-05 52
High SVASGGWQ 4.82E-05 0 1 1 1 Q9UJW0 0 1879.868 High 0 1.31E-05 42
High STYNHLSSW 0.000123 0 1 1 1 P61106 0 1650.787 High 0 3.37E-05 19
High SSSNEEVM 0.000137 0 1 1 1 P01023 0 1697.841 High 0 3.74E-05 47
High SSSADFGTF 0.000407 0 1 1 1 P52594 0 2345.064 High 0 0.000112 33
High SSNNPHSP 4.18E-05 0 1 1 2 P09871 0 2186.051 High 0 0.000427 32
High SSNLIILEEH 0.000134 0 1 1 3 P08603 0 1395.784 High 0 3.66E-05 38
High SSLQSQCLN1xCarbami  7.97E-08 0 1 1 1 Q14204 0 1505.763 High 0 2.1E-08 66
High SSLNDPLCL 2xCarbami   7.6E-05 0 1 1 2 O43490 0 2386.113 High 0 3.79E-05 37
High SSGVPDRFS 0.000466 0 1 1 1 A0A075B6I 1 1620.834 High 0 0.000128 31
High SSGSLLNNA 0.000888 0 1 2 10 P01023 0 1103.606 High 0 0.000246 47
High SSSNEEVM 1xOxidatio  6.96E-06 0 1 1 1 P01023 0 1713.836 High 0 1.88E-06 36
High SSGSALTVW 7.2E-07 0 1 1 1 Q13630 0 1489.739 High 0 1.91E-07 57
High SSGEIVYCG 1xCarbami  1.89E-06 0 1 1 1 Q02543 0 1602.747 High 0 5.07E-07 36
High SSEQGLDE 0.000727 0 1 1 2 O95171 0 1639.792 High 0.000257 0.000956 37
High SSEDPNED 5.52E-06 0 1 1 6 P01591 0 1389.613 High 0 1.48E-06 62
High SSAYESLME 0.00053 0 1 1 1 Q14974 0 1356.672 High 0 0.000146 22



High SSAQLSDG 1.11E-06 0 1 1 1 O15231 0 2945.42 High 0 2.96E-07 55
High SSALQWLT 3.2E-05 0 1 1 1 P09960 0 1632.823 High 0 8.69E-06 37
High SRYDSIDSY 0.001351 0 1 1 2 P48506 1 1433.691 High 0 0.000376 16
High SRQELASG 0.000415 0 1 1 1 O95359 1 2336.22 High 0 0.000114 26
High SSGLVSNA 2.03E-05 0 0 0 1 0 1384.754 High 0 5.48E-06 54
High SSSQPSSCC2xCarbami   1.84E-06 0 1 1 1 Q13501 0 3239.4 High 0 4.92E-07 45
High SSSSGHYVS 0.000308 0 1 1 3 P54578 0 1323.633 High 0 8.48E-05 36
High SSSSVTTSE 1xCarbami  8.48E-06 0 1 1 1 P50552 0 2707.164 High 0 2.29E-06 26
High STVISYECC 2xCarbami   4.5E-05 0 1 1 1 Q15582 0 1692.724 High 0 1.22E-05 40
High STSVNLNQ 4.21E-05 0 0 0 2 0 1590.808 High 0 1.15E-05 56
High STSVGPLYS 1xCarbami  0.00015 0 1 1 1 Q8WXI7 0 1283.605 High 0 4.11E-05 33
High STSSFPCPA 1xCarbami  0.000424 0 1 1 1 Q08380 0 1768.786 High 0 0.000117 27
High STSKEPVDF 9.65E-05 0 0 0 1 1 1822.886 High 0 2.64E-05 28
High STSGGTAA 1xCarbami  2.54E-05 0 2 3 12 P0DOX5; P0 0 1321.678 High 0 7.86E-06 66
High STSESTAAL 1xCarbami  9.32E-08 0 2 2 10 P01861; P0 0 1423.71 High 0 2.45E-08 79
High STQAPLIIRP 0.001223 0 1 1 1 P43490 0 2235.234 High 0 0.000339 46
High STMVGTPY 3.59E-06 0 1 2 1 Q13177 0 1924.93 High 0 9.66E-07 38
High STITEIKECA 1xCarbami  0.001679 0 1 1 2 Q92896 1 1776.868 High 0 0.000469 17
High STLTDSLVC 1xCarbami  7.2E-05 0 1 1 2 P13639 0 1123.566 High 0 1.97E-05 51
High STLNEIYFG 0.000582 0 1 1 1 P47756 0 1171.599 High 0 0.00016 57
High STLINSLFLT 4.12E-05 0 1 1 1 Q15019 0 1881.996 High 0 1.12E-05 45
High STLLLYQSP 0.000976 0 0 0 2 0 1867.021 High 0.000414 0.001797 32
High STGKPTLYN1xCarbami  2.37E-05 0 2 2 2 P0DOX6; P0 0 2365.105 High 0 6.45E-06 44
High STGGAPTF 8.83E-05 0 1 1 8 P07737 0 1379.717 High 0 0.000167 49
High STDYGIFQI 9.19E-08 0 1 1 631 P61626 0 1400.68 High 0 3.46E-08 92
High STAGDTHL 8.48E-07 0 1 2 6 P11142 0 1691.726 High 0 2.14E-06 50
High SSVLENFVG 0.00116 0 1 3 1 P50570 0 1107.579 High 0 0.000322 34
High SVAADFIQQ 3.07E-06 0 1 1 1 Q9BUT1 0 1304.696 High 0 8.23E-07 57
High SQVVAGTN 0.000412 0 1 1 5 P04080 0 1326.705 High 0 0.000213 36
High SYTVAIAGY 1xOxidatio  1.2E-06 0 1 1 3 P01024 0 1687.847 High 0 8.62E-07 54
High TAAENDFV 0.001351 0 1 1 1 P19013 1 1334.731 High 0 0.000376 33
High TFDCGPGL 3xCarbami    0.00061 0 1 1 1 Q9UBT3 0 1413.571 High 0 0.000169 38
High TFCNCFVG 2xCarbami   3.31E-06 0 1 1 1 Q9Y263 0 1516.667 High 0 8.9E-07 50
High TFAYTNHTV 4.41E-07 0 1 1 3 P06737 0 1861.944 High 0 1.17E-07 92
High TFAPEEISA 0.00124 0 1 1 2 P11021 0 1536.798 High 0 0.000345 44
High TEVSSNHV 2.14E-07 0 1 1 5 P01023 0 1617.848 High 0 5.65E-08 84
High TEVNYTQLV 5.12E-06 0 1 1 3 P36969 0 1658.85 High 0 1.38E-06 78
High TEPTAQQN 4.75E-05 0 1 2 1 B5ME19 0 1754.928 High 0 1.3E-05 43
High TENLLGSYF 0.000108 0 1 1 3 Q06323 0 1268.652 High 0 4.84E-05 61
High TFDQLTPD 0.000152 0 0 0 2 1 1565.744 High 0 4.17E-05 44
High TELRPGETL 6.5E-06 0 1 1 3 P01024 0 1872.034 High 0 9.02E-06 47
High TELISVSEVH 0.000237 0 1 1 3 P42224 0 1453.765 High 0 6.51E-05 36
High TELLNVCM 1xCarbami  0.00067 0 1 1 1 P15328 0 1292.634 High 0 0.000185 30
High TEIEDFPR 0.000505 0 1 1 3 P06865 0 1006.484 High 0 0.000139 58
High TEIDKPSQM 2.57E-06 0 1 1 1 P02751 0 2462.208 High 0 6.87E-07 38
High TEHYEEQIE 3.52E-06 0 1 1 2 P02748 0 1523.701 High 0 9.47E-07 65
High TEHPFTVEE 3.09E-07 0 1 1 3 P01023 0 1672.858 High 0 8.18E-08 61
High TEGDGVYT 9.39E-06 0 1 1 2 P00738 0 1439.665 High 0 2.53E-06 58
High TEGDGVYT 9.27E-06 0 2 2 2 P00739; P0 0 1311.606 High 0 5.41E-06 55
High TELPQFVSY 2.63E-05 0 1 1 4 Q14166 0 1642.822 High 0 5.75E-05 42
High TFDQLTPEE 0.000154 0 1 1 1 O43852 0 1294.616 High 0 4.24E-05 59
High TFDQLTPEE 0.000888 0 1 1 2 O43852 1 1579.76 High 0 0.000246 39
High TFHFNTVE 3.67E-07 0 1 1 16 P30740 0 1602.766 High 0 7.18E-06 57
High TGLQEVEV 3.38E-05 0 1 1 2 P01024 0 1002.547 High 0 9.21E-06 48
High TGHMCPFT2xCarbami   0.000156 0 1 1 3 P98088 0 1521.628 High 0 4.29E-05 29
High TGESVEFVC1xCarbami  0.000101 0 1 1 3 P08603 0 1155.535 High 0 5.36E-05 47
High TGASWTDN 0.000526 0 0 0 1 0 1422.668 High 0 0.000146 28
High TGALLLQG 2.61E-05 0 1 1 2 Q07812 0 1431.795 High 0 7.07E-06 51
High TFYWDFYT 0.000618 0 1 1 6 P12273 0 1412.627 High 0.000504 0.002633 36
High TFYEPGEEIT1xCarbami  6.24E-07 0 1 1 2 P02749 0 2383.091 High 0 1.66E-07 59
High TFVPGCQP 1xCarbami  5.71E-05 0 1 1 6 P80188 0 1864.926 High 0 9.35E-05 52
High TFVNITPAE 2.74E-06 0 1 1 7 P07737 0 1643.937 High 0 7.31E-07 64
High TFVLEVMG 0.000313 0 3 3 1 Q01813; P1  0 1051.56 High 0 8.6E-05 36
High TFTTQETIT 8.08E-07 0 1 1 1 P06744 0 1655.812 High 0 2.15E-07 85
High TFTDCFNCL2xCarbami   7.15E-07 0 2 3 1 P62136; P6 0 2113.993 High 0 1.9E-07 51
High TFTCTAAYP1xCarbami  3.75E-05 0 1 1 93 P01876 0 1375.62 High 0 5.35E-05 65
High TFSYAGFEM 0.00014 0 1 1 1 Q99832 0 1405.646 High 0 3.85E-05 41
High TFPLDVGSI 9.85E-06 0 1 1 1 P48147 0 1667.864 High 0 2.66E-06 41
High TFNMDEYV 7.45E-05 0 2 2 1 P46926; Q8 0 1441.678 High 0 2.03E-05 78
High TFIIGISGVT 1.14E-05 0 1 1 1 Q9NWW6 0 1393.769 High 0 3.06E-06 50
High TFIAIKPDGV 0.000344 0 1 2 6 P22392 0 1344.763 High 0 9.48E-05 49
High TFKDTIYLTQ1xCarbami  2.1E-05 0 1 1 3 O00462 1 2174.098 High 0 5.7E-06 39
High TEFLSFMNT1xOxidatio  8.53E-08 0 1 1 4 P31949 0 1865.899 High 0 2.24E-07 70
High TAAENDFV 4.32E-05 0 1 1 1 P35908 0 1208.616 High 0 1.17E-05 52
High TEFLSFMNT 2.41E-05 0 1 1 3 P31949 0 1849.904 High 0 6.52E-06 48
High TEDTIFLR 0.001137 0 2 2 2 P02763; P1 0 994.5204 High 0 0.000316 42
High TAVVVGTIT 3.22E-05 0 0 0 1 0 1345.732 High 0 8.76E-06 34
High TAVSCLSQN1xCarbami  9.2E-06 0 0 0 2 0 1408.653 High 0 2.47E-06 73
High TAVETAVLL 4.63E-05 0 1 1 3 P49368 0 1185.72 High 0 1.26E-05 52
High TAVCDIPPR1xCarbami  0.000332 0 3 7 15 Q13885; P0  0 1028.519 High 0 9.16E-05 61
High TATESFASD 4.66E-05 0 1 1 7 P14618 0 2465.292 High 0 2.07E-05 46
High TASNVEEA 2.72E-05 0 1 1 1 P61019 0 1494.743 High 0 7.4E-06 69
High TAPYVVTG 0.00043 0 1 1 3 P43034 0 1564.822 High 0 0.000324 45
High TANQASDT 3.74E-07 0 1 1 2 Q15847 0 1396.67 High 0 9.93E-08 70
High TAYFSLDTR 0.000877 0 1 1 2 P12830 0 1073.526 High 0 0.000243 54
High TAMNVNE 1xOxidatio  0.000358 0 1 1 1 P51148 0 1568.781 High 0 9.89E-05 46
High TAMNVND 4.26E-05 0 1 1 2 P61020 0 1520.814 High 0 1.16E-05 43
High TAGWNIPM1xOxidatio  1.29E-05 0 1 1 6 P02787 0 1593.809 High 0 3.46E-06 49
High TAGWNIPM 2.01E-07 0 1 1 10 P02787 0 1577.814 High 0 3.14E-07 57
High TAFDEAIAE 1.24E-08 0 1 1 4 P63104 0 2131.992 High 0 3.22E-09 61
High TAEHFQEA 0.000193 0 1 1 2 Q9BRK5 0 1536.664 High 0 5.29E-05 35
High TAEEFLQQ 1.39E-05 0 1 1 3 Q9Y6U3 0 1588.731 High 0 3.75E-06 62
High TAASGVEA 8.95E-07 0 1 1 2 O00151 1 3395.708 High 0 2.38E-07 27
High TAAFVLAM 0.000418 0 1 1 1 Q9NUU7 0 1179.655 High 0 0.000116 37
High TAMNVNE 6.68E-06 0 1 1 1 P51148 0 1552.786 High 0 1.79E-06 51



High TCAYTNHT 1xCarbami  0.000259 0 1 2 1 P11216 0 1874.907 High 0 7.12E-05 41
High TCLLNETGD1xCarbami  4.06E-06 0 1 1 1 P15104 1 1928.869 High 0 1.09E-06 49
High TCNTNPHL 2xCarbami   0.000375 0 0 0 2 0 2031.897 High 0 0.000104 28
High TEDTAVYYC1xCarbami  9.58E-05 0 2 2 3 A0A0A0MS  0 1378.594 High 0 2.61E-05 22
High TEDTAVYYC1xCarbami  9.92E-06 0 1 1 6 A0A0B4J1Y 0 1348.584 High 0 2.67E-06 61
High TECFITGWG1xCarbami  4.82E-06 0 1 1 3 P00747 0 2273.091 High 0 1.3E-06 44
High TEAWVLET 1.01E-05 0 1 1 1 Q96FV2 0 1232.627 High 0 2.74E-06 35
High TDYNASVSV 1.47E-06 0 1 1 1 P61978 0 1780.798 High 0 3.93E-07 56
High TDYMVGSY1xOxidatio  0.00082 0 1 1 1 P52565 0 1261.552 High 0 0.000227 25
High TDYMVGSY 4.79E-05 0 1 1 2 P52565 0 1245.557 High 0 1.31E-05 46
High TDQVIQSLI 7.71E-06 0 1 1 5 P68036 0 2483.325 High 0 2.08E-06 44
High TDPTTLTDE 2.13E-05 0 1 1 2 P11586 0 1504.713 High 0 5.75E-06 52
High TDLEKDIISD 4.04E-06 0 1 2 2 P07355 1 1811.866 High 0 1.08E-06 39
High TDKTLVLLM 1.51E-05 0 1 1 4 P07737 1 1218.713 High 0 4.09E-06 56
High TDGFSLDTC1xCarbami  0.000294 0 1 1 2 Q96L46 0 1171.505 High 0 8.08E-05 42
High TDCPGDAL 1xCarbami  6.73E-06 0 1 1 1 Q96PD5 0 1492.71 High 0 1.81E-06 62
High TDCLSLPSF 1xCarbami  0.000205 0 1 1 2 P08603 1 2137.03 High 0 5.63E-05 30
High TDCLSLPSF 1xCarbami  0.000831 0 1 1 1 P08603 0 2008.935 High 0 0.00023 29
High TDAVLPLTV 1.09E-06 0 1 1 3 Q13421 0 1483.837 High 0 2.91E-07 67
High TCYNIYLAS 1xCarbami  0.000526 0 2 2 1 Q9Y6D5; Q 0 1232.598 High 0 0.000145 38
High TCVADESA 2xCarbami   1.41E-06 0 1 1 7 P02768 1 2497.097 High 0 3.78E-07 60
High TCPKPDDLP1xCarbami  2.68E-06 0 1 1 2 P02749 0 1914.004 High 0 7.18E-07 44
High TEELNKEVA 3.52E-05 0 1 1 1 P08779 1 2120.047 High 0 9.56E-06 46
High KIEFPPPNE 9.2E-05 0 1 1 7 P62195 1 1426.733 High 0 2.51E-05 39
High YYYVCQYC 2xCarbami   3.48E-05 0 0 0 1 0 2084.874 High 0 9.41E-06 53
High EIMENYNIA 0.000393 0 2 2 1 P08603; Q0 0 1365.683 High 0 0.000109 43
High AYHEQLSVA1xCarbami    1.87E-06 0 1 5 3 P68366 0 2766.286 High 0 5E-07 43
High GDCVECMA3xCarbami    1.58E-09 0 1 1 3 P34949 0 1773.666 High 0 2.71E-09 94
High GDDLSTAIL 0.000101 0 1 1 3 P55072 0 1032.557 High 0 2.75E-05 42
High AYHEQLSVA1xCarbami  2.87E-05 0 1 5 1 P68366 0 2750.291 High 0 7.78E-06 49
High AYGGTTEYA 0.001168 0 1 1 2 A0A0A0MS 0 1317.632 High 0 0.000324 40
High DVYIVQDLM 9.91E-08 0 2 2 2 P28482; P2 0 1844.899 High 0 2.61E-08 78
High AYFHLLNQ 1.15E-05 0 2 2 2 Q14651; P1 0 1414.784 High 0 3.12E-06 29
High GDLGIEIPA 9.14E-05 0 1 1 3 P14618 0 1141.61 High 0 0.000118 37
High GDLNDCFIP2xCarbami   0.000118 0 1 1 1 P11586 0 1536.682 High 0 3.23E-05 39
High EVPLNTIIFM 0.000262 0 1 1 3 P01008 0 1389.756 High 0 7.18E-05 36
High EVPLNTIIFM1xOxidatio  0.001299 0 1 1 2 P01008 0 1405.751 High 0 0.000361 27
High AYCEGCYVA2xCarbami   0.000277 0 0 0 1 0 1563.682 High 0 7.6E-05 40
High DWHGVPG 2.22E-06 0 1 1 3 P04004 0 1666.775 High 0 5.92E-07 44
High AYAPGGPA 7.35E-06 0 1 1 3 Q13057 0 2401.219 High 0 1.98E-06 35
High GDRSEDFG 4.58E-09 0 1 1 8 P04083 1 2067.885 High 0 2E-06 51
High AWRDPDEP 1.98E-08 0 1 1 4 P14550 1 2489.329 High 0 5.17E-09 70
High ELLTTMGD 4.03E-07 0 1 2 2 O14950 1 2432.129 High 0 1.07E-07 50
High AWDQEAE 9.9E-09 0 1 1 2 Q8IZ83 0 1698.808 High 0 5.37E-09 82
High AVYTQDCP 1xCarbami  0.001265 0 1 1 2 P49588 0 1407.694 High 0 0.000351 29
High GDTANEIG 3.52E-06 0 1 1 3 P36952 0 1870.929 High 0 9.44E-07 62
High GDTFSCMV1xCarbami  8.46E-10 0 1 1 10 P01876 0 2209.042 High 0 2.17E-10 85
High AVYTCNEG 1xCarbami  5.66E-09 0 1 1 2 P08603 0 2163.018 High 0 1.47E-09 101
High GDMFLVAN 5.02E-05 0 1 1 1 P43251 0 1265.656 High 0 1.37E-05 38
High AYLEEECPA1xCarbami  3.34E-05 0 1 1 8 P25311 0 1451.684 High 0 6.06E-05 67
High AYLEEECPA1xCarbami  3.14E-05 0 1 1 7 P25311 1 1579.778 High 0 8.52E-06 56
High GDACEGDS1xCarbami  2.56E-05 0 1 1 2 P00734 0 1526.625 High 0.000142 0.000579 41
High GAVVVLNM 0.000145 0 0 0 1 0 1344.73 High 0 3.98E-05 29
High CAFSSQEPY1xCarbami  1.93E-08 0 1 1 62 P02788 0 1975.853 High 0 3.31E-08 87
High GAYPLSIEP 0.000526 0 1 1 10 P00450 0 1371.763 High 0 0.000146 68
High CAEENCFIQ2xCarbami   0.000127 0 1 1 1 P01024 0 1298.55 High 0 3.47E-05 57
High CADYVVTG 1xCarbami  0.001137 0 1 1 1 Q9Y617 0 1427.662 High 0 0.000316 34
High GCGEQTM 1xCarbami  6.37E-06 0 1 2 4 P0C0L5 0 1938.941 High 0 1.71E-06 70
High GCGEQTM 1xCarbami    0.000185 0 1 2 2 P0C0L5 0 1954.936 High 0 5.08E-05 37
High EVQLVETG 8.48E-06 0 1 1 7 P0DOX2 0 1910.034 High 0 1.31E-05 50
High GCITIIGGG 3xCarbami    4.2E-09 0 1 1 7 P00558 0 1754.787 High 0 1.12E-09 81
High EVQLEELEA 0.000187 0 0 0 1 0 1286.659 High 0 5.12E-05 53
High GCPDVQAS1xCarbami  2.22E-05 0 1 1 2 Q96PD5 0 1357.642 High 0 6E-06 70
High AYYHLLEQV 1.4E-05 0 1 1 3 P13796 0 1431.763 High 0 3.81E-06 36
High EVQGNESD 9.02E-06 0 1 1 4 P40121 0 1918.864 High 0 2.43E-06 74
High AYYENSPQ 6.73E-06 0 1 1 2 P01024 0 2166.003 High 0 1.81E-06 47
High GCSLNCVD 2xCarbami   4.98E-08 0 1 1 5 O43653 1 2107.906 High 0 1.3E-08 101
High GCSLWCVE2xCarbami   0.001183 0 1 1 1 Q5T6V5 0 1392.676 High 0 0.000329 23
High AYTNFDAE 1.63E-05 0 1 2 2 P07355 1 2155.067 High 0 4.42E-06 35
High GCTDNLTLT1xCarbami  2.51E-05 0 1 1 3 O00151 0 1320.658 High 0 6.81E-06 45
High GCWDSIHV1xCarbami  6.07E-06 0 1 1 3 P47756 0 1685.795 High 0 1.63E-06 65
High EVQGFESA 4.15E-06 0 1 1 2 P06396 0 1722.837 High 0 1.12E-06 47
High AYTNFDAE 0.001406 0 1 2 1 P07355 0 1086.485 High 0 0.00039 41
High AYSNWPTY 0.001625 0 1 1 1 O76003 0 1729.858 High 0 0.000452 25
High AYQCVVLLQ1xCarbami  0.00064 0 1 1 1 P54136 0 1278.687 High 0 0.000177 44
High AVVVHAGE 0.000167 0 1 1 1 P08294 1 2649.272 High 0 4.6E-05 28
High GDTFSCMV1xCarbami    7.8E-09 0 1 1 6 P01876 0 2225.037 High 0 2.02E-09 63
High AVVHGILM 1xCarbami  0.000548 0 1 1 5 P61916 0 2429.272 High 0.000142 0.000648 28
High DYAGVFSD 1.44E-09 0 1 1 2 P01024 0 2494.148 High 0 7.08E-10 95
High DYFNVPYP 0.000648 0 1 2 1 P55786 0 1352.689 High 0 0.000179 27
High GEIAGPPDT 8.08E-05 0 1 1 3 P61086 0 1515.707 High 0 2.2E-05 38
High GEMMDLQ 0.000252 0 1 1 1 P07195 0 1931.935 High 0 6.93E-05 22
High GEMMDLQ 2.23E-06 0 1 1 2 P00338 0 1633.783 High 0 5.99E-07 61
High AVLVDLEPG 1.11E-05 0 1 3 2 P68371 0 1601.82 High 0 3.28E-06 48
High DYIEFNKEIP 0.000614 0 1 1 2 P25311 1 2692.366 High 0.000257 0.001219 17
High GEMSRPGE2xCarbami   5.44E-08 0 1 1 3 P07602 0 2365.094 High 0 1.43E-08 70
High DYPDFSPSV 0.000243 0 1 1 1 P12429 0 1781.823 High 0 6.67E-05 47
High GEMSRPGE2xCarbami     1.52E-07 0 1 1 2 P07602 0 2381.089 High 0 4.22E-08 47
High GEMVTILAQ 0.000756 0 1 1 1 Q9UDY2 0 1204.635 High 0 0.000209 13
High AVLNPLCQ 1xCarbami  2.22E-05 0 2 2 2 Q15437; Q 0 1447.736 High 0 0.000006 55
High GETAVPGA 0.000712 0 0 0 1 0 1267.664 High 0 0.000197 22
High DYPVVSIED 3.85E-07 0 1 1 2 P06733 0 2510.115 High 0 1.2E-07 65
High AVIHYRDD 5.05E-05 0 1 1 3 O15144 1 1955.917 High 0 1.38E-05 26
High DYQDNKAD 8.2E-05 0 0 0 3 1 1421.727 High 0 7.31E-05 52
High GEVITTYCP 1xCarbami  0.001115 0 1 1 1 P49419 0 1904.917 High 0 0.000309 23



High EVGVYEALK 5.12E-06 0 1 1 1 P40925 1 1751.885 High 0 1.38E-06 51
High GEVQAMLG 8.46E-09 0 1 1 1 P02649 0 1647.801 High 0 2.2E-09 86
High EVGTVLSQV 0.000555 0 1 1 1 P04114 0 1309.7 High 0 0.000153 37
High DYYFALAHT 0.000104 0 1 2 2 P06737 0 1355.674 High 0 2.85E-05 50
High AVIFCLSAD 1xCarbami  0.000631 0 1 1 2 P60981 1 1251.677 High 0 0.000174 43
High AVLENNLG 5.48E-05 0 1 1 1 Q9NZL9 0 1339.769 High 0 1.49E-05 42
High AVLEALGSC1xCarbami  7.05E-07 0 1 1 3 P34896 0 1388.72 High 0 1.88E-07 57
High AVLVDLEPG1xOxidatio  1.51E-05 0 1 3 1 P68371 0 1617.815 High 0 4.08E-06 43
High DVYKEHFQ 0.000509 0 1 1 1 P43490 1 1912.871 High 0 0.000141 37
High AVMDDFAA 2.52E-07 0 1 1 66 P02768 0 1342.635 High 0 0.000281 72
High GEGGTTNP 0.000871 0 1 1 3 Q96FW1 0 1853.866 High 0 0.000242 29
High DYELLCLDG1xCarbami  1.32E-05 0 1 1 1 P02787 0 1354.631 High 0 3.58E-06 55
High GDVTITND 2.51E-05 0 1 1 1 P50991 0 1417.753 High 0 6.82E-06 47
High AVTLECVSA1xCarbami  2.16E-06 0 1 1 5 P98160 0 1388.684 High 0 5.76E-07 86
High EVNVSPCPT2xCarbami   8.48E-06 0 1 1 6 P61916 0 1843.868 High 0 2.29E-06 55
High AVTEQGAE 2.83E-05 0 1 1 3 P27348 0 1532.719 High 0 7.67E-06 53
High AVSMPSFS 1xOxidatio  3.29E-05 0 1 1 1 P04114 0 1581.794 High 0 8.91E-06 27
High AVSMPSFS 6.46E-06 0 1 1 2 P04114 0 1565.799 High 0 1.74E-06 52
High GDYDAFFE 0.000631 0 1 1 2 O75368 0 1190.511 High 0 0.000175 31
High GDYPLEAV 0.000323 0 1 1 5 P14618 0 1019.516 High 0.000257 0.000913 43
High GEADAMSL 3.09E-09 0 1 1 60 P02788 0 1804.806 High 0 2.01E-07 87
High GEADAMSL1xOxidatio  2.48E-08 0 1 1 9 P02788 0 1820.801 High 0 6.5E-09 79
High GECQAEGV1xCarbami  6.63E-07 0 1 1 1 P02790 0 1712.77 High 0 1.77E-07 62
High AVSIQTGYL 5.59E-08 0 1 1 1 Q9Y365 0 1662.906 High 0 1.47E-08 62
High GECWCVN 2xCarbami   0.000544 0 1 1 1 P18065 0 1421.594 High 0 0.000151 32
High AVSALGNA 2xCarbami   9.78E-07 0 1 1 4 Q9UGM3 0 3705.68 High 0 4.69E-07 62
High GEENLMDA 5.37E-06 0 1 1 2 P50990 0 1233.578 High 0 1.45E-06 79
High GEFEGFVAV 0.000154 0 1 1 1 Q9NY33 0 1295.663 High 0 4.22E-05 64
High AVQTLQM 1xOxidatio  0.000391 0 1 1 1 Q06210 0 1676.871 High 0 0.000108 28
High AVQTLQM 4.85E-06 0 1 1 3 Q06210 0 1660.876 High 0 1.3E-06 48
High EVNLRPQM1xCarbami  0.000505 0 1 1 1 P15498 0 1862.962 High 0 0.000139 27
High GEFVTTVQ 0.000233 0 1 1 1 P40925 0 1164.601 High 0 6.42E-05 42
High DYFFALAHT 1.53E-05 0 1 1 1 P11216 0 1339.679 High 0 4.16E-06 45
High AVMDDFAA1xOxidatio  8.65E-05 0 1 1 20 P02768 0 1358.63 High 0 0.000422 62
High GEGPEVDV 0.001183 0 1 1 1 Q09666 0 1253.637 High 0 0.000329 51
High GAVSAEQV 5.34E-06 0 1 1 2 Q9UHV9 0 1418.739 High 0 1.44E-06 48
High EVSEAVVD 1.71E-07 0 1 1 2 P98160 0 1810.896 High 0 4.51E-08 49
High DVWGIEGP 2.03E-07 0 1 1 2 P04004 0 1646.817 High 0 5.34E-08 60
High DVCTELLPL 1xCarbami  5.48E-06 0 1 1 2 P16152 0 1738.952 High 0 1.47E-06 32
High CGDMAVA 1xCarbami  4.06E-05 0 1 1 2 P08582 0 1026.45 High 0 1.11E-05 54
High CGDLVFAK 1xCarbami  0.000623 0 1 1 2 P51858 0 909.4499 High 0 0.000172 38
High CGDLEEELK1xCarbami  3.09E-06 0 1 1 4 P67936 1 1875.912 High 0 1.07E-06 55
High DVDECSLKP3xCarbami    1.23E-05 0 1 1 1 P07225 0 2038.924 High 0 3.31E-06 39
High FYEGTADEM1xCarbami  5.48E-06 0 1 1 2 Q16775 0 1350.534 High 0 1.16E-05 68
High FYEQMNG 4.17E-07 0 1 1 1 P29692 0 1526.706 High 0 1.1E-07 73
High FYEQVVQA 0.000479 0 0 0 1 0 1380.727 High 0 0.000132 47
High CFVFDWPA1xCarbami  0.001552 0 1 1 1 P32456 0 1266.598 High 0 0.000432 35
High DVDLEFLAK 0.000756 0 1 1 1 P55072 0 1049.551 High 0 0.000209 44
High DVFLGMFL 1xOxidatio  5.67E-05 0 1 1 7 P02768 0 1639.782 High 0 1.55E-05 62
High FYNELTEILV 8.14E-07 0 1 1 2 Q8WUM4 0 1396.747 High 0 2.17E-07 60
High CFSIDNPGY1xCarbami  4.29E-08 0 1 1 2 O75083 0 3397.612 High 0 1.12E-08 69
High DVFISAAER 0.001604 0 1 1 3 P20618 0 1007.516 High 0.000414 0.002254 33
High CFEGFGIDG1xCarbami  5.99E-06 0 1 1 1 P08603 0 1481.709 High 0 1.61E-06 63
High FYQASTSEL 0.000657 0 1 1 1 O60547 0 1393.663 High 0 0.000182 54
High CFCMGVSR2xCarbami   0.001453 0 1 1 2 P98160 0 1016.411 High 0 0.000404 32
High FYSQAIELN 0.000117 0 1 1 1 P53041 0 2220.072 High 0 3.19E-05 20
High FYTKPPQCV1xCarbami  5.12E-05 0 1 1 2 Q8N474 0 1919.968 High 0 1.39E-05 46
High FYTIEILKVE 2.72E-05 0 1 1 48 P12273 1 1254.698 High 0 0.000185 73
High DVKESDQG1xCarbami  0.000128 0 1 1 1 P98160 1 2044.87 High 0 3.49E-05 46
High CESCAPGYE2xCarbami   9.58E-08 0 1 1 1 P98160 0 1920.821 High 0 2.51E-08 52
High CELLYEGPP 1xCarbami  8.64E-09 0 1 1 4 P13639 0 2007.904 High 0 2.23E-09 67
High CGEDDETIP1xCarbami  8.71E-05 0 1 1 1 P20810 0 1570.633 High 0 2.37E-05 33
High GAAEPEAQ 3.33E-07 0 1 1 1 Q96NY7 0 2648.218 High 0 8.81E-08 35
High FYALSASFE 3.33E-06 0 1 1 2 P27797 0 1607.774 High 0 8.91E-07 50
High CGEMAQAA1xCarbami  1.2E-05 0 1 1 1 P26640 0 1422.646 High 0 3.25E-06 44
High EYAEDDNIY 9.01E-05 0 1 1 3 Q96FW1 0 1515.66 High 0 2.46E-05 50
High FVSEDDRN 0.000163 0 1 1 1 P34932 1 1557.754 High 0 4.45E-05 33
High DTVATQLS 3.56E-09 0 1 1 2 O60664 0 1576.781 High 0 9.18E-10 86
High FVSISDLLV 0.000509 0 1 1 3 P50395 0 1217.714 High 0 0.00014 36
High DTVIKPLLV 1.5E-05 0 1 1 3 P01023 0 1780.01 High 0 4.07E-06 57
High BTVYLQMB 0.00064 0 1 1 2 P0DOX2 0 1340.651 High 0 0.000177 41
High CLAENAGD 1xCarbami  8.25E-07 0 1 1 4 P02788 1 3363.591 High 0 2.2E-07 60
High FVTVQATF 6.31E-09 0 1 1 1 P01024 0 1653.885 High 0 1.63E-09 69
High CLAENAGD 1xCarbami  2.99E-06 0 1 1 28 P02788 0 1393.678 High 0 1.48E-06 89
High CHPGYKPTT2xCarbami   0.001085 0 1 1 2 P04003 0 2232.042 High 0 0.000302 28
High BTVYLQMB 1.76E-05 0 1 1 9 P0DOX2 0 1339.667 High 0 6.45E-06 55
High FVYHLSDLC1xCarbami  0.000141 0 1 1 24 P01591 0 1281.63 High 0.001805 0.01562 43
High FVYHLSDLC1xCarbami  0.000703 0 1 1 4 P01591 1 1409.725 High 0 0.000359 33
High BTVYLQMB1xOxidatio  0.000982 0 1 1 1 P0DOX2 0 1355.662 High 0 0.000272 22
High FVYTPAME 1xCarbami  4.12E-06 0 1 1 6 P01033 0 1963.883 High 0 1.18E-06 49
High CGPLIDLCR 2xCarbami   0.000165 0 1 1 1 P26639 0 1103.534 High 0 4.54E-05 39
High CGNIASIMV1xCarbami  9.98E-05 0 1 1 2 O00743 0 1239.622 High 0 2.73E-05 35
High CGNCGPGY2xCarbami     6.82E-06 0 1 1 2 Q13228 0 1757.729 High 0 1.84E-06 69
High CGNCGPGY2xCarbami   1.59E-06 0 1 1 1 Q13228 0 1741.734 High 0 4.24E-07 64
High CGLVPVLAE1xCarbami  3.95E-07 0 1 1 50 P02788 0 1362.709 High 0 1.05E-07 87
High FWEVISDEH 2.27E-10 0 1 2 3 P68371 0 3116.423 High 0 1.96E-09 63
High DTWVEHW1xCarbami  4.87E-10 0 1 1 4 P01024 0 2603.026 High 0 1.24E-10 60
High FWQTYSSA 2.49E-06 0 1 1 1 A0AVT1 0 1715.828 High 0 6.66E-07 64
High FWWENPG 5.33E-07 0 1 1 3 P22079 0 1781.828 High 0 1.41E-07 59
High AVLDVFEEG 3.98E-06 0 1 1 3 P01011 0 1907.96 High 0 5.01E-06 49
High GAAGALLV 0.001009 0 1 1 1 P61019 0 1319.732 High 0 0.000279 31
High DVMQGTD 1xCarbami  0.00054 0 1 1 2 P01871 0 1517.672 High 0 0.000149 45
High GAPLVKPLP 0.00053 0 1 1 1 Q9H3S7 0 2514.397 High 0 0.000147 18
High EVVSLTEAC3xCarbami    2.18E-10 0 1 1 6 P02774 0 2518.017 High 0 3.65E-10 99
High GASDNPCS 1xCarbami  0.000375 0 0 0 1 0 2483.089 High 0 0.000104 26



High GASQAGM 0.000245 0 1 1 2 P37802 0 1383.614 High 0 6.7E-05 55
High GASQEEEK 3.18E-05 0 1 1 1 Q9Y6U3 1 1894.939 High 0 8.61E-06 46
High CCTESLVNR2xCarbami   0.000418 0 1 1 15 P02768 0 1138.498 High 0 0.000115 46
High CCSGAIIVLT2xCarbami   9.92E-05 0 1 1 9 P14618 0 1221.633 High 0 5.43E-05 41
High GATQQILD 8.72E-06 0 1 1 2 P78371 0 1330.66 High 0 2.35E-06 69
High GATTNICYN1xCarbami  0.000157 0 1 1 1 Q9NR19 0 1496.716 High 0 4.32E-05 48
High EVVSAQPA 0.000415 0 1 1 2 P28799 0 1388.753 High 0 0.000114 36
High DVTATVDS 0.00169 0 1 1 3 P19971 0 1944.09 High 0 0.000469 17
High CCSAGCAT 6xCarbami       1.53E-06 0 1 1 2 Q14508 1 3917.695 High 0 4.1E-07 47
High CCSAGCAT 4xCarbami     2.04E-08 0 1 1 2 Q14508 0 1847.718 High 0 5.3E-09 60
High CATSKPAFF1xCarbami  6.73E-06 0 1 1 13 P04083 0 1356.662 High 0 9.5E-06 56
High EVVADSVW 0.000373 0 1 1 1 P01024 0 1345.7 High 0 0.000103 35
High DVTVLQNT 3.94E-10 0 1 1 93 P02788 0 1988.931 High 0 1E-10 102
High CANCFDCP 4xCarbami     0.000522 0 1 1 3 Q9UJW0 0 2086.802 High 0 0.000144 33
High DVTVLQNT 7.92E-07 0 1 1 1 P02788 1 2345.137 High 0 2.1E-07 27
High EVSSEDIAD 9.78E-05 0 1 1 1 Q8TBX8 0 2679.236 High 0 2.68E-05 21
High GAVEKGEE 1xCarbami  0.000707 0 1 1 2 P31947 1 1592.722 High 0 0.000196 32
High EVSSCHCA 3xCarbami    0.001434 0 1 1 1 P07358 0 2098.947 High 0 0.000397 17
High GAVGALLV 1.2E-06 0 1 2 1 Q15907 0 1289.746 High 0 3.2E-07 54
High DVVICPDAS1xCarbami  0.000122 0 1 1 1 Q99497 1 1659.826 High 0 3.33E-05 24
High DVQMLQD 0.000108 0 1 1 1 Q16543 0 1247.63 High 0 2.96E-05 50
High CELLSDDSL 1xCarbami  1.19E-06 0 1 1 2 P13798 0 1648.785 High 0 1.26E-05 65
High GAMAATYS 3.45E-06 0 1 1 1 P51812 0 1225.599 High 0 9.24E-07 52
High DVQDSLTV 4.95E-05 0 1 1 1 P52907 0 1705.824 High 0 1.35E-05 69
High GADFLVTEV 4.14E-08 0 1 1 6 P14618 0 1779.876 High 0 1.08E-08 72
High CEGINISGN1xCarbami  0.000777 0 0 0 1 0 1429.653 High 0 0.000216 37
High DVNAAIAT 2.58E-05 0 1 5 9 Q9BQE3 0 1015.578 High 0 6.99E-06 60
High GAEAANVT 0.00016 0 1 1 2 P67809 0 1695.866 High 0 4.38E-05 41
High GAEEMETV 7.81E-05 0 1 1 3 Q99497 0 1675.803 High 0 6.48E-05 41
High DVPDLTLID 5.22E-08 0 1 1 2 P20591 0 1637.911 High 0 1.37E-08 74
High DVPFGFQT 6.99E-09 0 1 1 1 P36952 0 1653.812 High 0 1.81E-09 84
High CEFVMEVT 1xCarbami  1.47E-05 0 1 1 1 Q16851 0 1256.565 High 0 3.97E-06 49
High CDPTEVELD3xCarbami    3.07E-06 0 1 1 3 P01591 0 4113.712 High 0 8.22E-07 53
High EVWEETDG 2.7E-05 0 1 1 1 P80303 0 2005.866 High 0 7.34E-06 41
High CDPAGYYC 2xCarbami   0.000479 0 1 1 2 P60900 0 1337.529 High 0 0.000132 35
High CDNIFITGP 1xCarbami  7.5E-05 0 1 2 3 Q9Y3S1 0 1508.741 High 0 2.04E-05 55
High CDMEVSCP4xCarbami     3.74E-06 0 1 1 1 P28799 0 1909.664 High 0 1E-06 49
High GAFGEVQL 0.000447 0 0 0 1 0 1075.589 High 0 0.000123 40
High CDEWSVNS3xCarbami    1.35E-05 0 1 1 2 P02787 1 2987.307 High 0 3.64E-06 43
High GAGTNEDA 1.92E-08 0 1 1 1 P12429 0 1673.87 High 0 5.01E-09 102
High GAGVNLILD1xCarbami  6.41E-07 0 1 1 1 Q53FA7 0 1951.958 High 0 1.7E-07 64
High CDEWSVNS1xCarbami  9.27E-06 0 1 1 3 P02787 0 1280.558 High 0 2.5E-06 73
High GALDMLTK 0.000339 0 1 1 3 Q7Z4W1 0 848.4546 High 0 9.36E-05 43
High GAIQFVTHY 0.000118 0 1 1 2 Q15437 0 1859.915 High 0 0.000177 28
High CDENILWL 1xCarbami  0.000326 0 1 1 1 P14618 0 1468.678 High 0 8.95E-05 46
High CCVECPPCP4xCarbami     1.02E-06 0 1 1 5 P01859 0 2908.402 High 0 2.72E-07 45
High GALQNIIPA 1.87E-06 0 1 1 2 P04406 0 1411.79 High 0 4.99E-07 64
High GALTTVEG 2.68E-05 0 0 0 1 0 1230.705 High 0 7.27E-06 39
High AVGWNELE 5.71E-05 0 1 1 1 P61457 0 1130.559 High 0 1.56E-05 59
High AVGPSSTQ 1.03E-05 0 1 1 2 Q7L576 0 1408.725 High 0 2.79E-06 53
High GFEKPTENS 3.67E-05 0 1 1 1 Q9BPX5 0 2200.103 High 0 9.99E-06 33
High GKIEEDSEV 4.78E-08 0 1 1 6 O60888 1 1621.818 High 0 7.58E-08 95
High ASGGTFSSY 0.000267 0 1 2 1 P01742 0 1588.775 High 0 7.37E-05 32
High ASGEMASA 1.43E-06 0 1 1 1 P54578 0 1639.811 High 0 3.82E-07 52
High GKLNHLCG 1xCarbami  0.00169 0 1 1 1 O95394 1 1458.752 High 0 0.000469 16
High EAVIAAAFA 0.000871 0 1 1 3 Q13938 0 990.5619 High 0 0.000241 28
High ASEVFCWG1xCarbami  0.000323 0 1 1 1 Q5GLZ8 0 1325.594 High 0 8.88E-05 38
High GKIPNLLPE 1.47E-05 0 1 1 1 P05120 1 1767.924 High 0 3.98E-06 35
High EAVLDVIPT 0.000136 0 1 1 3 P09467 0 1605.86 High 0 0.000115 42
High ECDTDGWT2xCarbami   0.000415 0 1 1 1 P08603 0 2150.937 High 0 0.000114 46
High GIAAQPLYA1xCarbami  2.37E-05 0 1 1 1 P07686 0 1908.837 High 0 6.44E-06 44
High EDAIWNLL 1.46E-05 0 1 1 10 P02788 0 1129.6 High 0 3.97E-06 49
High ETTFNSLLC 1xCarbami  3.07E-06 0 1 1 3 P01023 0 2397.149 High 0 8.26E-07 27
High ETTDTDTAD 4.58E-09 0 1 1 3 O43707 0 1741.813 High 0 1.18E-09 102
High EDDLNSFN 5.75E-05 0 1 1 2 P09960 0 1481.675 High 0 1.57E-05 44
High EDGGGWW 0.00061 0 1 1 1 P02675 0 1239.518 High 0 0.000169 42
High EDKSPSEES 0.00036 0 0 0 3 1 2922.308 High 0.000142 0.000751 48
High ASDTAMYY1xCarbami  3.9E-06 0 2 2 7 A0A0J9YXX  0 1308.535 High 0 1.04E-06 71
High ASCLYGQLP1xCarbami  0.000488 0 1 1 8 P09211 0 1136.577 High 0.000257 0.001006 56
High ASAYVFASP1xCarbami  0.00045 0 1 1 1 O95861 0 1257.593 High 0 0.000124 43
High EDITHTYKY 4.23E-05 0 1 1 3 P21980 1 2040.915 High 0 1.15E-05 46
High ASAVESLRP 6.28E-05 0 1 1 2 Q92817 0 2637.323 High 0 7.33E-05 33
High GLCAIAQAE1xCarbami  0.001256 0 1 1 1 P23396 0 1288.668 High 0 0.00035 26
High ETSGNLEQ 0.001207 0 1 1 1 P08758 0 1613.911 High 0 0.000336 28
High GKEQELLEA 0.001552 0 0 0 1 1 1243.664 High 0 0.000432 27
High GIDASDYQT 1.93E-05 0 1 1 1 P48147 0 1931.939 High 0 5.23E-06 33
High ASGVPDRF 0.000393 0 1 2 6 A0A087WW 1 1985.956 High 0.000257 0.001005 22
High GHYTEGAE 4.35E-07 0 3 5 4 Q13885; P0  0 1958.982 High 0 1.15E-07 69
High ASSEGGTAA 0.001078 0 1 1 1 O15143 0 1628.787 High 0 0.000298 28
High ASPLPNEAW 0.001281 0 0 0 2 0 1423.769 High 0.004576 0.04783 18
High ASNTADTL 0.000131 0 0 0 1 0 1621.818 High 0 3.6E-05 37
High ASLSLWQA 0.000182 0 1 1 2 P58107 0 1263.64 High 0 4.99E-05 28
High GHIISDGGC2xCarbami   4.29E-05 0 1 1 1 Q9P2T1 0 1729.763 High 0 1.17E-05 44
High ASIPFSVVG 0.00082 0 1 1 1 Q15019 0 1759.959 High 0 0.000227 30
High ETVSEESNV1xCarbami  3.5E-07 0 1 1 3 P13639 0 1594.763 High 0 9.23E-08 62
High GHQAALGL 0.000375 0 1 1 2 Q96FV2 0 1182.605 High 0 0.000103 36
High ASILNTWIS 0.000925 0 1 1 2 P22234 0 1245.72 High 0 0.000257 33
High GHQLLSAD 0.000762 0 1 1 1 P46459 0 1295.695 High 0 0.000211 20
High GHQLQLDY1xCarbami  2.63E-05 0 1 1 1 Q14515 0 1536.726 High 0 7.15E-06 49
High GHTDSVQD 4.09E-06 0 1 1 4 P43034 0 1729.778 High 0 1.1E-06 52
High EALPAPSDD 1.36E-07 0 1 1 2 P07203 0 1842.879 High 0 1.88E-07 61
High ASIHEAWT 0.000187 0 2 2 1 P12814; O4 0 1214.58 High 0 5.12E-05 30
High EALQLMAT 8.6E-05 0 1 1 3 Q99460 0 1377.745 High 0 2.34E-05 37
High EANLLNAV 0.000128 0 1 1 2 Q9UNZ2 0 1339.769 High 0 3.49E-05 37
High EAQAALAE 7.59E-09 0 1 1 3 Q7Z406 0 1859.862 High 0 6.08E-09 82



High EAQLPVIEN 0.001425 0 1 1 1 P00747 0 1140.626 High 0 0.000395 33
High ASHEEVEG 0.000162 0 1 1 3 Q08380 0 1326.654 High 0 4.43E-05 33
High GHVFEESQ 3.71E-09 0 1 1 3 P13639 0 1961.979 High 0 9.56E-10 86
High ASGYTFTSY 1.76E-05 0 1 1 2 A0A0C4DH 0 1694.817 High 0 4.75E-06 42
High ASGYTFTSY 7.2E-06 0 1 1 1 P0DP01 0 1779.834 High 0 1.94E-06 45
High GHYNNVSC1xCarbami  1.61E-06 0 1 1 2 P53621 0 1657.765 High 0 4.3E-07 35
High GKENQLQL 1xCarbami  1.84E-06 0 1 1 2 P54578 1 2035.028 High 0 4.93E-07 39
High ASSIIDELFQ 0.000548 0 1 1 3 P10909 0 1393.696 High 0.000316 0.001339 27
High GIDGVSVTS 4.12E-05 0 1 1 1 Q9GZT8 0 1295.659 High 0 1.12E-05 40
High ASAGHAVS 8.59E-08 0 1 1 1 Q14247 0 3332.446 High 0 2.26E-08 72
High AQPVQVAE 2.88E-10 0 1 1 8 P06396 0 2272.088 High 0 2.12E-08 93
High ETLPAEQD 0.000159 0 1 1 2 P25786 0 1345.685 High 0 4.33E-05 43
High AQPAQPAD 0.000407 0 1 1 1 P25786 1 2160.95 High 0 0.000112 28
High GIFGFTDSD1xCarbami  2.61E-05 0 1 1 1 P23381 0 1416.646 High 0 7.08E-06 47
High AQLVEEWA 2.93E-06 0 1 1 2 Q99574 0 1373.706 High 0 7.83E-07 67
High EDQSILCTG1xCarbami  5.75E-06 0 2 4 1 P35579; Q7 1 2124.971 High 0 1.55E-06 32
High GLFIKPTVF 1xOxidatio  0.000598 0 1 1 1 P47895 0 1970.005 High 0 0.000165 37
High ETLLQDFR 0.000712 0 1 1 1 P02760 0 1021.531 High 0 0.000198 48
High GLFIIDDK 0.000969 0 2 2 2 Q13162; Q 0 920.5088 High 0.000935 0.007792 34
High GLFIIDDKG 0.00053 0 2 2 1 Q13162; Q 1 1359.799 High 0 0.000146 49
High EDSCQLGY 2xCarbami   2.07E-07 0 1 1 3 P02760 0 2106.835 High 0 5.46E-08 63
High AQILVADTW 0.000989 0 1 1 1 Q5T6V5 0 1629.885 High 0 0.000275 9
High AQIHDLVLV 3.98E-06 0 1 1 1 P0DMV8 0 1465.812 High 0 1.07E-06 57
High AQLGDLPW 1.68E-05 0 1 1 2 P05156 0 1438.805 High 0 4.54E-06 45
High AQLEQGEP 0.000346 0 1 1 1 P52630 0 2733.333 High 0 9.54E-05 29
High AQHLSPAP 3.26E-10 0 1 1 2 Q9BW04 0 2562.379 High 0 2.44E-07 47
High AQFEQLCA 1xCarbami  1.72E-05 0 1 1 1 O95757 0 1506.773 High 0 4.65E-06 40
High GIFSQADVH 0.001625 0 0 0 1 0 1129.575 High 0 0.000454 34
High FFHPEEWA 7.66E-06 0 1 1 4 P04066 0 1963.934 High 0 2.07E-06 38
High AQEAPGQA 5.04E-10 0 1 1 2 O14745 0 2588.197 High 0 1.29E-10 76
High AQASEILLE 0.001593 0 0 0 3 0 2056.092 High 0 0.000444 24
High GLGKPGGQ 0.001168 0 0 0 1 0 1622.886 High 0 0.000325 21
High AQAGEGVR 0.000492 0 1 1 1 O00764 0 1838.954 High 0 0.000135 28
High AQQEQELA 2.7E-06 0 1 1 1 P14314 0 1448.702 High 0 7.25E-07 74
High ASAGPQPL 1xCarbami  9.02E-06 0 1 1 1 Q9Y490 0 1455.762 High 0 2.43E-06 51
High EDPQTFYYA 2.16E-05 0 1 1 3 P02787 1 1757.911 High 0 5.83E-06 44
High GLEWVANI 0.000111 0 1 1 8 P01780 0 1029.573 High 0 4.45E-05 50
High EDPQTFYYA 1.69E-06 0 1 1 4 P02787 0 1629.816 High 0 4.52E-07 55
High ASAAFSSVG 0.000598 0 1 1 1 P55327 0 1324.711 High 0 0.000165 28
High GIDPFSLDA 2.85E-05 0 1 1 1 P40227 0 1262.663 High 0 7.75E-06 53
High GIDSDASYP 0.000118 0 1 1 1 P25774 0 1215.553 High 0 3.23E-05 48
High ARPFPDGLA 1.8E-09 0 1 1 3 P13639 1 2143.078 High 0 3.92E-08 69
High GLEAEVLR 0.000121 0 1 1 2 Q7Z406 0 886.4993 High 0 3.3E-05 44
High GIEDDLMD 0.000804 0 1 1 3 Q9BRF8 0 1261.634 High 0 0.000222 41
High ARPEAYQV 6.07E-06 0 0 0 1 0 2235.031 High 0 1.63E-06 33
High ARLEIEPEW 0.001085 0 1 1 1 Q00688 1 1561.801 High 0 0.000302 20
High ARFEELNAD 1.48E-05 0 1 2 4 P11142 1 1480.754 High 0 4.01E-06 49
High ARFEELCSD1xCarbami  6.87E-05 0 1 3 2 P0DMV8 1 1542.737 High 0 1.87E-05 48
High GLETSLAEC 1xCarbami  6.68E-07 0 1 1 3 P05156 0 1456.699 High 0 1.77E-07 72
High AREQEELLA 4.06E-07 0 1 1 1 P19971 1 2096.098 High 0 1.07E-07 60
High AREDIFMET1xOxidatio  8.95E-05 0 1 1 10 P25311 1 1368.683 High 0 2.45E-05 51
High AREDIFMET 2.68E-05 0 1 1 4 P25311 1 1352.688 High 0 7.26E-06 55
High GLEWIGEIN 2.7E-06 0 1 1 2 P06331 0 2316.126 High 0 9.91E-05 35
High AQYVLISPE 9.26E-05 0 1 1 1 P80108 0 1420.743 High 0 2.53E-05 42
High GLEWMGII 1.08E-05 0 1 1 3 A0A0C4DH 0 1809.848 High 0 2.91E-06 48
High AQVTELED 0.000388 0 1 1 1 Q7Z406 0 1832.876 High 0 0.000107 43
High AQVEEFLAQ 0.00019 0 1 1 3 Q02809 0 2049.988 High 0 5.22E-05 25
High AQVARPGG 1.49E-06 0 1 1 1 P49773 0 1416.759 High 0 3.99E-07 42
High AQTTVTCM1xCarbami    9.52E-05 0 1 1 2 P08603 0 1951.864 High 0.000142 0.00061 32
High AQTTVTCM1xCarbami  2.73E-09 0 1 1 2 P08603 0 1935.869 High 0 7.05E-10 94
High AQQVSQG 6.46E-05 0 1 1 1 P18206 0 1457.796 High 0 1.76E-05 35
High CIAYAESHD1xCarbami  0.000187 0 1 1 1 Q04446 0 1776.822 High 0 5.13E-05 25
High GHLFLQTD 1.77E-05 0 1 2 2 P0C0L5 0 1984.004 High 0 4.81E-06 42
High ASSVTTFTG1xCarbami  2.58E-05 0 1 1 2 P52943 0 1724.791 High 0 7E-06 51
High GFPLATQLN 0.001647 0 1 1 10 Q6MZM9 0 1716.98 High 0.000671 0.005466 24
High GFQALGDA 1.32E-06 0 1 1 2 P01033 0 1233.622 High 0 3.51E-07 49
High EAENLMQE 0.000559 0 0 0 1 0 2026.888 High 0 0.000154 27
High EAENPEGE 0.00014 0 1 1 1 P51858 1 3053.462 High 0 3.84E-05 32
High AVDNQVYV 2.36E-06 0 1 1 6 Q9NQR4 0 1561.797 High 0 6.31E-07 65
High EAESCDCLQ2xCarbami   2.99E-06 0 2 5 2 P07437; P6 0 3311.534 High 0 8.03E-07 48
High AVCMLSNT1xCarbami  1.19E-08 0 1 1 3 Q9BQE3 0 1850.889 High 0 3.09E-09 94
High GFSAISCTV 1xCarbami  1.67E-05 0 0 0 2 0 1785.848 High 0 4.51E-06 55
High AVCMLSNT1xCarbami    1.84E-06 0 1 6 2 P68366 0 1880.899 High 0 4.92E-07 56
High GFSVVADT 8.08E-05 0 1 1 1 Q14847 0 1418.727 High 0 2.2E-05 39
High AVCMLSNT1xCarbami  3.74E-08 0 1 6 3 P68366 0 1864.904 High 0 9.78E-09 70
High AVAYQMW 4.12E-05 0 0 0 1 0 1422.72 High 0 1.12E-05 39
High AVAQALEV 4.98E-07 0 1 1 3 P49368 0 1166.689 High 0 1.32E-07 88
High GFYPSDIAV 7.29E-08 0 2 3 4 P01861; P0 0 2544.131 High 0 1.91E-08 81
High AVALSSSVM1xCarbami  0.00014 0 1 1 1 P28799 0 1463.698 High 0 3.83E-05 38
High GGAGGSPG 0.000463 0 0 0 2 1 3486.619 High 0 0.000127 27
High GGCITLISSE1xCarbami  1.11E-08 0 1 1 57 P01833 0 1657.81 High 0 1.06E-08 88
High EAFNMIDQ 0.00022 0 1 3 2 O14950 0 1237.563 High 0 0.000169 52
High AVAGNISD 5.12E-05 0 1 1 1 P18206 0 1269.68 High 0 1.4E-05 54
High EAFQLFDR 0.000865 0 1 1 3 P60660 0 1025.505 High 0 0.000352 47
High AVAEMQFG 2.83E-08 0 1 1 4 O95361 0 1604.846 High 0 7.38E-09 83
High ATVLNYLPK 0.0002 0 1 2 4 P01023 0 1018.593 High 0 0.000138 52
High GGDVASM 1xCarbami  1.23E-05 0 1 1 1 P03952 0 2048.862 High 0 3.31E-06 24
High GFPGYMYT 2E-07 0 2 2 1 P21281; P1 0 1896.884 High 0 5.27E-08 54
High ATTVTGTPC1xCarbami  1.59E-07 0 1 1 2 P00747 0 2125.972 High 0 4.17E-08 63
High AVDTWSW 0.001443 0 1 1 1 Q08380 0 1206.554 High 0 0.000401 26
High GFNCESKP 2xCarbami   1.14E-07 0 1 1 2 P02751 1 2903.225 High 0 3.01E-08 78
High GFEPTLEAL 9.85E-05 0 1 1 1 P04114 0 1308.683 High 0 0.000027 54
High GFFDPNTH 0.001009 0 1 1 1 P58107 0 2164.082 High 0 0.00028 12
High EVGTPHGII 1xCarbami  5.33E-09 0 1 1 7 P02790 0 2498.234 High 0 1.38E-09 80
High GFGFGQGA 0.000172 0 1 1 1 P21291 0 1433.681 High 0 4.73E-05 53



High EAAFSLAEA 0.000279 0 0 0 3 0 1036.531 High 0 7.65E-05 33
High EAALSYGFY2xCarbami   1.99E-05 0 1 1 13 P14555 0 1960.843 High 0 3.38E-05 58
High GFGFVCFSS1xCarbami  1.02E-06 0 1 4 1 P11940 0 1662.747 High 0 2.72E-07 47
High AVGDKLPE 2xCarbami   1.21E-07 0 2 2 23 P00739; P0 1 1857.92 High 0 3.18E-08 67
High GFGFVLFK 0.00116 0 1 2 2 Q14103 0 914.5135 High 0 0.000322 46
High AVGDGIVLC1xCarbami  1.05E-05 0 1 1 6 P13797 0 1031.555 High 0 6.73E-05 53
High AVFVDLEPT 4.98E-07 0 1 3 6 Q9BQE3 0 1701.906 High 0 3.54E-05 51
High GFGHIGIAV1xCarbami  7.55E-06 0 1 1 3 Q04760 0 1790.889 High 0 2.04E-06 42
High AVFDETYPD 0.000302 0 1 1 1 P49588 0 1408.674 High 0 8.31E-05 48
High AVEYLLMG 0.001351 0 1 1 2 P54727 0 1433.746 High 0.000142 0.000757 28
High AVEVACYV 2xCarbami   0.000232 0 1 1 1 P45985 0 1198.559 High 0 6.38E-05 38
High AVENYLIQM 0.000502 0 1 1 3 O14737 0 1307.678 High 0 0.000139 34
High GFGTDEQA1xCarbami  6.1E-10 0 1 1 2 P50995 0 1738.806 High 0 2.75E-10 114
High GFGTDEQA 7.86E-08 0 1 1 1 P20073 0 1690.839 High 0 2.06E-08 89
High GFKDQIYDI 0.000127 0 1 1 2 P60842 1 1501.769 High 0 3.46E-05 40
High AVENSSTA 0.000201 0 1 1 1 P25788 0 1217.648 High 0 5.53E-05 34
High EADIDGDG 8.88E-08 0 1 1 2 P0DP23 0 2490.08 High 0 2.33E-08 78
High GFMVQTG 0.000762 0 0 0 1 0 1423.663 High 0 0.000211 43
High EAEAAIYHL 0.000144 0 1 1 1 P14618 0 1931.986 High 0 3.93E-05 35
High AVEAAQVA 8.42E-07 0 1 1 3 P47895 0 1189.632 High 0 2.24E-07 65
High GHIAVSAAV 3.6E-05 0 1 1 1 Q9NQW7 0 1455.795 High 0 9.77E-06 59
High EAFSLFDKD 0.000156 0 1 1 3 P0DP23 1 1844.891 High 0 4.29E-05 53
High ATSNVFAM 2.14E-06 0 1 3 3 O14950 0 2090.985 High 0 5.97E-06 48
High EALGTPGAA 2.33E-05 0 1 1 1 P15498 0 1791.964 High 0 6.32E-06 39
High ATDKDITGT 0.000614 0 1 1 2 P16083 1 2999.427 High 0 0.00017 41
High GGSTSYGT 0.000334 0 1 1 5 P02671 1 3517.508 High 0 9.19E-05 32
High ATCIGNNSA1xCarbami  1.51E-05 0 1 1 1 P25789 0 1607.788 High 0 4.1E-06 69
High GGTLGTPQ 7.05E-08 0 1 1 1 P05452 0 2242.062 High 0 1.85E-08 70
High EALLSSAVD 1.94E-08 0 1 1 2 P78371 0 1656.808 High 0 5.06E-09 74
High ATAVMPDG 1.23E-07 0 1 1 1 Q06830 1 2086.016 High 0 3.24E-08 71
High ETYGEMAD2xCarbami     0.001333 0 1 1 4 P02768 0 1450.528 High 0 0.00037 45
High GGVCCSYG 2xCarbami   0.000129 0 0 0 2 0 1631.673 High 0 3.53E-05 53
High ATAVMPDG 0.001333 0 1 1 9 Q06830 0 1164.572 High 0.000368 0.001635 37
High ATATSCRPC3xCarbami    2.23E-05 0 1 1 7 P98160 0 2082.915 High 0 8.82E-06 52
High ATAPVSFNY 5.08E-08 0 1 1 2 Q5VW32 0 2016.007 High 0 1.33E-08 74
High GGVNDNFQ 1.08E-05 0 1 1 2 P07996 0 1616.814 High 0 2.9E-06 53
High GGYFDEFG 9.92E-05 0 1 1 1 P11413 0 1273.621 High 0 2.7E-05 46
High GGYTLVSG 9.65E-05 0 1 1 6 P02790 0 1141.589 High 0.000257 0.000984 45
High ATAGDTHL 4.72E-05 0 1 4 3 P0DMV8 0 1675.731 High 0 2E-05 43
High GHAAFTSD 0.000317 0 1 1 8 P00390 0 1841.939 High 0 8.73E-05 32
High ETYGEMAD2xCarbami   9.14E-05 0 1 1 9 P02768 0 1434.533 High 0 0.000029 56
High GHAYSVTG 1.95E-11 0 1 1 7 P17655 0 2062.968 High 0 4.9E-12 90
High EAINVEQA 2.77E-07 0 1 1 1 P51149 0 1589.828 High 0 7.33E-08 60
High ASVTVGGE 7.06E-06 0 0 0 2 0 1444.775 High 0 1.9E-06 41
High EALNVFGN 6.12E-06 0 1 1 2 Q14376 0 2071.92 High 0 1.64E-06 47
High GHGLICEGQ1xCarbami  0.000782 0 0 0 2 0 1510.743 High 0 0.000216 23
High ATEPVIAFY 0.000509 0 1 1 1 P00568 0 1267.657 High 0 0.000141 45
High GGEGTGYF 1.51E-06 0 1 1 1 P04196 0 1490.691 High 0 4.05E-07 74
High EALGSVVA 4.88E-07 0 1 1 2 O00204 0 1634.821 High 0 1.3E-07 45
High EAGIPEFYD 0.000842 0 1 1 2 P00751 0 1842.916 High 0.000142 0.000742 26
High GGFVLLDG 2.28E-05 0 1 1 1 Q13228 0 1510.779 High 0 6.17E-06 66
High ATQPETTEE 0.000399 0 1 1 5 A0MZ66 1 1717.86 High 0 0.00011 25
High EAGFPPGV 0.000192 0 1 1 3 P00352 0 3067.519 High 0 5.27E-05 26
High ATNYNAGD 3.69E-08 0 1 1 4 P61626 1 2363.101 High 0 9.64E-09 47
High ATNVVMN 1.31E-05 0 1 1 1 Q14677 0 1584.757 High 0 3.54E-06 43
High GGGAFVQN 0.000108 0 1 1 1 P33176 0 1486.776 High 0 2.95E-05 43
High GGGGGGYG 4.68E-08 0 1 1 9 P04264 0 2383.952 High 0 8.88E-07 59
High GGGHVAQ 9.58E-05 0 1 1 2 P62249 0 1241.675 High 0 2.62E-05 32
High ATMYNLLA 0.001351 0 1 1 1 O14879 0 1300.697 High 0 0.000375 31
High EVDLKDYED 0.000156 0 1 1 2 P02671 1 1509.707 High 0 0.000043 43
High GGLYIVTEY 0.000378 0 1 1 2 P41240 0 1344.687 High 0 0.000104 24
High EAGFPPGV 1xOxidatio  3.31E-06 0 1 1 1 P00352 0 3083.514 High 0 8.89E-07 45
High EVDEQMLN 3.6E-05 0 3 4 3 Q13885; P0  0 1446.689 High 0.000257 0.001245 32
High GGPGSAVS 1.56E-09 0 1 1 5 P04083 0 2356.157 High 0 4E-10 81
High GGPVQVLE 1.49E-06 0 1 1 1 Q13228 0 1412.727 High 0 3.98E-07 60
High EVAKPSPG 2.91E-06 0 1 1 2 Q53FA7 0 1552.858 High 0 7.78E-07 55
High GGPVQVLE 2.7E-07 0 1 1 6 Q13228 1 2390.281 High 0 7.15E-08 83
High ATFYGEQV 8.9E-06 0 1 1 3 P46940 0 1483.674 High 0 7.29E-06 49
High EVAGFVLN 0.001299 0 1 1 3 Q9Y2S2 0 1004.552 High 0 0.00036 33
High ATFMVGSY 0.000332 0 1 1 1 P52566 0 2944.407 High 0 9.12E-05 23
High GGSFQLNE 0.000267 0 1 1 27 P02788 0 1390.733 High 0.000257 0.00132 55
High GGSGGSHG 1.27E-07 0 1 1 14 P35527 0 3223.282 High 0 1.3E-07 76
High ATFGCHDG2xCarbami   3.85E-07 0 1 1 3 P02749 0 2385.996 High 0 1.85E-07 75
High EALENANT 1.03E-05 0 0 0 1 0 1545.775 High 0 2.77E-06 53
High GLGLSPDLV1xCarbami  0.000197 0 1 1 2 P17812 0 1285.693 High 0.000142 0.000715 34
High DTSTSTVYM 7.01E-05 0 1 1 2 P01743 0 1689.8 High 0 1.91E-05 47
High CICSQLSLTT2xCarbami   0.000194 0 1 1 1 Q12765 0 1310.644 High 0 5.32E-05 26
High DHINLPGFS 0.000114 0 1 1 1 P00491 0 1664.85 High 0 3.12E-05 24
High DGYNYTLS 0.00025 0 1 1 15 P31949 0 1060.495 High 0 6.85E-05 46
High DGYLFQLLR 0.001492 0 1 1 2 P04196 0 1124.61 High 0 0.000416 36
High DGVVEITGK 0.000235 0 1 1 2 P04792 0 917.4938 High 0 6.46E-05 40
High DGVTPIKDL 0.000105 0 1 1 1 P55210 1 1569.838 High 0 2.87E-05 37
High DGTVLCELI 1xCarbami  2.93E-08 0 1 1 10 P37802 1 2415.259 High 0 7.65E-09 66
High DGTVLCELI 1xCarbami  0.000453 0 1 1 1 P37802 0 2287.164 High 0 0.000126 38
High FIQQTYPSG1xCarbami  9.98E-08 0 1 1 4 Q8WUM4 0 2161.961 High 0 2.61E-08 87
High DQECDKFN3xCarbami    5.19E-06 0 1 1 2 Q9UBR2 1 2179.848 High 0 2.49E-06 43
High DGTTHQTS 1xOxidatio  4.23E-05 0 1 1 4 P00966 0 2370.128 High 0 7.55E-05 25
High DHYIFYCEG1xCarbami  4.34E-09 0 1 1 34 P31025 0 2120.002 High 0 1.12E-09 64
High DGTILCTLM1xCarbami  0.000438 0 1 1 2 Q99439 0 1265.623 High 0 0.000216 29
High FISLGEACK 1xCarbami  0.000937 0 1 1 1 P01024 0 1024.513 High 0 0.000259 43
High DQGNQEQ 6.15E-08 0 1 1 1 Q14515 1 3851.61 High 0 1.62E-08 44
High FDVPGDEN 1.73E-05 0 1 1 1 P46940 0 1565.654 High 0 4.68E-06 51
High DQGSCGSC2xCarbami   8.34E-10 0 1 1 4 P07858 0 2172.907 High 0 2.14E-10 113
High DGSFSVVIT 9.33E-06 0 1 1 4 P01833 0 1250.674 High 0 2.52E-06 66
High DQLKEVWE 2.42E-05 0 1 1 2 P80303 1 2490.131 High 0 6.56E-06 48



High FITHAPPGE 0.00016 0 1 1 4 P52907 0 2089.014 High 0 4.37E-05 37
High FDQLLAEEK 0.001378 0 2 4 1 P35579; Q7 0 1092.557 High 0 0.000383 24
High DGPLNMIL 1.66E-07 0 1 1 2 P23526 0 2252.123 High 0 4.38E-08 48
High DQLIYNLLK 5.59E-09 0 1 1 4 P00338 1 2074.082 High 0 1.44E-09 89
High FLSLDYIPQ 0.001168 0 0 0 1 0 1251.673 High 0 0.000325 44
High DQADFSVL 4.15E-06 0 1 1 2 Q7Z406 0 1450.696 High 0 1.11E-06 70
High DKLAACLEG2xCarbami   2.51E-13 0 1 1 5 P00734 1 2212.012 High 0 6.14E-14 120
High FINMFAVL 5.23E-05 0 1 1 1 Q7L576 0 1439.76 High 0 1.42E-05 52
High FLEQELETIT 2.44E-06 0 1 1 2 P55058 0 1816.969 High 0 6.52E-07 53
High DLCGCYSVS4xCarbami     3.45E-07 0 2 2 2 P01877; P0 0 3949.74 High 0 9.14E-08 48
High FLEQQNQV 5.26E-05 0 2 2 4 P35908; P0 0 1475.785 High 0 1.43E-05 60
High FLGDKVTSY 4.66E-06 0 1 1 3 P98160 1 1541.796 High 0 1.25E-06 52
High FLGSGGFIG 0.000614 0 1 1 1 Q02809 0 1627.848 High 0 0.00017 44
High DLCGCYSVS3xCarbami    1.05E-07 0 1 1 24 P01876 0 2593.127 High 0 1E-06 65
High DICEEQVNS1xCarbami  7.1E-06 0 1 1 6 P01024 0 1789.864 High 0 1.92E-06 53
High DPNNLFMV 6.82E-05 0 1 1 2 Q13200 0 1105.546 High 0 1.87E-05 59
High DPVQEAWA 5.41E-06 0 1 1 1 P14618 0 1642.771 High 0 1.45E-06 84
High FIKDNWEE 0.000138 0 1 1 2 P55786 1 1626.791 High 0 3.78E-05 36
High FLLADNLYC1xCarbami  0.000262 0 1 1 1 P61758 0 1256.634 High 0 7.22E-05 39
High DIASGLIGP 1xCarbami  2.49E-05 0 1 1 8 P00450 0 1469.84 High 0 9.94E-06 56
High FLLEYIAPM 3.57E-06 0 1 1 1 Q02809 0 1454.76 High 0 9.6E-07 48
High DLAQYDAA 0.000809 0 1 1 4 Q02818 1 1829.857 High 0 0.000224 26
High FEDGVLDP 0.000108 0 1 1 1 P04004 0 1422.654 High 0 2.97E-05 54
High DIAPTLTLYV 0.000132 0 2 2 6 P00739; P0 0 1290.73 High 0 9.12E-05 49
High DLAILQCHG1xCarbami  0.000919 0 1 1 1 O95372 0 2063.041 High 0 0.000255 25
High DLAGHCYY 3xCarbami    1.93E-06 0 1 1 1 P98088 0 2315 High 0 5.16E-07 60
High FLIPNASQA 0.000189 0 1 1 5 P63104 0 1304.684 High 0 5.2E-05 37
High DLAGEEAF 0.001085 0 1 1 3 O15231 0 1007.479 High 0.000142 0.000733 32
High DLADELALV 2.34E-06 0 1 1 4 P00338 0 1657.853 High 0 6.28E-07 67
High FEDENFILK 0.001492 0 1 1 1 P62937 0 1154.573 High 0 0.000414 47
High DKPLKDVIIA1xCarbami  2.37E-05 0 1 1 1 P23284 1 1571.846 High 0 6.45E-06 33
High DGNLHEGD 8.2E-05 0 1 1 2 Q9UDY2 0 1323.69 High 0 2.24E-05 46
High DQLQTFSE 4.2E-06 0 1 1 2 P61163 0 2534.289 High 0 1.13E-06 35
High DGNASGTT1xCarbami  8.65E-08 0 1 2 13 P68104 0 3021.567 High 0 9.77E-08 66
High FLVGPDGIP 0.00031 0 1 1 3 P22352 0 1314.724 High 0 8.52E-05 45
High DFLLQQTM 0.00061 0 1 1 3 Q04760 0 1264.672 High 0 0.000168 55
High FNHPEIVQL 0.000247 0 0 0 2 0 2010.029 High 0 6.78E-05 24
High DQQEAALV1xOxidatio  3.29E-07 0 1 1 4 P09211 0 2132.976 High 0 4.84E-06 54
High DQQNLPYG 0.000401 0 1 1 1 Q7KZI7 0 2196.043 High 0 0.000111 32
High FDGGVEAIA 7.15E-07 0 1 1 5 P33908 0 1135.574 High 0 1.9E-07 68
High FNKNNEGT 1.36E-06 0 1 1 10 P00450 1 2293.027 High 0 1.25E-05 48
High DFEQPLAIS 0.000101 0 1 1 2 O00151 0 1175.606 High 0 2.77E-05 45
High DQVANSAF 9.52E-05 0 1 1 1 P07900 0 1235.601 High 0 2.61E-05 49
High FNKPFVFLM 2.97E-06 0 1 1 8 P01009 0 1855.978 High 0 7.95E-07 42
High FNKPFVFLM1xOxidatio  3.14E-05 0 1 1 3 P01009 0 1871.972 High 0.000142 0.000653 33
High DFDPAVTEY 0.000323 0 1 1 1 P09467 0 1453.696 High 0 8.9E-05 51
High FDGALNVD 0.000877 0 2 7 1 Q9BQE3; P 0 2409.209 High 0 0.000243 34
High DFAVSTVPV 0.001397 0 1 1 3 O95865 0 1668.87 High 0.000257 0.00085 32
High DFALQNPS 0.000114 0 1 1 2 P35858 0 1314.68 High 0 3.12E-05 39
High FNIPDLK 0.001085 0 0 0 1 0 846.472 High 0 0.000302 43
High DFAGIQVG 0.00043 0 1 1 3 Q9BW04 0 934.4993 High 7.47E-05 0.000477 34
High DQYELLCLD1xCarbami  5.19E-06 0 1 1 2 P02787 0 1539.711 High 0 1.39E-06 71
High DENQSINH 0.000273 0 1 1 2 P20073 0 2013.868 High 0 0.000212 22
High FNISNGGPA 2.7E-08 0 1 1 3 P36871 0 1630.807 High 0 6.93E-08 68
High FDEYFSQSC1xCarbami  1.24E-06 0 1 1 51 P02788 0 1862.765 High 0 3.32E-07 80
High DEFTNTCPA1xCarbami  0.000144 0 1 1 1 Q96NY7 0 2540.088 High 0 3.96E-05 41
High FNQAQSGN 2.32E-06 0 1 1 1 P42224 0 1880.917 High 0 6.2E-07 75
High FNQTYQLA 2.87E-05 0 1 1 3 Q14166 0 1736.824 High 0 7.78E-06 38
High FNGIVEDFN 4.46E-08 0 1 1 2 Q9BVG4 0 1757.886 High 0 1.49E-07 72
High FEDKLPEDM 0.000247 0 0 0 1 1 1350.636 High 0 6.79E-05 35
High FNAVLTNP 0.000192 0 1 1 2 P02747 0 1927.903 High 0 5.25E-05 42
High FDGILGMA 7.14E-08 0 1 1 2 P07339 0 1239.619 High 0 1.87E-08 81
High DGMVSFHD 0.000292 0 1 1 3 Q9UNS2 0 1375.595 High 0.000257 0.000991 23
High FLVYVANFD 0.001152 0 1 1 1 P50395 1 1712.864 High 0 0.00032 23
High DGLLPENTF 0.000466 0 1 1 1 P11413 0 1664.864 High 0 0.000129 58
High FDLMYAK 0.001502 0 2 8 4 Q9BQE3; P 0 887.4332 High 0.000504 0.002527 34
High DGIEPGHIP 6.45E-07 0 1 1 2 P25325 0 2910.452 High 0 1.71E-07 27
High FMATNDLM 0.000457 0 1 1 1 Q86VP6 0 1541.734 High 0 0.000126 62
High DGFKGDLC 2xCarbami   3.52E-08 0 1 1 5 P98160 1 2203.95 High 0 9.16E-09 80
High DGETLEELM 0.000217 0 1 1 4 P13797 0 1164.545 High 0 0.000367 51
High DGEDQTQD 0.001207 0 0 0 1 0 2232.001 High 0 0.000335 53
High FDHVITNM 3.36E-05 0 1 1 2 P02746 0 1863.844 High 0 1.31E-05 29
High FDHILYTGS 2.22E-06 0 1 1 6 P30838 0 1494.759 High 0 6.96E-06 31
High DGAGDVAF 6.68E-05 0 1 1 1 P02787 0 978.4891 High 0 1.82E-05 43
High DGAGDVAF 7.71E-06 0 1 1 62 P02788 0 1020.511 High 0 9.67E-05 65
High DFTPVCTTE1xCarbami  0.000298 0 1 1 2 P30041 0 1395.657 High 0 8.23E-05 45
High DFSALESQL 8.88E-08 0 1 1 2 P35579 0 2493.174 High 0 9.44E-08 77
High DFSAEYEED 6.03E-05 0 1 1 1 P04114 1 2509.068 High 0 1.64E-05 37
High FMNPFNM 1xOxidatio  0.000509 0 1 1 3 P31948 0 1659.766 High 0 0.000185 39
High FMNSGQTC2xCarbami   4.44E-07 0 1 1 5 P30838 0 3127.453 High 0 1.17E-07 54
High DFQSGQHV 0.001248 0 1 1 4 P46459 0 1285.665 High 0 0.000347 49
High FMQAVTGW 0.000548 0 1 1 2 P01019 0 1067.534 High 0 0.000152 49
High DFNVGDYIQ 8.72E-06 0 1 1 3 P06737 0 1624.797 High 0 2.34E-06 82
High DQLVIPDGQ 0.001199 0 1 1 3 Q8NBJ4 0 2169.989 High 0.000257 0.001064 28
High DFLMLAQT 0.000149 0 1 1 3 P22059 0 1290.651 High 0 4.18E-05 52
High DQQEAALV 1.78E-10 0 1 1 5 P09211 0 2116.982 High 0 4.51E-11 86
High DLCGIVASK1xCarbami  0.000512 0 1 1 11 P13489 0 962.4975 High 0.000142 0.000711 42
High FIEDELQIPV 2.95E-05 0 1 1 1 P30520 0 1330.725 High 0 8.02E-06 54
High DICNDVLSL1xCarbami  2.85E-05 0 1 1 4 P63104 0 1418.72 High 0 3.36E-05 38
High DISEVVTPR 0.000544 0 1 1 4 P00751 0 1015.542 High 0 0.00015 43
High FFESFGDLS 4.9E-11 0 1 1 1 P68871 0 2058.948 High 0 1.24E-11 115
High FGFPAFSGI 8.6E-05 0 1 1 1 P53004 0 1185.605 High 0 2.35E-05 37
High DIQMTQSP 1xOxidatio  3.17E-08 0 1 1 6 P0DOX7 0 1908.897 High 0 8.31E-09 82
High FGGAAVFP 0.000375 0 1 1 1 P19971 0 1491.734 High 0 0.000104 45
High DNENVVNE 3.77E-07 0 1 1 1 P02675 0 1768.787 High 0 9.96E-08 61



High DIQMTQSP 1.22E-09 0 1 1 9 P0DOX7 0 1892.902 High 0 3.14E-10 62
High DIQDSLTVS 5.99E-05 0 1 1 1 P47755 0 1747.871 High 0 1.64E-05 63
High DIPTNSPEL 5.63E-08 0 1 1 2 P01042 0 2139.082 High 0 1.47E-08 80
High DIPMNPMC1xCarbami  0.000163 0 1 1 1 P01008 0 1409.637 High 0 4.46E-05 25
High FGIQAQMV 4.69E-07 0 1 1 1 P49720 0 1613.799 High 0 1.24E-07 66
High FGLSAAEDI 6.33E-06 0 0 0 1 0 1276.653 High 0 1.7E-06 49
High FGPALSVK 0.001573 0 1 2 1 P11940 0 818.4771 High 0 0.000438 42
High FGQGSGPIV 0.000179 0 1 1 3 Q9UGM3 0 1459.754 High 0 4.9E-05 52
High DNLLHQQM 0.000751 0 1 1 1 Q13882 0 2027.005 High 0 0.000208 22
High DLPLLLFR 0.000883 0 1 1 5 O43175 0 986.6033 High 0.000257 0.001243 32
High DNPGVVTC1xCarbami  1.92E-06 0 1 1 1 P22314 0 1445.669 High 0 5.14E-07 58
High DLPELALDT 0.000631 0 1 1 2 Q53EL6 0 1239.658 High 0 0.000175 47
High DINAYNCEE1xCarbami  1.89E-06 0 1 1 4 P30041 1 2649.25 High 0 4.07E-05 49
High DINAYNCEE1xCarbami  1.97E-06 0 1 1 2 P30041 0 1582.669 High 0 5.27E-07 66
High FFADLLDYI 0.000698 0 1 1 1 P00492 0 1244.656 High 0 0.000193 23
High DNSTMGYM 0.001482 0 1 2 2 P08238 0 1248.506 High 0 0.000412 44
High FEVNNTILH1xCarbami  6.77E-05 0 1 1 1 P12955 0 1969.98 High 0 1.85E-05 32
High DNCPCSDC 3xCarbami    8.2E-06 0 1 1 1 O75936 0 1704.63 High 0 2.21E-06 58
High FGSLLPIHPV 0.001325 0 0 0 1 0 1324.726 High 0 0.000369 31
High DISGTSDPF 0.000679 0 1 1 1 O95294 0 1165.548 High 0 0.000188 27
High DNCCILDER2xCarbami   0.000661 0 1 1 2 P02679 0 1194.488 High 0 0.000183 38
High DMGYHVS 1.4E-05 0 1 1 1 P38606 0 1687.687 High 0 3.8E-06 29
High FFPLESWQ 5.34E-06 0 1 1 2 P30046 0 1351.705 High 0 1.43E-06 60
High FFSASCVPG1xCarbami  1.29E-06 0 1 1 40 P02788 0 1285.588 High 0 2.35E-06 67
High DMGSCEIY 1xCarbami    0.000657 0 1 1 1 P35606 0 2232.976 High 0 0.000182 24
High DMGSCEIY 1xCarbami  0.000171 0 1 1 1 P35606 0 2216.981 High 0 4.67E-05 36
High DMAAFNER1xOxidatio  0.001199 0 1 1 1 P48163 0 2238.122 High 0 0.000332 7
High FFSASCVPG2xCarbami   7.92E-07 0 1 1 111 P02788 1 2258.048 High 0 4.67E-06 66
High DLYSGLIGP 1xCarbami  8.82E-08 0 1 1 4 P00450 0 1575.856 High 0 2.32E-08 63
High DLYANTVLS1xOxidatio  1.42E-09 0 1 2 3 P60709 0 2231.065 High 0 3.65E-10 118
High DLYANTVLS 6.37E-07 0 1 2 8 P60709 0 2215.07 High 0 1.7E-07 68
High DMPASEDL 0.00028 0 0 0 1 0 1489.684 High 0 7.73E-05 39
High DLVGELGTA 8.14E-06 0 1 1 1 P04066 0 1143.637 High 0 2.19E-06 67
High DIVAAIQHN 3.85E-05 0 1 1 1 Q5TFE4 0 1271.674 High 0 1.05E-05 53
High DLTTAGAV 1xCarbami  3.96E-05 0 1 1 2 Q02543 0 1455.69 High 0 1.08E-05 50
High DITSDTSGD 6.07E-05 0 1 1 4 P04083 0 1213.533 High 0 1.66E-05 52
High FGAVFLWD 2.41E-05 0 1 1 2 O75083 0 2208.072 High 0 6.54E-06 33
High DLTDGHFE 4.02E-10 0 1 1 1 P36952 0 2346.084 High 0 1.03E-10 84
High DMYSFLED 7.92E-06 0 1 1 2 P01023 0 1448.644 High 0 2.14E-06 46
High DLSSVQTLL 0.000172 0 1 1 1 Q13813 0 1204.678 High 0 4.73E-05 45
High FGDPECQV 1xCarbami  0.000498 0 1 1 1 P22102 0 1628.872 High 0 0.000138 39
High FGDPVVQS 0.000339 0 1 1 1 P0DMV8 0 1222.577 High 0 9.33E-05 45
High FGDRFPAM 2.54E-06 0 1 1 1 P00491 1 1647.722 High 0 6.82E-07 35
High FGEVVDCT 1xCarbami  0.000447 0 2 3 4 Q99729; Q 0 1167.571 High 0 0.000124 56
High FGFCPMAA2xCarbami   4.82E-06 0 1 1 1 P02751 0 2620.109 High 0 1.29E-06 48
High FDEFFSEGC1xCarbami  8.3E-07 0 1 1 3 P02787 1 1705.753 High 0 2.21E-07 65
High FGVEQDVD1xOxidatio  7.85E-09 0 1 1 2 P14618 0 1875.895 High 0 2.03E-09 79
High FGVVVVGV 8.08E-05 0 1 1 1 P53004 0 988.5938 High 0 2.21E-05 58
High FLCFGSEGG1xCarbami  0.00064 0 1 1 1 P10155 0 1641.762 High 0 0.000177 39
High FEHCNFND 1xCarbami  6.33E-06 0 1 1 7 P13987 0 1539.665 High 0 1.7E-06 47
High DLGTESQIF 0.001022 0 1 1 1 P50395 0 1365.701 High 0 0.000284 19
High DPDQTDGL 2.53E-09 0 1 1 1 P06396 0 2387.147 High 0 6.51E-10 67
High FEELNADLF 0.000447 0 1 2 2 P11142 0 1253.616 High 0 0.000336 56
High FEELCSDLF 1xCarbami  8.77E-05 0 1 3 3 P0DMV8 0 1315.599 High 0 2.39E-05 52
High DIEREDIEFI 1xCarbami  0.000485 0 1 1 2 P50991 1 1566.747 High 0 0.000134 47
High DLEPESEPQ 2.03E-06 0 1 1 1 Q8TE68 0 1858.855 High 0 5.41E-07 49
High FLCSELQAT1xCarbami  0.00019 0 0 0 1 0 1224.604 High 0 5.22E-05 38
High DIENQYETQ 4.59E-08 0 1 1 2 P35527 0 3264.514 High 0 1.3E-08 70
High FLCTGGVSP2xCarbami   7.19E-08 0 1 1 7 P00751 0 1914.847 High 0 1.89E-08 68
High FLCTGGVSP2xCarbami   5.02E-05 0 1 1 2 P00751 1 2975.414 High 0 1.37E-05 17
High DLEEDHAC 1xCarbami  8.77E-05 0 1 1 2 P13639 1 1567.778 High 0 2.4E-05 29
High DLEDKEGE 0.000469 0 0 0 2 1 1502.733 High 0 0.000129 37
High FEEEIKAEQ 0.000229 0 1 1 3 Q96C19 1 1536.718 High 0 6.28E-05 40
High DPENFPFVV 0.000383 0 1 1 1 P51149 0 1475.753 High 0 0.000105 22
High DLEAEHVEV 0.000831 0 1 1 1 Q9H3K6 0 1869.882 High 0 0.000231 21
High DIDGHMVN 0.000809 0 1 1 1 P36969 1 1575.758 High 0 0.000225 30
High DPKNNLEA 0.000727 0 1 1 2 P31025 1 1661.802 High 0 0.000202 36
High FLDGNELTL1xCarbami  5.79E-07 0 1 1 4 O00299 0 1932.974 High 0 1.53E-07 68
High FLDLVPSLQ 6.96E-05 0 1 2 8 P31941 0 1988.085 High 0 1.9E-05 42
High FLDNFSSGR 0.000447 0 1 1 4 Q9HAB8 0 1042.495 High 0 0.000123 66
High DIDEVSSLL 0.000323 0 1 1 1 P50990 0 1146.6 High 0 8.91E-05 40
High FIATLQYIVG 0.000788 0 1 1 1 P48147 0 1280.736 High 0 0.000218 31
High DLISHDEM 7.76E-05 0 1 1 1 P13693 0 1712.784 High 0 2.12E-05 33
High FKIPGSPPE 0.001532 0 1 1 2 P50395 1 1402.715 High 0 0.000427 33
High FKDPGLVD 0.000386 0 1 1 4 P49591 1 1358.768 High 0 0.000106 27
High DILQSCQTS2xCarbami   9.2E-06 0 0 0 1 0 1938.853 High 0 2.49E-06 57
High FGYQFTQQ 0.000302 0 1 1 2 Q9NYL9 0 1328.638 High 0 8.29E-05 51
High DIINMLFYH 0.001415 0 1 1 1 P06737 0 1436.699 High 0 0.000394 22
High FHDLLSQLD 7.4E-05 0 1 1 1 P42224 0 1736.824 High 0 2.02E-05 29
High FHLGEPEAS 4.56E-08 0 1 1 1 Q96S96 0 3093.437 High 0 1.19E-08 71
High DNTINLIHT 0.000141 0 1 1 2 O15144 0 1343.707 High 0 3.86E-05 40
High DLIHDQDE 4.18E-05 0 1 1 1 Q9UNZ2 0 2085.848 High 0 1.14E-05 26
High DLLGTVWG 0.000119 0 1 1 1 Q9NTX5 0 1824.985 High 0 3.26E-05 34
High DPDAQPGG 7.65E-08 0 1 1 2 P07339 0 1787.812 High 0 2.01E-08 73
High FELSCYSLA 1xCarbami  0.000185 0 1 1 3 P00966 0 1555.782 High 0 5.07E-05 44
High DLLFRDDTV1xCarbami  0.000167 0 1 1 4 P02787 1 1565.799 High 0 4.59E-05 36
High FHQLDIDD 1.73E-05 0 2 2 2 O75828; P1 0 1599.813 High 0 4.68E-06 36
High DLLFQALGR 0.000212 0 1 1 3 Q9NSD9 0 1032.584 High 0 5.84E-05 42
High FEIPYFTVSG 2.89E-06 0 1 1 1 Q9Y6Q5 0 1655.879 High 0 7.74E-07 39
High DLLFKDSAI 3.1E-05 0 1 1 26 P02788 1 1468.779 High 0 1.67E-05 57
High DLLDDLKSE 6.41E-06 0 1 1 2 P08758 1 1446.769 High 0 1.73E-06 40
High FKAPLEAVA 0.00136 0 1 1 15 O95968 1 1144.672 High 0.000584 0.004551 44
High FKDIFQEIYD 0.00017 0 1 1 5 O75874 1 1445.731 High 0 0.000104 37
High DIIACGFDIN1xCarbami  0.001152 0 1 1 3 P23381 0 1265.619 High 0.000142 0.000588 56
High DPDAQPGG1xOxidatio  6.36E-09 0 1 1 3 P07339 0 1803.807 High 0 1.64E-09 67



High FKDLGEEN 0.000317 0 1 1 33 P02768 1 1226.605 High 0.000316 0.001425 55
High DPDEPVLLE 5.3E-06 0 1 1 2 P14550 0 2076.111 High 0 1.43E-06 47
High DLKPSNLLI 1xCarbami  0.000188 0 2 2 2 P28482; P2 0 1844.979 High 0 5.14E-05 35
High FKLEESYTL 5.16E-05 0 1 1 2 P30740 1 1785.902 High 0 2.16E-05 31
High FNQVLDQF 0.000247 0 1 1 1 O43242 0 1324.653 High 0 6.78E-05 34
High FNSLNELVD 0.000111 0 1 1 2 P62993 0 1506.734 High 0 0.000185 43
High DEELSCTVV1xCarbami  0.0003 0 1 1 1 P01011 0 1421.683 High 0 8.27E-05 57
High FSQAVILSQ 1.42E-08 0 1 1 18 Q99935 0 1948.09 High 0 4.74E-09 54
High DSQVPGPIG5xCarbami      3.19E-11 0 1 1 4 P98160 0 3367.35 High 0 8E-12 90
High CRPPVGCE 2xCarbami   3.64E-05 0 0 0 1 0 1471.714 High 0 9.91E-06 35
High FAAEEFKVP 0.000156 0 0 0 2 1 3575.874 High 0 4.28E-05 35
High FSQEVQVP 0.000937 0 0 0 1 0 1289.648 High 0 0.00026 39
High CREILSVDC 2xCarbami   0.000111 0 1 1 3 P10909 1 2078.959 High 0 3.04E-05 37
High FAAATGAT 0.000328 0 1 1 1 P08865 0 1203.648 High 0 9.02E-05 38
High FSQFLETEY 0.001325 0 1 1 1 P06737 0 1291.62 High 0 0.000368 38
High CQNALQQV1xCarbami  6.73E-06 0 1 1 3 Q06210 0 1286.663 High 0 1.81E-06 68
High FSSACDVG 2xCarbami   2.35E-08 0 1 1 3 O95671 0 1628.716 High 0 6.11E-09 84
High CQEVISWL 1xCarbami  3.18E-05 0 1 1 4 P0DMV8 1 2662.245 High 0 1.4E-05 36
High DSTLIMQLL 5.37E-05 0 7 7 7 P63104; P3      0 1189.661 High 0 1.47E-05 41
High DSTLIMQLL1xOxidatio  0.000831 0 7 7 4 P63104; P3      0 1205.656 High 0 0.000256 26
High FSSCGGGG 1xCarbami  2.02E-11 0 1 1 3 P04264 0 1765.735 High 0 5.05E-12 126
High FSSETWQN 1.84E-07 0 1 1 4 Q96IU4 0 1675.819 High 0 4.85E-08 77
High CQCDELCSY6xCarbami       6.86E-07 0 1 1 1 P04004 0 3482.352 High 0 1.82E-07 63
High DSTYSLSST 4.66E-05 0 2 2 33 P01834; P0 0 1502.758 High 0 2.81E-05 66
High CPVTYGQC 4xCarbami       2.01E-06 0 1 1 4 P03973 1 3091.302 High 0 5.4E-07 35
High FSSSGGGG 0.001351 0 1 1 2 P35527 1 2198.945 High 0 0.000375 28
High CPVTYGQC 4xCarbami     4.29E-08 0 1 1 3 P03973 1 3075.307 High 0 1.12E-08 58
High FSTIASSYEE1xCarbami  1.44E-05 0 1 1 1 Q9NY33 0 1449.631 High 0 3.9E-06 57
High CPVTYGQC 4xCarbami     2.59E-05 0 1 1 3 P03973 0 2919.206 High 0 3.31E-05 40
High CPPGYIGLS 3xCarbami    2.2E-06 0 1 1 3 P98160 0 2171.931 High 0 5.89E-07 69
High FSPNSSNPI 1xCarbami  1.11E-05 0 1 1 2 P63244 0 1907.896 High 0 3.01E-06 55
High FSVLGSGLN 0.001434 0 1 1 1 A0A0B4J1Y 0 1049.574 High 0 0.000398 32
High FAAYFQQG 0.000106 0 1 1 1 P06744 0 1692.732 High 0 2.9E-05 42
High CSATGSPAP1xCarbami  2.97E-05 0 1 1 9 P98160 0 1599.758 High 0 2.04E-05 42
High CTVFHGAQ1xCarbami  8.78E-06 0 1 1 1 P49327 0 1636.754 High 0 2.37E-06 33
High FSGWYDAD 4.95E-06 0 1 1 2 P18669 0 1979.877 High 0 1.33E-06 37
High DSIVHQAG 0.001434 0 1 1 1 O15144 1 1354.726 High 0 0.000399 26
High FSGWYDAD 1.88E-06 0 1 1 3 P18669 1 2135.978 High 0 5.02E-07 42
High FSHEEIAMA 2.68E-07 0 1 1 4 P04075 0 1675.847 High 0 1.04E-07 60
High CTTPPPSSG2xCarbami   4.5E-05 0 1 1 4 P00747 0 1793.82 High 0 1.28E-05 42
High CTSTGWIPA1xCarbami  3.47E-06 0 1 1 5 P08603 0 1245.604 High 0 9.31E-07 66
High CTLKPCDYP2xCarbami   0.000188 0 1 1 4 P08603 0 1509.708 High 0 5.38E-05 31
High DSPCQLEA 3xCarbami    1.47E-07 0 1 1 3 P13489 1 2539.122 High 0 2.16E-07 87
High DSPLLLQQI 0.00028 0 1 1 1 Q14203 0 1471.794 High 0 7.73E-05 40
High DSPIQCIQA 1xCarbami  1.41E-06 0 1 1 55 P02788 0 1614.79 High 0 8.63E-06 74
High FAEAFEAIP 1.12E-05 0 1 1 1 P50990 0 1150.589 High 0 3.04E-06 62
High CSVFYGAPS1xCarbami  2.93E-05 0 1 2 2 P0C0L5 0 1115.519 High 0 7.95E-06 52
High CSTSSLLEA 2xCarbami   1.78E-06 0 1 1 8 P02787 0 1531.688 High 0 4.77E-07 75
High CSTSPLLEA 2xCarbami   7.4E-07 0 1 1 22 P02788 1 1810.883 High 0 1.97E-07 84
High FSLSGGYW 2.15E-07 0 1 1 1 P51812 0 1718.802 High 0 5.67E-08 78
High FSMVVQDG 6.59E-06 0 1 1 4 P30044 0 1222.65 High 0 1.77E-06 65
High CSTSPLLEA 2xCarbami   9.77E-08 0 1 1 39 P02788 0 1682.788 High 0 2.57E-08 98
High DSPSVWAA 0.00169 0 1 1 3 P07737 0 1213.621 High 0 0.000471 17
High CSNEAVLVA2xCarbami   0.000319 0 1 1 2 O95834 0 2630.295 High 0 8.75E-05 23
High DSPVLIDFF 1.7E-07 0 1 1 2 P04196 0 1682.791 High 0 4.46E-08 55
High CSATGSPTP1xCarbami  2.81E-06 0 1 1 11 P98160 0 2370.139 High 0 7.51E-07 77
High FSPATHPSE1xCarbami  1.79E-05 0 1 1 5 P00747 0 1993.871 High 0 4.85E-06 42
High FSPLMTAA 1.33E-06 0 1 1 1 Q6P996 0 1363.74 High 0 3.55E-07 75
High CTWLIEGQ 1xCarbami  5.19E-05 0 1 1 1 O75882 0 1373.663 High 0 1.41E-05 52
High CPNPPVQE 1xCarbami  2.5E-07 0 1 1 2 P05090 0 1657.764 High 0 6.59E-08 89
High CPIGYSGLS 3xCarbami    7.39E-09 0 1 1 2 P98160 0 2216.916 High 0 1.92E-09 68
High DTIVLLCKP 1xCarbami  6.82E-06 0 1 1 1 Q8WUM4 0 2561.364 High 0 1.83E-06 45
High DTMSDQA 3.35E-09 0 1 1 4 P20810 0 1865.891 High 0 8.63E-10 88
High CLSCILAQQ2xCarbami   0.000142 0 0 0 1 0 1460.698 High 0 3.89E-05 45
High FVAESAEVL 1.67E-07 0 1 1 7 Q13421 0 1330.737 High 0 4.4E-08 83
High CLRDGAGD1xCarbami  3.36E-06 0 1 1 7 P02788 1 1449.727 High 0 9.22E-07 45
High FVALENISC 1xCarbami  0.001107 0 1 1 1 Q8TAT6 0 1180.603 High 0 0.000306 28
High FVEECFQAG1xCarbami  5.19E-06 0 1 1 1 Q53EL6 0 1527.751 High 0 1.39E-06 53
High CLQSGTLFR1xCarbami  0.000373 0 1 1 2 P07384 1 2610.302 High 0 0.000102 30
High DTSASTAYM 0.000105 0 1 1 1 A0A0C4DH 0 1631.758 High 0 2.87E-05 16
High CLLLGAGTL2xCarbami   0.000226 0 1 1 1 O95352 0 1574.814 High 0 6.2E-05 40
High CLIHDGAAP1xCarbami  2.54E-05 0 1 1 2 P98160 0 1709.868 High 0 6.91E-06 42
High DTSCVNPP 1xCarbami  1.72E-06 0 1 1 10 P08603 0 2020.976 High 0 4.61E-07 43
High CLKDGAGD 1xCarbami  9.58E-07 0 1 1 7 P02787 1 1379.699 High 0 2.56E-07 53
High FVFDIFQFA 0.001542 0 1 1 1 Q16222 0 1261.662 High 0 0.00043 34
High CIESLIAVFQ1xCarbami  1.11E-05 0 1 1 5 P31949 0 1307.703 High 0 2.98E-06 48
High FVLCPECEN2xCarbami   7.4E-05 0 1 1 2 P55010 0 2298.053 High 0 2.02E-05 18
High CLDPVDTP 1xCarbami  0.000238 0 1 1 4 P03973 0 1384.653 High 0.000504 0.002689 42
High FVIGGPQG 1.45E-09 0 1 1 2 P31153 0 1444.754 High 0 3.72E-10 93
High CLDAVVSTR1xCarbami  0.000809 0 1 1 2 Q86VP6 0 1020.514 High 0 0.000225 30
High EYLGAICSC 3xCarbami    1.67E-09 0 1 1 1 P02751 0 1878.793 High 0 4.3E-10 74
High FVLPAVLNP 6.2E-05 0 1 1 1 O00534 0 1125.678 High 0 1.7E-05 37
High FVLSGANIM1xCarbami  3.19E-09 0 1 1 2 Q9ULC4 0 1919.972 High 0 8.22E-10 96
High FVNLGIEPP 0.00105 0 1 1 1 P35998 0 1113.63 High 0 0.000292 36
High CLTTDEYDG1xCarbami  1.08E-07 0 1 1 3 P30043 0 2301.935 High 0 2.85E-08 46
High CPLLVDSEG1xCarbami  4.75E-06 0 1 1 28 P01833 0 1402.704 High 0 3.68E-06 61
High FTTLCVTGV2xCarbami   6.91E-06 0 1 1 1 P47989 0 2251.1 High 0 1.86E-06 30
High CLVEKGDV 1xCarbami  6.12E-05 0 1 1 4 P02787 1 1364.724 High 0 1.66E-05 39
High DSYSGGVV 1.11E-06 0 1 1 3 P28062 0 1587.693 High 0 2.94E-07 60
High FSYDLSQCI 1xCarbami  2.51E-05 0 1 1 1 Q8NBJ4 0 1633.735 High 0 6.81E-06 42
High FSYSSGHVH 0.000475 0 1 1 1 P01031 0 1678.782 High 0 0.000131 19
High DTDTGALL 9.91E-08 0 1 1 1 P36955 0 1250.663 High 0 2.61E-08 91
High EYVLPSFEV 7.75E-09 0 1 1 3 P01024 0 1878.974 High 0 1.91E-08 65
High DTEEEDFHV 6.06E-09 0 1 1 6 P01009 0 1891.856 High 0 1.57E-09 86
High DTGKTPVE 3.14E-05 0 1 1 4 P60866 1 1648.865 High 0 8.52E-06 52



High CNQWSGLS3xCarbami    1.67E-05 0 1 1 8 P02788 0 3160.423 High 0 8.88E-05 53
High CNPGTGQC5xCarbami      8.14E-05 0 1 1 2 O75882 0 2832.128 High 0 2.23E-05 42
High FTCTVTHTD1xCarbami  1.33E-07 0 2 2 4 P0DOX6; P0 0 1716.863 High 0 3.5E-08 65
High FTDEEVDEL 0.000594 0 1 2 1 O14950 0 1415.633 High 0 0.000164 46
High CNGVLEGIR1xCarbami  2.81E-05 0 2 4 2 P35579; Q7 0 1017.515 High 0 7.63E-06 65
High FTLNPNPTG 0.000151 0 1 1 1 P45985 0 1933.988 High 0 4.14E-05 43
High CMQLTDFI 1xCarbami  0.000732 0 1 1 1 P50914 0 1268.638 High 0 0.000203 20
High FTLSGGNW 8.54E-06 0 1 1 2 Q15418 0 1711.829 High 0 2.3E-06 74
High EYTDASFTN 9.26E-05 0 1 1 2 P00450 0 1203.528 High 0 2.54E-05 55
High CIYNLLQSS 1xCarbami  0.001316 0 1 1 1 P53618 0 1579.815 High 0 0.000366 33
High CLYASVLTA1xCarbami  0.000296 0 1 1 3 P13639 0 1378.715 High 0 8.17E-05 45
High FTITPSTTQV 0.000223 0 1 1 1 P47755 0 1604.926 High 0 6.1E-05 40
High FTNLLTSILD 0.000131 0 1 1 1 Q16719 1 1766.917 High 0 3.59E-05 45
High EYSGTIASE 6.24E-05 0 1 1 1 P04114 0 1847.866 High 0 1.7E-05 51
High FTPTETNKA2xCarbami   2.93E-07 0 1 1 3 P02748 1 2825.272 High 0 7.74E-08 63
High FTQDTQPH 0.001265 0 1 1 3 Q14204 0 1752.834 High 0 0.000352 28
High FTTDAIALA 5.37E-05 0 1 1 1 P28065 0 1296.662 High 0 1.46E-05 34
High EYCGVPGD 1xCarbami  0.001232 0 1 1 2 P02760 0 1708.748 High 0.001582 0.01253 16
High CVDTMAYE1xCarbami  3.16E-05 0 1 1 5 O95968 1 1272.571 High 0 0.000156 37
High FSGSNSGN 1.86E-11 0 0 0 11 0 1612.793 High 0 2.65E-09 89
High FPSVSLQEA 2.18E-10 0 1 1 56 Q16378 0 1729.854 High 0 5.53E-11 108
High DAVLLVFAN 0.000144 0 1 3 4 P61204 0 1089.63 High 0.000257 0.000993 49
High DAVLLLFAN 0.000279 0 1 1 2 P18085 0 1103.646 High 0 8.26E-05 44
High DRVPTYQY 1xOxidatio  0.000292 0 1 1 2 P55210 1 1820.827 High 0 0.000151 25
High FQDGDLTL 3.02E-09 0 1 1 10 P09211 0 1883.95 High 0 1.44E-09 79
High FQDTDGKH 0.000182 0 1 1 3 P52209 1 1398.738 High 0 4.97E-05 34
High FQEHCPDL 1xCarbami  0.001168 0 1 1 1 O60437 0 1330.584 High 0 0.000323 31
High FQELIFEDF 4.32E-05 0 1 1 1 Q96TA1 0 1414.7 High 0 1.18E-05 38
High FQGIKHECQ1xCarbami  0.000969 0 1 1 2 P60981 1 2112.988 High 0 0.000269 30
High DAVEDLESV 0.000162 0 1 1 2 P81605 0 1161.563 High 0 4.44E-05 53
High DSCKGDSG 2xCarbami   9.91E-08 0 1 1 2 P00746 1 2550.192 High 0 2.61E-08 53
High FDASFFGV 0.000182 0 1 1 2 P49327 0 1251.616 High 0 4.97E-05 28
High DATNVGDE 4.04E-06 0 1 1 5 P06733 1 2743.378 High 0 1.08E-06 80
High DATNVGDE 6.9E-08 0 1 1 7 P06733 0 1960.925 High 0 1.81E-08 77
High FQHGVIAA 0.000112 0 1 1 3 P28062 0 1299.68 High 0 3.07E-05 32
High FQIATVTEK 0.000831 0 1 1 3 P28070 0 1036.567 High 0 0.000315 42
High DASGVTFTW 8.42E-06 0 1 1 107 P01876 0 1540.728 High 0 3.13E-05 68
High FQLFGSPSG 0.000712 0 1 1 50 P02788 0 1195.611 High 0.000142 0.000588 55
High FQLFGSPSG 4.18E-06 0 1 1 10 P02788 1 1811.969 High 0 1.12E-06 73
High DASGATFTW 5.08E-07 0 2 2 63 P01877; P0 0 1512.697 High 0 1.39E-06 88
High FQNALLVR 0.000221 0 1 1 27 P02768 0 960.5625 High 7.47E-05 0.00053 57
High DALSSVQES 1.65E-08 0 1 1 2 P02656 0 1716.851 High 0 4.28E-09 77
High FDAPPEAVA 0.000831 0 1 1 1 O95969 0 1115.573 High 0 0.000231 41
High DAYELQEV 1xCarbami  6.55E-05 0 1 1 2 Q9UEW8 0 2646.356 High 0 6.14E-05 39
High DSCVGSLVV1xCarbami  0.000275 0 1 1 7 P01024 0 1063.545 High 0 7.55E-05 54
High DCASHFEQ 1xCarbami  0.000358 0 1 1 2 O00391 0 1848.757 High 0 9.87E-05 32
High DRVPTYQY 7.5E-06 0 1 1 2 P55210 1 1804.832 High 0 2.02E-06 58
High DDTYGPYSS 0.001614 0 1 1 1 Q9UGM3 0 1457.654 High 0 0.000448 32
High DDSKNTLY 0.001701 0 1 1 4 A0A0B4J1V 1 1769.874 High 0.004398 0.04529 23
High FNTFIHEDIW 2.5E-06 0 1 1 2 P34096 0 1704.849 High 0 6.69E-07 46
High FNVLQYVV 1.1E-06 0 1 1 1 Q14152 0 1434.799 High 0 2.93E-07 55
High DDRYCESIM1xCarbami  0.000262 0 1 1 2 P03950 1 1344.567 High 0 7.2E-05 27
High FDEFFSEGC1xCarbami  3.03E-08 0 1 1 10 P02787 0 1577.658 High 0 1.46E-08 77
High FNWYVDGV 4.53E-06 0 1 2 6 P0DOX5 0 1677.802 High 0 2.18E-06 49
High FDDAVVQS 0.00054 0 1 1 2 P11142 0 1254.567 High 0 0.000183 47
High DDLYVSDA 0.000782 0 1 1 2 P01008 0 1309.606 High 0 0.000217 37
High DRPCQNGG4xCarbami     7.35E-05 0 1 1 1 P98160 0 3375.363 High 0 2E-05 29
High DDKCANLF 1xCarbami  0.000837 0 1 1 2 Q9P1F3 1 1793.91 High 0 0.000231 33
High FPEVDVLTK 0.001232 0 1 1 1 P04114 0 1047.572 High 0 0.000343 35
High DDGLFSGD 7.45E-06 0 1 1 5 P37802 1 1722.812 High 0 2E-06 64
High DDGLFSGD 2.03E-05 0 1 1 1 P37802 0 1594.717 High 0 5.5E-06 48
High FPFIGEDDN 2.57E-08 0 1 1 2 Q6MZM9 0 2935.401 High 0 6.69E-09 48
High DDDKNNDG 4.66E-05 0 0 0 1 1 1992.846 High 0 1.27E-05 55
High FPGQLNAD 0.000197 0 4 10 4 Q13885; Q   0 1130.595 High 0 5.42E-05 54
High FPGQLNAD 2.34E-05 0 4 10 8 Q13885; Q   1 1258.69 High 0 6.35E-06 39
High FPPFFTLQP 0.0009 0 1 1 1 Q9BRG1 0 1678.859 High 0 0.000249 42
High FPPPLSPPY 1.5E-05 0 1 1 49 Q99954 0 1381.726 High 0 4.07E-06 51
High FPQLDSTSF 8.3E-07 0 1 1 2 P49327 0 1469.702 High 0 2.21E-07 66
High DCIGGCSD 2xCarbami   0.000255 0 1 1 1 P35754 0 2308.091 High 0 7E-05 28
High DCHLAQVP 1xCarbami  3.77E-05 0 1 1 10 P02787 0 1689.849 High 0 1.02E-05 38
High DCGATWVV1xCarbami  3.82E-08 0 1 1 6 P60174 0 1586.738 High 0 9.96E-09 72
High DSIVHQAG 1.09E-05 0 1 1 1 O15144 0 1198.625 High 0 2.94E-06 42
High DAHSQGEV1xCarbami  0.000989 0 1 1 1 Q92896 0 1558.717 High 0 0.000273 14
High FQNSAILTIQ 0.001307 0 1 1 1 P01031 0 1359.763 High 0 0.000363 24
High CVWEIEVN 1xCarbami  1.79E-05 0 1 1 1 Q9UGM3 0 1511.695 High 0 4.84E-06 49
High FAIQDISVE 0.00017 0 2 4 3 P12814; O4 0 1537.774 High 0 4.64E-05 48
High FSCFQEEAP1xCarbami  8.14E-06 0 1 1 2 Q16610 0 2036.928 High 0 2.19E-06 41
High FSCMAWT 1xCarbami  0.00057 0 1 1 2 P48147 0 1339.556 High 0 0.000158 44
High FSCMCPQG2xCarbami   7.61E-06 0 1 1 1 Q12805 0 1631.713 High 0 2.05E-06 51
High CVWDIEVQ1xCarbami  0.000148 0 1 1 1 Q9UGM3 0 1595.727 High 0 4.06E-05 47
High CVTVFSAPN2xCarbami   4.66E-05 0 1 1 1 P53041 0 1990.846 High 0 1.27E-05 34
High FSDTCFLDT3xCarbami    0.001552 0 1 1 2 P98160 1 2942.214 High 0 0.000432 52
High FSEPVYAAF 7.06E-05 0 1 2 2 O95361 0 1544.778 High 0 1.93E-05 41
High FSGQLNSH 1xCarbami  1.17E-05 0 1 1 7 P01023 0 1899.881 High 0 3.15E-06 51
High DSLLQDGE 5.37E-06 0 1 1 1 P07737 0 1625.748 High 0 1.44E-06 84
High DSLLQDGE 1xOxidatio  1.42E-06 0 1 1 2 P07737 0 1641.742 High 0 5.65E-07 66
High CVNNYQGM1xCarbami  0.001502 0 1 1 2 O75663 0 1226.566 High 0 0.000417 30
High CVLIFGVPS 1xCarbami  0.000328 0 1 1 3 P13716 0 1147.629 High 0 0.000121 39
High FSGSGAGT 6.03E-05 0 0 0 3 0 1287.622 High 0 1.65E-05 55
High FSGSGSGT 1.43E-06 0 3 6 12 A0A087WW   0 1303.616 High 0 3.81E-07 81
High FSGSGSGT 2.23E-09 0 2 2 9 P01619; A0 0 1632.786 High 0 5.73E-10 112
High FSGSIDSSS 1.42E-07 0 0 0 7 0 1957.971 High 0 3.75E-08 94
High CVLFPYGGC2xCarbami   0.000512 0 1 1 2 P02760 0 1670.741 High 0 0.000141 39
High FSGSLLGGK 0.000482 0 0 0 4 0 865.4778 High 0.000806 0.006326 31
High FAHYVVTSQ 7.18E-10 0 1 1 2 P19827 0 2006.009 High 0 1.26E-08 77



High DSITTWEIL 7.35E-06 0 1 1 2 P01024 1 1923.973 High 0 1.98E-06 48
High FSGSNPGN 3.14E-06 0 0 0 2 0 1622.813 High 0 8.39E-07 49
High DSHSLTTNI 2.68E-05 0 1 1 3 P02671 0 1629.826 High 0 7.26E-06 35
High DAHNALLD 0.000226 0 1 2 1 B5ME19 0 1496.745 High 0 6.2E-05 40
High FATASADG 5.99E-07 0 1 1 2 O75083 0 1719.822 High 0 1.59E-07 77
High FSAICQGDG1xCarbami  1.24E-07 0 1 1 2 P04003 0 1581.711 High 0 3.27E-08 62
High FDAGSGMA 1.67E-05 0 1 1 2 P98160 0 1125.536 High 0 4.5E-06 58
High DAGVIAGL 1.84E-05 0 1 2 2 P0DMV8 0 1197.695 High 0 5.01E-06 63
High FQPGETLTE 6.87E-05 0 1 1 2 P46940 0 2841.354 High 0.000257 0.000907 36
High FCIWTESAF1xCarbami  0.000888 0 1 1 1 P36578 0 1316.609 High 0 0.000246 27
High DSGFQMN 1.52E-05 0 1 1 13 P02787 0 1195.552 High 0 4.13E-06 59
High DAGTIAGLN 0.000149 0 1 1 2 P11021 0 1217.631 High 0 4.1E-05 38
High FCFTPHTEE2xCarbami   0.001502 0 1 1 3 P49327 0 1869.789 High 0 0.000418 19
High DAGTIAGLN 0.00016 0 1 1 2 P11142 0 1199.674 High 0 4.37E-05 33
High FQSAVLYAA 1.28E-06 0 1 1 1 O00462 0 1440.748 High 0 3.4E-07 54
High DAGAGTEA 4.23E-08 0 1 1 2 Q6P6B1 1 2411.168 High 0 1.11E-08 72
High FQSLGVAFY 0.001064 0 1 1 2 P51149 0 1187.621 High 0 0.000296 25
High FAYGYIEDL 0.000727 0 1 1 2 P30740 0 1218.604 High 0 0.000347 31
High DSGRDYVS 0.000479 0 1 1 1 P02647 1 1815.851 High 0 0.000132 25
High FAVEEIIQK 0.000767 0 1 1 3 Q9BS40 0 1076.599 High 0 0.000213 40
High DAFDRNPE 6.24E-05 0 1 1 1 P52209 1 2310.14 High 0 1.7E-05 40
High DAESIHQYL 0.00022 0 1 1 2 P55786 0 1472.749 High 0 0.000105 38
High DADPILISLR 5.05E-05 0 1 1 2 Q9BR76 0 1112.631 High 0 1.37E-05 44
High FQSSHHPT 5.56E-07 0 1 1 1 P14625 0 2260.063 High 0 1.47E-07 40
High FQSVESGA 4.82E-06 0 1 1 1 Q9NXG2 0 1666.855 High 0 1.3E-06 56
High FATTFYQH 0.000215 0 1 1 2 P01008 0 1528.743 High 0 5.92E-05 37
High FRCPEALFQ2xCarbami     0.000559 0 1 2 3 P60709 1 3550.626 High 0.003526 0.03686 24
High CYTAVVPLV1xCarbami  7.76E-07 0 1 1 62 P01591 0 1656.83 High 0 1.25E-06 60
High CYSCGEFGH2xCarbami   0.000365 0 0 0 2 0 1485.625 High 0 0.000101 19
High FSALLSDCV1xCarbami  7.3E-05 0 1 1 1 Q9BZQ8 0 1167.583 High 0 1.99E-05 44
High AQAELENV 3.07E-09 0 1 1 3 Q7Z406 0 1859.898 High 0 8.07E-07 70
High AQEILSQLP 0.000328 0 1 1 1 P35754 0 1239.731 High 0 9.04E-05 56
High GLGTDEDS 1xCarbami  3.82E-08 0 1 2 6 P07355 0 1777.864 High 0 9.95E-09 88
High HHCPNTPII 1xCarbami  0.000171 0 1 1 2 P63000 0 1586.847 High 0 4.67E-05 28
High ELAKVEEEIQ 0.00064 0 1 1 1 P55327 1 2099.159 High 0 0.000177 33
High AEVLSEEPI 0.001425 0 1 1 1 Q7L1Q6 0 1227.683 High 0 0.000396 42
High AETECQNT 1xCarbami  5.09E-06 0 1 1 2 P13645 0 2082.965 High 0 1.37E-06 71
High HKLDVTSV 0.000174 0 1 1 3 P48643 1 1433.727 High 0 4.77E-05 39
High EMPMQTLV 0.000963 0 1 1 3 P07602 0 1244.638 High 0 0.000268 35
High HKVYACEV 1xCarbami  7.69E-09 0 2 2 17 P01834; P0 1 2141.081 High 0 1.13E-06 53
High AESPEVCFN1xCarbami  1.22E-08 0 1 1 2 P43652 0 1622.7 High 0 3.18E-09 76
High HIDCAAIYG 1xCarbami  5.56E-06 0 1 1 1 P14550 1 2782.335 High 0 1.5E-06 43
High HLDQQEKQ 0.001492 0 1 1 1 P07476 1 2404.193 High 0 0.000414 5
High AFADALEV 0.000326 0 1 1 1 P48643 0 3135.516 High 0 8.96E-05 26
High AESHPEVSI 1xCarbami  0.00013 0 1 1 1 P98088 0 2262.093 High 0 3.55E-05 18
High ELAILLGML 6.03E-05 0 1 1 1 P30041 1 1884.999 High 0 1.65E-05 58
High ELANSPDC 2xCarbami   0.001015 0 1 1 1 P48739 0 1783.745 High 0 0.000282 20
High AESFPNTPL2xCarbami   4.23E-05 0 1 1 2 P98088 0 3199.54 High 0 1.15E-05 41
High ELASQPDV 0.000238 0 1 1 5 P60174 0 3029.583 High 0 6.56E-05 39
High HLEHQEGQ1xOxidatio  0.000102 0 1 1 1 P07476 0 2375.13 High 0 2.78E-05 42
High ELCQGLGQ 1xCarbami  5.59E-07 0 1 1 3 P13489 0 1513.779 High 0 1.49E-07 64
High EMETPLSA 1xCarbami  0.000152 0 1 1 1 Q99933 0 1776.826 High 0 4.16E-05 26
High AEQCCEETA2xCarbami   2.93E-06 0 1 1 2 P02748 0 1906.827 High 0 7.82E-07 35
High EMACTTGV1xCarbami  1.31E-06 0 1 1 2 Q9ULA0 0 1812.923 High 0 3.49E-07 55
High ELDALGHE 0.000559 0 1 1 1 P55957 0 3165.512 High 0 0.000154 30
High HIDSAHLYN 7.53E-10 0 1 2 3 Q04828 0 2179.089 High 0 1.93E-10 61
High AFADAMEV 0.000358 0 1 1 1 P50991 0 3030.545 High 0 9.88E-05 18
High ELAEDGYSG 3.16E-07 0 1 1 1 P23396 0 1423.67 High 0 8.36E-08 71
High AFAHLQVP 0.001701 0 1 1 1 P98160 0 1167.627 High 0 0.000474 32
High AFIITGQTYT 4.29E-05 0 1 1 1 P30566 0 1270.679 High 0 1.17E-05 39
High EKPLALYM 1xOxidatio  0.000237 0 1 1 4 P30838 0 1658.809 High 0 6.51E-05 35
High EKYPSHSFIG 6.77E-07 0 1 1 5 P29218 1 2064.987 High 0 1.8E-07 61
High EMSGSPAS 0.000427 0 1 2 5 P0C0L5 0 1259.63 High 0 0.000117 44
High HFNALGGW 0.000105 0 1 1 2 P09960 0 1756.877 High 0 0.000166 35
High AFLASPEYV 0.000762 0 1 1 2 P09211 1 2032.05 High 0 0.000211 30
High HFVGMLPE1xCarbami  0.000259 0 1 1 4 P60981 1 1488.709 High 0 7.12E-05 30
High EIADGLCLE 1xCarbami  1.39E-06 0 1 1 1 P13693 0 1432.699 High 0 3.72E-07 58
High HGAGAEIST 6.77E-05 0 1 1 2 Q8TBX8 0 1794.877 High 0 1.84E-05 41
High EMSCIAEDV1xCarbami  4.23E-07 0 1 1 3 Q9Y678 0 1995.998 High 0 1.12E-07 55
High AFLASPEYV 7.96E-09 0 1 1 3 P09211 0 1903.991 High 0 2.06E-09 80
High AFFESHPAP 0.00054 0 1 1 1 P55786 0 1445.681 High 0 0.00015 30
High HGDGTTLD 0.001387 0 1 1 2 P55786 0 1300.657 High 0 0.000386 18
High AFENCSED 1xCarbami  1.2E-06 0 1 1 2 O75828 0 1497.627 High 0 3.2E-07 90
High HGEIDYEAI 0.00029 0 1 1 3 P62333 0 1273.642 High 0 0.000155 41
High HGEVCPAG1xCarbami  0.000271 0 1 1 4 Q06830 0 2406.187 High 0 7.46E-05 20
High HGGPGPGG 9.78E-07 0 1 1 2 Q8WUF5 0 2228.058 High 0 2.61E-07 39
High HGIVEDWD 0.00016 0 1 1 1 P61158 0 1499.695 High 0 4.38E-05 32
High HGQALGEL 8.41E-08 0 1 1 3 Q7Z406 0 1749.888 High 0 2.21E-08 75
High HGTDDGVV 4.41E-05 0 1 1 3 P02675 0 1544.695 High 0 1.2E-05 54
High HGVQELEIE 6.36E-08 0 1 1 1 P35527 1 1966.06 High 0 1.67E-08 62
High AFCDLSQPQ1xCarbami  2.57E-08 0 1 1 4 P22079 0 2206.106 High 0 6.72E-09 94
High AFAVGVQQ 2.44E-05 0 1 1 1 O95373 0 1272.767 High 0 6.62E-06 45
High AEPEDHYF 0.000438 0 1 1 1 P61158 0 2482.188 High 0 0.000121 10
High HLEIIYEINQ 1.19E-05 0 1 1 1 P06737 0 1399.758 High 0 3.21E-06 41
High HLEINPDHP 0.000762 0 1 1 1 P08238 0 1782.95 High 0 0.00021 21
High AENYDIPSA 2.26E-05 0 1 1 1 P22314 0 1250.565 High 0 6.12E-06 41
High AEGSDVAN1xCarbami    0.000492 0 1 1 1 P14618 1 3510.636 High 0 0.000136 60
High ELVAENLSV 0.000269 0 1 1 1 Q15642 0 1129.621 High 0 7.4E-05 44
High HMGGILAV 0.000956 0 1 1 1 P48147 0 1251.699 High 0 0.000265 27
High AEGSDVAN1xCarbami  6.32E-07 0 1 1 4 P14618 1 3494.641 High 0 1.68E-07 72
High AEGSDVAN1xCarbami    0.000248 0 1 1 2 P14618 0 2510.139 High 0 0.000142 45
High AEGSDVAN1xCarbami  8.02E-08 0 1 1 4 P14618 0 2494.144 High 0 2.11E-08 81
High ELTVSNND 6.91E-07 0 1 1 2 P13489 0 1630.803 High 0 1.84E-07 69
High HNDDEQYA 4.95E-05 0 2 3 1 P07900; P0 0 2255.959 High 0 1.35E-05 36
High ELTTEIDNN 0.001614 0 1 1 1 P13645 0 1996.971 High 0 0.00045 15



High ELTPQVVSA 0.001115 0 1 1 3 P18206 0 1170.648 High 0 0.000309 38
High AEFGPPGP 0.001223 0 1 1 1 Q9H4A4 0 1199.58 High 0 0.00034 38
High ELDESLQVA 9.65E-05 0 1 1 5 P10909 0 1288.638 High 0 2.64E-05 41
High HNVYINGIT 1.11E-09 0 1 1 3 P01023 0 2137.056 High 0 2.85E-10 81
High HPDEAAFF 2.39E-06 0 1 1 5 P02671 0 1593.718 High 0 6.38E-07 60
High ELTIGSKLQ 1.44E-06 0 1 1 5 P06703 1 1643.896 High 0 3.86E-07 72
High HPDYSVVL 1.27E-05 0 1 1 11 P02768 0 1311.742 High 0 3.43E-06 43
High HPECYVCTD3xCarbami    0.000279 0 1 1 4 O00151 0 1853.762 High 0 0.000191 28
High AEFAEVSKL 3.07E-07 0 1 1 3 P02768 1 1650.895 High 0 8.12E-08 87
High ELDLSNNC 1xCarbami  2.8E-10 0 1 1 4 P13489 0 2415.218 High 0 7.13E-11 117
High EITALAPST 4.41E-05 0 2 6 5 P60709; P6 0 1161.618 High 0 2.24E-05 64
High ELSSTEAQL 0.001636 0 1 1 1 Q7Z406 0 2427.163 High 0 0.000455 21
High ELDQWIEQ 1xCarbami  0.000167 0 1 1 1 P67775 0 1704.79 High 0 0.000046 39
High AEEYEFLTP 6.07E-05 0 1 1 7 P52565 0 1751.837 High 0 1.65E-05 54
High HIYYITGETK 0.000976 0 1 2 5 P07900 0 1224.626 High 0 0.00027 36
High AFIQLWAF 4.59E-05 0 1 1 1 P02760 0 1408.762 High 0 1.25E-05 43
High HLVQQEGQ 1.05E-05 0 1 1 5 P07476 0 1721.857 High 0 1.87E-05 45
High AEKENPGLT 0.000679 0 1 1 1 Q9BUL8 1 1686.873 High 0 0.000187 20
High HLEINPDHS 0.000169 0 1 1 1 P07900 0 1786.945 High 0 4.63E-05 20
High HLEQQEGQ 9.32E-08 0 1 1 1 P07476 0 2393.158 High 0 2.45E-08 70
High EIVYPFQGD 0.000146 0 0 0 2 0 1583.795 High 0 7.54E-05 32
High HLEQQQGQ 1.1E-09 0 1 1 3 P07476 0 2300.163 High 0 2.82E-10 67
High AENSSLNLI 1.04E-05 0 1 1 2 P46459 0 1145.616 High 0 2.82E-06 62
High HIGLVYSGM1xOxidatio  8.03E-06 0 1 1 1 P25787 0 1580.753 High 0 2.17E-06 30
High AENFFILR 0.000378 0 1 1 2 P59998 0 1009.547 High 0 0.000104 41
High EIVHIQAGQ1xCarbami  6.31E-09 0 3 6 10 Q13885; P0  0 1822.923 High 0 1.64E-09 58
High EIVDSYLPV 6.95E-08 0 1 1 2 P07602 0 1729.999 High 0 1.83E-08 70
High AEMADQA 1.23E-05 0 1 1 1 P0C0L5 0 1433.684 High 0 3.32E-06 57
High AELLVTEAP 1.79E-07 0 1 1 3 P98160 0 2310.255 High 0 4.72E-08 71
High HIPGAAFFD1xCarbami  6.87E-06 0 1 1 2 P25325 0 1848.833 High 0 1.85E-06 30
High HLRDQADF 0.00169 0 1 1 2 Q7Z406 1 1856.94 High 0.000316 0.001429 15
High AELGFLESC 1xCarbami  0.000526 0 1 1 2 Q92696 0 1294.646 High 0 0.000153 46
High HLSLLTTLS 9.39E-05 0 1 1 3 P02774 0 1254.716 High 0 2.57E-05 46
High AELEIQKDA 1.34E-07 0 1 1 7 P07741 1 1696.886 High 0 3.51E-08 74
High ELVDDSVN 4.82E-06 0 1 1 3 P22061 0 1259.623 High 0 1.29E-06 70
High HLSSCAAPA1xCarbami  0.000141 0 1 1 5 Q6IBS0 0 1667.817 High 0 3.88E-05 48
High AELEALLSS 2.68E-05 0 1 1 2 Q7Z406 1 1574.827 High 0 7.25E-06 47
High HLTPVTLEL 0.000777 0 1 1 5 P30838 0 1264.726 High 0 0.000216 30
High AELEALLSS 1.17E-05 0 1 1 1 Q7Z406 0 1060.588 High 0 3.16E-06 56
High HLVCNGDQ3xCarbami    7.59E-09 0 1 1 1 P07357 0 2723.025 High 0 1.97E-09 70
High HIVLSGGST 9.31E-09 0 1 1 1 P61160 0 1771.916 High 0 2.41E-09 66
High ELVALMSA 7.87E-05 0 1 1 3 P09960 0 1102.629 High 0 2.15E-05 49
High AFPALTSLD 1.57E-08 0 1 1 6 P08571 0 1972.997 High 0 4.09E-09 58
High EMSGSPAS 1xOxidatio  0.000198 0 1 2 2 P0C0L5 0 1275.625 High 0 5.45E-05 44
High HEVININLK 0.000661 0 1 1 2 P78417 0 1079.621 High 0 0.000183 44
High AGLNCSTE 1xCarbami  1.68E-05 0 1 1 1 P05198 0 1434.672 High 0 4.54E-06 59
High GWEEGVAQ 0.001657 0 1 1 1 P62942 0 1533.711 High 0 0.00046 20
High AGLMLQEA1xCarbami  0.000563 0 1 1 2 Q14651 1 1533.776 High 0 0.000155 23
High ENISDPTSP 2.97E-05 0 1 1 1 P01591 0 1228.617 High 0 8.08E-06 35
High AGIEVQEIK 0.000145 0 1 1 1 P19021 0 986.5517 High 0 3.99E-05 44
High AGIAHLYGI 1.96E-08 0 1 1 5 P09467 0 2072.077 High 0 5.11E-09 60
High AGKPVICAT1xCarbami     6.59E-05 0 1 1 2 P14618 0 1908.959 High 0 1.8E-05 37
High EHEHVVEC 1xCarbami  0.001122 0 1 1 1 P43034 1 3364.527 High 0 0.000312 21
High AGKPVICAT1xCarbami    1.99E-07 0 1 1 6 P14618 0 1892.964 High 0 5.25E-08 68
High GWLRDPSA 9.52E-06 0 1 1 1 P18206 1 1982.968 High 0 2.58E-06 33
High EHGVGGVS1xCarbami  0.00113 0 1 1 3 Q9C0C2 0 1678.797 High 0 0.000313 25
High AGKPVICAT1xCarbami  8.47E-08 0 1 1 9 P14618 0 1876.969 High 0 2.22E-08 74
High GWQDVTA 1.33E-05 0 1 1 1 P55327 0 1326.632 High 0 3.6E-06 42
High AGKEPGLQ 1.6E-05 0 1 1 3 P06396 1 1254.695 High 7.47E-05 0.000482 54
High AGHMVPSD 2.87E-06 0 1 1 4 Q9HB40 0 1556.72 High 0 7.71E-07 49
High GYAFNHSA 1.48E-07 0 1 1 3 P61160 0 1613.734 High 0 3.91E-08 61
High GYDFESETD 7.5E-07 0 1 1 1 Q06210 0 1705.744 High 0 1.99E-07 65
High GYDSAGVG1xCarbami  1.73E-05 0 1 1 1 Q06210 1 2433.005 High 0 4.68E-06 39
High EHLVQATP 0.000269 0 1 1 2 Q06033 0 1734.877 High 0.000142 0.000691 28
High ENLDRDIAL 0.000233 0 1 1 11 P00734 1 1317.683 High 0 6.42E-05 44
High AGGSASAM1xOxidatio  8.65E-05 0 1 1 5 P20618 0 2020.017 High 0 2.37E-05 54
High GYDVIAQA 5.74E-08 0 2 2 4 P60842; Q1 0 1394.691 High 0 1.5E-08 53
High AGGSASAM 1.08E-05 0 1 1 10 P20618 0 2004.022 High 0.000211 0.000782 47
High EHAVEGDC 1xCarbami  4.5E-07 0 1 1 4 P02765 0 1660.764 High 0 1.19E-07 54
High GYEAPQIAL 0.000976 0 1 1 1 Q9H9S4 0 1117.6 High 0 0.000271 40
High GVYSSDVF 0.000853 0 1 1 1 P00450 0 2669.259 High 0 0.000236 25
High AGLNEMVE 0.000308 0 1 1 1 Q14738 0 1619.785 High 0 8.48E-05 30
High AGSSTPGD 0.000407 0 1 1 1 Q7Z6Z7 0 1766.867 High 0 0.000112 48
High AGQPLQLL 2.34E-05 0 1 1 4 P25325 0 1799.969 High 0 6.34E-06 66
High EGYYGYTG 9.78E-05 0 1 1 6 P02787 0 1283.569 High 0 0.000123 36
High GVNCIDYYS1xCarbami  0.00012 0 1 1 1 P35606 0 2535.146 High 0 3.29E-05 37
High APVQPQQS 5.71E-06 0 1 1 4 Q13200 0 2218.11 High 0 1.53E-06 42
High ENVIMSQIL1xCarbami  0.000982 0 1 1 2 P30153 0 1544.818 High 0 0.000272 27
High GVNWAAF 1.44E-05 0 1 1 3 P53621 0 2254.107 High 0 3.89E-06 48
High GVPFTLTTV 0.001532 0 1 1 2 O95833 0 1306.7 High 0 0.000425 23
High GVQVETISP 0.000842 0 1 1 1 P62942 0 1314.665 High 0 0.000234 24
High AGQCVIGLQ1xCarbami  2.89E-07 0 1 1 2 Q99439 0 1476.73 High 0 7.66E-08 63
High AGQAVDDF 7.15E-05 0 1 1 4 P52209 0 1192.584 High 0 2.4E-05 56
High AGPGTLSVT 0.000469 0 1 1 1 O75369 0 1413.758 High 0 0.00013 30
High AGPFDEFQ 6.87E-05 0 1 1 1 Q9P289 0 1567.782 High 0 1.87E-05 36
High GVTFNVTT 5.99E-07 0 1 1 5 O00299 0 1281.669 High 0 1.54E-06 88
High GVTQYYAY 0.001232 0 1 1 1 P26196 0 1449.701 High 0 0.000342 23
High EHALLAYTL 0.000154 0 2 3 5 Q05639; P6 0 1314.742 High 0 0.000386 32
High EHANSKQE 4.66E-06 0 1 1 2 Q14515 1 3301.457 High 0 5.73E-05 41
High ENNAVYAF 0.000159 0 1 1 2 O75368 0 1848.949 High 0 4.34E-05 23
High AGLSSGFIG1xCarbami  0.001145 0 1 1 2 P98160 0 1223.62 High 0 0.000318 41
High GVVPLAGT 1.75E-11 0 1 1 9 P09972 0 2273.126 High 0 4.38E-12 115
High GVVPLAGT 2.94E-10 0 1 1 4 P04075 0 2272.142 High 0 3.42E-10 98
High GVVQELQQ 2.04E-05 0 1 1 1 P29692 0 1299.727 High 0 5.51E-06 59
High AGLQSLEAS 5.45E-05 0 1 1 1 O60784 0 1088.569 High 0 1.48E-05 50



High GVWGSVC 2xCarbami   0.000122 0 1 1 1 O43866 1 2467.065 High 0 3.34E-05 36
High AEDTAVYYC1xCarbami  4.63E-05 0 1 1 1 A0A0J9YX3 0 1318.598 High 0 1.26E-05 37
High GYEEWLLN 1.52E-05 0 2 3 1 P12814; O4 0 1421.706 High 0 4.11E-06 66
High AGGNQAAS 0.000756 0 1 1 1 Q9HBR0 0 1458.693 High 0 0.000209 26
High ENAPAIIFID 1.14E-07 0 1 1 4 P43686 0 1944.032 High 0 3.02E-08 67
High AGALQLLLV 6.41E-05 0 1 1 1 P55058 0 1197.72 High 0 1.75E-05 44
High HCIMQANA1xCarbami  2.72E-05 0 1 1 1 Q8WUM4 0 2013.963 High 0 7.37E-06 37
High AGALNSND 8.77E-07 0 1 1 5 P06396 0 1319.695 High 0 2.47E-07 78
High AGAIAPCEV1xCarbami  2.79E-07 0 1 2 1 P05388 0 2180.102 High 0 7.4E-08 53
High HDAATCFV 1xCarbami  1.11E-05 0 1 1 1 P54920 0 1623.722 High 0 2.98E-06 39
High HDAATCFV 1xCarbami  0.001281 0 1 1 1 P54920 1 1751.817 High 0 0.000357 22
High EKIDLENTL 2.7E-05 0 1 1 1 Q16204 1 2271.146 High 0 7.3E-06 35
High AFYPEEISSM 1.73E-07 0 1 2 2 P0DMV8 0 1614.808 High 0 4.57E-08 68
High AFVRPSGT 4.63E-05 0 1 1 3 O95394 0 1432.754 High 0 1.26E-05 35
High EKLEATINE 0.001057 0 1 1 2 P10599 1 1258.689 High 0 0.000359 49
High EMVQNLM 0.000421 0 1 1 1 P11413 0 1232.649 High 0 0.000116 39
High AFSVFLFNT 0.000432 0 1 1 1 Q13907 0 1416.716 High 0 0.000119 31
High HECTLSSQE1xCarbami  9.72E-06 0 1 1 1 O60879 0 1887.865 High 0 2.62E-06 36
High EKPLALYM 1.18E-05 0 1 1 4 P30838 0 1642.815 High 0 3.17E-06 49
High AFSAVDTD 2.99E-08 0 1 1 1 Q9NZT1 0 2263.12 High 0 7.81E-09 108
High HEKEDGAIS 0.000109 0 1 1 1 P50990 1 1567.844 High 0 2.98E-05 31
High AFQPFFVEL1xOxidatio  4.59E-06 0 1 2 9 P01023 0 2061.051 High 0 1.23E-06 48
High AFQPFFVEL 9.26E-05 0 1 2 2 P01023 0 2045.056 High 0 2.53E-05 35
High AFQGLLDTY 9.52E-06 0 1 1 2 Q6XQN6 0 1555.79 High 0 2.57E-06 47
High HEIVQTLSL 0.0003 0 1 1 4 Q13228 0 1167.673 High 0 0.000103 51
High HEMLPASL 0.000182 0 1 1 5 P52209 0 1493.789 High 0 4.98E-05 35
High HEMLPASL 1xOxidatio  3.82E-05 0 1 1 4 P52209 0 1509.784 High 0 1.04E-05 42
High HASNMLGE 0.000825 0 1 1 1 Q96QK1 0 1127.563 High 0 0.000229 34
High ENKPSIIFID 1xCarbami  0.000404 0 1 1 2 O75351 0 2193.086 High 0 0.000111 28
High AGCECLNE 3xCarbami    5.59E-08 0 1 1 2 O43396 1 2410.981 High 0 1.46E-08 71
High AGCQVVAP1xCarbami  0.001316 0 1 1 1 P13716 0 1593.682 High 0 0.000365 38
High AGGIETIAN 6.37E-05 0 1 1 1 P34932 0 1495.702 High 0 1.74E-05 44
High AGGADAVQ 2.13E-05 0 1 1 2 Q9H223 0 1372.718 High 0 5.75E-06 40
High EHSNPNYD 1xCarbami  0.00036 0 1 1 2 Q14204 1 2431.156 High 0 9.93E-05 19
High AGFAGDDA 2.13E-05 0 2 10 4 P60709; P6 0 976.4483 High 0 2.29E-05 53
High GYFVQPTV 5.59E-09 0 1 1 6 P00352 0 1989.937 High 0 1.45E-09 64
High GYFVQPTV 1xOxidatio  8.36E-08 0 1 1 3 P00352 0 2005.932 High 0 2.19E-08 45
High AGEVQEPE 2.2E-05 0 1 1 1 P25311 0 1127.569 High 0 5.96E-06 43
High AGEQVTYT 1xCarbami  2.52E-07 0 1 1 6 P08603 0 1654.742 High 0 6.64E-08 59
High EHVPVTPQ 1xCarbami  1.09E-07 0 0 0 1 0 2520.178 High 0 2.86E-08 57
High GYHYATCL 1xCarbami  0.000197 0 1 1 2 Q06210 0 1482.705 High 0 5.4E-05 31
High EHYPNGVC 1xCarbami  0.000515 0 1 1 2 P47755 0 1523.695 High 0 0.000142 18
High EKAPSIIFID 0.000131 0 1 1 1 P17980 1 1960.064 High 0 3.6E-05 40
High GYLDDPTV 0.000751 0 1 1 1 P11413 0 1132.563 High 0 0.000208 23
High GYIWNYGA 0.000788 0 1 1 2 Q15181 0 2461.121 High 0 0.0003 33
High AGEAGKLE 0.000931 0 1 1 2 Q9BR76 1 1659.837 High 0 0.000258 33
High AGDTVIPLY2xCarbami   1.56E-05 0 1 1 4 P11766 0 1920.919 High 0 4.2E-06 41
High ENFPNFLSA1xCarbami  3.48E-05 0 1 2 3 P31151 1 1569.737 High 0 2.02E-05 36
High GYSFTTTAE 0.000108 0 1 2 6 P60709 0 1132.527 High 0 2.97E-05 42
High EKEDDVPQ 3.38E-05 0 1 1 4 P28838 1 2055.914 High 0 2.64E-05 31
High AGDFLEAN 2.23E-07 0 1 1 3 P01024 0 1641.769 High 0 3.31E-07 59
High GYTQQLAF 0.00124 0 1 1 4 P01024 0 1083.558 High 0 0.000345 51
High EKLCYVALD1xCarbami  1.71E-09 0 1 3 2 P60709 1 2807.311 High 0 4.4E-10 72
High GYVVWQEV 6.24E-05 0 1 1 1 P06865 0 1483.722 High 0 1.7E-05 56
High AGCIVCNTL2xCarbami   5.41E-06 0 0 0 1 0 1491.729 High 0 1.45E-06 49
High AEDTAVYYC1xCarbami  0.000165 0 3 10 11 A0A0B4J1X   0 1318.573 High 0 0.000231 42
High AEDTAVYYC1xCarbami  0.000107 0 1 2 10 P01764 0 1290.567 High 0 2.92E-05 32
High HPVSLEQY 1.86E-05 0 0 0 2 0 1894.9 High 0 5.55E-06 43
High ELPGFLQSG 0.001122 0 1 1 8 P25815 0 1075.578 High 0 0.000311 37
High ELGVGIALR 0.001583 0 1 1 7 Q01469 0 927.5622 High 0 0.00044 37
High AALDGTPG 5.05E-05 0 1 1 2 P09417 0 1552.75 High 0 8.3E-05 30
High EIIDLVLDR 0.00053 0 1 3 2 Q9BQE3 0 1085.62 High 0 0.000146 30
High ELLDTVTAP 3.85E-05 0 1 1 3 P36955 0 1214.663 High 0 0.000108 43
High AALANLCIG1xCarbami  0.000264 0 1 1 1 O00151 0 3312.595 High 0 7.24E-05 32
High ELLESYIDG 0.000178 0 1 1 2 P00734 0 1194.6 High 0 4.87E-05 41
High KDLYANTV 4.84E-10 0 1 2 5 P60709 1 2343.165 High 0 1.23E-10 111
High KDLYANTV 1xOxidatio  3.54E-09 0 1 2 5 P60709 1 2359.16 High 0 2.12E-09 91
High KDSGFQMN 6.96E-05 0 1 1 8 P02787 1 1323.647 High 0 1.9E-05 53
High KDSGFQMN1xOxidatio  5.3E-05 0 1 1 5 P02787 1 1339.642 High 0 1.45E-05 33
High EILGTAQSV1xCarbami  7.91E-08 0 1 1 3 P30050 0 1675.807 High 0 2.08E-08 59
High KDSLSVNEF 0.000853 0 1 1 2 Q99584 1 1166.605 High 0 0.000237 36
High KDTVIKPLLV 0.000269 0 1 1 1 P01023 1 1908.105 High 0 7.41E-05 29
High KDYEEIGPS 1xCarbami  0.00043 0 1 1 3 P61158 1 1466.694 High 0 0.000119 21
High EILQEEEDL 6.41E-06 0 1 1 3 P38606 0 2055.086 High 0 1.83E-06 36
High KDYQTSPLL 3.2E-07 0 1 1 2 Q9Y6U3 1 2225.083 High 0 8.44E-08 53
High ELLQEFIDS 2.01E-09 0 1 1 70 O75556 0 1937.916 High 0 3.03E-09 95
High KEDLVFIFW 3.07E-05 0 1 2 2 P23528 1 1990.068 High 0 8.36E-06 41
High KEDLYLKPIQ 0.00029 0 1 1 2 P13639 1 1402.805 High 0 7.99E-05 44
High KEDSCQLG 2xCarbami   2.37E-08 0 1 1 5 P02760 1 2234.93 High 0 6.2E-09 70
High KEDSCQLG 2xCarbami     1.45E-07 0 1 1 2 P02760 1 2250.925 High 0 3.81E-08 51
High KEEELQAAL 7.06E-05 0 2 3 3 P35579; Q7 1 1257.68 High 0 1.93E-05 53
High AALQGGGP 2.55E-09 0 1 1 8 Q13421 0 2516.224 High 0 6.56E-10 100
High AAGIDEQE 5.16E-05 0 1 1 3 P28838 1 2095.979 High 0 1.41E-05 45
High AAISGENAG 1.95E-05 0 1 1 1 P19827 0 1157.627 High 0 5.26E-06 55
High KCSYTEDAQ2xCarbami   3.09E-09 0 1 1 4 P02749 1 2214.005 High 0 1.66E-08 73
High AAVENLPT 0.000657 0 1 1 2 Q14974 0 1658.911 High 0 0.000182 23
High ELQAHGAD 0.001502 0 1 1 2 O15144 1 1479.791 High 0 0.000417 20
High KALYLQYTD 1.14E-06 0 1 1 3 P00450 1 1647.838 High 0 3.04E-07 69
High AASSLLANL 0.001333 0 0 0 3 0 1578.827 High 0 0.000371 35
High AASGTTGT 7.87E-05 0 1 1 1 P04114 0 1399.649 High 0 2.15E-05 39
High KANNSQEP 1.52E-05 0 1 1 4 Q96HC4 1 2072.037 High 0 4.62E-06 47
High ELGEYGFH 8.08E-07 0 1 1 2 P00352 0 1700.78 High 0 2.15E-07 36
High KAPAEGVLT 0.000196 0 1 1 2 Q9H6S3 1 1154.689 High 0 5.37E-05 63
High AASDIAMT 5.26E-06 0 1 1 6 P62258 0 1819.937 High 0 1.85E-06 68
High KAPSDLYQ 2.79E-05 0 1 1 3 P07384 1 1388.815 High 0 7.6E-06 56



High ELGICPDDA1xCarbami  2.49E-07 0 1 1 27 P12273 0 1610.846 High 0 9.65E-07 71
High AAQVTIQSS 2.19E-06 0 1 1 1 P01023 0 1511.77 High 0 5.83E-07 68
High AAQQQEEQ 2.51E-05 0 0 0 1 1 2699.166 High 0 6.79E-06 24
High KCDPTEVEL3xCarbami    3.71E-08 0 1 1 33 P01591 1 4241.807 High 0 9.68E-09 75
High KCEPIVMTV1xCarbami  0.001232 0 1 1 2 Q9BR76 1 1329.702 High 0 0.000341 21
High KCFSIDNPG1xCarbami  5.34E-06 0 1 1 1 O75083 1 3525.707 High 0 1.43E-06 49
High ELPPDQAEY1xCarbami  0.001215 0 2 2 3 P12814; O4 0 1561.732 High 0.000142 0.000594 41
High KCSTSPLLEA2xCarbami   2.14E-09 0 1 1 29 P02788 1 1810.883 High 0 5.49E-10 120
High AAPSVTLFP 9.79E-06 0 1 4 41 P0DOY2 0 1986.018 High 0 4.29E-06 50
High ELGICPDDA1xCarbami  2.24E-07 0 1 1 8 P12273 1 1995.033 High 0 5.95E-08 77
High AANVLLSEQ 0.001093 0 1 1 1 Q9P289 0 1343.717 High 0 0.000303 42
High KCSTSSLLEA2xCarbami   8.29E-09 0 1 1 5 P02787 1 1659.783 High 0 1.91E-08 111
High AANILVGEN1xCarbami  0.000294 0 0 0 1 0 1400.757 High 0 8.08E-05 41
High AALVAQNY 3.54E-09 0 1 1 4 Q9BS40 0 2044.036 High 0 2.01E-09 81
High EIQAQNFFS 2.81E-05 0 1 1 1 Q9UJ70 0 1790.878 High 0 7.66E-06 51
High AAGEGLLTL 0.001273 0 1 1 1 Q8TE68 0 1000.579 High 0 0.000353 23
High KELEQVCN 1xCarbami  2.54E-05 0 1 1 2 P0DMV8 1 3183.589 High 0 6.9E-06 36
High KGGETSEM1xOxidatio  0.000202 0 1 1 1 P02675 1 2401.17 High 0 5.55E-05 23
High KGGSFQLN 9.14E-07 0 1 1 21 P02788 1 1518.827 High 0 3.95E-07 84
High AADDTWEP 3.34E-05 0 1 1 3 P02766 0 1394.622 High 0 9.03E-06 47
High AADCEVEQ 1xCarbami  4.12E-07 0 1 1 1 Q9UBQ7 1 2587.162 High 0 1.09E-07 43
High AADAEAEV 0.000105 0 1 1 7 P06753 0 1316.644 High 0 2.86E-05 49
High KGIVDQSQ 8.77E-07 0 1 1 4 P63104 1 2169.082 High 0 3.16E-07 63
High KGPEAAGA 0.000286 0 0 0 2 1 2013.015 High 0 7.89E-05 28
High KGPGLYYV 0.000103 0 1 1 1 P28062 1 1591.786 High 0 0.000028 29
High KGTDVNVF 8.76E-08 0 1 1 3 P04083 1 1678.912 High 0 2.3E-08 64
High KGTVLLADN1xCarbami  0.000635 0 1 1 2 P21964 1 2463.318 High 0 0.000176 29
High EILTLLQGV 0.000103 0 1 1 2 Q15631 0 2164.176 High 0 6.96E-05 30
High EIMSHFTAL1xCarbami  0.001256 0 1 1 1 Q92851 0 1589.756 High 0 0.00035 17
High AAAPAPVS 1xCarbami  0.000396 0 1 1 2 P20810 0 1298.652 High 0 0.000109 46
High KGVNLPGA 6.63E-07 0 1 1 3 P14618 1 1764.985 High 0 1.77E-07 60
High AAALEFLNR 2.1E-05 0 1 1 1 P31948 0 1004.552 High 0 5.69E-06 56
High KICYQEVSQ2xCarbami   0.000173 0 1 1 3 Q16531 1 2060.989 High 0 4.76E-05 26
High KIDAAQNW 1.38E-07 0 1 1 2 P18206 1 2508.211 High 0 3.65E-08 36
High KLDALCNIH1xCarbami  0.001122 0 1 1 1 P53621 1 1595.832 High 0 0.000311 38
High KLDEAVAEA 3.87E-06 0 1 1 2 P23526 1 1380.748 High 0 1.04E-06 56
High KIDGQQTIIA1xCarbami  6.24E-05 0 1 1 3 P47755 1 2315.181 High 0 0.000017 35
High KLDVLSND 0.000137 0 1 1 1 P09467 1 1732.934 High 0 3.73E-05 34
High AAAFEEQE 3.49E-08 0 1 1 1 Q9Y490 0 1663.817 High 0 9.14E-09 60
High AAAEDVNV 1.38E-06 0 1 1 1 Q9NQP4 0 1664.776 High 0 3.66E-07 48
High KGFSEGLW 3.98E-05 0 1 1 6 P51858 1 1947.981 High 0 2.05E-05 46
High KEGGLGPL 2.87E-06 0 1 1 8 P32119 1 1863.07 High 0 2.76E-06 51
High AADKLIQN 0.001593 0 0 0 2 1 1750.883 High 0 0.000444 19
High ELISNSSDA 0.000689 0 1 2 1 P07900 0 1291.638 High 0 0.00019 36
High ELPDLEDLM 0.000944 0 1 1 2 Q9HC38 0 1202.597 High 0 0.000262 43
High KENCPACSQ2xCarbami   2.47E-05 0 1 1 3 Q8TBC4 1 2404.138 High 0 0.000185 37
High EIPAWVPF 7.25E-05 0 1 1 20 P25311 0 1782.943 High 0.000536 0.003547 37
High KEQLLELPE 0.000167 0 1 1 2 P07476 1 1919.023 High 0 4.59E-05 25
High ELLQEFIDS 1xOxidatio  5.9E-09 0 1 1 12 O75556 0 1953.911 High 0 2.1E-07 79
High ELIQKELTIG 0.000989 0 1 1 4 P06703 1 1358.789 High 0 0.000273 38
High KFDEVLVN 1xCarbami  0.000746 0 1 1 1 P34932 1 1997.943 High 0 0.000207 13
High AAFVAYALA 0.001552 0 1 1 1 Q6XQN6 0 1296.71 High 0 0.000432 27
High AAFTECCQA3xCarbami    2.31E-06 0 1 1 12 P02768 1 2124.987 High 0 3.8E-06 41
High ELISNASDA 0.000112 0 2 2 1 P14625; P0 0 1275.643 High 0 3.07E-05 50
High KFGDPVVQ 0.000118 0 1 1 6 P0DMV8 1 1350.672 High 0 3.24E-05 43
High KFLDGNELT1xCarbami  8.83E-05 0 1 1 3 O00299 1 2061.069 High 0 2.41E-05 41
High AAFTECCQA2xCarbami   5.75E-05 0 1 1 13 P02768 0 1371.567 High 0 1.85E-05 64
High KFNALFAQ 2.34E-06 0 1 1 4 Q00610 1 1758.881 High 0 8.17E-06 39
High AAFGQGSG2xCarbami     7.81E-05 0 1 1 1 Q08380 0 2929.301 High 0 2.14E-05 24
High AAFGQGSG2xCarbami   1.38E-06 0 1 1 3 Q08380 0 2913.306 High 0 3.68E-07 80
High AAFGGSGG 2.2E-06 0 1 1 3 P35908 1 2501.067 High 0 5.87E-07 50
High KFPSGTFEQ 4.26E-08 0 1 1 14 P02774 1 1694.911 High 0 1.54E-08 89
High AAFDDAIAE 1.44E-06 0 1 1 1 P62258 0 2087.966 High 0 3.86E-07 30
High KGDTFSCM1xCarbami  3.17E-08 0 1 1 68 P01876 1 2337.137 High 0 8.3E-09 64
High AAEAHVDA2xCarbami   3.06E-10 0 1 1 4 P55263 0 3349.423 High 0 7.8E-11 85
High KGDTFSCM1xCarbami    7.55E-06 0 1 1 33 P01876 1 2353.132 High 0 1.15E-05 43
High KGEWVALN 0.000648 0 1 1 9 P08603 1 1282.727 High 0 0.000327 53
High EILSVDCST 1xCarbami  3.29E-07 0 1 1 3 P10909 0 1762.828 High 0 8.1E-07 53
High EPAHLMSL 0.000232 0 1 1 3 P06396 0 2032.076 High 0 0.000258 20
High KALDIAENE 0.000722 0 1 1 1 P23526 1 1687.851 High 0 0.0002 16
High ELGEYFLFD 3.22E-05 0 1 1 1 O60610 0 1357.667 High 0 8.74E-06 48
High HSGFCLETQ1xCarbami  0.000563 0 1 1 1 Q96C23 0 2256.025 High 0 0.000155 20
High ADLNQGIG 0.000139 0 1 1 1 Q96C19 0 1568.766 High 0 3.8E-05 51
High ADILQVGLR 2.59E-05 0 1 1 1 Q9H074 0 984.5837 High 0 7.05E-06 51
High ADIGCTPGS1xCarbami  1.34E-08 0 1 1 1 P01024 1 3537.619 High 0 3.48E-09 77
High ADLFYDVEA 7.15E-07 0 1 1 2 P04196 0 1824.89 High 0 1.91E-07 53
High ADGYVDNL 3.55E-05 0 1 1 2 Q9H008 0 2270.13 High 0 9.65E-06 35
High HSTIFENLA 3.77E-06 0 1 1 7 P02787 0 1273.654 High 0 8.47E-06 60
High ADGESCSA 1xCarbami  5.99E-07 0 1 1 6 P01008 0 1750.672 High 0 2.61E-07 73
High HSTIFENLA 2.89E-05 0 1 1 2 P02787 1 1615.819 High 0 7.86E-06 37
High HTASAWLM 6.55E-06 0 1 1 1 Q96PD5 0 1933.909 High 0 1.76E-06 27
High HTEAAPGD 1xCarbami  4.72E-07 0 1 1 1 Q9BW04 0 2156.004 High 0 1.25E-07 59
High ELENEENQ 5.22E-08 0 1 1 2 Q8IWE2 1 2636.159 High 0 1.37E-08 64
High HTFMGVVS 5.7E-09 0 1 1 5 P02765 0 2081.023 High 0 1.48E-09 60
High ADFSGMSQ 4E-08 0 1 1 1 P35237 0 1586.737 High 0 1.05E-08 78
High HTGCCGDN3xCarbami    4.29E-05 0 1 1 2 Q15181 0 2133.863 High 0 1.17E-05 35
High HTGPGILSM1xCarbami  1.03E-06 0 1 1 2 P62937 0 2791.329 High 0 5.46E-07 48
High HTGPGILSM1xCarbami    1.3E-08 0 1 1 2 P62937 0 2807.324 High 0 3.39E-09 67
High HTSVQTTSS 2.21E-07 0 1 1 2 P02751 0 1863.883 High 0 5.83E-08 45
High ADFDNTVA 1.35E-06 0 1 1 5 P00390 0 2315.151 High 0 8.92E-07 60
High HVDNIMFE 0.000865 0 1 1 1 Q8TAT6 0 1797.834 High 0 0.000239 25
High ADEGWYW1xCarbami  4.66E-05 0 1 1 39 P01833 0 1370.583 High 0 1.27E-05 66
High ELEQVCNP 1xCarbami  1.13E-10 0 1 1 15 P0DMV8 0 3055.494 High 0 8.18E-08 75
High HVEDVPAF 2.47E-08 0 1 1 37 P25311 0 2403.209 High 0 1.09E-08 66
High ELSEALGQI 9.07E-07 0 1 1 3 Q08380 0 1592.791 High 0 2.42E-07 60



High ADDYIEITG 0.0011 0 1 1 1 Q9Y3Z3 0 1309.627 High 0 0.000305 17
High ADLSGITGA 0.000698 0 1 1 3 P01011 0 960.5109 High 0 0.000193 33
High ELSLAGNEL 4.92E-06 0 1 1 1 P13489 0 1530.739 High 0 1.32E-06 51
High HPYFYAPEL 1.48E-06 0 1 1 29 P02768 0 1742.894 High 0 3.95E-07 48
High HQAFEAEL 6.46E-05 0 1 1 1 Q13813 0 1608.751 High 0 1.76E-05 36
High ELEDATETA 3.36E-05 0 1 1 1 P35579 0 1565.675 High 0 9.12E-06 87
High ELSSFIDKG 1xCarbami  2.32E-06 0 1 1 2 P02774 1 2974.33 High 0 6.22E-07 49
High HQFLLTGD 5.95E-06 0 1 1 6 P04217 0 1372.697 High 0 1.6E-06 61
High HQGTITVN 3.03E-05 0 1 1 2 P05546 0 3203.6 High 0 8.26E-06 29
High AEDTALYYC1xCarbami  5.05E-06 0 1 2 4 P01782 0 1304.583 High 0 1.35E-06 57
High AEDMAVYY1xCarbami  6.68E-05 0 1 1 1 A0A075B6Q 0 1348.566 High 0 1.82E-05 56
High AEAESLYQS 5.3E-05 0 1 1 2 P04264 1 2286.125 High 0 5.98E-05 40
High AEAELCAEA1xCarbami  1.43E-07 0 1 1 6 Q7Z406 0 1478.643 High 0 3.81E-06 68
High ADRDQYEL 1xCarbami  4.88E-07 0 1 1 8 P02787 1 1881.876 High 0 1.29E-07 54
High ELEDVTESA 2.58E-05 0 1 1 2 Q7Z406 0 1609.701 High 0 7.01E-06 62
High HQPQEFPT 1xCarbami  2.3E-08 0 1 1 3 P02774 0 2707.209 High 0 6E-09 81
High ADQFLVGT 0.001583 0 1 1 1 Q9HC35 0 1093.564 High 0 0.000439 20
High ADPAAASH 0.000767 0 1 1 1 P20591 0 2060.077 High 0 0.000212 15
High ADNFEYSD 1.69E-06 0 1 1 1 P36871 0 1771.777 High 0 4.5E-07 66
High ADMGGAA 1xCarbami    5.34E-06 0 1 1 1 P28838 0 1709.82 High 0 1.44E-06 31
High HQTLQGLA 0.000522 0 1 1 2 Q6IBS0 0 1934.024 High 0 0.000145 23
High HQTLQGVA 3.05E-05 0 1 1 5 Q12792 0 1453.791 High 0 1.57E-05 47
High HQTVPQNT 1.9E-05 0 1 1 4 P02787 1 1974.978 High 0 5.12E-06 33
High HRDYETAT 7.55E-07 0 1 1 3 O43707 1 1548.765 High 0 2.01E-07 55
High ADMGGAA 1xCarbami  1.27E-06 0 1 1 5 P28838 0 1693.825 High 0 3.38E-07 40
High HRLEDMEQ 3.07E-06 0 1 1 2 P05155 1 1886.943 High 0 8.26E-07 54
High ELSHLPSLY 0.00043 0 1 1 1 P10643 0 1813.876 High 0 0.000119 29
High AAVLEAMT 1.42E-06 0 1 1 2 P13716 0 1179.619 High 0 3.79E-07 68
High ADDKVYPG 1xCarbami  4.04E-05 0 1 1 2 P00450 1 3693.632 High 0 9.76E-05 41
High ADDGRPFP 5.83E-06 0 1 1 8 P04075 0 1342.711 High 0 1.56E-06 36
High HYGPGWV 1.27E-05 0 1 1 1 P23284 0 1474.69 High 0 3.44E-06 51
High HYGYNSYSV 0.000121 0 1 1 1 P07858 0 1634.708 High 0 3.3E-05 28
High HYGYNSYSV 1.49E-08 0 1 1 4 P07858 1 2598.182 High 0 3.86E-09 60
High ACEDHCVA 5xCarbami      2.11E-07 0 1 1 2 P98088 0 3438.453 High 0 5.59E-08 57
High HYGYNSYSV1xOxidatio  9.08E-06 0 1 1 1 P07858 1 2614.177 High 0 2.46E-06 40
High HYGYSLYSA 1.64E-05 0 1 1 1 P12429 0 1301.652 High 0 4.46E-06 29
High ACANPAAG1xCarbami  3.79E-09 0 1 1 8 P00558 0 1768.937 High 0 1.61E-09 105
High AAYLQETG 1.36E-05 0 1 1 6 P04083 1 1905.033 High 0 0.000172 38
High KAAAPAPE 1xCarbami  0.000172 0 1 1 2 P26641 1 2485.122 High 0 4.71E-05 41
High ELGATECIN 1xCarbami  1.66E-07 0 2 3 1 P00325; P0 0 1637.748 High 0 4.38E-08 52
High KAADDTW 1.53E-06 0 1 1 6 P02766 1 1522.717 High 0 4.08E-07 72
High KAAEAHVD 2xCarbami   3.5E-05 0 1 1 1 P55263 1 3477.518 High 0 9.48E-06 57
High AAYLQETG 8.14E-05 0 1 1 1 P04083 0 1776.938 High 0 2.22E-05 35
High ELQEMDKD 1.55E-07 0 1 1 3 P52566 1 1692.8 High 0 4.1E-08 66
High KACPPLSCS 2xCarbami   5.37E-06 0 1 1 3 P98088 1 1603.757 High 0 1.45E-06 44
High AAVYHHFIS 8.54E-05 0 1 1 2 P01024 0 1471.744 High 0 2.33E-05 32
High AAVPSGAS 1.22E-06 0 1 3 4 P06733 0 1804.944 High 0 3.28E-07 96
High ELGCGAAS 1xCarbami  3.34E-05 0 1 1 3 O43866 1 2589.25 High 0 9.06E-06 45
High AAVLWEQK 0.00037 0 1 1 5 P40394 0 944.52 High 0 0.00027 57
High KAEEEHLGI 1.93E-08 0 1 1 8 P00450 1 2256.162 High 0 9.87E-08 66
High KAEEIANEM 0.000114 0 1 1 3 P49588 1 1546.778 High 0 5.92E-05 31
High KAELLDNEK 0.00025 0 0 0 2 1 2528.397 High 0 7.33E-05 31
High KAGIAHLYG 7.34E-08 0 1 1 1 P09467 1 2200.172 High 0 1.93E-08 53
High ACLDTAVE 1xCarbami  4.18E-05 0 1 1 1 P49327 0 1548.74 High 0 1.14E-05 38
High ADDKETCFA1xCarbami  0.000317 0 1 1 2 P02768 1 1499.632 High 0 8.75E-05 40
High ELQGYESN 0.000227 0 1 1 2 Q9Y6U3 0 1825.828 High 0 6.24E-05 60
High ACLISLGYD 1xCarbami  0.000332 0 1 1 2 O43707 1 2556.178 High 0 0.000176 39
High ELSAVTFPD 0.000183 0 1 1 1 P42224 0 1360.747 High 0 5E-05 39
High HVFGESDE 2.7E-07 0 1 1 3 P60174 0 1458.722 High 0 7.12E-08 54
High HVGMAVA 1.7E-06 0 1 1 2 P25788 0 1380.742 High 0 4.53E-07 40
High ADAVTLDG 3.44E-11 0 1 1 31 P02788 0 2071.038 High 0 8.65E-12 108
High HVIPMNPN 5.99E-05 0 1 1 3 P13797 0 1640.81 High 0 1.64E-05 38
High HVIPMNPN1xOxidatio  0.000772 0 1 1 1 P13797 0 1656.805 High 0 0.000214 38
High ELSANTAAF 0.000746 0 1 1 2 O60749 0 1122.579 High 0 0.000207 56
High HVLQTFGP 0.000315 0 1 1 2 Q9Y2S2 0 1627.859 High 0 8.67E-05 41
High ELRPWCFT 1xCarbami  0.001443 0 1 1 1 P00747 1 1819.891 High 0 0.0004 17
High ADAAPDEK 2.57E-06 0 1 1 3 P01833 1 1590.776 High 0 6.91E-07 69
High ACYLSINPQ1xCarbami  0.000245 0 1 1 1 P61163 1 2139.027 High 0 6.73E-05 23
High HVSPAGAA 7.06E-06 0 1 1 1 P31939 0 1847.95 High 0 1.9E-06 35
High HVVPNEVV 0.000171 0 1 1 6 P06396 0 1275.717 High 0 0.000235 37
High EIETYHNLL 2.42E-09 0 1 1 3 P35527 0 2510.132 High 0 4.6E-07 54
High ELQTAQAQ 0.000479 0 1 1 1 Q7Z406 0 1559.781 High 0 0.000132 25
High EIFEQPESV 2.45E-06 0 1 1 2 Q06210 0 1678.811 High 0 6.56E-07 53
High ACTEAEFAC3xCarbami    2.06E-06 0 1 1 2 P98160 0 2580.059 High 0 5.48E-07 44
High HWPFMVV 2.54E-05 0 1 1 1 P11142 0 1653.832 High 0 6.9E-06 28
High HWPFQVIN 1.23E-05 0 1 1 4 P0DMV8 0 1680.849 High 0 3.34E-06 50
High EIFLSQPILL 4.92E-06 0 2 3 2 P62136; P6 0 1953.131 High 0 1.32E-06 65
High ELFQETLES 0.000944 0 1 1 1 Q7Z406 0 1364.706 High 0 0.000261 21
High ELFSPLHAL 5.48E-05 0 0 0 2 0 2045.045 High 0 1.5E-05 32
High ACNLMIFD 1xCarbami  0.001176 0 1 1 1 Q9H8J5 0 1240.581 High 0 0.000327 26
High HYGFQLYQ 1.32E-05 0 1 1 3 P25789 0 2203.983 High 0 3.56E-06 44
High AGTGVDNV 1.12E-08 0 1 1 1 O43175 0 1488.729 High 0 2.9E-09 91
High GVNIGGAG 5.59E-09 0 1 1 1 P52943 0 3210.679 High 0 1.45E-09 71
High EFQLFSSPH 0.001443 0 1 1 4 P02787 0 1276.632 High 0 0.000401 39
High GNILIPGINE 0.000315 0 1 1 1 Q96KP4 0 2204.156 High 0 8.68E-05 33
High ALVSQCNLY1xCarbami  2.89E-05 0 1 1 2 P49589 0 1496.735 High 0 7.84E-06 54
High GNLLIYTEF 1.81E-05 0 0 0 1 0 1254.673 High 0 4.88E-06 35
High ALVSAQWV 8.41E-08 0 1 1 2 P25325 0 1413.785 High 0 2.21E-08 63
High GNPTVEVD 4.88E-06 0 1 1 9 P06733 0 1406.716 High 0 1.32E-06 79
High EFCQQEVE 2xCarbami   0.000627 0 1 1 1 Q96FW1 0 1584.649 High 0 0.000173 37
High ESGCSFVLA1xCarbami  2.42E-06 0 1 1 3 P07384 0 1469.713 High 0 6.46E-07 53
High ALVQQMEQ 9.08E-05 0 1 1 1 P06727 0 1215.651 High 0 2.48E-05 47
High ALVLIAFAQ 1xCarbami  7.54E-09 0 1 1 14 P02768 0 2490.285 High 0 1.95E-09 69
High ALVHERDE 1.03E-05 0 1 1 4 Q9UL46 1 1728.866 High 0 1.53E-05 40
High ALYDTFSAF1xCarbami  0.000122 0 1 2 1 P11940 0 1806.873 High 0 3.33E-05 20



High GNPTVEVD 3.8E-05 0 0 1 4 0 1406.716 High 0 1.04E-05 54
High EFGEEALNS 0.000373 0 1 1 1 Q9BW91 0 1364.669 High 0 0.000103 43
High ALVEQGFTV 9.52E-05 0 1 1 2 P04114 0 1430.789 High 0 2.6E-05 48
High GNTAAYLLY 0.000859 0 1 1 1 P54136 0 1460.753 High 0 0.000238 25
High EFNAETFTF1xCarbami  0.000606 0 1 1 2 P02768 0 2260.023 High 0 0.000168 35
High GNVAYATS 6.54E-08 0 0 0 1 0 1451.749 High 0 1.72E-08 66
High ALVEEALAQ 3.29E-05 0 1 1 1 Q9HB07 0 1099.611 High 0 8.93E-06 55
High GPASTPTYS 0.000341 0 1 1 1 Q6P1N0 0 1795.897 High 0 9.38E-05 32
High ALVDHENV 1xCarbami  6.07E-07 0 1 1 4 O43175 0 2048.023 High 0 1.61E-07 52
High AIVAIENPA 8.52E-09 0 1 1 2 P08865 0 1740.949 High 0 2.22E-09 104
High GPDECVTY 1xCarbami  3.85E-06 0 1 1 1 Q969X2 0 1804.792 High 0 1.03E-06 43
High GNQWVGY 0.00116 0 1 1 2 Q15782 0 1280.591 High 0 0.000322 37
High ESGCSWHG1xCarbami  0.000894 0 1 1 3 Q8IZ83 0 2749.242 High 0.000633 0.004789 32
High EFADSLGIP 4.79E-05 0 2 3 2 P62820; Q9 0 1724.874 High 0 4.52E-05 39
High GNFNYIEFT 0.000128 0 1 2 1 O14950 0 1260.601 High 0 3.52E-05 53
High AMGAAQV 1xOxidatio  2.49E-06 0 1 1 1 Q00796 0 1605.826 High 0 6.65E-07 26
High AMGAAQV 1.84E-08 0 1 1 3 Q00796 0 1589.832 High 0 4.78E-09 52
High GMTRPLST 1xCarbami  1.38E-06 0 1 1 2 P04114 0 2544.243 High 0 3.68E-07 66
High AMEVDERP 6.77E-07 0 1 1 2 P17980 0 2253.034 High 0 2.35E-06 42
High GMVFGIPD 3.14E-05 0 1 1 2 P98160 0 1826.983 High 0 8.5E-06 40
High GMVFGIPD 1xOxidatio  6.59E-06 0 1 1 2 P98160 0 1842.978 High 0 1.78E-06 47
High EEMQSNVE 0.000205 0 1 1 1 Q92597 0 1720.796 High 0 5.64E-05 23
High ESLDVYELD 0.000192 0 1 1 1 Q13510 0 1281.621 High 0 5.27E-05 55
High AMAVGAT 1xCarbami    0.001482 0 1 1 3 P40394 0 1350.639 High 0 0.000413 27
High GNAGQSNY 2E-07 0 1 1 1 P49327 0 1773.761 High 0 5.29E-08 79
High GNCGDSSS 1xCarbami  1.17E-07 0 1 1 4 P98088 0 2199.903 High 0 3.08E-08 99
High AMAVGAT 1xCarbami  1.77E-07 0 1 1 5 P40394 0 1334.644 High 0 3.86E-07 73
High GNDISSGTV 1.43E-09 0 1 1 7 P30086 0 1949.945 High 0 3.68E-10 99
High AMAVEDIIS 8.78E-06 0 1 1 1 P07357 0 1104.572 High 0 2.37E-06 60
High GNDVAFHF 0.000119 0 1 1 6 P17931 0 1273.607 High 0 3.26E-05 49
High EEPWVDPN1xCarbami  1.58E-08 0 2 2 2 P52895; Q0 0 2591.306 High 0 4.11E-09 51
High AMADPEVQ 3.05E-07 0 1 1 1 P31948 0 1889.855 High 0 8.04E-08 56
High GNEPVYTST3xCarbami    4.5E-06 0 1 1 2 Q9H8J5 0 2449.99 High 0 1.21E-06 40
High ALYYDLISSP 0.000174 0 1 1 3 P36955 0 1955.975 High 0 4.78E-05 33
High ALYWVNGQ 0.000623 0 1 1 1 P04114 0 1632.838 High 0 0.000172 34
High AIYQVYNA 0.000103 0 1 1 1 Q15018 0 1439.753 High 0 0.000028 40
High EEVVTVETW 5.45E-05 0 1 1 1 P09211 0 1733.859 High 0 1.48E-05 52
High ALYLQYTDE 0.000136 0 1 1 2 P00450 0 1519.743 High 0 3.72E-05 58
High GPDGLTAF 3.07E-06 0 1 1 4 P58546 0 1747.85 High 0 8.21E-07 53
High GMQGASA 0.000141 0 1 1 1 Q92851 0 1696.781 High 0 3.86E-05 28
High ALTVPELTQ 9.26E-05 0 1 1 2 P07437 0 1659.895 High 0 0.000132 44
High ALTVPELTQ 3.95E-06 0 1 2 1 Q13885 0 1707.862 High 0 1.06E-06 33
High ERQNCGFP 2xCarbami   0.000252 0 1 1 1 P04155 1 2049.923 High 0 6.93E-05 25
High GPVSGTEP 5.98E-09 0 1 1 2 Q14247 0 2154.965 High 0 4.01E-08 58
High ERFDHILYT 8.36E-05 0 1 1 1 P30838 1 1779.902 High 0 2.28E-05 47
High GPVTDVAY 1xCarbami  5.36E-09 0 1 1 2 O75083 0 2280.06 High 0 1.39E-09 97
High ALPAVQQN 2.17E-07 0 1 1 2 P22314 1 1937.045 High 0 3.04E-07 72
High ALPAVQQN 1.08E-08 0 1 1 1 P22314 0 1808.95 High 0 2.8E-09 65
High GQAAVQQ 6.02E-09 0 2 2 3 O75828; P1 0 1652.871 High 0 1.55E-09 91
High GQALITFEK 0.00067 0 0 0 1 1 2308.185 High 0 0.000186 25
High GQDHCGIE 1xCarbami  1.17E-08 0 1 1 3 P07858 0 1823.87 High 0 3.05E-09 86
High GQELCADY 1xCarbami  1.34E-08 0 1 1 1 P02774 0 2054.865 High 0 3.48E-09 88
High ALPFWNEE 0.001152 0 1 3 2 P18669 0 1683.91 High 0 0.000321 45
High ALNVEPDG 1xCarbami  0.001057 0 1 1 1 P30044 0 2383.217 High 0 0.000292 27
High EFPVYLWQ 0.000184 0 1 1 1 Q9BZQ8 0 1628.826 High 0 5.06E-05 35
High GQETSTNP 2.81E-07 0 1 1 8 O75874 0 1878.934 High 0 7.43E-08 62
High EGVQKEDIP 3.13E-08 0 1 1 18 P01024 1 2755.29 High 0 1.23E-08 54
High ALNHLPLEY 0.000736 0 1 1 2 P13671 0 1860.96 High 0.000316 0.001444 24
High EQVQSCGP1xCarbami  3.87E-08 0 1 1 4 P08603 0 1965.97 High 0 9.42E-06 63
High ALNEACESV2xCarbami   3.71E-08 0 1 1 1 Q92896 0 1693.788 High 0 9.69E-09 88
High EFQVPTFTI 0.001625 0 1 1 1 P04114 0 1306.704 High 0 0.000453 24
High EQVPSGAE 0.00116 0 1 1 1 Q8WWI1 0 1214.601 High 0 0.000322 20
High GQGTLSVV 1.92E-05 0 1 1 2 P01024 0 1491.762 High 0 5.19E-06 51
High GQHLSDAF 8.65E-07 0 1 1 1 P30711 0 1624.844 High 0 2.3E-07 44
High ALNSIIDVY 0.000208 0 1 1 7 P05109 0 1272.695 High 0 5.73E-05 40
High ALPGQLKP 2.33E-05 0 1 1 6 P09211 0 2126.16 High 0 6.29E-06 46
High GPVEGYEE 0.000675 0 0 0 1 0 1667.755 High 0 0.000186 14
High AIPLVLVSG 1xCarbami  2.52E-05 0 1 1 1 Q9BRF8 0 2939.457 High 0 6.86E-06 36
High GPELLTMW1xOxidatio  0.000192 0 1 1 1 P55072 0 1951.922 High 0 5.26E-05 22
High ALTVPELTQ 7.92E-06 0 1 3 4 P68371 0 1691.867 High 0 2.14E-06 66
High GPEVQLVA 5.37E-05 0 1 2 1 P0C0L5 0 1560.853 High 0 1.46E-05 31
High AITVFSPDG 0.000563 0 1 2 1 O14818 1 2577.335 High 0 0.000155 33
High EFNAETFTF1xCarbami  2.17E-05 0 1 1 3 P02768 1 2545.166 High 0 5.86E-06 47
High AITIAGVPQ 1xCarbami  4.5E-05 0 1 1 2 Q15365 0 1672.894 High 0 1.23E-05 43
High ALTGHLEEV 3.88E-05 0 1 1 3 P04083 0 1605.957 High 0 1.05E-05 38
High ALSVGNIDD1xCarbami  3.26E-09 0 1 1 3 P31948 0 2067.006 High 0 8.38E-10 97
High EFPEMNLE 3.64E-07 0 1 1 62 P31025 0 2851.374 High 0 1.6E-07 95
High GPQLFHMD1xCarbami  5.55E-08 0 1 1 1 P28066 0 2162.975 High 0 1.46E-08 67
High EFPEMNLE 1xOxidatio  4.65E-07 0 1 1 35 P31025 0 2867.369 High 0 7.77E-07 69
High ERQTNPSA 9.92E-06 0 1 1 1 P55072 1 2441.125 High 0 2.67E-06 32
High ALSQLAEVE 0.000522 0 2 2 2 O60749; Q 0 1216.642 High 0 0.000144 38
High EFPEMNLE 2xOxidatio   2E-06 0 1 1 11 P31025 0 2883.364 High 0 2.34E-06 59
High AISQGHQA 0.001679 0 1 1 1 O00534 0 1902.93 High 0 0.000468 15
High AISEPNFSV 1xCarbami  6.46E-06 0 1 1 1 Q04637 0 1829.831 High 0 1.74E-06 57
High ALSEALTEL 1.43E-05 0 1 1 2 P34896 0 1294.689 High 0 3.89E-06 44
High GPSAGGGP 4.03E-08 0 1 1 8 Q7Z406 0 1955.921 High 0 1.05E-08 79
High AIRDGVIEA 3.45E-05 0 1 1 4 O43242 1 1651.876 High 0 9.36E-06 28
High ALQSVGQIV 6.41E-05 0 1 1 1 P62333 0 1440.842 High 0 1.75E-05 29
High AIQLTYNPD 7E-07 0 1 1 4 P02679 0 2520.265 High 0 4.66E-06 69
High ALQEALVLS 6.59E-05 0 1 1 2 P19971 0 1214.674 High 0 1.8E-05 67
High ALQDQLVL 1.04E-06 0 1 1 2 P01019 0 1268.757 High 0 2.77E-07 62
High ESDQGAYT 1xCarbami  6.28E-06 0 1 1 3 P98160 0 1702.68 High 0 1.7E-06 43
High GQHLSDAF 8.54E-05 0 1 1 2 P30711 1 1752.939 High 0 2.34E-05 34
High GMPETTQP1xCarbami  4.38E-06 0 0 0 1 1 3158.474 High 0 1.17E-06 32
High AMLSGPGQ 2.38E-09 0 1 1 2 Q15369 0 2211.014 High 0 6.13E-10 100



High APLEHELAG 3.72E-05 0 1 1 2 O95833 0 1559.818 High 0 1.01E-05 30
High GLQSFVQC 1xCarbami  6.82E-06 0 1 1 1 Q7Z6Z7 0 1595.763 High 0 1.84E-06 50
High APLEAVAA 0.000804 0 1 1 3 O95968 0 869.5091 High 0.00335 0.03353 37
High GISCMNTT 1xCarbami  7.34E-08 0 1 1 2 Q15181 0 1671.772 High 0 1.92E-08 90
High GISCMNTT 1xCarbami    6.54E-08 0 1 1 1 Q15181 0 1687.767 High 0 1.72E-08 87
High EDVRPEEIA 2.13E-05 0 1 1 1 Q5TDH0 0 2183.083 High 0 5.75E-06 37
High APLDIPVPD 0.000944 0 1 1 1 Q06323 0 1260.72 High 0 0.000262 46
High GISEETTTG 2.15E-07 0 1 1 1 P23526 0 1648.818 High 0 5.69E-08 73
High APGQLALFS 0.000457 0 1 1 1 P31939 0 1332.716 High 0 0.000126 27
High GLSGTAVLD 1.81E-05 0 1 1 2 Q9H4A4 0 1101.626 High 0 1.24E-05 58
High APNDFNLR 0.001562 0 1 1 5 P06737 0 946.4741 High 0 0.000435 40
High GISLANWM1xCarbami  6.77E-07 0 1 1 43 P61626 0 1363.686 High 0 1.8E-07 82
High APEPQLSPG 4.09E-07 0 1 1 5 Q8TE68 0 1639.792 High 0 1.22E-07 77
High EEAPSLRPA 8.72E-06 0 1 1 3 P02675 0 1951.003 High 0 2.35E-06 37
High EEAQAEIEQ 0.000267 0 1 1 1 O75348 0 1365.628 High 0 7.38E-05 48
High ESTVFEDLS 1xCarbami  2.66E-07 0 1 1 12 P02788 1 3132.359 High 0 7.02E-08 57
High ESTVFEDLS 1.64E-05 0 1 1 4 P02788 0 1626.713 High 0 4.44E-06 66
High APEPHVEE 8.18E-09 0 1 1 4 P52566 0 1939.804 High 0 2.12E-09 64
High GLSNLFLSC 1xCarbami  0.000127 0 1 1 1 Q9Y570 0 1445.782 High 0 3.48E-05 31
High APEDAGPQ 1.85E-07 0 1 1 1 Q9Y5Z4 0 1586.745 High 0 4.9E-08 59
High EEAQLATV 1xCarbami  0.000488 0 0 0 1 0 2362.117 High 0 0.000135 22
High APDFVFYA 6.37E-06 0 1 3 3 P15311 0 1182.594 High 0 1.72E-06 46
High GISLANWM1xCarbami    4.56E-06 0 1 1 25 P61626 0 1379.681 High 0 1.23E-06 61
High GLNVDQLN 1.62E-06 0 1 1 1 P42224 0 1430.731 High 0 4.33E-07 68
High ETENDDLT 4.04E-05 0 1 1 1 O95373 0 1518.728 High 0 1.1E-05 54
High APNTPDILE 8.53E-07 0 1 1 2 P00966 1 1614.874 High 0 2.27E-07 52
High APVILGSPD 4.46E-08 0 1 1 8 P09467 0 1712.947 High 0 1.17E-08 86
High GLGTDEDT 2.85E-09 0 1 1 5 P04083 0 1702.886 High 0 7.31E-10 103
High GIGTDEFTL 3.98E-05 0 1 1 4 P12429 0 1222.606 High 0 1.08E-05 48
High APVGSAPG 4.91E-08 0 1 1 2 Q5SRE7 0 1700.86 High 0 1.29E-08 66
High GIGTNEQA 5.15E-08 0 1 2 1 Q5VT79 0 1571.864 High 0 1.35E-08 104
High GIHPTIISES 0.000136 0 1 1 1 P50991 0 1456.779 High 0 3.72E-05 24
High GIHYWEVE 0.000365 0 1 1 2 Q14258 0 1401.716 High 0 0.000101 30
High GILAADEST 0.000214 0 1 1 1 P04075 0 1332.701 High 0 5.87E-05 37
High APVAGTCY 1xCarbami  1.6E-07 0 1 1 5 P30086 0 2069.927 High 0 4.22E-08 68
High APSWFDTG 0.000139 0 1 1 1 P02511 0 1496.684 High 0 3.82E-05 39
High ETKPEPME 5.45E-06 0 1 1 5 P31948 0 1785.821 High 0 1.47E-06 35
High APSTYGGG 0.000122 0 1 1 1 P02533 0 1425.697 High 0 3.33E-05 38
High APSTWLTA 9.92E-05 0 1 1 2 P01024 0 1335.731 High 0 2.72E-05 35
High EDTPNSVW 0.000756 0 1 1 4 P09871 0 1372.638 High 0.000257 0.00089 34
High GILAADEST 0.00124 0 1 1 5 P04075 1 1488.802 High 0 0.000343 42
High GLLAGNVF 7.55E-05 0 0 0 1 0 1347.706 High 0 2.06E-05 30
High GLIDEVNQ 9.01E-07 0 1 1 1 P02671 0 1520.734 High 0 2.4E-07 90
High APSEEELHG 4.35E-07 0 1 1 2 Q8TE77 1 3142.394 High 0 1.15E-07 44
High GILFVGSGV 1.07E-08 0 1 1 2 P52209 0 1591.807 High 0 2.77E-09 81
High APSEEELHG 4.55E-09 0 1 1 4 Q8TE77 0 2472.091 High 0 4.08E-09 56
High APSDSSLGT 1.47E-05 0 1 1 2 Q15642 0 1841.899 High 0 3.99E-06 43
High APSDLYQIIL 0.000509 0 1 1 1 P07384 0 1260.72 High 0 0.00014 53
High APPSVFAEV 0.000284 0 1 1 3 P17174 0 2024.122 High 0 7.83E-05 32
High ESTGAQVQ1xOxidatio  8.53E-08 0 2 3 1 Q15366; Q 0 2105.977 High 0 2.24E-08 36
High AMGIMNS 1.03E-06 0 0 0 2 0 1743.819 High 0 2.73E-07 51
High GISQEQMN 0.000227 0 1 1 1 P12814 0 1338.611 High 0 6.26E-05 44
High EEDRIIPGG 6.45E-07 0 1 1 4 P01037 1 2602.253 High 0 6.51E-06 49
High ANHSAFLFG 8.65E-08 0 1 1 1 Q9NTJ4 0 2453.13 High 0 2.27E-08 53
High ANEWLMK 0.00169 0 1 1 2 Q7Z406 0 891.4393 High 0 0.00047 38
High ANDTTFGL 3.4E-06 0 1 1 1 P49189 0 1540.775 High 0 9.11E-07 43
High ESLQQMAE 0.000707 0 1 1 1 P14314 0 1291.631 High 0 0.000196 41
High EEIVELMR 0.001542 0 1 1 6 P42574 0 1018.524 High 0.000368 0.001608 52
High ANDDIIVNW 0.000582 0 1 1 2 P13797 0 1428.723 High 0 0.000161 16
High GIYAYGFEK 1.09E-07 0 3 3 3 P60842; P3  0 1827.939 High 0 2.87E-08 81
High GMAAAGN 1.49E-08 0 1 1 1 Q9Y3I0 0 1380.648 High 0 3.87E-09 84
High GMADQDG 4.15E-05 0 1 1 3 P19827 0 2994.455 High 0 5.9E-05 34
High GMALFGEG 0.001199 0 1 1 3 P04114 0 909.4499 High 0 0.000333 26
High EELTLEGIR 0.001248 0 1 1 1 P60842 0 1059.568 High 0 0.000346 47
High GMDSCKGD1xCarbami  0.000302 0 1 1 2 P09871 1 2155.902 High 0 8.32E-05 36
High GMFYNSYP 0.001307 0 1 1 1 P48147 0 1534.663 High 0 0.000363 18
High GMGLACGQ1xCarbami  0.00067 0 1 1 1 Q12882 0 1502.709 High 0 0.000185 34
High AMTVDREF3xOxidatio    9.72E-06 0 1 1 6 P31025 1 3572.68 High 0 9.05E-06 59
High AMTVDREF2xOxidatio  9.01E-08 0 1 1 31 P31025 1 3556.686 High 0 1.37E-07 59
High AMTVDREF1xOxidatio  9.01E-08 0 1 1 57 P31025 1 3540.691 High 0 4.78E-07 71
High GMGLSMG 1xCarbami  0.000693 0 1 1 1 P28062 0 1629.689 High 0 0.000191 40
High GMGLSMG 1xCarbami    2.61E-05 0 1 1 1 P28062 0 1645.684 High 0 7.07E-06 51
High AMTVDREF 3.37E-09 0 1 1 64 P31025 1 3524.696 High 0 7.35E-07 76
High GMLSAITN 8.78E-06 0 1 1 1 Q8IWE2 0 1532.81 High 0 2.37E-06 81
High ESLKELSLAG 0.001325 0 1 1 1 P13489 1 1987.993 High 0 0.000369 28
High GMEELIPLV 0.000176 0 1 1 1 P50570 0 1242.676 High 0 4.82E-05 51
High ESNTVFSFL 0.001636 0 0 0 2 0 1594.859 High 0.000142 0.000667 28
High ANILYAWA 0.000435 0 1 1 1 P19021 0 1077.584 High 0 0.00012 45
High ANINVENA 0.001593 0 1 1 1 P61006 0 1579.823 High 0 0.000443 19
High EEEVQYIQA 2.87E-05 0 1 1 1 O95786 0 1365.653 High 0 7.79E-06 24
High ESTGAQVQ 1.46E-07 0 2 3 2 Q15366; Q 0 2089.982 High 0 4.65E-08 64
High ANSYTTEYA 3.2E-06 0 1 1 2 A0A0B4J1Y 0 1404.664 High 0 8.6E-07 57
High ESSSHHPG 4.95E-05 0 1 1 2 P02671 0 1637.767 High 0 1.35E-05 37
High GISQEQMQ 0.000544 0 1 1 1 O43707 0 1352.626 High 0 0.00015 56
High GLSQSALPY 0.00136 0 1 1 1 P62277 0 1091.584 High 0 0.000378 47
High GLSTESILIP 4.92E-06 0 1 2 113 P31025 0 1185.684 High 0 3.01E-05 75
High EEFASTCPD1xCarbami  2.56E-05 0 1 1 3 O00299 0 2573.124 High 0 6.92E-06 70
High ANSTDYGL 8.95E-07 0 1 1 2 P47895 0 1558.775 High 0 2.38E-07 69
High GITFDSGGI 6.33E-05 0 1 1 1 P28838 0 1194.636 High 0 1.72E-05 33
High ANPTVTLFP 8.95E-05 0 1 3 18 P0DOX8 0 2043.039 High 0.000142 0.000599 46
High ESQDTSFTT 6.2E-06 0 1 1 1 Q06210 0 1512.718 High 0 1.66E-06 56
High GITNLCVIG 1xCarbami  2.32E-07 0 1 1 1 Q01813 0 2135.091 High 0 6.14E-08 42
High GIVDQSQQ 2E-09 0 1 1 3 P63104 0 2040.987 High 0 5.14E-10 93
High ANNTFYGL 1.12E-05 0 1 1 3 P00352 0 1589.796 High 0 7.9E-05 56
High GIVDQSQQ 2.81E-07 0 1 1 3 P63104 1 2169.082 High 0 7.42E-08 97



High ANNSQEPS 9.58E-08 0 1 1 3 Q96HC4 0 1943.942 High 0 2.52E-08 55
High GIVEECCFR 2xCarbami   0.000578 0 0 0 1 0 1169.508 High 0 0.00016 33
High GIVEESVTG 7.82E-06 0 2 2 2 O43865; Q 0 1282.675 High 0 2.1E-06 53
High GIVGVENV 9.52E-05 0 1 1 1 P06737 1 1355.789 High 0 2.6E-05 45
High EEIQSSISGV 2.14E-05 0 1 1 1 P46940 0 1724.845 High 0 5.81E-06 77
High ANLVLLSGA 0.000412 0 1 1 1 O43847 0 1285.711 High 0 0.000114 35
High ANIVHLML 0.001265 0 1 1 1 P55060 0 1807.973 High 0 0.000351 21
High ANTVQEAT 6.4E-09 0 1 1 2 Q14624 0 1706.842 High 0 1.66E-09 76
High EFSIDVGYE 0.000675 0 1 1 1 P61158 0 1214.569 High 0 0.000187 22
High FFGNSWAE 5.6E-06 0 1 1 3 O43488 0 1377.622 High 0 1.51E-06 65
High GSWGTVCD2xCarbami   3.37E-09 0 1 1 3 Q9UGM3 0 2386.966 High 0 1.24E-09 104
High GTDTVAGL 0.000717 0 1 1 1 P43490 0 1158.673 High 0 0.000198 32
High GTDVNVFN 1.05E-07 0 1 1 16 P04083 0 1550.817 High 0 2.75E-08 68
High EGMNIVEA 1xOxidatio  0.000306 0 1 1 3 P62937 0 1294.577 High 0 8.41E-05 32
High GTEAAGAM 5.75E-05 0 1 1 7 P01009 0 2259.14 High 0.000368 0.001563 26
High EPSAPSIPT 0.000732 0 1 1 1 Q8WUM4 0 2936.454 High 0 0.000203 31
High GTEAAGAM1xOxidatio  7.87E-06 0 1 1 3 P01009 0 2275.135 High 0 2.12E-06 49
High GTELDCGIE2xCarbami   4.62E-08 0 1 1 2 P42574 0 2424.959 High 0 1.21E-08 68
High EGMTKEEC 1xCarbami  0.000182 0 1 1 1 P28072 1 2513.183 High 0 5E-05 41
High ALDVMVST1xOxidatio  0.000275 0 1 1 7 P26447 0 1263.64 High 0.000142 0.000645 39
High ALDVMVST 0.00024 0 1 1 14 P26447 0 1247.645 High 0 7.89E-05 35
High AGYPTGTG 7.05E-07 0 0 0 3 0 1729.887 High 0 8.62E-06 49
High ALDVGSGS 1xCarbami  9.72E-05 0 1 1 1 P22061 0 1694.853 High 0 2.66E-05 49
High EGNPEEDLT 0.000602 0 1 1 3 P40121 0 1317.58 High 0 0.000167 38
High AHDGGIYA 2.5E-11 0 1 1 4 O75083 0 2585.227 High 0 6.25E-12 73
High ALDLDSSCK1xCarbami  0.000982 0 1 1 2 P31948 1 1898.855 High 0 0.000273 19
High EGNPEEDLT 9.92E-06 0 1 1 4 P40121 1 2319.11 High 0 2.68E-06 67
High ALDGAFTE 5.99E-06 0 1 1 1 Q9Y490 0 1222.57 High 0 1.62E-06 39
High EPQVYTLPP 2.97E-05 0 2 2 24 P01859; P0 1 1904.942 High 0 1.53E-05 43
High GVDEVTIVN 3.38E-07 0 1 1 6 P07355 0 1542.849 High 0 8.94E-08 61
High ALDFAVGE 0.000653 0 1 1 3 P01034 0 1226.605 High 0 0.000181 61
High EPCVESLVS 1xCarbami    0.000127 0 1 1 2 P02652 1 2982.375 High 0 3.47E-05 52
High GTDSGDFD 5.12E-07 0 1 1 1 P98088 0 1539.692 High 0 1.36E-07 79
High EPQVYTLPP 0.000313 0 1 2 4 P0DOX5 1 1872.97 High 0 8.62E-05 37
High GTDECAIES 1xCarbami  5.26E-05 0 1 1 2 P53634 0 1942.979 High 0 1.43E-05 42
High EGITGPPAD1xCarbami  9.78E-05 0 1 1 1 P20810 0 3602.68 High 0 2.67E-05 39
High ALEILQEED 8.58E-09 0 1 2 3 P0C0L5 0 2225.118 High 0 2.22E-09 90
High EGILSDEIYC1xCarbami  1.63E-08 0 1 1 2 P15311 0 2823.412 High 0 4.22E-09 84
High GSSSYSQLL 1xCarbami  5.26E-07 0 1 1 1 Q9UIA9 0 1686.837 High 0 1.4E-07 68
High EGIPALDNF 1.38E-05 0 1 1 1 P13639 1 1444.768 High 0 3.72E-06 50
High ALEHFTDLY 4.47E-05 0 1 1 2 Q00610 0 1464.737 High 0 1.22E-05 34
High ALEESNYEL 1.77E-07 0 1 1 1 P13645 0 1381.648 High 0 4.66E-08 81
High ALEEEQEAR 5.09E-05 0 1 1 1 Q7Z406 1 1730.819 High 0 1.39E-05 44
High ALEEANAD 5.26E-06 0 3 4 3 P02533; P1  0 1301.658 High 0 2.99E-05 57
High GSTDDKGP 2.07E-06 0 1 1 9 Q96KP4 1 2220.093 High 0 5.55E-07 52
High GSTGFGQD 3.98E-06 0 1 1 1 P13798 0 2313.147 High 0 1.07E-06 51
High GSVTFHCA 1xCarbami  3.81E-09 0 1 1 13 P01833 0 1856.932 High 0 9.82E-10 88
High GSVYIGGAP 4.81E-09 0 1 1 5 P98160 0 1690.876 High 0 1.25E-09 75
High GSWGTVCD2xCarbami   1.26E-08 0 1 1 5 Q9UGM3 0 2413.977 High 0 3.26E-09 99
High EQTLSPTITS 3.34E-05 0 1 1 1 O94979 0 1837.977 High 0 9.06E-06 43
High AIEALKEFN 0.001604 0 1 1 2 O60506 1 2334.234 High 0 0.000447 26
High GSWGTVCD2xCarbami   7.24E-09 0 1 1 4 Q9UGM3 0 2490.009 High 0 1.88E-09 108
High EPCVESLVS 1xCarbami  3.4E-09 0 1 1 4 P02652 0 2350.091 High 0 3.7E-09 85
High EQASGLCY 1xCarbami  4.59E-06 0 1 1 1 P98088 0 1601.738 High 0 1.23E-06 62
High GSYGSGGS 1.84E-07 0 1 1 6 P04264 0 3312.308 High 0 4.87E-08 66
High GSYPDAILQ 1.2E-05 0 1 1 1 P05120 0 1547.77 High 0 3.24E-06 42
High AGYIIPLQG 4.06E-06 0 1 1 1 P10253 0 1874.002 High 0 1.09E-06 51
High GTCEQGPH1xCarbami  2.61E-05 0 1 1 1 P28799 0 1783.789 High 0 7.09E-06 38
High EGICALGGT1xCarbami  2.04E-05 0 1 1 2 P13797 0 2785.21 High 0 5.55E-06 40
High GTMVTIEG 2.81E-05 0 1 1 2 Q13126 0 1060.546 High 0 7.63E-06 61
High GTPEPGPLN 0.000859 0 1 1 2 Q9ULA0 0 1451.713 High 0 0.000239 24
High AHLVAVFN 0.000165 0 1 1 2 P50995 0 1446.749 High 0 4.54E-05 43
High GTWERPGG 1.53E-08 0 1 1 2 Q13228 0 2424.152 High 0 3.97E-09 58
High AKWEMPF 1xOxidatio  0.001152 0 1 1 2 P01011 1 1988.892 High 0 0.00032 23
High EGPAVVGQ 0.00029 0 1 1 2 Q86VP6 0 1486.79 High 0 7.97E-05 23
High EPGQDLVV 2.85E-07 0 1 1 4 P01024 0 2444.307 High 0 7.55E-08 53
High AKPPSEAEY 0.000139 0 1 1 1 Q8TE68 0 1675.854 High 0 3.82E-05 31
High AKLDSLQD 1xOxidatio  8.6E-05 0 1 1 1 P80303 1 2012.048 High 0 2.35E-05 24
High AKLDSLQD 3.54E-08 0 1 1 3 P80303 1 1996.053 High 0 8.58E-07 53
High AKFEELNM 2.31E-05 0 1 1 6 P11021 1 1512.752 High 0 6.26E-06 58
High AHIVFDFHQ 2.33E-09 0 1 1 2 P30520 0 2210.074 High 0 5.99E-10 70
High AKELGATEC1xCarbami  1.19E-08 0 2 3 4 P00325; P0 1 1836.88 High 0 3.09E-09 86
High AKEFTNVYI 0.001593 0 1 2 1 P11940 1 1212.662 High 0 0.000442 30
High EGPYDVVV 0.00045 0 1 1 3 Q99497 0 2584.325 High 0 0.000124 34
High GVAGGSVA1xCarbami  1.04E-07 0 1 1 34 P01833 0 1519.769 High 0 2.73E-08 61
High GVALHRPD 2.29E-05 0 2 2 3 P0DOX6; P0 0 1774.012 High 0 1.13E-05 50
High AKAYLEEEC1xCarbami  0.000296 0 1 1 3 P25311 1 1650.816 High 0 8.12E-05 55
High AHYGGFTV 6.19E-08 0 1 1 1 P02675 1 2368.168 High 0 1.62E-08 51
High AHYGGFTV 7.29E-08 0 1 1 6 P02675 0 1535.724 High 0 1.92E-08 71
High AHTMTDDV 0.000475 0 1 1 2 Q00610 0 1451.662 High 0 0.000131 31
High AHSSMVGV 9.65E-05 0 1 1 3 P00558 0 1367.71 High 0 2.63E-05 38
High AHQVVEDG 0.000118 0 2 3 2 P62136; P6 0 1639.775 High 0 0.000387 31
High GTVTDFPG 0.001002 0 1 1 2 P08758 0 1340.612 High 0 0.000279 42
High GTNYLADV 0.001406 0 1 1 1 P31151 0 1256.616 High 0 0.00039 46
High AIADTGAN 1.17E-08 0 1 1 7 P50990 0 1372.743 High 0 1.31E-08 97
High ALAEGVLLR 0.001071 0 1 1 1 P48637 0 941.5778 High 0 0.000297 36
High AHFSPSNII 8.95E-07 0 1 1 8 O00391 0 2042.045 High 0 2.15E-06 56
High GTPQDCQL6xCarbami       4.85E-05 0 1 1 3 P98160 0 4802.923 High 0 5.9E-05 16
High AIDEDCSQY1xCarbami  0.000101 0 1 1 1 P07357 0 1936.859 High 0 2.76E-05 22
High GVDEATIID 7.55E-07 0 1 1 5 P04083 1 1543.869 High 0 2E-07 93
High ALDCSEVTV1xCarbami  0.000323 0 1 1 1 Q6XQN6 0 1149.557 High 0 8.9E-05 40
High AICTEAGLM1xCarbami  0.000485 0 0 0 2 0 1305.665 High 0 0.000203 34
High AIAVTVQEM 2.26E-05 0 1 1 1 Q9Y490 0 1289.713 High 0 6.12E-06 55
High ALASQLQD 0.000853 0 1 1 2 P18206 0 1173.647 High 0 0.000236 59
High EPQVYTLPP 0.000479 0 3 4 17 P0DOX5; P0  0 1286.674 High 0 0.000234 37



High GVDEATIID 3.64E-07 0 1 1 5 P04083 0 1387.768 High 0 9.61E-08 91
High GTTVTVSSA 0.001679 0 1 1 1 P0DOX2 0 1419.733 High 0 0.000469 26
High GTVAAPSV 1.96E-06 0 1 1 15 P0DOX7 0 2003.048 High 0 5.23E-07 54
High GTVAYVGA 0.000925 0 1 1 2 Q14203 0 1455.784 High 0 0.000338 31
High GTVLAEDQ 3.4E-05 0 1 1 1 Q96H20 0 1490.752 High 0 9.25E-06 54
High AIANECQA 1xCarbami  3.18E-05 0 1 1 2 P55072 0 1578.794 High 0 0.000102 53
High GTVLLADN 1xCarbami  1.23E-05 0 1 1 3 P21964 0 2335.223 High 0 3.34E-06 48
High AIAHYEQSA 2.36E-05 0 1 1 4 P54920 1 2562.138 High 0 9.54E-05 36
High GVDDLDFF 2.08E-06 0 1 1 2 P61158 0 2444.187 High 0 5.58E-07 60
High AIAGVINQP 1.64E-05 0 1 1 2 O95861 0 2451.23 High 0 4.43E-06 29
High ALAGCDFLT1xCarbami  1.82E-07 0 1 1 3 P37837 0 1392.719 High 0 4.81E-08 77
High GTVPDDAV 4.04E-05 0 1 1 1 P20810 0 1657.828 High 0 1.1E-05 36
High AHGLEVEP 6.07E-05 0 0 0 1 0 1739.871 High 0 1.66E-05 25
High AHQTGETV 1.28E-06 0 1 1 7 Q9UBG3 0 3356.533 High 0 1.06E-05 48
High AIELNPANA1xCarbami  0.000115 0 1 1 2 O43765 0 1751.853 High 0 0.000422 44
High GSQTQSHP1xCarbami  2.23E-07 0 1 1 2 Q96PD5 0 2527.127 High 0 5.88E-08 40
High ALIGATNPA 9.26E-05 0 1 1 1 Q13232 0 1634.886 High 0 2.54E-05 42
High AILFSQPLQ 1xCarbami  0.000931 0 1 1 1 Q8NBF2 0 2698.423 High 0 0.000258 16
High GVKGDECQ2xCarbami   2.46E-05 0 1 1 1 O75882 1 1792.795 High 0 6.66E-06 43
High EQLQDMG 5.83E-07 0 1 1 4 P01008 0 1848.905 High 0 1.55E-07 83
High EQLPPMSE 7.35E-06 0 1 1 1 P20810 0 3165.493 High 0 1.98E-06 48
High GQWGTVC 2xCarbami   1.95E-10 0 1 1 3 Q08380 0 2452.102 High 0 4.95E-11 135
High EGAIHREEL 0.0011 0 1 2 2 P0C0L5 1 2290.157 High 0.000257 0.000938 21
High EQLGPVTQ 8.65E-05 0 1 1 3 P02647 1 2618.273 High 0 2.36E-05 18
High GRDWNVD 0.000831 0 2 2 4 P31150; P5 1 1312.701 High 0 0.00023 31
High ALIESYQNL 0.000136 0 1 1 1 Q8IZP0 0 1307.695 High 0 3.72E-05 34
High ALLDASETT 0.000551 0 1 1 1 Q14258 0 1264.638 High 0 0.000152 25
High ALLAYAFAL 5.83E-06 0 1 1 3 P01023 0 1565.832 High 0 1.57E-06 33
High GRPGPQPW1xCarbami  5.02E-05 0 1 1 1 P00748 0 2328.057 High 0 1.36E-05 31
High GRPMVISS 0.000378 0 1 1 1 Q9NR45 0 1855.853 High 0 0.000104 7
High ALIAAQYSG 1.5E-06 0 1 1 2 P26641 0 1347.738 High 0 5.66E-07 68
High EQLGPVTQ 9.2E-05 0 1 1 1 P02647 0 1932.934 High 0 2.52E-05 49
High GSAADSEES 4.59E-05 0 1 1 1 P13716 0 1965.988 High 0 1.25E-05 44
High AIKNDSVVA 3.93E-05 0 1 1 1 Q99832 1 1989.032 High 0 1.07E-05 30
High EGAMSAQ 7.45E-05 0 1 1 1 Q14118 0 2128.064 High 0 2.03E-05 30
High EQLGEFYEA1xCarbami  7.55E-07 0 1 1 9 P02763 0 1742.805 High 0 1.42E-05 41
High ALHNLAQQ 0.00061 0 1 1 1 Q9BTW9 0 2225.146 High 0 0.000168 24
High GQVQEVGW 0.000286 0 1 1 1 P17858 0 1893.935 High 0 7.88E-05 24
High EGSCPQVN 2xCarbami   6.46E-06 0 1 1 4 Q14508 0 2088.995 High 0 1.73E-06 52
High GQVLNSDE 3.26E-08 0 1 1 1 O00764 0 1962.977 High 0 8.52E-09 88
High ALLGYADN 1xCarbami  0.000119 0 1 1 2 Q9HC38 0 1252.599 High 0 3.26E-05 42
High GQLVPLETV 0.000167 0 1 1 2 P00568 0 1583.883 High 0 4.59E-05 27
High ALLVTASQC1xCarbami  2.27E-08 0 1 1 6 Q01518 0 1757.885 High 0 5.94E-09 82
High ALIVLAHSE 0.001657 0 1 1 2 P15559 0 1108.647 High 0 0.000462 19
High ALLVEPVIN 4.35E-07 0 1 1 5 P21980 0 1800.027 High 0 5.33E-07 60
High GQNRPGVQ 1.57E-08 0 1 1 2 Q9UBG3 0 2550.208 High 0 4.11E-09 67
High EQQALQTV1xCarbami  0.001492 0 1 1 2 P05452 0 1317.683 High 0 0.000415 30
High ALLTLADGR 0.001137 0 1 1 3 P12429 0 929.5415 High 0 0.000317 28
High EFTPPVQAA 0.000141 0 1 1 7 P68871 0 1378.7 High 0 4.13E-05 39
High GQQLVMM 0.001316 0 1 2 1 P15170 0 1145.581 High 0 0.000366 29
High GQSISVTSI 1xCarbami  2.66E-05 0 1 1 1 P10643 0 1804.886 High 0 7.21E-06 49
High EGDVLTLLE 3.74E-06 0 0 0 1 0 1360.695 High 0 1E-06 44
High EFTRLEICN 1xCarbami  0.001064 0 1 1 1 P07384 1 1919.99 High 0 0.000295 22
High ALINSPEGA 0.001415 0 1 1 1 O00115 0 1183.643 High 0 0.000393 34
High EGADMLM 3.29E-06 0 1 1 1 P13716 0 2135.07 High 0 8.84E-07 39
High GQTCGLCG2xCarbami   4.5E-07 0 1 1 1 P98088 0 2159.923 High 0 1.19E-07 106
High AGTQIENID 0.000515 0 1 1 4 O43707 1 1920.93 High 0.000257 0.000825 42
High GQTEGKIPE 7.05E-08 0 1 1 3 P30740 1 2219.105 High 0 1.85E-08 74
High GQTEGKIPE1xOxidatio  0.000563 0 1 1 3 P30740 1 2235.1 High 0.000504 0.00263 31
High EQISDIDDA 4.66E-05 0 1 1 2 P53999 0 1260.607 High 0 1.27E-05 37
High EGSVMLQV 0.000114 0 1 1 2 Q13228 0 1519.767 High 0 4.61E-05 34
High ALLGYADN 1xCarbami  4.35E-07 0 1 1 5 Q9HC38 1 2020.053 High 0 1.15E-07 58
High GQVFDVGP 0.000212 0 1 1 3 P28482 0 974.5054 High 0 5.83E-05 44
High EGAAHAFA 2.95E-05 0 1 1 4 P52907 0 2124.981 High 0 7.46E-05 30
High GSSCFECTH2xCarbami   6.91E-07 0 1 1 2 P21964 0 2170.896 High 0 4.25E-07 69
High EQLGEFYEA2xCarbami   1.35E-05 0 1 1 3 P19652 0 2112.973 High 0 3.65E-06 54
High GVGTDEAC 1xCarbami  1.44E-07 0 1 1 1 P50995 0 1703.863 High 0 3.8E-08 89
High GSLGGGFS 9.91E-08 0 1 1 4 P13645 0 1707.772 High 0 2.6E-08 96
High ALEVAEYLT 1.37E-05 0 1 1 1 Q9NT62 0 1445.825 High 0 3.7E-06 43
High AIETQCYVV2xCarbami   1.84E-09 0 1 1 1 Q86X76 0 1796.842 High 0 4.73E-10 81
High GSLLSEADV 1.65E-05 0 1 1 1 Q13421 0 1046.548 High 0 4.48E-06 63
High ALESPERPF 1.04E-07 0 1 1 9 P00558 0 1768.996 High 0 2.73E-08 55
High GSIQVDGE 2.31E-06 0 1 1 1 P98160 0 1445.723 High 0 6.17E-07 54
High GSLTFEPLT 0.000339 0 1 1 2 Q9NQW7 0 1743.989 High 0 9.32E-05 42
High AGVNTVTT 7.01E-05 0 1 1 1 P62424 0 1345.732 High 0 1.91E-05 49
High GSLVQASEA 3.38E-07 0 1 1 4 P19827 0 2004.014 High 0 8.93E-08 55
High EQGYDVIAY 6.59E-06 0 1 1 2 P00966 0 1781.907 High 0 1.78E-06 55
High EGHLSPDIV 0.000635 0 1 1 3 P15559 0 1422.722 High 0 0.000374 30
High AGVYPEKD 9.85E-07 0 1 1 1 P50570 1 3268.434 High 0 2.63E-07 49
High AGYDGESIG1xCarbami  2.5E-09 0 1 1 10 Q96NY7 0 1757.755 High 0 1.62E-09 95
High GSNKLVIEE 0.001443 0 1 1 2 P50991 1 1344.712 High 0 0.000402 29
High ALEQQVEE 4.95E-05 0 1 1 3 P35579 0 1204.588 High 0 2.04E-05 62
High EQFLDGDG 0.000574 0 1 1 2 P27797 0 1410.628 High 0 0.000159 42
High AIENIDTLTN 7.71E-05 0 1 1 1 Q15435 0 1991.07 High 0 2.1E-05 30
High EGIAQTVFL 1.18E-06 0 1 1 1 P48637 0 1417.78 High 0 3.14E-07 52
High GSNNVALG 1.48E-06 0 1 1 2 P35606 0 1735.886 High 0 3.97E-07 62
High GSPNANEP 0.000793 0 1 1 5 P28838 0 1525.801 High 0 0.000219 55
High AIENELLAR 3.43E-05 0 1 1 4 P48637 0 1028.573 High 0 9.34E-06 51
High ALGDLISAT 0.000337 0 1 1 1 Q9Y490 0 988.5673 High 0 9.25E-05 35
High GSAPPGPV 0.000296 0 1 1 4 P78417 0 1320.691 High 0 8.13E-05 36
High EGGQVYGT 0.000223 0 1 1 1 P28065 0 1538.763 High 0 6.13E-05 32
High GSIFVVFDS 0.000202 0 0 0 1 0 1498.779 High 0 5.56E-05 44
High GSDEPPVF 0.000956 0 1 1 1 P28838 0 1630.811 High 0 0.000266 27
High EGFGHLSPT 0.001425 0 1 1 2 P02679 0 2207.04 High 0 0.000397 38
High GSDHSASL 2.24E-08 0 1 1 4 Q9NR45 0 1866.919 High 0 5.86E-09 54



High ALHFAISEY 3.45E-06 0 2 2 31 P01036; P0 0 1292.663 High 0 9.26E-07 60
High GSDVIIMLV 2.31E-05 0 1 2 2 P20340 0 1245.687 High 0 6.25E-06 29
High EGFLLALTQ 0.000189 0 1 1 1 Q9UJ70 0 1204.668 High 0 5.2E-05 31
High AIGVLTSGG 5.93E-10 0 2 2 3 Q01813; P1 0 1787.907 High 0 1.52E-10 101
High GSFACQCP 2xCarbami   2.81E-07 0 1 1 2 Q12805 0 1499.641 High 0 7.43E-08 60
High AGVLAHLE 0.00014 0 1 2 2 P35579 0 1223.638 High 0 3.84E-05 24
High EGGLGPLN 4.53E-06 0 1 1 3 P32119 0 1734.975 High 0 2.35E-05 37
High AGVNFSEFT 0.001316 0 1 1 1 O75340 0 1441.711 High 0 0.000366 33
High ALGSGMAV1xCarbami  0.000602 0 1 1 1 P09758 0 1597.756 High 0 0.000167 28
High ALGQNPTN 0.000567 0 1 2 4 P60660 0 1354.733 High 0 0.000181 52
High GSFTSSSNF 0.000119 0 1 1 1 Q9UGM3 0 1420.653 High 0 3.26E-05 52
High EQICEVEEG1xCarbami  0.000412 0 1 1 2 P47895 1 3060.458 High 0.000935 0.007692 24
High EGGLLTLAG 7.1E-05 0 1 1 5 P09417 0 1029.594 High 0 3.85E-05 37
High AGVLAQLE 0.00038 0 1 1 1 Q7Z406 0 1214.638 High 0 0.000105 38
High EGGQLPPG 0.000135 0 1 1 8 P98160 0 1745.893 High 0 0.000212 37
High ALGISPFHE 5.05E-06 0 1 1 1 P02766 0 2451.205 High 0 1.36E-06 24
High ALGGLACD 1xCarbami  6.82E-07 0 1 1 5 Q13421 0 1199.62 High 0 5.77E-07 59
High AIGSASEGA 0.000762 0 1 1 1 P28066 0 1961.956 High 0 0.00021 23
High EPFLSCCQF2xCarbami   1.75E-05 0 1 2 1 P0C0L5 0 1743.783 High 0 4.72E-06 65
High QGALELIK 0.001914 0.0002 1 1 4 P01024 0 871.5247 High 7.47E-05 0.000532 45
High NEEDDMV 0.001927 0.0002 1 1 1 P80303 1 1923.806 High 7.47E-05 0.000538 18
High NNLSYDCIG1xCarbami  0.001977 0.0002 0 0 1 0 1211.547 High 7.47E-05 0.000551 22
High QLYVLGHE 0.001817 0.0002 1 1 1 P22314 0 1288.672 High 7.47E-05 0.000506 30
High QKLPDGSE 0.002003 0.0002 1 1 3 Q96KP4 1 1943.132 High 7.47E-05 0.000559 25
High NSCNNFIYG2xCarbami   0.001977 0.0002 0 0 1 0 1461.6 High 7.47E-05 0.000552 20
High MVNHFIAE 1xOxidatio  0.001977 0.0002 1 1 3 P11142 0 1251.619 High 7.47E-05 0.000551 20
High EADDIVNW 0.001735 0.0002 1 1 3 P07237 0 1202.605 High 7.47E-05 0.000482 45
High SEQFINLR 0.001877 0.0002 1 1 2 P07384 0 1006.532 High 7.47E-05 0.000523 44
High FDGILGMA 1xOxidatio  0.001914 0.0002 1 1 1 P07339 0 1255.614 High 7.47E-05 0.000533 45
High SEGSSVNLS1xCarbami  0.00184 0.0002 1 1 2 P00734 1 2888.359 High 7.47E-05 0.000512 39
High DQLTCNKF 1xCarbami  0.001828 0.0002 1 1 2 P01024 1 1381.678 High 7.47E-05 0.00051 49
High EQLAIAEFA 0.001817 0.0002 1 1 1 P17987 0 1147.611 High 7.47E-05 0.000506 43
High NILTSNNID 0.001781 0.0002 1 1 2 P05090 1 1358.764 High 0.000142 0.000749 35
High SLLLTTIPQI 0.001877 0.0002 1 1 6 Q13126 0 2581.387 High 7.47E-05 0.000522 35
High RGDLPFVV 0.001889 0.0002 1 1 1 P35579 1 1155.663 High 7.47E-05 0.000525 31
High QLLTLSSELS 0.001889 0.0002 1 1 1 P15311 0 1445.796 High 7.47E-05 0.000526 51
High RTIAQDYGV 0.001805 0.0002 1 1 4 Q06830 1 1263.706 High 7.47E-05 0.000501 25
High EKLQDEDLG 0.001781 0.0002 1 1 2 P00751 1 1306.653 High 7.47E-05 0.000496 39
High ESLSSYWES 0.001853 0.0002 0 0 2 0 1286.59 High 7.47E-05 0.000562 36
High QTACKPEIA1xCarbami  0.001828 0.0002 1 1 1 P01031 0 1542.762 High 7.47E-05 0.000508 23
High NTIQWLEN 0.002043 0.0002 1 1 1 P33176 0 1529.771 High 7.47E-05 0.000569 43
High ELGIWEPLA 0.001747 0.0002 1 1 1 P49368 0 1254.709 High 7.47E-05 0.000485 36
High SNIWLAAV 0.001914 0.0002 1 1 1 Q96CW1 0 1102.626 High 7.47E-05 0.000535 20
High NPNLPPETV 0.001902 0.0002 1 1 11 P05090 0 1423.743 High 0.000414 0.002124 30
High SDAPDTLLL 0.001977 0.0002 0 0 1 0 1201.631 High 7.47E-05 0.000549 36
High ESQSHPGD 0.00177 0.0002 1 1 2 Q06124 0 1557.766 High 7.47E-05 0.000492 19
High NCIIVSPDA 1xCarbami  0.001713 0.0002 1 2 1 P11908 0 1301.652 High 7.47E-05 0.000476 48
High QYSLQNW 0.001902 0.0002 1 1 1 P48637 0 1294.617 High 7.47E-05 0.00053 28
High SADTLWDI 0.002043 0.0002 1 1 2 P07195 0 1176.59 High 7.47E-05 0.000571 43
High DVFSCNVG 1xCarbami  0.001865 0.0002 1 1 1 O00534 0 1621.764 High 7.47E-05 0.00052 26
High QVLLGDQI 0.001758 0.0002 1 1 1 P28072 0 1110.652 High 7.47E-05 0.000489 38
High GDSPASSKP 0.002056 0.0002 1 1 1 P02751 0 1591.807 High 7.47E-05 0.000571 21
High SQHGEPLL 0.00184 0.0002 1 1 1 P07902 0 1546.732 High 7.47E-05 0.000511 25
High TTCSCSLAV2xCarbami   0.001793 0.0002 0 0 1 0 1454.698 High 7.47E-05 0.0005 30
High TTLPTFQSP 0.001713 0.0002 1 1 1 Q9Y5X3 0 1710.87 High 7.47E-05 0.000478 48
High VIGSGCNLD1xCarbami  0.001735 0.0002 2 2 1 P07195; P0 0 1248.6 High 7.47E-05 0.000484 22
High GDGPVQG 0.001939 0.0002 1 1 1 P00441 0 1501.765 High 7.47E-05 0.00054 19
High WVQVSHV 0.00184 0.0002 1 1 1 Q6ZVX7 0 1157.621 High 7.47E-05 0.000514 28
High AYCEPCYIN 4xCarbami     0.001758 0.0002 1 1 1 Q93052 0 3035.319 High 7.47E-05 0.000491 13
High LVHCPIETQ1xCarbami  0.00203 0.0002 0 0 1 0 1464.799 High 7.47E-05 0.000565 29
High IDVHWTR 0.00203 0.0002 1 1 12 P25311 0 926.4843 High 0.000257 0.001299 51
High HDLDLICR 1xCarbami  0.001965 0.0002 2 3 2 P62136; P6 0 1041.515 High 7.47E-05 0.000548 37
High IVIEYVDR 0.001965 0.0002 1 1 3 P05156 0 1006.557 High 7.47E-05 0.000549 33
High TVQAVLTV 0.001902 0.0002 1 1 2 P36955 0 1055.646 High 0.000257 0.000939 44
High TVQQHAGE 0.002003 0.0002 1 1 1 Q16775 0 1770.844 High 7.47E-05 0.00056 21
High LVINGNPIT 0.001877 0.0002 1 1 2 P04406 0 1613.901 High 0.001652 0.01429 20
High DALKPNSP 0.001965 0.0002 1 1 2 Q5R3I4 0 1340.717 High 7.47E-05 0.000547 23
High HGATVLTA 0.001793 0.0002 1 1 2 P02144 0 1350.81 High 7.47E-05 0.000499 30
High YEDICPSTH 1xCarbami  0.001952 0.0002 1 3 1 P63241 0 2032.91 High 7.47E-05 0.000544 22
High TFLRPSPED 0.001865 0.0002 1 1 2 Q9UDY2 0 2035.013 High 7.47E-05 0.000519 17
High TYEDIKENL 0.002017 0.0002 1 1 1 P25325 1 1496.723 High 7.47E-05 0.000563 36
High DDNPNLPR 0.00184 0.0002 1 1 6 P02768 0 940.4483 High 7.47E-05 0.000512 40
High LLLSEEEIEK 0.002003 0.0002 1 1 2 Q9HAB8 0 1202.651 High 7.47E-05 0.000557 30
High LLIYDASSR 0.001889 0.0002 1 1 9 A0A0C4DH 0 1037.563 High 0.000257 0.00081 46
High VIAINVDDP 0.002017 0.0002 1 1 2 Q15181 1 2444.205 High 7.47E-05 0.000562 31
High YFIDFVAR 0.002003 0.0002 1 1 4 P01042 0 1030.536 High 7.47E-05 0.000557 42
High LWDLQQLR 0.001865 0.0002 0 0 1 0 1071.595 High 7.47E-05 0.000519 33
High DFESCLGAK1xCarbami  0.001828 0.0002 1 1 3 P21399 0 1026.456 High 7.47E-05 0.000509 34
High FSAPVVPSS 0.001735 0.0002 1 1 2 O95373 0 1979.932 High 7.47E-05 0.000482 26
High AVISPGFDV 0.002056 0.0002 1 1 3 P06681 0 1250.678 High 0.000142 0.000574 42
High CVNTTLQIK1xCarbami  0.001902 0.0002 1 1 3 Q01518 0 1076.577 High 0.000257 0.001267 40
High GIYAVGDV 1xCarbami  0.001889 0.0002 1 1 2 P00390 0 1138.556 High 7.47E-05 0.000526 39
High TNQGNQD 0.001781 0.0002 1 1 1 O95171 0 1486.75 High 7.47E-05 0.000497 43
High GSGIFDEST 0.001927 0.0002 1 1 1 Q9H910 0 1493.723 High 7.47E-05 0.000536 31
High FYAYNPLAG 0.001939 0.0002 1 1 4 O43488 0 1584.842 High 7.47E-05 0.000541 25
High VTAGISFAI 0.001853 0.0002 1 1 1 Q92743 0 1305.705 High 7.47E-05 0.000516 27
High ALLLSTYIK 0.001865 0.0002 2 2 2 O95782; O 0 1021.629 High 7.47E-05 0.00052 31
High ALLQEMPL 1xOxidatio  0.001865 0.0002 1 1 2 P10155 0 1484.851 High 7.47E-05 0.000518 23
High FVEKPQVFV 0.001805 0.0002 1 1 1 Q9Y5P6 0 1421.779 High 7.47E-05 0.000503 20
High LHIVQVVCK1xCarbami  0.001793 0.0002 1 1 2 O00299 0 1095.634 High 7.47E-05 0.000498 41
High ALEHFTDLY 0.001747 0.0002 1 1 3 Q00610 1 1620.838 High 7.47E-05 0.000487 39
High LSVLLLEK 0.001965 0.0002 1 1 1 Q3LXA3 0 914.5921 High 7.47E-05 0.000547 30
High LSYTCEGGF1xCarbami  0.001713 0.0002 1 1 1 P08603 0 1189.531 High 7.47E-05 0.000476 21
High LGDTYPSIS 0.001713 0.0002 1 1 4 Q9H4A4 0 1293.643 High 7.47E-05 0.000476 47
High LSALLQETK 0.001865 0.0002 1 1 1 O60763 0 1002.583 High 7.47E-05 0.000518 12



High TQTSDPAM 0.001889 0.0002 1 1 1 O43175 0 2272.168 High 7.47E-05 0.000526 30
High VNFAMNV 0.001735 0.0002 1 1 3 P14618 0 979.503 High 7.47E-05 0.000485 37
High ATFYLNVLE 0.001939 0.0002 1 1 1 Q9Y678 0 1325.71 High 7.47E-05 0.000542 30
High LLAAALGYR 0.00177 0.0002 0 0 1 0 947.5673 High 7.47E-05 0.000493 21
High LQVSQQED 0.001865 0.0002 1 1 1 P29218 0 1288.674 High 7.47E-05 0.000518 35
High VYQPPDSP 0.001902 0.0002 1 1 1 Q9NWW6 0 2496.169 High 7.47E-05 0.000528 9
High AGTGVDNV 0.00184 0.0002 1 1 2 O43175 1 1616.824 High 7.47E-05 0.000512 24
High GAVDAAVP 0.001927 0.0002 1 1 2 Q9UI12 0 1410.795 High 7.47E-05 0.000536 28
High LQSSNIFTV 0.00177 0.0002 1 1 1 Q10567 0 1207.668 High 7.47E-05 0.000492 44
High LLDQQLDQ 0.001735 0.0002 1 1 1 P07476 1 1597.891 High 7.47E-05 0.000484 33
High AGLILFGND 0.001713 0.0002 1 1 1 O75891 0 1162.61 High 7.47E-05 0.000476 27
High CVGGVVHS1xCarbami  0.001853 0.0002 0 0 2 0 1362.647 High 7.47E-05 0.000517 33
High IVEAAENEY 0.001805 0.0002 1 1 1 P47755 0 2983.351 High 7.47E-05 0.000502 18
High HLEKQEAQ 0.001902 0.0002 1 1 2 P07476 1 2329.215 High 7.47E-05 0.000531 27
High IDFYFDENP 0.00199 0.0002 1 2 1 P0DME0 0 1840.806 High 7.47E-05 0.000555 32
High TYLRPITEA 0.002017 0.0002 1 1 4 Q5VZ89 0 1489.801 High 7.47E-05 0.000561 21
High LLTQYILNLG 0.001965 0.0002 1 1 1 O00203 0 1275.767 High 7.47E-05 0.000546 23
High LPEAAFLAR 0.001793 0.0002 1 1 1 P35606 0 987.5622 High 7.47E-05 0.000498 31
High SVGFHLPSR 0.001853 0.0002 1 1 1 P04114 0 999.537 High 7.47E-05 0.000514 18
High LAAVALINA 0.001781 0.0002 1 1 3 P46940 0 1295.805 High 7.47E-05 0.000497 35
High ACLENLGLK1xCarbami  0.001781 0.0002 1 1 2 P36952 0 1017.54 High 7.47E-05 0.000496 38
High IPAFGSIPIE 0.001927 0.0002 1 1 1 P47989 0 1346.747 High 7.47E-05 0.000537 43
High TDDYLDQP 1xCarbami  0.001747 0.0002 1 1 1 P50395 0 1902.817 High 7.47E-05 0.000485 41
High STGPTQETQ 0.001865 0.0002 1 1 2 O15231 0 1575.801 High 7.47E-05 0.000547 44
High STDTSCVN 1xCarbami  0.001793 0.0002 1 1 1 Q03591 0 2197.067 High 7.47E-05 0.000499 38
High SSYSSPTSLS 0.002017 0.0002 0 0 1 0 1268.612 High 7.47E-05 0.000562 34
High LNLPINIIGL 1xCarbami  0.002043 0.0002 1 1 4 P28838 0 2264.214 High 7.47E-05 0.000571 21
High KDDPVTNL 0.001735 0.0002 1 1 1 O43707 1 1903.94 High 7.47E-05 0.000482 20
High AALCHFCID2xCarbami   0.001781 0.0002 1 1 1 P54920 0 1663.775 High 7.47E-05 0.000496 16
High KQQSIAGSA 0.001902 0.0002 0 0 2 1 1886.993 High 7.47E-05 0.000529 20
High SSFLIMWR 0.001758 0.0002 1 1 2 Q9BRG1 0 1039.539 High 0.000982 0.008029 21
High SSFHSDPQ 0.001902 0.0002 1 1 2 Q9BW04 0 1583.735 High 7.47E-05 0.000528 23
High LNLEHIATS 0.001889 0.0002 1 1 1 Q96QK1 0 1469.796 High 7.47E-05 0.000526 26
High KEPAVLELE 0.001902 0.0002 1 1 4 Q01518 1 1212.683 High 7.47E-05 0.00053 40
High KPDGTLVSF 0.002043 0.0002 1 1 1 Q86UD1 1 1653.885 High 7.47E-05 0.000568 20
High KFEEDLLLL 0.001977 0.0002 1 1 2 Q7Z406 1 1820.928 High 7.47E-05 0.000552 28
High SQPDMAIM 0.002043 0.0002 1 1 1 Q10567 0 1651.818 High 7.47E-05 0.00057 19
High KITIADCGQ 1xCarbami  0.001902 0.0002 1 1 4 P62937 1 1247.63 High 7.47E-05 0.00053 54
High KIISDYHQQ 0.001889 0.0002 1 1 2 P04114 1 1434.749 High 7.47E-05 0.000527 28
High LAELEEFING 0.001735 0.0002 1 1 1 Q00610 0 2464.222 High 7.47E-05 0.000483 29
High AVEEEDKM 0.001853 0.0002 1 1 2 O00487 1 1830.915 High 7.47E-05 0.000516 29
High CGLGINSR 1xCarbami  0.002056 0.0002 1 1 3 P01833 0 876.4356 High 7.47E-05 0.000572 34
High ASAELIEEEV 0.001865 0.0002 1 1 1 P12081 0 1288.663 High 7.47E-05 0.00052 20
High IATLISSFLK 0.001877 0.0002 1 1 2 O95394 0 1092.666 High 7.47E-05 0.000524 38
High LLQDFFNG 0.00199 0.0002 1 1 1 P0DMV8 0 1109.574 High 7.47E-05 0.000554 32
High VGYVSGWG 0.001939 0.0002 1 1 4 P00738 0 980.4948 High 0.002609 0.02279 31
High YGLFPANYV 0.001724 0.0002 1 1 1 Q14247 1 1569.806 High 7.47E-05 0.000478 19
High IITLAGPTNA 0.00199 0.0002 1 1 1 Q15366 0 1358.804 High 7.47E-05 0.000555 40
High LASVPAGG 0.001914 0.0002 1 1 1 P05387 0 2774.432 High 7.47E-05 0.000531 20
High LAQEGSEV 1xCarbami  0.00177 0.0002 1 1 2 Q6XQN6 0 3187.63 High 0.000142 0.000643 32
High ADLTALFLP 0.001817 0.0002 1 1 2 Q13045 0 1116.641 High 7.47E-05 0.000506 29
High ASANMDLM 0.001952 0.0002 1 1 1 P28838 0 1008.46 High 7.47E-05 0.000543 33
High IPGDQVVSV 0.001914 0.0002 1 1 1 P98160 0 1400.815 High 7.47E-05 0.000535 24
High HTEEYFLPR 0.001828 0.0002 1 1 1 Q6IA69 0 1191.579 High 7.47E-05 0.00051 11
High LPLSPPLVE 0.001805 0.0002 0 0 2 1 1982.059 High 7.47E-05 0.000502 25
High LKELESQVS 0.00258 0.00038 0 0 2 1 1459.8 High 0.000142 0.000722 27
High ETALLIDPK 0.00245 0.00038 1 2 1 P55786 0 999.5721 High 0.000142 0.000682 42
High IKIQLWDTA 0.00245 0.00038 2 10 3 P61106; P6 1 1557.838 High 0.000142 0.000684 20
High ALMQVVD 0.002267 0.00038 1 1 1 Q9GZT8 0 1278.687 High 0.000142 0.000632 50
High AINQQTGA 0.002282 0.00038 0 0 1 0 1533.802 High 0.000142 0.000635 39
High SDVMYTDW 0.002342 0.00038 1 1 3 P19652 0 1144.498 High 0.000414 0.002089 40
High LLQAGFSEL 0.00207 0.00038 1 1 1 Q9ULA0 0 1105.625 High 0.000142 0.000575 26
High ASYILMEK 0.002547 0.00038 1 1 5 P48637 0 954.4965 High 0.000142 0.000711 23
High LKPEYDIMC1xCarbami  0.002124 0.00038 1 1 2 Q9NTK5 0 1296.633 High 0.000142 0.000591 22
High ATEDEYYR 0.002282 0.00038 2 2 4 P01036; P0 0 1046.443 High 0.000368 0.001652 33
High VQFELHYQ 0.002223 0.00038 1 1 1 P19823 0 1419.727 High 0.000142 0.000622 27
High VQPYLDDF 0.002223 0.00038 1 1 3 P02647 0 1252.621 High 0.000633 0.0047 20
High LGVYELLLK 0.002083 0.00038 1 1 2 Q14624 0 1047.645 High 0.000142 0.000581 21
High RLWWLDLK 0.002631 0.00038 1 1 4 P02790 1 1129.652 High 0.000142 0.000736 54
High GRWESQQ 0.002138 0.00038 1 1 1 Q9NQT8 1 1863.894 High 0.000142 0.000596 19
High SAMPFTAS 0.002682 0.00038 1 1 2 O00151 0 1582.753 High 0.000142 0.00075 20
High NNLAGAEE 0.002238 0.00038 1 1 2 Q00610 0 1304.659 High 0.000142 0.000623 49
High IMVDMLDS 0.002735 0.00038 1 1 1 P17655 0 1367.618 High 0.000142 0.000761 32
High GQIIGNFQA 0.002152 0.00038 1 1 1 Q14126 0 2257.1 High 0.000142 0.000598 18
High ASYLDCIR 1xCarbami  0.002514 0.00038 1 1 3 P02787 0 997.4771 High 0.000142 0.000699 35
High LITLEEEMT 0.002419 0.00038 1 1 1 P07237 0 1206.629 High 0.000142 0.000674 35
High GPLDQLEK 0.002124 0.00038 1 1 2 P05546 0 899.4833 High 0.000504 0.002434 39
High VLGMTLIQ 0.002631 0.00038 1 1 4 Q04760 0 1002.602 High 0.001972 0.01719 41
High LIIAGTSCYS1xCarbami  0.002403 0.00038 1 1 1 P34896 0 1240.635 High 0.000142 0.00067 20
High ASEQIYGTP1xCarbami  0.002717 0.00038 1 1 1 Q14203 0 2044.928 High 0.000142 0.000756 17
High LLHDQVGV 0.00207 0.00038 1 1 3 P53621 0 1713.932 High 0.000142 0.000577 21
High ANVDLLPR 0.002434 0.00038 1 1 5 Q13421 0 897.5152 High 0.000368 0.001602 38
High ANSALTPPK 0.002138 0.00038 1 1 2 Q9BW04 0 2578.347 High 0.000142 0.000596 24
High GKVPITYLE 0.002735 0.00038 1 1 2 Q9Y371 1 1359.788 High 0.000142 0.000765 44
High VILITPTPLC 3xCarbami    0.002342 0.00038 0 0 1 0 2859.409 High 0.000142 0.000653 22
High NPSSAGSW 0.002267 0.00038 1 1 2 P02671 0 1963.849 High 0.000142 0.000632 31
High VLMSVLND 0.002752 0.00038 1 1 1 P06681 0 1247.641 High 0.000142 0.000768 18
High LLVVYPWT 0.002498 0.00038 1 2 2 P68871 0 1274.726 High 0.000142 0.000696 31
High EELVYELNP 0.002419 0.00038 1 2 1 P0C0L5 0 1626.812 High 0.000142 0.000675 17
High NLVDSYVA 0.002326 0.00038 1 1 1 P50570 0 1348.747 High 0.000142 0.00065 36
High LLTCIEPPQ 1xCarbami  0.002466 0.00038 1 1 1 Q5H9R7 0 1323.709 High 0.000142 0.000688 41
High ETVLSALSR 0.002111 0.00038 1 1 1 Q8WUM4 0 975.5469 High 0.000142 0.000588 39
High VFDFTFSPE 0.002238 0.00038 1 1 2 P14550 0 1476.672 High 0.000257 0.001307 40
High IIDFGLAR 0.002372 0.00038 1 1 18 O15264 0 904.5251 High 0.000142 0.00066 41
High LIDDMVAQ1xOxidatio  0.002097 0.00038 1 1 1 O75874 0 1250.612 High 0.000142 0.000585 34



High AIYKGPGSE 0.002434 0.00038 1 1 2 P21964 1 1146.579 High 0.000414 0.002115 36
High VQVLLGAH 0.002166 0.00038 1 1 1 P00746 1 1946.082 High 0.000142 0.000605 29
High ASVCAPCH 7xCarbami        0.002357 0.00038 1 1 1 P09958 0 4418.844 High 0.000142 0.000659 43
High IICDNTGITT1xCarbami  0.002514 0.00038 0 0 1 0 1421.73 High 0.000142 0.000703 38
High GNRPVILTY 0.002166 0.00038 1 1 1 Q92597 0 1965.012 High 0.000142 0.000603 30
High LITPAVVSE 0.002357 0.00038 0 0 1 0 1084.636 High 0.000142 0.000659 38
High ILLLGAGES 0.002531 0.00038 1 4 2 P04899 0 1057.625 High 0.000142 0.000706 36
High LIQEWNSV 0.002419 0.00038 0 0 1 0 1372.722 High 0.000142 0.000675 37
High GNAAWQE 0.002152 0.00038 1 1 1 P07814 0 1144.575 High 0.000142 0.000598 21
High EGPPPASPA 0.002665 0.00038 1 1 1 Q3LXA3 0 1391.753 High 0.000142 0.000744 28
High AIGYLNTGY 0.002124 0.00038 1 1 4 P01023 0 1255.643 High 0.000142 0.000591 35
High ELDLVSHHV 0.002514 0.00038 1 1 6 P80303 0 1204.643 High 0.000584 0.004468 33
High ELTEEKESA 0.002665 0.00038 1 1 2 P40925 1 1816.849 High 0.000504 0.002506 33
High QMLVNAFT 0.002547 0.00038 1 1 1 Q53FA7 0 2543.271 High 0.000142 0.000711 24
High LASQANIAQ 0.002152 0.00038 2 2 1 P63010; Q1 0 1568.901 High 0.000142 0.000601 16
High LASYLDKVR 0.002564 0.00038 4 6 2 P02533; P0   1 1064.61 High 0.000142 0.000715 47
High AEFQDALE 0.002631 0.00038 1 2 1 P0C0L5 0 1050.51 High 0.000142 0.000735 46
High HLMDPHIF 0.002282 0.00038 1 1 2 P31941 0 2069.997 High 0.000142 0.000637 12
High HLEQQEGQ 0.002388 0.00038 1 1 3 P07476 1 1950.988 High 0.000142 0.000665 27
High AEFAEVSK 0.002311 0.00038 1 1 8 P02768 0 880.4411 High 0.000142 0.000645 54
High QPFVQGLA 0.002531 0.00038 1 1 2 P01019 0 1898.09 High 0.000142 0.000707 34
High YFKPGMPF 1xOxidatio  0.002717 0.00038 1 1 1 P01024 0 2765.31 High 0.000142 0.00076 16
High QPPGTQQS 0.002372 0.00038 1 1 1 Q5TDH0 0 2999.482 High 0.000142 0.000661 18
High YFDGSGGN 0.002717 0.00038 1 1 3 P45974 0 1822.789 High 0.000142 0.00076 18
High YEQQTQSL 0.002194 0.00038 0 0 1 0 1558.822 High 0.000142 0.000612 22
High QQGPPTPF 0.002267 0.00038 1 1 1 Q8WUF5 0 1459.733 High 0.000142 0.000633 16
High HKTYLCYEV1xCarbami  0.002388 0.00038 1 1 2 P31941 1 1497.715 High 0.000142 0.000665 42
High QQPTQFIN 0.002498 0.00038 1 1 2 Q15019 0 2952.475 High 0.000142 0.000699 32
High YCQVVCTY 2xCarbami   0.002357 0.00038 0 0 3 0 1482.662 High 0.000257 0.000938 32
High PAYHSSLM 0.002252 0.00038 1 1 1 O15145 0 1461.668 High 0.000142 0.000627 25
High IAIYELLFK 0.002124 0.00038 1 1 3 P46783 0 1109.661 High 0.000142 0.000591 33
High YLEEERPFA 0.002388 0.00038 1 1 1 O95757 0 2337.216 High 0.000142 0.000664 8
High QLTQPETH 0.002152 0.00038 1 1 1 Q9UJU6 0 1313.66 High 0.000142 0.0006 19
High KLEWPLTEV 0.002209 0.00038 1 1 5 Q9HC38 1 2550.276 High 0.000142 0.000617 24
High YYGGTEFID1xCarbami  0.002631 0.00038 1 1 2 P34896 1 2222.043 High 0.000142 0.000734 15
High AAGASDVV 0.002482 0.00038 1 1 1 Q9NSD9 0 1093.589 High 0.000142 0.00069 23
High KFAYGYIED 0.002209 0.00038 1 1 1 P30740 1 1346.699 High 0.000142 0.000616 19
High YVTTLLYKP 0.002419 0.00038 0 0 1 0 1210.708 High 0.000142 0.000673 33
High QLEAIDQLH 0.002267 0.00038 1 1 1 O43707 0 1670.875 High 0.000142 0.000633 24
High YTSCETGFK1xCarbami  0.002357 0.00038 1 1 1 P49902 1 2176.931 High 0.000142 0.000656 31
High KTFVGTPCW1xCarbami  0.00218 0.00038 2 2 3 O95747; Q 1 2266.082 High 0.001805 0.01559 14
High YSVQLLTPA 0.00207 0.00038 1 1 2 Q9Y265 0 1530.889 High 0.000368 0.001718 20
High KVLHFDQV 0.002631 0.00038 1 1 2 P29508 1 1716.892 High 0.000142 0.000732 22
High QDLPALEEK 0.002735 0.00038 1 1 2 P34932 0 1295.695 High 0.000142 0.000762 28
High YPSYSQAQ 0.002466 0.00038 1 1 1 P0C870 0 1283.638 High 0.000142 0.000689 22
High KYPVAHFID 0.00258 0.00038 1 1 1 P05155 1 1559.858 High 0.000142 0.000719 21
High QCVPTEPC 4xCarbami     0.002682 0.00038 1 1 1 P02748 0 2947.087 High 0.000142 0.00075 26
High QAVSMFLG 0.002482 0.00038 1 1 1 P49419 1 1607.846 High 0.000142 0.000694 19
High ELEVAEGG 0.002419 0.00038 1 1 1 Q16543 1 1529.781 High 0.000142 0.000675 25
High HWCEEGAS3xCarbami    0.002564 0.00038 1 1 2 Q96IY4 0 3265.303 High 0.000142 0.000713 26
High QLTLEQLR 0.002372 0.00038 1 1 2 Q16204 0 1000.579 High 0.000257 0.001139 50
High LAGAPSED 0.002238 0.00038 1 1 1 O00391 0 1356.679 High 0.000142 0.000626 36
High HFLSDTGM1xCarbami  0.002717 0.00038 1 1 2 Q5TFE4 0 1294.567 High 0.000142 0.000756 37
High LDQEVAEV 0.002282 0.00038 0 0 2 1 1856.001 High 0.000142 0.000638 31
High QSQANAPV 0.0027 0.00038 1 1 1 Q9Y3S1 0 1983.004 High 0.000142 0.000752 27
High HDVVFLITK 0.002209 0.00038 1 1 1 Q00610 0 1071.62 High 0.000142 0.000614 32
High IFFYDSENP 0.002194 0.00038 1 1 1 P27169 0 1883.917 High 0.000142 0.000612 30
High QYFVQWCA1xCarbami  0.002342 0.00038 1 1 2 Q9Y3Z3 0 1372.61 High 0.000504 0.003194 35
High AKWEMPF 0.002166 0.00038 1 1 1 P01011 1 1972.897 High 0.000142 0.000603 23
High VVSEIPVLK 0.002482 0.00038 1 1 2 Q9Y3C8 0 983.6136 High 0.000536 0.003407 46
High VVFVFGPD 0.00245 0.00038 1 1 4 P30041 0 1007.556 High 0.000142 0.000683 42
High GTLLAFAEA 0.002166 0.00038 0 0 1 0 1048.579 High 0.000142 0.000605 12
High ALDQYLME1xCarbami  0.002097 0.00038 1 1 1 P07357 0 1630.735 High 0.000142 0.000583 38
High ALDVNVAL 0.002735 0.00038 1 1 1 P09455 0 970.568 High 0.000142 0.000765 23
High VTTSQDML1xOxidatio  0.00258 0.00038 1 1 1 P05155 0 1498.713 High 0.000142 0.000717 50
High ALELDSNLY 0.002614 0.00038 1 1 1 P35579 0 1193.616 High 0.000142 0.000728 25
High EGLLLWCQ 1xCarbami  0.002564 0.00038 2 4 3 P12814; O4 0 1174.604 High 0.000142 0.000716 32
High REEAPSLRP 0.002111 0.00038 1 1 1 P02675 1 2107.104 High 0.000142 0.000586 28
High ALELNMLS 0.002735 0.00038 1 1 1 Q9Y617 0 1131.644 High 0.000142 0.000764 36
High LGLENAEA 0.002434 0.00038 1 1 1 P10155 0 1198.679 High 0.000142 0.000678 12
High IGLIQFCLSA1xCarbami  0.002138 0.00038 1 1 1 P50991 0 1346.75 High 0.000142 0.000597 40
High LGINSLQEL 0.00207 0.00038 1 1 1 P55327 0 1114.647 High 0.000142 0.000577 32
High IGLPILCVGS1xCarbami  0.002311 0.00038 1 1 3 Q9UJ70 0 1441.824 High 0.000142 0.000646 30
High AIGGGLSSV 0.002631 0.00038 1 2 3 P48668 0 1447.775 High 0.000142 0.000736 26
High ALGQEHDIT 0.002752 0.00038 1 1 2 Q96NY7 0 1470.795 High 0.000142 0.000767 19
High AHDGSVFT 1xCarbami  0.002648 0.00038 1 1 1 Q9HC35 0 1521.694 High 0.000142 0.000739 23
High GSAMQVSP 0.002614 0.00038 1 1 2 P50851 0 1511.723 High 0.000142 0.000729 25
High AGVDPLVP 0.002466 0.00038 1 1 7 Q9UJ70 0 1036.615 High 0.000142 0.000759 30
High GVLFYGPPG1xCarbami  0.002614 0.00038 1 1 1 P55072 0 1251.619 High 0.000142 0.000729 43
High AGCAVTSL 1xCarbami  0.002631 0.00038 1 1 1 O60610 0 1520.799 High 0.000142 0.000735 35
High WVGDLPN 0.002498 0.00038 1 1 3 Q96DR8 0 1013.516 High 0.003086 0.02923 22
High QTLLDMIA 0.002252 0.00038 1 1 1 Q13618 0 1060.582 High 0.000142 0.000629 29
High AGDKDDIT 1xCarbami  0.002631 0.00038 1 1 1 P14923 1 1730.838 High 0.000142 0.000735 18
High GYSFSLTTF 0.002342 0.00038 1 1 1 P25787 0 1478.716 High 0.000142 0.000652 42
High WTGRPTCR2xCarbami   0.002631 0.00038 1 1 1 P08603 1 3035.457 High 0.000142 0.000735 18
High WSTAVEFC 1xCarbami  0.002252 0.00038 1 1 1 P08174 0 1127.519 High 0.000142 0.000628 39
High NVIIWGNH 0.002531 0.00038 1 1 2 P40925 0 2280.116 High 0.000257 0.001043 20
High AGFAGDQI 0.002735 0.00038 2 2 3 P61163; P4 0 1003.521 High 0.000142 0.000763 47
High WQQGNIFS1xCarbami  0.002166 0.00038 1 1 1 P01860 0 2314.06 High 0.000142 0.000603 14
High NVIEAVYNR 0.002342 0.00038 1 1 1 P35813 0 1077.569 High 0.000142 0.000654 42
High LEHSSFPEG 0.00258 0.00038 0 0 1 0 2193.98 High 0.000142 0.00072 12
High IEIQTLTGLF 0.002434 0.00038 1 1 1 P55212 0 1262.735 High 0.000142 0.00068 28
High WLAIDANA 0.002138 0.00038 1 1 5 Q14974 0 1029.548 High 0.001613 0.01335 26
High AGLVFPNM 0.002665 0.00038 1 1 1 Q969X2 0 1778.889 High 0.000142 0.000742 19
High WEMPFDP 1xOxidatio  0.002735 0.00038 1 1 1 P01011 0 1789.76 High 0.000142 0.000765 15



High GVVDSEDIP 0.002648 0.00038 2 2 2 P07900; P0 0 1513.786 High 0.000142 0.000741 22
High WANFHLEN 0.002735 0.00038 1 1 1 P13797 0 1616.76 High 0.000142 0.000764 18
High LETGQFLTF 0.002209 0.00038 1 1 1 A0AVT1 0 1211.642 High 0.000142 0.000614 28
High EPALNEAN 0.002357 0.00038 1 1 1 Q06323 0 1412.738 High 0.000142 0.000658 47
High SEDCFILDH 1xCarbami  0.002372 0.00038 1 1 5 P06396 1 1620.732 High 0.000414 0.001964 43
High QLYVLGHE 1xOxidatio  0.002482 0.00038 1 1 2 P22314 0 1304.667 High 0.005765 0.06294 18
High GGQGDPAV 0.002083 0.00038 1 1 2 O15231 0 2074.979 High 0.000633 0.004749 22
High TMTLFSALR 0.002311 0.00038 1 1 1 Q14204 0 1039.56 High 0.000142 0.000645 26
High TMYPAPVT 0.002282 0.00038 0 0 2 0 1671.841 High 0.000142 0.000636 20
High SIATLAITTL 0.002124 0.00038 1 2 1 Q9Y678 0 1244.782 High 0.000142 0.000592 45
High DGDSVMV 0.002631 0.00038 1 1 3 P30041 1 1957.979 High 0.000142 0.000731 28
High TAGPQSQV1xCarbami  0.002311 0.00038 0 0 1 0 1717.836 High 0.000142 0.000643 31
High FLTNGPSSS 0.002498 0.00038 1 1 1 Q7Z406 0 1476.708 High 0.000142 0.000698 35
High SYTVAIAGY 0.002631 0.00038 1 1 1 P01024 0 1671.852 High 0.000142 0.000735 14
High NFATSLYSM 0.002282 0.00038 1 1 2 P08758 0 1274.645 High 0.000142 0.000638 38
High LSDEEVDEM 0.002083 0.00038 1 1 1 P27482 0 1335.61 High 0.000142 0.000579 47
High NFEDVAFD 0.002547 0.00038 1 1 3 P07237 0 1213.537 High 0.000257 0.001073 28
High MTELYDYP 0.002434 0.00038 1 1 1 P48147 0 1159.534 High 0.000142 0.000681 33
High FYYLIASETP 0.002152 0.00038 1 1 1 P29622 0 1388.71 High 0.000142 0.000598 25
High IYPTVNCQP1xCarbami  0.002357 0.00038 1 1 2 P01042 0 1965.001 High 0.000142 0.000657 38
High TQPPEDISC 1xCarbami  0.002238 0.00038 1 1 2 O94979 0 1686.79 High 0.000142 0.000626 29
High LSQLEGVN 0.002282 0.00038 1 1 1 Q96QK1 0 1243.664 High 0.000142 0.000634 30
High IYPTVNCQP1xCarbami    0.0027 0.00038 1 1 2 P01042 0 1980.996 High 0.000142 0.000754 24
High SYLSMVGS 3xCarbami    0.002498 0.00038 1 1 1 P02774 0 2355.049 High 0.000142 0.000696 28
High LSAEAVFEK 0.002138 0.00038 0 0 1 0 993.5251 High 0.000142 0.000597 32
High IRNPWGEV 0.002597 0.00038 1 1 3 P17655 1 1599.803 High 0.000142 0.000722 27
High GAQTLYVP 1xCarbami  0.002326 0.00038 1 1 4 P24592 0 1530.712 High 0.00287 0.02606 26
High DHYSNGFC 1xCarbami  0.002311 0.00038 1 1 3 P52907 0 1561.674 High 0.000142 0.000644 34
High SVSAFAPIC 2xCarbami   0.002124 0.00038 1 1 1 P10768 0 2002.988 High 0.000142 0.000591 20
High EVVKPVPIT 0.002267 0.00038 1 1 3 Q96HC4 0 1550.915 High 0.000142 0.000647 22
High LQTQVELQ 0.002372 0.00038 1 1 1 Q9UH65 0 1185.659 High 0.000142 0.000663 30
High TSTDLDVDV 0.002403 0.00038 1 1 1 Q14766 1 1818.86 High 0.000142 0.000672 15
High NGDLDEVK 0.002124 0.00038 1 1 2 P58546 1 1465.717 High 0.000142 0.000594 53
High CALSSVDIY 1xCarbami  0.002252 0.00038 0 0 1 0 1183.578 High 0.000142 0.000629 28
High DLATVYVD 0.002597 0.00038 1 1 1 P02647 0 1235.688 High 0.000142 0.000725 33
High LQSQLLSIE 0.0027 0.00038 1 2 2 P50570 0 1158.673 High 0.000142 0.000751 37
High CAGCTNPIS2xCarbami   0.0027 0.00038 0 0 2 0 1492.688 High 0.000142 0.000753 40
High NADGTICYD1xCarbami  0.00207 0.00038 1 1 2 P14550 1 2188.96 High 0.002332 0.02034 15
High NGQIQYSIG 0.002372 0.00038 1 1 2 Q8NBF2 0 1557.777 High 0.000142 0.000663 38
High TIVEFECR 1xCarbami  0.002614 0.00038 1 1 1 Q9NWV4 0 1053.503 High 0.000142 0.00073 32
High EYQELMNV 0.002665 0.00038 2 4 3 P48668; P0 0 1153.556 High 0.000671 0.005135 29
High CYLTMTQA 1xCarbami  0.002531 0.00038 1 1 1 Q14204 0 1456.692 High 0.000142 0.000707 14
High LVHQNSAS 0.002388 0.00038 1 1 1 Q13616 0 1902.886 High 0.000142 0.000666 23
High TGLELSRDP 0.00207 0.00038 1 1 3 P55058 1 1271.67 High 0.000257 0.001097 36
High LVDQDKTM1xCarbami  0.002083 0.00038 1 1 1 P05156 1 1497.744 High 0.000142 0.00058 16
High NAGNCLSP 1xCarbami  0.002388 0.00038 1 1 3 O43175 0 1625.904 High 0.000142 0.000668 23
High FCLFQSETK 1xCarbami  0.002282 0.00038 1 1 2 P02788 0 1159.545 High 0.000584 0.004538 45
High TKENVNAT 1xCarbami  0.002372 0.00038 1 1 1 O00410 1 1834.896 High 0.000142 0.000663 18
High FSGSILGNK 0.0027 0.00038 1 1 2 A0A075B6I 0 922.4993 High 0.000851 0.006922 32
High SLHDAIMIV 0.002752 0.00038 1 1 1 Q99832 0 1154.635 High 0.000142 0.000766 25
High FSHQGVQL1xCarbami  0.002296 0.00038 1 1 1 P55884 0 1919.907 High 0.000142 0.000641 18
High CTCISISNQ 2xCarbami   0.002282 0.00038 0 0 2 0 1645.778 High 0.000142 0.000635 21
High IVNHPTML 1xOxidatio  0.002665 0.00038 1 1 2 Q13596 0 1650.827 High 0.000898 0.006998 23
High LTRDETNYG 0.002403 0.00038 1 1 2 P63244 1 1562.792 High 0.000142 0.000668 18
High TFDAQIVIIE 0.002682 0.00038 1 1 3 P15170 0 1413.774 High 0.000142 0.000749 22
High TITPPEPEPT 0.002466 0.00038 1 1 2 O75363 0 1562.806 High 0.000142 0.000689 53
High DDKHGSYE 0.002326 0.00038 1 1 1 P17987 1 1929.821 High 0.000142 0.000649 45
High LTPEEEEILN 0.002296 0.00038 1 1 1 P62241 0 1314.679 High 0.000142 0.000641 28
High LTMLDIASN 0.002682 0.00038 1 1 1 Q15435 0 1133.598 High 0.000142 0.000747 48
High TLLDIDNTR 0.002597 0.00038 1 1 2 P35527 0 1060.563 High 0.000142 0.000724 42
High IVSSAMEPD 0.0027 0.00038 1 1 1 P08603 1 2192.055 High 0.000142 0.000753 33
High DEFEGLFKQ 0.002388 0.00038 1 1 1 P22314 1 2582.241 High 0.000142 0.000666 20
High TEELNREVA 0.002682 0.00038 1 1 2 P08727 1 2228.072 High 0.000142 0.000747 24
High TEDTALYYC1xCarbami  0.002648 0.00038 1 1 1 A0A0B4J1X 0 1334.593 High 0.000142 0.000741 13
High DFDFVPPVV 0.002514 0.00038 1 1 3 P01024 0 1190.62 High 0.000142 0.000703 38
High TDMDQIITS 0.002631 0.00038 1 1 1 Q96TA1 0 1151.561 High 0.000142 0.000734 50
High TIRYPDPLIK 0.002665 0.00038 1 1 2 P62701 1 1215.71 High 0.000142 0.000742 32
High ITELKEEIEV 0.002597 0.00038 1 1 1 Q9NQP4 1 1330.746 High 0.000142 0.000724 14
High FTASAGIQV 0.002326 0.00038 1 1 1 P06733 1 2189.156 High 0.000142 0.000649 19
High SIDVACHPG1xCarbami  0.002152 0.00038 1 1 3 P08603 0 1527.762 High 0.000142 0.000601 35
High DFLTHVSAR 0.002326 0.00038 0 0 1 0 1045.543 High 0.000142 0.000647 39
High TLFGLHLSQ 0.00258 0.00038 1 1 1 P31939 0 1143.652 High 0.000142 0.00072 39
High NGQVIGIGA 0.002434 0.00038 1 1 1 P31939 0 1384.729 High 0.000142 0.000678 18
High SYSCQVTH 2xCarbami   0.002531 0.00038 2 5 1 P0DOY2; P0 1 2557.118 High 0.000142 0.000707 17
High IVGTTAYM 0.002342 0.00038 1 1 1 Q9NWZ3 0 1492.783 High 0.000142 0.000652 21
High MHSPQTSA 0.002372 0.00038 1 1 2 P49588 0 2063.952 High 0.000671 0.005137 19
High DLKPENLLL 0.002547 0.00038 0 0 1 0 1340.778 High 0.000142 0.000711 28
High NIDNPALAD 0.002124 0.00038 1 1 2 O75083 0 2418.241 High 0.000257 0.001179 23
High SGCRPFCEV2xCarbami   0.002124 0.00038 0 0 1 0 1830.79 High 0.000142 0.000591 18
High MREWFSET 0.002419 0.00038 1 1 3 P02654 1 1488.694 High 0.000257 0.000851 37
High SNTGGQAF1xCarbami  0.002194 0.00038 1 1 3 P13639 0 4244.984 High 0.000142 0.000612 10
High EAAENSLVA 0.002665 0.00038 1 1 1 P62258 0 1194.6 High 0.000142 0.000742 55
High AVGESVQK 0.0027 0.00038 1 1 1 Q14376 0 1624.833 High 0.000142 0.000752 22
High GFKDQIYEI 0.002223 0.00038 1 1 2 Q14240 1 1515.784 High 0.000142 0.000621 27
High SPAITATLEG 0.002614 0.00038 1 1 3 Q8TBC4 0 1087.599 High 0.000142 0.000727 30
High DIPGLTDTT 0.002124 0.00038 1 1 1 P62753 0 1284.679 High 0.000142 0.000594 23
High STIIGESISR 0.002466 0.00038 1 1 1 P54136 0 1062.579 High 0.000142 0.000688 23
High AVCVEAGM1xCarbami  0.002403 0.00038 1 1 1 P17980 0 1289.67 High 0.000142 0.00067 29
High MLLVDELR 0.002311 0.00038 1 1 2 P18085 0 988.5496 High 0.000142 0.000643 28
High INNFSADIK 0.002597 0.00038 1 1 1 P13797 0 1021.531 High 0.000142 0.000725 33
High VAGGPQM 0.002326 0.00038 1 1 2 Q13228 1 1669.905 High 0.000142 0.000648 17
High TTETQVLVA 0.00245 0.00038 1 1 1 P12081 0 1375.743 High 0.000142 0.000681 28
High AVTVYTNY 0.002498 0.00038 1 1 3 P35573 0 1975.955 High 0.000142 0.000697 44
High DLQSNVEH 0.002752 0.00038 1 1 1 Q01813 0 1412.702 High 0.000142 0.000769 17
High ATLENITNL 0.002388 0.00038 1 1 1 Q9NWV4 0 1945.014 High 0.000142 0.000665 17



High AVAFSPVTE 0.002388 0.00038 1 1 1 P17858 1 1289.746 High 0.000142 0.000667 33
High GDAVCTES 2xCarbami   0.002252 0.00038 1 1 1 P08603 0 2177.959 High 0.000142 0.000627 12
High LNLPINIIGL 1xCarbami    0.002111 0.00038 1 1 1 P28838 0 2280.209 High 0.000142 0.000589 19
High ATLGPTPTT 0.002357 0.00038 1 1 3 O60927 0 2643.287 High 0.000142 0.000655 24
High MDATAND 0.002209 0.00038 1 1 1 P30101 0 1664.758 High 0.000142 0.000617 41
High GCLLYGPPG1xCarbami  0.002388 0.00038 1 1 1 P62333 0 1219.614 High 0.000142 0.000667 27
High SPFEVSVDK 0.002083 0.00038 1 1 1 O75369 0 1007.504 High 0.000142 0.000581 32
High TALNLFFK 0.002806 0.000567 1 1 1 P53621 0 953.5455 High 0.000211 0.000783 37
High TASWLAAE 0.002842 0.000567 2 2 1 Q9UMR2; Q 0 1176.626 High 0.000211 0.000795 28
High SSSHFNPD 0.002861 0.000567 1 2 1 Q5VT79 0 1807.813 High 0.000257 0.000797 16
High TGGMMYF 0.002824 0.000567 1 1 1 Q9P265 0 1432.696 High 0.000211 0.000787 17
High ICKPVLLEG 2xCarbami   0.002788 0.000567 1 1 1 Q9UBT3 0 1658.872 High 0.000211 0.000778 21
High QVLDNLTM1xOxidatio  0.00277 0.000567 1 1 2 P35527 0 1206.603 High 0.000211 0.000775 36
High CSWLVVQC2xCarbami   0.002842 0.000567 1 1 2 P14324 0 1448.714 High 0.000211 0.000795 26
High MPLFEHYT 1xOxidatio  0.002842 0.000567 1 1 2 P28838 0 1209.572 High 0.000211 0.000793 28
High YVSSLTEEIS 0.002788 0.000567 0 0 1 1 1411.743 High 0.000211 0.000775 36
High SSEMNVLIP 0.002824 0.000567 1 1 3 Q01518 0 2811.318 High 0.000211 0.000786 31
High GFNCESKP 2xCarbami   0.002824 0.000567 1 1 1 P02751 0 2047.837 High 0.000211 0.000789 12
High VYDFLSTFIT 0.002824 0.000567 1 1 1 P55058 0 1636.804 High 0.000211 0.000786 34
High ALGTLGMT 0.00277 0.000567 1 1 1 Q5T4S7 0 1235.63 High 0.000211 0.000775 33
High TGCNVLLIQ1xCarbami  0.002806 0.000567 1 1 2 P50991 0 1145.635 High 0.000211 0.000781 33
High YALYDATYE 0.002861 0.000567 1 2 1 P23528 0 1337.626 High 0.000257 0.000796 25
High DYSHYYTTI 0.002824 0.000567 1 1 2 P08727 0 1674.776 High 0.000211 0.000788 19
High ISNRPAFM 0.002806 0.000567 1 2 4 O43707 0 1433.721 High 0.000211 0.000784 25
High IPTEAPQLE 0.002788 0.000567 1 1 1 Q5VW32 0 1238.699 High 0.000211 0.000776 31
High SMGMEDA 0.002824 0.000567 1 1 1 P05120 0 1129.465 High 0.000211 0.000787 29
High LLLSTLTLLS 0.002824 0.000567 1 1 1 Q96EK6 0 1201.777 High 0.000211 0.000786 17
High NFEHLNSD 0.002824 0.000567 1 1 1 P48163 0 1393.613 High 0.000211 0.000786 36
High KYFIDFVAR 0.00277 0.000567 1 1 2 P01042 1 1158.631 High 0.000211 0.000771 25
High ALLEVVQSG 0.002861 0.000567 1 2 4 O14818 0 1100.631 High 0.000504 0.002962 30
High LLIIGDSGVG 0.00277 0.000567 3 8 8 P62820; P6  0 1071.641 High 0.000472 0.002292 35
High TVALWDLR 0.002824 0.000567 0 0 2 0 973.5465 High 0.000414 0.001999 31
High TPSNELYKP 0.00277 0.000567 1 1 6 Q8WUM4 0 1317.716 High 0.000504 0.003147 30
High VILGSEAAQ 0.00277 0.000567 1 1 1 Q9NY33 0 1762.908 High 0.000211 0.000775 28
High FDVSGYPTI 0.002806 0.000567 1 1 2 P13667 0 1126.578 High 0.000211 0.000781 37
High GANIQLLDL 0.002788 0.000567 0 0 3 0 1978.097 High 0.000211 0.000776 31
High YIQELWR 0.003492 0.000699 1 1 1 P61313 0 1007.531 High 0.000257 0.000975 36
High DIAQQLQA 1xCarbami  0.003537 0.000699 1 1 2 O60664 0 2630.345 High 0.000257 0.000986 20
High DLEALMFD 0.002936 0.000699 1 1 3 P36871 0 1109.53 High 0.000368 0.001592 43
High QITDNIFLTT 0.003192 0.000699 1 1 1 P48163 0 2334.219 High 0.000257 0.000893 37
High TFPGFFSPM 0.002917 0.000699 1 1 2 P02671 0 2265.053 High 0.000257 0.000814 13
High SLNLSTEFIS 0.004072 0.000699 1 1 2 P36952 0 1426.742 High 0.000257 0.00114 32
High SQWSPALT 0.003492 0.000699 0 0 2 0 1217.652 High 0.000257 0.001074 31
High DNDGWLT 0.00457 0.000699 1 1 1 P02675 0 1275.56 High 0.000257 0.001276 24
High STTSAWAC 1xCarbami  0.003582 0.000699 0 0 1 0 1475.768 High 0.000257 0.001 20
High AAVLWEVK 0.004286 0.000699 1 1 3 P00325 0 915.5298 High 0.000414 0.00215 22
High YISLIYTNYE 0.003919 0.000699 1 1 1 P09211 0 1534.779 High 0.000257 0.001094 33
High STGDVPHT 0.003995 0.000699 0 0 1 0 2060.988 High 0.000257 0.001114 19
High QLLPCEMA 2xCarbami   0.003514 0.000699 1 1 2 Q9NR45 0 1492.659 High 0.000257 0.001124 31
High SQLNSQSV 0.00336 0.000699 1 1 1 O60763 0 1333.696 High 0.000257 0.000937 30
High SLISMDEIN 0.003192 0.000699 1 1 1 Q99598 0 1149.582 High 0.000257 0.000889 10
High DSGVPDRF 0.004483 0.000699 1 1 2 P06310 1 2029.946 High 0.000257 0.001249 18
High AFVNCDEN1xCarbami  0.003012 0.000699 1 1 2 P01833 0 1211.511 High 0.000257 0.00084 33
High ACPSHQPD 1xCarbami  0.003425 0.000699 1 1 2 Q16610 0 2986.498 High 0.000257 0.000956 19
High AACAQLND2xCarbami   0.004205 0.000699 1 2 2 P0C0L5 0 2272.996 High 0.000257 0.001173 35
High QGFGNLPIC1xCarbami  0.003425 0.000699 1 1 1 P11586 0 1335.655 High 0.000257 0.000958 28
High ELLTTMGD 0.003131 0.000699 1 3 5 O14950 0 1035.514 High 0.000414 0.001805 31
High YLYSSEDYIK 0.004046 0.000699 1 1 1 Q13200 0 1280.605 High 0.000257 0.001132 22
High YLTTAVITN 0.004125 0.000699 1 1 1 P60228 0 1123.636 High 0.000257 0.001153 22
High DPQALSEH 0.004314 0.000699 1 1 2 P31948 1 1888.029 High 0.000368 0.00153 26
High SVAVYGQY 2xCarbami   0.004314 0.000699 1 1 1 P10643 0 2962.309 High 0.000257 0.001206 10
High SLMPYFLLT1xOxidatio  0.003233 0.000699 1 1 2 O43242 0 1554.835 High 0.000257 0.000903 22
High YCLELTEAG1xCarbami  0.003537 0.000699 0 0 1 0 1296.65 High 0.000257 0.000988 26
High SLNCIIAMV1xCarbami  0.003091 0.000699 1 1 1 O15327 0 1263.644 High 0.000257 0.000864 29
High AFLIEEQK 0.003514 0.000699 0 0 6 0 977.5302 High 0.000504 0.002562 33
High YEILTPNSIP 0.003675 0.000699 1 1 2 P35579 0 1274.699 High 0.00201 0.01773 20
High QPTVTSVCS1xCarbami  0.004205 0.000699 1 1 1 Q96HC4 1 2363.126 High 0.000257 0.001174 26
High YSDESGNM1xCarbami  0.003844 0.000699 1 1 1 P04632 0 2268.954 High 0.000257 0.001075 20
High YMNSGPVV 0.003338 0.000699 1 2 1 P22392 0 2093.056 High 0.000257 0.000934 17
High YKATLLDIY 0.004205 0.000699 1 1 3 P01031 1 1227.698 High 0.000257 0.001266 26
High YHAAVLTN 1xCarbami  0.004341 0.000699 1 1 1 Q8NDH3 0 2019.959 High 0.000257 0.001211 26
High YGGELVPH 0.003425 0.000699 1 1 1 O75369 0 1342.69 High 0.000257 0.000959 26
High SISTAYLQW 0.003944 0.000699 2 2 1 A0A0J9YXX  0 1483.779 High 0.000257 0.001103 13
High YGIQMPAF 0.003537 0.000699 1 1 1 P46940 0 1141.571 High 0.000257 0.000988 25
High TCLLIVFSK 1xCarbami  0.002917 0.000699 2 2 2 P08134; P6 0 1080.612 High 0.000257 0.000816 20
High YGYTHLSAG 0.004205 0.000699 1 1 1 P30085 1 1879.93 High 0.000257 0.001177 19
High YSQAVPAV 0.003091 0.000699 1 1 1 P07339 0 1898.027 High 0.000257 0.000865 28
High EIDESLIFYK 0.003771 0.000699 1 1 1 Q13421 1 1384.736 High 0.000257 0.001052 45
High DGNGYISAA 0.003795 0.000699 1 1 1 P0DP23 0 1265.612 High 0.000257 0.001056 28
High YGTCPHGG1xCarbami  0.003995 0.000699 1 1 2 O43776 0 1636.754 High 0.000472 0.00228 15
High SLVEIADTV 0.004599 0.000699 1 1 1 O00410 0 1171.657 High 0.000257 0.001285 38
High YTFELSR 0.00382 0.000699 1 1 1 P02774 0 915.4571 High 0.000257 0.001069 36
High SYSYVCGIS 1xCarbami  0.004125 0.000699 0 0 1 0 1250.572 High 0.000257 0.001149 28
High YVDTPFGK 0.002879 0.000699 1 1 1 Q13126 0 1820.979 High 0.000257 0.000803 15
High QNVAYEYL 1xCarbami  0.004628 0.000699 1 1 2 P46940 1 2022.97 High 0.000257 0.001294 14
High QIFHPEQLI 0.003995 0.000699 2 7 4 Q9BQE3; P 0 1410.774 High 0.000257 0.001115 20
High YGWLAAPQ 0.002993 0.000699 1 1 1 Q04446 0 1582.79 High 0.000257 0.000833 23
High YFAGWADK 0.002954 0.000699 1 2 1 P47895 0 957.4465 High 0.000257 0.000823 17
High QLICDPSYV 1xCarbami  0.003559 0.000699 1 1 5 P50395 1 1493.742 High 0.001553 0.01123 26
High TEEARPSPA 0.004511 0.000699 0 0 1 0 2077.031 High 0.000257 0.001256 21
High AALADVLR 0.004232 0.000699 1 1 3 Q9HC35 0 828.4938 High 0.000257 0.001181 26
High ELLLQPVTIS 0.003559 0.000699 1 1 3 P59998 0 1268.757 High 0.000504 0.003132 22
High TDLVPAFQ 0.003403 0.000699 1 1 4 P30153 0 1376.724 High 0.000257 0.000952 28
High STIGVEFAT 0.004098 0.000699 1 2 1 Q15907 0 1080.568 High 0.000257 0.001144 29
High QPINISSQQ 0.004098 0.000699 1 1 2 Q8N1Q1 0 1326.738 High 0.000257 0.001145 29



High TDDHVVSG 0.004125 0.000699 1 1 3 P00325 0 4107.161 High 0.000257 0.001153 16
High SSLGPVGLD 0.004259 0.000699 1 1 5 P17987 0 972.536 High 0.000536 0.003522 38
High YVMLPVAD2xCarbami   0.003012 0.000699 1 1 1 P00739 0 2747.215 High 0.000257 0.00084 23
High QLDSIVGER 0.003869 0.000699 2 3 1 P48668; P1 0 1016.537 High 0.000257 0.001078 33
High YLAEFATGN 0.003582 0.000699 1 1 3 P62258 1 1384.686 High 0.001256 0.009125 37
High SSSGLTYIA 0.004125 0.000699 1 1 1 P33908 0 1341.669 High 0.000257 0.001153 33
High AAVESLGFI 0.003091 0.000699 1 1 2 Q99460 0 1322.747 High 0.000257 0.000861 14
High YNACILEYK 1xCarbami  0.003171 0.000699 1 1 2 Q16531 0 1173.561 High 0.000851 0.006774 31
High AKDFPPAD 0.004397 0.000699 1 1 5 P30711 1 1299.694 High 0.000935 0.007746 27
High THLAPYSDE 0.003051 0.000699 1 1 12 P02647 0 1301.648 High 0.000851 0.006703 38
High APLDIPVPD 0.003425 0.000699 1 1 3 Q06323 1 1517.857 High 0.000257 0.000955 37
High SAEKEISLW 0.003771 0.000699 1 1 5 P22392 1 2311.186 High 0.000257 0.00105 23
High SGDAAIVD 1xCarbami    0.003995 0.000699 1 2 1 P68104 0 3011.395 High 0.000257 0.001114 11
High TWQDCEYK1xCarbami  0.004658 0.000699 1 1 1 P01042 1 1514.658 High 0.000257 0.001301 21
High APEPHVEE 0.00402 0.000699 1 1 1 P52566 1 3005.401 High 0.000257 0.00112 8
High VLEGMEVV 0.004426 0.000699 1 1 2 P23284 0 1031.555 High 0.000257 0.001236 44
High VLFGFLYR 0.003403 0.000699 0 0 2 0 1014.577 High 0.000257 0.000947 32
High VLGAPVPA 0.003723 0.000699 0 0 1 0 1212.674 High 0.000257 0.001041 16
High SGGGYIVVD 0.00336 0.000699 1 1 1 P35573 0 1345.747 High 0.000257 0.000937 26
High VLHFDQVT 0.002974 0.000699 1 1 1 P29508 0 1588.797 High 0.000257 0.000831 15
High SAADSISES 0.004046 0.000699 1 1 1 P45974 0 1443.733 High 0.000257 0.001132 20
High VLIEILCTR 1xCarbami  0.003675 0.000699 1 1 2 P20073 0 1116.645 High 0.000414 0.001855 39
High TSVQTVVV 1xCarbami  0.004599 0.000699 1 1 1 P98160 0 3282.683 High 0.000257 0.001284 18
High VLIVYAHQE 0.003944 0.000699 1 1 2 P16083 0 1296.731 High 0.000257 0.001101 37
High ANEVEQM 0.00402 0.000699 1 1 1 Q14204 0 1089.536 High 0.000257 0.001121 31
High VLNVPLCKE3xCarbami    0.003675 0.000699 1 1 1 P15328 1 2536.105 High 0.000257 0.001026 21
High VLQLYPNN 0.004511 0.000699 1 1 2 Q02790 0 1088.61 High 0.000257 0.001256 41
High VLQTLGVLL1xCarbami  0.004511 0.000699 1 1 1 Q9H173 0 1473.846 High 0.000257 0.001259 23
High AMAVLESL 0.004341 0.000699 0 0 1 0 989.5448 High 0.000257 0.001209 37
High CAPGYYGN 2xCarbami   0.004151 0.000699 1 1 5 P98160 0 1939.817 High 0.000257 0.001161 26
High AIVQQWLE 0.003723 0.000699 0 0 1 0 1305.695 High 0.000257 0.001038 30
High DVTQIFNN 0.003771 0.000699 1 1 1 Q9H9S4 0 1332.727 High 0.000257 0.001049 14
High VMGLIEGQ 1xOxidatio  0.003233 0.000699 1 1 2 P30838 0 990.5288 High 0.000257 0.000901 21
High TSLMNQYV 0.004483 0.000699 1 1 1 P51149 0 1197.593 High 0.000257 0.001252 33
High ALSTDPAAP 0.003771 0.000699 1 1 2 Q9Y490 0 1197.647 High 0.000257 0.001049 25
High TYHVGEQW 0.003559 0.000699 1 1 1 P02751 0 1275.612 High 0.000257 0.000992 17
High DYIHVVDLA 0.004314 0.000699 1 1 1 Q14376 0 1172.631 High 0.000257 0.001204 22
High TYNTDVPLV 0.004658 0.000699 1 1 1 Q16851 1 2545.213 High 0.000257 0.001297 27
High DYQELMNT 0.004688 0.000699 1 1 1 P04264 0 1141.519 High 0.000257 0.001308 32
High ATEPVIAFY 0.003192 0.000699 1 1 2 P00568 1 1423.758 High 0.000504 0.002842 26
High ATAVVDGA 0.002936 0.000699 1 1 1 P32119 0 978.5255 High 0.000257 0.000817 22
High ATAVMPDG1xOxidatio  0.004454 0.000699 1 1 3 Q06830 0 1180.567 High 0.000257 0.001244 34
High ATLITFLCD 1xCarbami  0.003032 0.000699 0 0 1 0 1209.63 High 0.000257 0.000848 23
High ATLYALSHA 0.003944 0.000699 1 1 2 P04114 0 1701.871 High 0.000257 0.0011 24
High SEGSSVNLS1xCarbami  0.003111 0.000699 1 1 2 P00734 0 2070.976 High 0.000257 0.00087 37
High VFDLELHPA1xCarbami  0.004341 0.000699 1 1 3 Q15113 0 1356.673 High 0.000257 0.001212 25
High ASLENSLEE 0.003537 0.000699 2 2 1 P02533; P0 1 1433.723 High 0.000257 0.000986 31
High ASLENSLEE 0.003582 0.000699 2 2 4 P02533; P0 0 1220.6 High 0.000414 0.00191 27
High VFELMTSLH1xOxidatio  0.003012 0.000699 1 1 1 Q06323 0 1321.682 High 0.000257 0.000842 24
High VFQVEYAM 0.003652 0.000699 1 1 1 P25788 0 1114.56 High 0.000257 0.001018 32
High SDEHVVSG 0.004688 0.000699 1 1 3 P00326 0 4107.161 High 0.000257 0.001313 16
High TQTPPVSPA 0.00382 0.000699 1 1 2 Q14247 0 1734.866 High 0.000257 0.001103 30
High SETHGSLEE 0.004314 0.000699 1 2 1 Q5VT79 0 1730.863 High 0.000257 0.001201 24
High VFTSSTISG 0.003425 0.000699 1 1 2 Q08257 0 2551.235 High 0.000257 0.000957 21
High VGADPALL 0.002879 0.000699 1 1 1 Q00653 0 1026.558 High 0.000257 0.000804 33
High EDGAISTIV 0.003151 0.000699 1 1 3 P50990 0 1173.647 High 0.000257 0.000877 26
High ASDTAMYY1xCarbami    0.004314 0.000699 2 2 2 A0A0J9YXX  0 1324.53 High 0.000257 0.001201 16
High SAYQEAMD 0.003071 0.000699 1 1 1 P31947 0 1242.567 High 0.000257 0.000855 32
High AVGLLTVIS 0.004748 0.000699 1 1 1 O43653 0 1000.64 High 0.000257 0.001322 17
High AVLFCLSED1xCarbami  0.003071 0.000699 1 1 1 P23528 1 1309.682 High 0.000257 0.000858 36
High TYPGVMHS1xCarbami  0.003944 0.000699 1 1 1 O95372 0 1992.898 High 0.000257 0.001098 16
High VGTGGIVG 0.004341 0.000699 1 1 1 A0A0B4J1Y 1 1584.834 High 0.000257 0.00121 26
High DIVVLGVEK 0.004314 0.000699 1 1 5 O14818 0 971.5772 High 0.000414 0.001812 26
High SASNMAIV 1xOxidatio  0.003447 0.000699 1 1 1 P01023 0 1150.577 High 0.000257 0.00096 59
High DYTQMNE 0.003012 0.000699 1 1 3 P07203 0 1297.584 High 0.000504 0.00318 46
High EADVDQDG 0.004483 0.000699 1 1 2 Q9NZT1 1 2012.894 High 0.000257 0.001252 10
High VPDQGFIKF 0.003425 0.000699 1 1 2 Q9UBC9 1 1742.948 High 0.000257 0.000959 19
High DVNAAIAA 0.003032 0.000699 1 1 1 P68366 0 985.5677 High 0.000257 0.000844 46
High ALNKGDAN 0.003795 0.000699 1 1 1 O43847 1 2173.052 High 0.000257 0.001061 21
High TIPCFNPNT1xCarbami  0.004259 0.000699 1 1 3 P35219 0 1981.058 High 0.000504 0.002455 31
High ALAQAPAP 0.004688 0.000699 1 1 2 Q9BW04 0 1883.021 High 0.000257 0.001307 25
High CPLCQQDW2xCarbami   0.00336 0.000699 0 0 1 0 1588.736 High 0.000257 0.000936 22
High DSVWGSGG 0.003492 0.000699 1 1 1 Q53EL6 0 1854.909 High 0.000257 0.000974 33
High CPVTYGQC 4xCarbami        0.003795 0.000699 1 1 2 P03973 1 3107.297 High 0.000316 0.001371 27
High AKTDAGGE 0.003514 0.000699 1 1 1 Q9NT62 1 1545.787 High 0.000257 0.00098 19
High QYDQEIEN 0.003844 0.000699 1 1 1 Q9H2G2 0 1408.659 High 0.000257 0.001072 35
High TLIEFLLR 0.003425 0.000699 1 1 3 P28838 0 1004.614 High 0.000257 0.000957 21
High VDFNVPMK 0.004748 0.000699 1 2 2 P00558 0 949.4812 High 0.000257 0.001325 28
High TLESSIQGL 0.003381 0.000699 1 1 1 Q92747 0 1103.606 High 0.000257 0.000942 28
High TLEEAVGN 0.00336 0.000699 1 1 1 Q9Y678 0 1172.652 High 0.000257 0.000936 34
High WAEYHAD 0.003233 0.000699 1 1 2 Q9NRX4 0 1410.632 High 0.000257 0.000903 11
High VVDLMAHM1xOxidatio  0.003131 0.000699 1 1 2 P04406 1 1346.644 High 0.000257 0.000871 33
High QVFLYPEKD 0.00382 0.000699 1 1 2 P04114 1 2210.174 High 0.000316 0.001418 28
High CTEEGKWS 3xCarbami    0.003995 0.000699 1 1 1 P02749 1 3523.742 High 0.000257 0.001112 31
High SIHDALCVI 1xCarbami  0.00382 0.000699 2 2 2 P50991; P4 0 1183.625 High 0.000257 0.001068 28
High TKPYIQVDI 0.004748 0.000699 1 1 1 P11021 0 1604.864 High 0.000316 0.001328 27
High SILFVPTSAP 0.003629 0.000699 1 1 1 P14625 0 1187.678 High 0.000257 0.001012 23
High WLQGSQE 0.004314 0.000699 3 3 4 P01876; P0  1 1470.77 High 0.000257 0.001206 21
High AGGSWDLA 0.003254 0.000699 1 1 1 P22792 0 1288.628 High 0.000257 0.000911 22
High QTYFLPVIG 0.004046 0.000699 1 1 2 P17980 0 1692.921 High 0.000257 0.001132 34
High QTVSWAVT 0.003447 0.000699 1 1 3 P01023 0 1116.605 High 0.000257 0.000959 54
High SIIGMGTGA1xOxidatio  0.004748 0.000699 1 1 1 Q92597 0 1596.841 High 0.000257 0.001325 25
High SLLQALNEV 0.004748 0.000699 1 1 1 Q14204 0 1114.647 High 0.000257 0.001324 27
High WTGDNMF 0.004628 0.000699 1 1 1 Q8N573 0 1258.593 High 0.000257 0.001294 13
High QTQIFTTYS 0.004688 0.000699 1 2 1 P0DMV8 0 2786.363 High 0.000257 0.00131 32



High QVFHELSQ 0.004718 0.000699 1 1 1 Q8WXI7 0 1780.909 High 0.000257 0.001318 19
High TGQEIPVNV 0.004151 0.000699 1 1 2 Q96KP4 0 1112.606 High 0.000257 0.001158 17
High CPDIATQLA1xCarbami  0.004454 0.000699 1 1 1 P48637 1 1402.736 High 0.000257 0.001242 20
High VTVNYPPT 0.00454 0.000699 1 1 1 Q13449 0 1448.763 High 0.000257 0.001268 18
High VPHDLDML 0.004178 0.000699 1 1 2 P55058 0 1208.646 High 0.000257 0.001167 27
High VPPAINQFT 0.002898 0.000699 1 1 2 P62424 0 1569.838 High 0.001582 0.01162 19
High VPQTDMTF 0.003747 0.000699 1 1 1 P04114 0 1094.53 High 0.000257 0.001043 15
High AIISCFPNV 1xCarbami  0.004658 0.000699 1 1 1 O95395 0 1566.835 High 0.000257 0.001299 25
High ALLQEMPL 0.004072 0.000699 1 1 2 P10155 0 1468.856 High 0.000257 0.00114 26
High AIIIFVPVPQ 0.003795 0.000699 1 1 1 P62081 0 1337.856 High 0.000257 0.001059 33
High CFIVGADNV1xCarbami  0.004688 0.000699 1 2 1 P05388 0 1266.615 High 0.000257 0.001307 13
High TPTFAGGLF 0.002898 0.000699 0 0 1 0 1325.71 High 0.000257 0.000811 30
High VQQELSRP 0.003582 0.000699 1 1 2 P48637 0 2649.385 High 0.000257 0.001 20
High TPSAAYLW 0.003559 0.000699 1 1 2 P06396 1 2706.373 High 0.000257 0.000993 21
High DVAQIFNN 0.003844 0.000699 1 1 3 Q9Y376 0 1302.716 High 0.000851 0.00673 16
High TPEYLHIDQ 0.003537 0.000699 1 1 1 O00178 0 1271.638 High 0.000257 0.000986 21
High ALDTMNFD 0.003995 0.000699 1 2 1 P11940 0 1266.64 High 0.000257 0.001117 49
High ALHFVISEY 0.003051 0.000699 1 1 4 P09228 0 1320.695 High 0.000472 0.002295 38
High ALHFVFK 0.003747 0.000699 1 1 1 Q9HC38 0 861.4981 High 0.000257 0.001049 22
High TNVLGHLQ 0.003747 0.000699 1 1 2 P17858 0 1907.972 High 0.000257 0.001044 19
High CLAIHPDM 1xCarbami  0.003317 0.000699 1 1 1 O95834 0 2184.115 High 0.000257 0.000926 17
High VSGVTPQH 0.004426 0.000699 1 1 1 Q96AZ6 0 1925.006 High 0.000257 0.001232 13
High VSHLLGINV 0.003771 0.000699 1 1 1 P35579 0 1571.854 High 0.000257 0.001052 22
High TNGGFVEL 1xCarbami  0.003675 0.000699 1 1 1 Q86SF2 0 1443.68 High 0.000257 0.001024 27
High TNEGVLCV 1xCarbami  0.003723 0.000699 1 1 1 Q02487 0 1992.011 High 0.000257 0.001039 16
High EGGSIPVTL 0.002993 0.000699 1 1 3 Q96KP4 0 1734.891 High 0.000316 0.001389 25
High SLDADEFR 0.00454 0.000699 1 1 6 Q13938 0 952.4371 High 0.000414 0.001813 32
High CICTLSGFH 2xCarbami   0.004748 0.000699 1 1 1 O76071 0 1337.609 High 0.000316 0.001328 15
High EGLELPEDE 0.004341 0.000699 2 5 1 P07900; P0 1 1544.733 High 0.000257 0.001214 6
High ALEAANGE 0.003969 0.000699 1 1 1 P08727 0 1243.653 High 0.000257 0.001107 34
High VSASPLLYT 0.004286 0.000699 0 0 1 0 1433.825 High 0.000257 0.001196 16
High SAVDQAGG 0.004046 0.000699 1 1 1 P52306 0 1749.924 High 0.000257 0.00113 19
High AAAASAAE 0.003995 0.000699 1 1 1 P55036 0 2320.115 High 0.000257 0.001117 4
High LQGTLPVEA 0.003652 0.000699 1 1 1 P01031 0 1083.616 High 0.000257 0.001018 25
High MLKPAFIFD 0.003944 0.000699 1 1 1 O60701 0 1294.698 High 0.000257 0.001099 30
High FGHLEVPSS 0.003675 0.000699 1 1 1 P22079 0 1406.689 High 0.000257 0.001026 30
High ILMVGLDA 0.003254 0.000699 2 4 3 P61204; P1 0 1087.618 High 0.000257 0.000905 29
High LGGGSEDA 0.003012 0.000699 0 0 1 1 1627.786 High 0.000257 0.000842 20
High ENVPENSR 0.002954 0.000699 1 1 1 O75368 0 3003.46 High 0.000257 0.000823 13
High IQVLVEPDH 0.00457 0.000699 1 1 3 P17931 0 1324.726 High 0.001582 0.01242 32
High IQVLGSLVS 1xOxidatio  0.004397 0.000699 1 1 2 P49419 0 1489.829 High 0.000257 0.001231 13
High GSSTWLTA 0.00454 0.000699 1 1 2 P0C0L5 0 1309.715 High 0.000257 0.001268 21
High GSSYLGIPF 0.00402 0.000699 1 1 1 P53609 0 1366.7 High 0.000257 0.001125 13
High GAVDGGLS 0.003771 0.000699 1 1 2 P46777 0 1338.701 High 0.000584 0.004463 29
High FGAQNEEM 0.003131 0.000699 1 1 2 Q9Y678 0 1902.041 High 0.000257 0.000875 35
High MMVGNNL 0.003051 0.000699 1 1 1 P63098 1 2075.062 High 0.000257 0.000852 14
High IGDQEFDH 0.00402 0.000699 1 1 3 P46109 0 2035.017 High 0.000414 0.001834 18
High FFTNFESR 0.004151 0.000699 0 0 1 0 1047.489 High 0.000257 0.001161 39
High NTMSLLAA 0.003995 0.000699 1 1 3 Q9UBQ7 0 1671.921 High 0.000504 0.002776 28
High MNVAPAC 1xCarbami  0.003192 0.000699 0 0 2 1 2548.199 High 0.001073 0.008533 17
High IGCNHPLPG1xCarbami  0.004718 0.000699 0 0 1 0 1534.758 High 0.000257 0.001318 19
High GTLTEAFPV 0.003723 0.000699 1 1 1 P29144 0 1289.71 High 0.000257 0.001039 43
High GAVHQLCQ1xCarbami  0.004341 0.000699 1 1 2 P09417 0 1368.705 High 0.000257 0.00121 27
High MPILGLGTW 0.004205 0.000699 2 2 4 P14550; P1 0 1115.628 High 0.000633 0.004654 29
High IGACPSAHK1xCarbami  0.004286 0.000699 1 1 3 P07602 0 1678.895 High 0.000257 0.001195 32
High HPQEQPLW 0.004286 0.000699 1 1 45 Q16378 0 1034.505 High 0.000257 0.0012 46
High HPLKPDNQ 1xCarbami  0.003151 0.000699 1 1 2 P04196 0 2349.129 High 0.000257 0.000878 12
High KNLQYYDIS 0.004341 0.000699 1 1 1 P62826 1 1342.7 High 0.000257 0.001214 35
High NTLPTKETI 0.004098 0.000699 0 0 1 1 1530.801 High 0.000257 0.001146 25
High FEVQVTVP 0.00382 0.000699 1 1 2 P01023 0 1046.588 High 0.000257 0.001067 46
High MREEVITLI 0.004046 0.000699 1 1 2 P46940 1 1259.714 High 0.000257 0.001127 36
High FEIWDTAG 0.003771 0.000699 2 3 1 P51148; P6 0 1351.628 High 0.000257 0.001049 38
High MREIVHIQA1xCarbami    0.003969 0.000699 3 6 2 Q13885; P0  1 2126.059 High 0.000257 0.001111 34
High LLVVTDPR 0.004599 0.000699 1 1 2 P08865 0 912.5513 High 0.000316 0.001476 35
High GSSGGSGA 0.004599 0.000699 1 1 2 Q04637 0 2503.213 High 0.000257 0.001282 11
High HQPQEFPT 1xCarbami  0.003032 0.000699 1 1 2 P02774 1 2835.304 High 0.001689 0.0144 21
High GALADYEG 0.003212 0.000699 1 1 3 O15231 1 1465.728 High 0.000257 0.000897 28
High FLHNPDAA 1xCarbami  0.003995 0.000699 1 1 2 Q13228 0 2389.172 High 0.000257 0.001114 18
High MCEDLWR 1xCarbami  0.003381 0.000699 1 1 2 Q14376 0 1009.423 High 0.000257 0.001128 35
High FLDTSHYST 0.003514 0.000699 0 0 1 0 1714.803 High 0.000257 0.000979 18
High LGSTEVASN 0.003317 0.000699 0 0 1 0 1201.642 High 0.000257 0.000924 38
High FLDGIYVSE 0.003032 0.000699 1 1 1 P32969 0 1170.604 High 0.000257 0.000846 27
High LIYQWVSR 0.003381 0.000699 1 1 1 Q9BRG1 0 1064.589 High 0.000257 0.000945 33
High LGSLVDEFK 0.003338 0.000699 0 0 1 0 1007.541 High 0.000257 0.000932 30
High IGSLIDVNQ 0.002917 0.000699 0 0 2 1 1840.976 High 0.000257 0.000812 21
High GSDRDGGA2xCarbami   0.003869 0.000699 0 0 1 1 2128.833 High 0.000257 0.001082 30
High IGQGYLIK 0.004046 0.000699 1 1 2 P39023 0 891.5298 High 0.000257 0.00113 38
High LSCIGGQAP3xCarbami    0.003317 0.000699 1 1 1 P98088 0 2524.16 High 0.000257 0.000928 34
High KLLPDDPYE 0.003171 0.000699 1 1 2 P78417 1 1217.641 High 0.000257 0.000886 25
High GILLYGPPG 1xCarbami  0.003969 0.000699 1 1 1 P46459 0 1231.65 High 0.000257 0.00111 35
High NVVTIFSAP1xCarbami  0.003338 0.000699 1 2 1 P67775 0 1703.821 High 0.000257 0.000933 21
High LQNNENNI 1xCarbami  0.003381 0.000699 1 2 1 Q03591 0 1589.734 High 0.000257 0.000944 29
High KAPDFVFYA 0.004125 0.000699 1 3 2 P15311 1 1310.689 High 0.000257 0.001155 29
High GLLDVTCK 1xCarbami  0.003869 0.000699 1 1 5 P63208 0 905.4761 High 0.001613 0.01361 26
High MGLGHEQ 1xCarbami  0.003582 0.000699 1 1 1 Q9UGI8 0 1601.756 High 0.000257 0.001003 24
High LLIYDNNKR 0.004341 0.000699 0 0 1 1 1871.013 High 0.000257 0.001215 15
High LSAEERDQ 0.003091 0.000699 1 1 2 P61457 1 1653.892 High 0.000504 0.002942 44
High ENFAGEAT 0.003894 0.000699 1 1 1 P04114 0 1235.601 High 0.000257 0.001089 25
High NVMEEGKD 0.003131 0.000699 1 1 2 P35606 1 1536.711 High 0.000257 0.000871 32
High IGLETVGVK 0.003338 0.000699 1 1 1 Q16881 0 915.551 High 0.000257 0.00093 26
High FHPDTDDV 0.003192 0.000699 1 1 2 Q02818 0 1905.898 High 0.000257 0.000889 8
High INLGFSNLK 0.003425 0.000699 1 1 3 Q9UGM3 0 1005.573 High 0.000257 0.000956 35
High MLDKEDFT 0.004125 0.000699 0 0 1 1 1388.626 High 0.000257 0.001152 14
High LGHVVMG 0.004046 0.000699 1 1 1 P60228 0 2183.128 High 0.000257 0.001129 21
High LAMQEFM 0.003492 0.000699 1 1 3 P06733 0 1907.987 High 0.000257 0.001285 29



High MIELHNQE 0.003795 0.000699 1 1 2 P07711 0 1332.637 High 0.000414 0.001817 23
High LLSVVPVPE 0.003795 0.000699 0 0 1 0 1486.852 High 0.000257 0.00106 25
High EMVVQYIS 0.003254 0.000699 1 1 1 O60879 0 1339.693 High 0.000257 0.00091 13
High MSQSIIVSG 0.00336 0.000699 1 1 1 Q9UM54 0 1450.721 High 0.000257 0.000935 14
High MTAGSHEC1xCarbami  0.004658 0.000699 0 0 1 0 3144.459 High 0.000257 0.001297 10
High GFSLEELR 0.00454 0.000699 0 0 1 0 950.4942 High 0.000257 0.001264 37
High GDSPGVVW 0.003492 0.000699 1 1 1 P29466 0 1091.552 High 0.000257 0.000977 47
High NFGSVQFV 0.003771 0.000699 1 1 1 Q08431 0 1346.674 High 0.000257 0.001056 17
High LENNMLM 1xCarbami    0.004599 0.000699 1 1 5 P98160 0 2967.412 High 0.003272 0.03261 17
High IQEGEEPEE 0.003012 0.000699 1 1 1 Q9Y6U3 0 1948.892 High 0.000257 0.000838 28
High NGVLEEAIIA 0.003171 0.000699 1 1 1 Q9UEW8 0 1483.873 High 0.000257 0.000885 26
High GECVPGEQ 1xCarbami  0.003723 0.000699 1 1 5 P02760 0 1919.953 High 0.001073 0.008523 19
High GEFKDEEET 0.004628 0.000699 1 1 2 Q14677 1 1512.706 High 0.000257 0.001289 18
High GYESFGVH 0.004178 0.000699 1 1 2 Q04446 0 1051.496 High 0.000257 0.001168 28
High GLAVNMV 0.003192 0.000699 2 2 1 Q9UMR2; Q 0 1033.535 High 0.000257 0.000893 24
High HLDQQEKQ1xOxidatio  0.003652 0.000699 1 1 2 P07476 1 2420.187 High 0.000257 0.001021 21
High EVLEKQPVL 0.003254 0.000699 1 1 1 P28070 1 1726.933 High 0.000257 0.00091 18
High NMVHPNV 2xCarbami     0.003275 0.000699 1 1 1 Q13501 0 2212.006 High 0.000257 0.000916 16
High EVLEGLDYL 0.004286 0.000699 1 1 3 Q9UEW8 0 1343.695 High 0.000414 0.001894 18
High GLEISGTFT 0.004628 0.000699 1 1 1 Q10567 0 1080.568 High 0.000257 0.001295 32
High NPGYPQSE 1xCarbami  0.003151 0.000699 1 1 1 Q99961 0 1920.894 High 0.000257 0.00088 22
High ILTEAEIDAH 0.003894 0.000699 1 1 1 P60900 1 1979.044 High 0.000257 0.001086 27
High IDEMPEAA 0.003317 0.000699 1 1 4 P51858 0 1102.545 High 0.000257 0.000928 28
High LEAPLEELR 0.003338 0.000699 1 1 2 Q16401 0 1069.589 High 0.000257 0.000929 42
High ILTATIENN 0.003317 0.000699 1 1 2 P13646 0 1144.632 High 0.000257 0.000927 32
High NIHESCMS 1xCarbami    0.003012 0.000699 1 1 1 P11413 0 1747.764 High 0.000257 0.000841 23
High HCIMQANA1xCarbami    0.004426 0.000699 1 1 2 Q8WUM4 0 2029.958 High 0.000257 0.001236 20
High NILGGTVFR 0.004341 0.000699 1 1 1 O75874 0 976.5574 High 0.000257 0.001214 28
High EVEEQHEV 0.004511 0.000699 0 0 2 0 1837.867 High 0.000316 0.001447 6
High IPIHNEDITY 0.004205 0.000699 1 1 1 Q92734 0 2330.152 High 0.000257 0.001176 16
High IPQPEEGAT 0.003652 0.000699 1 1 4 O75891 1 1787.917 High 0.000257 0.001018 20
High EVDGEGKP 0.003795 0.000699 1 1 5 Q9NY33 0 1540.728 High 0.000257 0.001296 21
High NLQNLLILT 0.002936 0.000699 1 2 2 Q00610 0 1353.846 High 0.000257 0.000821 32
High HEIEGTGLP 0.002879 0.000699 1 1 1 Q96TA1 0 1847.976 High 0.000257 0.000804 9
High IDIIPNPQER 0.004688 0.000699 1 2 4 P08238 0 1194.648 High 0.000257 0.001307 20
High ETVVEVPQ 0.004151 0.000699 1 1 1 P55072 1 2498.277 High 0.000257 0.001162 24
High NMQDMVE 0.002993 0.000699 1 1 1 P04264 0 1300.53 High 0.000257 0.000837 54
High LHDPEGMG 0.00336 0.000699 1 1 2 P33176 0 1334.689 High 0.000257 0.00094 18
High GIAQMLEK 0.003212 0.000699 0 0 2 0 889.4812 High 0.000257 0.000895 36
High NFEWVAER 0.004628 0.000699 1 1 1 P22234 0 1050.5 High 0.000257 0.001296 29
High MTGESECL 1xCarbami  0.004341 0.000699 1 1 1 Q9H2G2 0 1696.727 High 0.000257 0.001213 20
High EQEELLAPA 0.003652 0.000699 1 1 1 P19971 0 1868.96 High 0.000257 0.001019 11
High GTYDILVTK 0.004718 0.000699 1 1 1 P13861 0 1009.556 High 0.000257 0.001314 31
High MTGSEFDF 1xOxidatio  0.004658 0.000699 1 1 1 P50395 1 1622.683 High 0.000257 0.001299 24
High LFGYEPTIYY 0.00382 0.000699 1 1 1 Q8NCW5 0 1490.757 High 0.000257 0.001063 25
High LAVTTHGLP1xCarbami  0.003032 0.000699 1 1 1 P00734 0 1995.048 High 0.000257 0.000847 14
High GVCHIPMA2xCarbami   0.004178 0.000699 1 1 1 Q13126 0 1642.754 High 0.000257 0.001168 20
High LAYVAAGD 1xOxidatio  0.003192 0.000699 1 1 3 P22314 0 2619.385 High 0.000257 0.000892 25
High MVSAVLQF 0.003071 0.000699 1 1 1 Q7Z406 0 1490.84 High 0.000257 0.000855 20
High HLSMFILLP 0.003338 0.000699 1 1 3 P36952 0 1198.702 High 0.000257 0.000932 40
High ICDDELILIK 1xCarbami  0.003381 0.000699 1 1 2 P17987 0 1231.66 High 0.000257 0.000942 41
High FCTGLTQIE 1xCarbami  0.003275 0.000699 1 1 1 P12277 0 1557.798 High 0.000257 0.000913 10
High GFQEVVTP 0.002879 0.000699 1 1 2 P26639 0 1607.818 High 0.000536 0.003741 29
High ICDFGTACD2xCarbami   0.004046 0.000699 0 0 1 0 2125.91 High 0.000257 0.001133 19
High GLAGLGDV 0.004151 0.000699 1 1 1 P11216 0 1156.632 High 0.000257 0.001156 51
High ILPVFDEPP 0.003212 0.000699 1 1 1 Q9NYL9 1 2294.203 High 0.000257 0.000898 16
High GFLIDGYPR 0.002879 0.000699 1 1 1 P00568 0 1037.541 High 0.000257 0.000806 37
High GDFDENLN 0.003605 0.000699 1 1 1 Q9UBQ0 0 1568.686 High 0.000257 0.001005 44
High LEYHQVIQQ1xOxidatio  0.004483 0.000699 1 1 4 P80303 0 1689.826 High 0.000671 0.00485 26
High IEVEKPFAIA 0.003723 0.000699 1 1 7 P23284 1 1373.767 High 0.000257 0.00111 43
High IPEPGCTKV 2xCarbami   0.004369 0.000699 1 1 1 Q9UBC9 1 1769.856 High 0.000257 0.00122 19
High NALLGVTG 0.003969 0.000699 0 0 1 0 1040.61 High 0.000257 0.001107 14
High NAMGSLAS 0.003051 0.000699 1 1 1 P55036 0 1178.583 High 0.000257 0.000849 27
High NQLTSLPSA1xCarbami  0.004046 0.000699 1 1 1 Q13045 0 1331.699 High 0.000257 0.001132 35
High GVMGGQS 0.004628 0.000699 1 1 1 O60763 0 2025.966 High 0.000257 0.001295 30
High NDFTEEEEA 0.004046 0.000699 1 1 1 P63208 0 1466.639 High 0.000257 0.001127 35
High NDLGWYQ 0.004178 0.000699 1 1 4 A0A0C4DH 0 1433.717 High 0.000257 0.001163 31
High GLFIKPTVF 0.003605 0.000699 1 1 7 P47895 0 1954.01 High 0.000257 0.001003 27
High NEEILNSLK 0.004072 0.000699 1 1 2 P07203 0 1059.568 High 0.000257 0.001139 28
High NPQNFYLD 0.003381 0.000699 0 0 1 0 1280.602 High 0.000257 0.000945 28
High HLPDQLASV 0.004151 0.000699 0 0 1 0 1236.67 High 0.000257 0.001156 5
High LNEAQPST 1xOxidatio  0.003894 0.000699 1 1 1 P56537 0 1534.753 High 0.000257 0.001085 16
High GSSGAQAT 0.002917 0.000699 1 1 2 O43278 0 1707.776 High 0.000257 0.000813 25
High FYKNEGGT 0.004178 0.000699 1 1 1 Q13228 1 1544.738 High 0.000257 0.001166 39
High LSPIYNLVPV 0.003747 0.000699 1 1 1 P02748 0 1242.746 High 0.000257 0.001048 21
High QDWEHAA 0.004286 0.000699 1 1 1 P42224 0 1859.867 High 0.000257 0.001193 20
High LLAVAATAP 0.003151 0.000699 1 1 2 P18206 1 2381.21 High 0.000935 0.007436 23
High LSEEFLTAH 0.003032 0.000699 0 0 2 0 1299.669 High 0.000257 0.001168 17
High FQPTLLTLP 0.003381 0.000699 1 1 4 P05155 0 1185.699 High 0.001582 0.01195 37
High LVILANNCP1xCarbami  0.003514 0.000699 1 1 1 P62888 0 1353.767 High 0.000257 0.00098 21
High ELPVNAQN 0.003944 0.000699 1 1 1 P30520 0 1302.68 High 0.000257 0.0011 36
High QDGSVDFG 0.003582 0.000699 1 1 2 P02675 0 980.4432 High 0.000257 0.000999 28
High LVLPSLISSR 0.003212 0.000699 1 1 1 Q13228 0 1084.672 High 0.000257 0.000894 31
High QDGMFDLV 0.004259 0.000699 0 0 2 0 2240.102 High 0.000257 0.001189 18
High FQGWVTM 0.003699 0.000699 1 1 1 P23083 0 1125.551 High 0.000257 0.001032 25
High IIAVDINKD 0.003919 0.000699 2 3 2 P00325; P0 1 1128.662 High 0.000257 0.001091 23
High FVPYYDIFM 0.004178 0.000699 1 1 4 O00410 0 1619.818 High 0.000257 0.001168 8
High FPYESWGT 0.003151 0.000699 1 1 1 P46734 0 1727.843 High 0.000257 0.000877 30
High LLIDEAILK 0.003447 0.000699 1 1 1 P49591 0 1027.64 High 0.000257 0.00096 23
High IVQILPWEQ 0.003795 0.000699 1 1 2 P04114 0 1723.938 High 0.000257 0.001056 26
High LADLIER 0.003151 0.000699 1 2 1 P00352 0 829.4778 High 0.000257 0.000878 43
High IVSLPECFN 1xCarbami  0.003338 0.000699 1 1 1 Q9NQR4 0 1681.825 High 0.000257 0.000931 11
High FNISNGGPA 0.003111 0.000699 1 1 2 P36871 1 2347.229 High 0.002332 0.02069 19
High LVVNFESD 0.00402 0.000699 1 1 2 P21980 0 1050.547 High 0.000257 0.001126 41
High IKFEMEQN 1xOxidatio  0.003537 0.000699 1 1 1 P35527 1 1323.673 High 0.000257 0.000989 17



High IKFEMEQN 0.00457 0.000699 1 1 1 P35527 1 1307.678 High 0.000257 0.001273 28
High QASVADYE 0.004511 0.000699 1 1 2 P49419 1 1467.733 High 0.000257 0.001261 24
High LWEEQLAA 0.003071 0.000699 1 1 1 P14314 0 1158.615 High 0.000257 0.000857 30
High KIEESETIED 0.004688 0.000699 1 1 1 Q8N573 1 1977.936 High 0.000257 0.001309 16
High LVGGPMDA 0.003071 0.000699 1 1 3 P01034 1 1800.891 High 0.000257 0.000858 36
High GNHETDNM 0.003629 0.000699 1 1 3 P53041 0 2181.951 High 0.000257 0.00103 26
High ILDEIEEHN 0.003869 0.000699 1 1 1 Q15019 0 1352.706 High 0.000257 0.001083 29
High KSDVGFLPP 0.00402 0.000699 1 1 2 P43652 1 2016.032 High 0.000257 0.001123 19
High ELMQVVLA 0.00402 0.000699 0 0 2 0 1058.603 High 0.000257 0.00112 35
High FTASAGIQV 0.003699 0.000699 1 1 1 P06733 0 2033.055 High 0.000257 0.00103 14
High ITFRPDSAD 0.003192 0.000699 1 1 2 P98160 0 2026.006 High 0.000257 0.000889 21
High IMGLDLPD 0.003944 0.000699 1 1 1 P34896 0 2155.031 High 0.000257 0.0011 7
High LLGELILDR 0.003275 0.000699 2 2 6 Q9H9S4; Q 0 1041.63 High 0.000257 0.000915 39
High GHAAFTSD 0.004426 0.000699 1 1 2 P00390 1 1970.034 High 0.002624 0.0247 18
High GIVYDTGG 0.004748 0.000699 1 1 2 Q8NDH3 0 1222.668 High 0.000316 0.001328 25
High LSSPAVITD 0.003317 0.000699 1 1 3 P00747 0 1030.578 High 0.000257 0.000923 38
High FVEFFGPGV 0.004178 0.000699 1 1 1 P21399 0 1852.959 High 0.000257 0.001169 6
High LIFSTITSK 0.003403 0.000699 1 1 3 P43686 0 1009.593 High 0.000536 0.003302 21
High ITLQDVVSH 0.003969 0.000699 1 1 1 P46940 0 1226.674 High 0.000257 0.001108 20
High LSQERPGV 1xCarbami  0.003381 0.000699 1 1 1 Q14166 0 2555.365 High 0.000257 0.000942 14
High ELPAAVAPA 0.002936 0.000699 1 1 2 O95336 0 1490.833 High 0.000257 0.000818 28
High FSMVVQDG1xOxidatio  0.003869 0.000699 1 1 1 P30044 0 1238.645 High 0.000257 0.001079 23
High LTSFITVFK 0.003447 0.000699 1 1 1 Q13617 0 1055.614 High 0.000257 0.000963 24
High LLEEGVLR 0.003091 0.000699 1 1 3 Q6P996 0 928.5462 High 0.000257 0.000861 32
High LLEDMVEK 0.003675 0.000699 1 1 24 O75556 0 976.502 High 0.001375 0.01042 47
High LMNFMYFQ 0.004314 0.000699 1 1 1 Q7L576 0 1249.586 High 0.000257 0.001207 30
High GNFHAVYR 0.004718 0.000699 1 1 4 P05109 1 1434.712 High 0.000257 0.001314 30
High FSGTWYAM 0.00402 0.000699 1 1 1 P02753 0 1161.54 High 0.000257 0.001119 27
High HYSPEDEPS 0.004599 0.000699 0 0 1 0 2128.982 High 0.000257 0.001285 19
High ELPELLQR 0.00382 0.000699 1 1 2 Q8WUM4 0 997.5677 High 0.000257 0.001064 32
High KIEEQLTLEK 0.004718 0.000699 1 1 3 P30740 1 1230.694 High 0.000504 0.002439 49
High QEAIPDEVI 0.00454 0.000699 1 1 3 P14735 1 1269.705 High 0.000257 0.001269 32
High QASLPVSG 0.004511 0.000699 1 1 1 Q9Y3S1 0 1561.822 High 0.000257 0.001262 27
High FVTWIEGV 1xOxidatio  0.002954 0.000699 1 1 1 P00747 0 1253.635 High 0.000257 0.000824 25
High LPLQDVYK 0.003771 0.000699 2 3 4 Q05639; P6 0 975.551 High 0.000257 0.001106 36
High LKDCIELFTT1xCarbami  0.003675 0.000699 1 1 1 Q9Y4E8 1 1367.724 High 0.000257 0.001026 21
High IYNVIGTLR 0.003254 0.000699 0 0 2 0 1048.615 High 0.000257 0.000907 20
High LSFISVGNK 0.004151 0.000699 1 1 2 Q9UM54 0 964.5462 High 0.000257 0.001156 23
High FNALQYLR 0.003192 0.000699 1 1 2 P51884 0 1024.557 High 0.000257 0.000889 45
High INAWNSPT 0.003559 0.000699 1 1 1 O60701 0 1913.017 High 0.000257 0.000993 11
High IHQIEYAME1xOxidatio  0.004259 0.000699 1 1 2 P25786 0 1447.725 High 0.003058 0.02843 16
High LLLQLEATK 0.004369 0.000699 1 1 1 Q13561 0 1028.635 High 0.000257 0.001221 27
High GQPSVLQV 1xCarbami  0.004369 0.000699 1 1 1 P00734 0 2232.253 High 0.000257 0.00122 26
High GISLNPEQW 0.003192 0.000699 1 1 2 P53999 0 1499.785 High 0.000257 0.000891 30
High GQFSTDELV 0.003192 0.000699 1 2 1 Q00610 1 1707.855 High 0.000257 0.000889 25
High IHYLDTTTL 0.003492 0.000699 0 0 1 0 1757.943 High 0.000257 0.000973 9
High LYQVEYAFK 0.004341 0.000699 1 1 1 P60900 0 1160.599 High 0.000257 0.001214 33
High PFLELDTNL 0.004483 0.000699 1 2 2 P30046 1 2194.187 High 0.000257 0.001248 31
High HVGNQQY 0.004599 0.000699 1 1 3 O75369 0 1648.844 High 0.000316 0.001342 24
High FLQFVTGTS 0.003403 0.000699 1 1 1 Q7Z6Z7 0 1127.61 High 0.000257 0.000947 30
High GQLVVNPE 0.003559 0.000699 1 1 1 P32456 0 1167.673 High 0.000257 0.000993 28
High FMNPFNM 0.003071 0.000699 1 1 3 P31948 0 1643.771 High 0.000257 0.000858 25
High GPVYIGELP 0.003537 0.000699 1 1 1 Q9H0E2 0 1603.848 High 0.000257 0.000985 20
High LYDIEQQQ 0.003275 0.000699 1 1 1 Q9Y2S2 0 1305.68 High 0.000257 0.000914 30
High NYNLVESLK 0.003469 0.000699 1 1 2 P05546 0 1079.573 High 0.000257 0.00097 32
High FLQDYFDG 0.003151 0.000699 1 1 1 P30101 1 1515.759 High 0.000257 0.000879 22
High SEIDLNLIK 0.004966 0.000864 1 2 1 Q5VT79 0 1044.594 High 0.000316 0.001389 32
High TKEVIFSVE 0.005294 0.000864 1 1 1 O95834 1 1537.811 High 0.000368 0.001477 16
High WAEYHAD 0.004779 0.000864 1 1 1 Q9NRX4 1 2155.975 High 0.000316 0.001338 18
High EYVNASEVS 0.005161 0.000864 1 1 3 O15231 0 1779.887 High 0.000504 0.002544 27
High VIVDFSSPN 0.005095 0.000864 1 1 3 P54136 0 1289.71 High 0.000316 0.00142 30
High IVDLVSELK 0.005161 0.000864 1 1 2 P29622 1 1143.698 High 0.000536 0.004188 19
High LPQEPGREQ 0.004903 0.000864 1 1 2 Q8NBJ4 1 2118.105 High 0.003272 0.03291 9
High VIISAPSADA1xOxidatio  0.004872 0.000864 1 1 2 P04406 1 2949.448 High 0.000316 0.001359 20
High RVDIIPGFE 0.005062 0.000864 1 1 3 Q9H4A4 1 1463.764 High 0.000316 0.001418 32
High RPISADSAIM 0.005095 0.000864 1 1 3 Q00610 0 1557.805 High 0.000368 0.001732 26
High FLAAASGLG 0.004998 0.000864 0 0 1 0 1063.578 High 0.000316 0.001397 0
High LLLPWLEAR 0.004934 0.000864 1 1 2 Q00610 0 1110.667 High 0.000316 0.001378 10
High IQHAVQLA 0.00481 0.000864 1 1 1 P49589 0 1576.869 High 0.000316 0.001346 19
High NSCIVCNM 2xCarbami   0.00484 0.000864 1 1 1 Q96HN2 0 2377.069 High 0.000316 0.00135 8
High LFCIPVHGI 1xCarbami  0.005095 0.000864 1 1 2 P29218 0 1211.672 High 0.000316 0.001426 17
High LHGGSPWP1xCarbami  0.005062 0.000864 1 1 1 P03950 0 1554.727 High 0.000316 0.001414 12
High YLEELPEKL 0.005095 0.000864 1 1 1 P09488 1 1261.704 High 0.000316 0.001424 20
High DSQEEEKTE 0.005261 0.000864 1 1 3 P06396 1 1665.781 High 0.000316 0.001469 21
High FIIHAPPGE 0.005062 0.000864 1 1 1 P47755 0 2101.05 High 0.000316 0.001418 20
High CPFTGNVS 1xCarbami  0.005194 0.000864 0 0 1 0 1150.567 High 0.000316 0.001452 21
High ELISNASDA 0.00503 0.000864 2 2 2 P14625; P0 1 1544.828 High 0.000316 0.001404 8
High NMQNVEH 1xOxidatio  0.005227 0.000864 1 1 1 P20618 0 1667.817 High 0.000316 0.001463 18
High YEEIVKEVST 0.004934 0.000864 1 2 1 P68104 1 1600.847 High 0.000316 0.001374 31
High QGRPVVIC 1xCarbami  0.004903 0.000864 1 1 2 Q06210 1 1988.012 High 0.000316 0.001366 23
High GLEVTAYSP 0.004998 0.000864 1 1 1 P14550 0 1551.765 High 0.000316 0.001394 22
High EIYTHFTCA 1xCarbami  0.004998 0.000864 1 3 2 P04899 0 1586.716 High 0.000316 0.001392 21
High GYADIVQLL 0.005294 0.000864 1 1 2 Q92882 0 1303.762 High 0.000414 0.001943 24
High KFSNQETSV 0.005261 0.000864 1 1 2 P11908 1 1809.898 High 0.000316 0.001471 18
High CRDQLPYIC2xCarbami   0.004998 0.000864 1 1 1 P05452 1 1768.851 High 0.000316 0.001398 19
High ILQEYITQQ 0.004903 0.000864 1 1 3 Q9Y6Q5 1 1993.06 High 0.000368 0.001761 22
High YFAEALGPL 0.005128 0.000864 1 1 2 P0DMM9 0 2967.525 High 0.000368 0.001726 26
High GWFVYQQ 0.004934 0.000864 1 1 1 P14735 0 1083.537 High 0.000316 0.001375 20
High LQELLLCNN1xCarbami  0.005294 0.000864 1 1 1 Q92696 0 1272.673 High 0.000368 0.001478 18
High QMVIDVLH 0.005128 0.000864 0 0 1 0 1236.677 High 0.000316 0.00143 23
High AMLESIGV 0.00481 0.000864 1 1 1 P54577 0 1286.702 High 0.000316 0.001346 35
High AEWLAVKD 0.004872 0.000864 0 0 1 1 1216.632 High 0.000316 0.001356 20
High TINWTLLEK 0.005128 0.000864 1 1 1 Q05655 0 1117.625 High 0.000316 0.001432 16
High YEDMAAFM 0.005062 0.000864 1 1 1 P31947 0 1105.469 High 0.000316 0.001415 43
High FSLLKPWA 0.004966 0.000864 1 1 74 Q9GZZ8 0 961.5506 High 0.0087 0.1046 46



High ETDLLLDDS 0.00503 0.000864 1 1 1 P30044 0 1906.976 High 0.000316 0.001404 12
High LRPGSIETY 0.005294 0.000864 1 1 2 Q9BVJ7 0 1549.786 High 0.000504 0.002767 24
High NAQAIEDM 0.005095 0.000864 1 1 1 Q99460 0 2161.982 High 0.000316 0.001426 20
High NTISLLVAG 0.00481 0.000864 1 1 1 Q14204 0 1128.699 High 0.000316 0.001342 21
High VNPCIGGV 1xCarbami  0.005194 0.000864 1 1 1 P04075 0 2088.095 High 0.000316 0.001448 20
High APDVFPIISG1xCarbami  0.00481 0.000864 1 1 1 P0DOX3 0 1331.678 High 0.000316 0.001339 21
High FNVTTVDM 0.005161 0.000864 0 0 1 0 1183.578 High 0.000316 0.001441 25
High FLTVLCSR 1xCarbami  0.005261 0.000864 1 1 2 P09525 0 995.5343 High 0.000316 0.001472 32
High ACMGGLPS1xCarbami  0.004903 0.000864 1 1 1 Q9UBX1 0 1539.729 High 0.000316 0.00137 18
High LGLHQVLQ 0.005294 0.000864 1 1 1 O60610 0 1291.748 High 0.000368 0.001479 28
High VAPSAVLG 0.004998 0.000864 1 1 1 Q96IJ6 0 1408.816 High 0.000316 0.001399 28
High VHVSEEGT 0.005062 0.000864 1 1 2 P06396 1 3957.95 High 0.000316 0.001413 38
High MNYSDAIV 0.005261 0.000864 1 1 2 O43776 0 1339.671 High 0.000316 0.001465 37
High LMVEPLQA 0.004872 0.000864 1 1 1 Q13617 0 1395.839 High 0.000316 0.001363 29
High GPREEIVYL 1xCarbami  0.005227 0.000864 1 1 1 Q13228 1 1764.91 High 0.000316 0.001459 16
High NTFQGIYSD 0.00503 0.000864 0 0 1 0 1300.617 High 0.000316 0.001405 32
High ATEHLSTLS 0.005128 0.000864 1 1 2 P02647 0 1215.622 High 0.000316 0.001435 16
High LACGVIGIA 1xCarbami  0.005128 0.000864 1 1 5 P00441 0 1001.545 High 0.000368 0.001691 34
High LSNLALVKP 0.00484 0.000864 1 1 1 O14737 0 1211.736 High 0.000316 0.001355 30
High GLGNQVEV 0.00484 0.000864 1 1 1 Q9P265 0 1056.605 High 0.000316 0.001352 22
High KILQDGGLQ 0.004966 0.000864 1 1 1 O43175 1 1426.826 High 0.000316 0.001383 33
High KAMAVEDI 0.005294 0.000864 1 1 1 P07357 1 1232.667 High 0.000316 0.001474 19
High FNPFVTSDR 0.004779 0.000864 0 0 1 0 1082.527 High 0.000316 0.001337 11
High YLTQVATG 0.004998 0.000864 0 0 1 0 2067.973 High 0.000316 0.001397 29
High DFNMPLTIS 0.004966 0.000864 1 1 2 Q96HC4 0 1365.708 High 0.000316 0.001383 20
High SQVDHVIW 0.004779 0.000864 2 2 3 O43865; Q 0 1380.691 High 0.001208 0.009063 24
High MTSGSWT 0.004903 0.000864 0 0 2 0 1980.912 High 0.000316 0.001365 28
High TNSILFYGR 0.004779 0.000864 1 1 2 P29508 0 1070.563 High 0.000316 0.001337 35
High DYLLCDYNR1xCarbami  0.005467 0.001013 1 1 1 P47756 0 1231.541 High 0.000368 0.001527 39
High DYIEFNK 0.005609 0.001013 1 1 8 P25311 0 928.4411 High 0.000368 0.001562 35
High FYFQEDE 0.006296 0.001013 1 1 3 P18510 0 977.3887 High 0.000368 0.001758 37
High ITLDNAYM 1xOxidatio  0.005904 0.001013 1 1 1 P14618 0 1213.577 High 0.000368 0.001654 43
High YSQNIYIQN 0.005609 0.001013 0 0 1 0 1298.649 High 0.000368 0.001571 28
High VGFAEAAR 0.005829 0.001013 1 1 1 P07339 1 933.5152 High 0.000368 0.00163 31
High GLQQQNSD 0.006175 0.001013 1 1 2 P46940 0 1479.723 High 0.000368 0.001721 39
High GTITVSAQE 0.005363 0.001013 0 0 1 0 1146.636 High 0.000368 0.001501 21
High SGKYDLDFK 0.006136 0.001013 1 1 3 P06733 1 1072.531 High 0.003086 0.02893 43
High ALDEGDIAL 0.005681 0.001013 1 1 1 P35998 0 1157.641 High 0.000368 0.001583 25
High SDVMYTDW1xOxidatio  0.006058 0.001013 1 1 1 P19652 1 1288.588 High 0.000368 0.00169 15
High TLTPDQWA 0.005791 0.001013 1 1 1 Q9H3K6 0 1087.553 High 0.000368 0.001621 30
High TNFDNDIA 0.005829 0.001013 1 1 2 P09871 0 1277.648 High 0.000536 0.003348 29
High ETVNATFPV 0.005942 0.001013 1 1 1 Q9Y315 0 1660.909 High 0.000368 0.001659 13
High GETWATPN2xCarbami   0.006097 0.001013 1 1 1 P98088 0 2819.284 High 0.000368 0.001701 29
High NLQYYDISA 0.005609 0.001013 1 1 1 P62826 0 1214.605 High 0.000368 0.001567 17
High DISPVLKDP 0.006255 0.001013 1 1 1 P07741 1 1444.779 High 0.000368 0.001748 25
High DLDNAEEK 0.005942 0.001013 1 1 3 Q9Y3P9 1 1545.739 High 0.000414 0.002162 17
High LPYSVVR 0.006336 0.001013 1 1 2 P01024 0 833.488 High 0.000368 0.001772 34
High MALPELVR 0.005432 0.001013 1 1 3 P45974 0 928.5285 High 0.000368 0.001515 21
High ALQIPEVYL 0.005681 0.001013 1 1 1 Q14C86 0 1201.694 High 0.000368 0.001582 28
High TDWHMAF 0.005328 0.001013 0 0 1 0 1439.619 High 0.000368 0.00149 11
High SRLEVTDDL 0.005791 0.001013 1 1 1 P35813 1 1304.669 High 0.000368 0.001619 27
High SQEGRPVQ 0.005502 0.001013 1 1 1 Q7L5N1 0 1651.949 High 0.000368 0.001535 26
High AILEQNFR 0.006296 0.001013 1 1 2 Q14134 0 990.5367 High 0.000368 0.001756 13
High CPDIATQLA1xCarbami  0.005328 0.001013 1 1 1 P48637 0 1274.641 High 0.000368 0.00149 24
High VLNLIQSW 0.005502 0.001013 1 1 1 O60784 0 1532.822 High 0.000368 0.001538 27
High AILNYIASK 0.006019 0.001013 1 2 3 P08263 0 992.5775 High 0.000806 0.006438 24
High NIELAVMR 0.005467 0.001013 1 1 1 O14818 0 945.5186 High 0.000368 0.001523 31
High HDDYLVML 0.005573 0.001013 0 0 1 0 1133.566 High 0.000368 0.00156 20
High YAEIVHLTL 0.005866 0.001013 1 1 1 P21281 1 1712.933 High 0.000368 0.001635 4
High MADCGGL 1xCarbami  0.005754 0.001013 1 1 2 Q92597 0 1572.751 High 0.000368 0.001611 24
High ILGSASPEE 0.005432 0.001013 0 0 1 0 2365.236 High 0.000368 0.001514 23
High FSVNLDVK 0.006175 0.001013 1 1 1 P02511 0 921.504 High 0.000368 0.00173 53
High LKEVAGLPD1xCarbami  0.005681 0.001013 1 1 1 Q03426 1 1772.885 High 0.000368 0.001586 18
High LQEACKDIL 1xCarbami  0.005681 0.001013 1 1 1 P13861 1 1477.808 High 0.000368 0.001584 12
High LGSTAPQV 0.006215 0.001013 1 1 1 Q9UNZ2 0 2314.152 High 0.000368 0.001733 14
High LVLCEVFK 1xCarbami  0.005645 0.001013 1 1 1 P15104 0 1007.559 High 0.000368 0.001579 32
High WGSQAFH 0.005754 0.001013 1 1 1 P21399 0 1233.558 High 0.000368 0.001611 16
High KDAEAWFN 0.006377 0.001013 1 2 2 P13645 1 1237.585 High 0.000368 0.001786 25
High LSCAASGFT1xCarbami  0.005645 0.001013 1 1 2 A0A0B4J1Y 0 2249.974 High 0.003058 0.02823 19
High VYTVDLGR 0.005904 0.001013 1 1 11 P01833 0 922.4993 High 0.000671 0.005332 44
High AYAQQLTE 0.006058 0.001013 1 1 1 Q9UNF0 0 1336.664 High 0.000368 0.001689 40
High DGQLWLCA1xCarbami  0.006097 0.001013 0 0 1 0 1386.683 High 0.000368 0.001702 39
High DGTAGSHF 1xCarbami  0.006058 0.001013 0 0 1 0 2027.87 High 0.000368 0.001696 17
High IIGNLLYYR 0.006296 0.001013 1 1 1 P46940 0 1124.646 High 0.000368 0.001754 28
High SLIAEVLVK 0.005537 0.001013 1 1 2 O95969 0 971.6136 High 0.000368 0.001547 26
High LFKEVDGEG 0.006175 0.001013 1 1 3 Q9NY33 1 1928.975 High 0.000368 0.001723 13
High IYPTVNCQP1xCarbami     0.006336 0.001013 1 1 2 P01042 0 1996.99 High 0.000368 0.001766 14
High LFHSLMVL 0.005609 0.001013 0 0 1 0 1216.676 High 0.000368 0.001568 23
High TGTQYLLR 0.005645 0.001013 1 2 3 P35237 0 951.5258 High 0.000504 0.00317 36
High DLLDTVLPH 0.005432 0.001013 1 1 3 Q86VP6 0 1770.927 High 0.000368 0.001517 28
High LLDCLLESH 1xCarbami  0.006215 0.001013 1 1 1 Q9Y6D6 0 1255.646 High 0.000368 0.001739 25
High DADPDTFF 0.005573 0.001013 1 1 1 P43652 0 1126.505 High 0.000368 0.001554 25
High MGATKADF1xOxidatio  0.006336 0.001013 1 1 1 P00390 1 2819.388 High 0.000368 0.001768 11
High FASCFYGPF1xCarbami  0.005609 0.001013 1 1 1 P13716 0 1251.562 High 0.000368 0.001568 31
High LLPLEEHYR 0.006019 0.001013 1 1 1 Q9NZN3 0 1169.631 High 0.000368 0.00168 22
High CEFLPFLSP 1xCarbami  0.005829 0.001013 1 1 1 Q12882 0 1265.635 High 0.000368 0.001628 32
High LLASADDFG 0.005866 0.001013 1 1 2 O95834 0 1036.531 High 0.000414 0.002119 28
High DRVTSAVEA 0.005328 0.001013 1 1 2 P45974 1 1847.946 High 0.000935 0.007487 22
High MGLKDTPT 0.005397 0.001013 1 1 1 Q9NQW7 1 2458.228 High 0.000368 0.001502 18
High AQGSTDYF 0.005754 0.001013 1 1 1 Q5SRE7 1 1744.85 High 0.000368 0.001605 17
High SIGESVPEP 0.006175 0.001013 1 1 1 Q9Y5P6 0 1070.548 High 0.000368 0.001726 40
High DQLIYNLLK 0.005718 0.001013 1 1 2 P00338 0 1119.641 High 0.000368 0.001593 40
High FAAFIDK 0.005573 0.001013 0 0 2 0 811.4349 High 0.000368 0.001561 30
High GTWTQPFD 0.006255 0.001013 1 1 2 P08185 0 1479.723 High 0.000368 0.001748 16
High AASAAGAA 0.005537 0.001013 1 1 3 Q9UKY7 0 3669.72 High 0.000368 0.001549 29



High DVPRPILLG 0.005681 0.001013 1 1 1 O00534 0 1546.932 High 0.000368 0.001585 13
High DLKVEDIPL 0.005537 0.001013 1 1 3 P04114 1 1268.721 High 0.000536 0.003674 33
High LGSQIFVK 0.005645 0.001013 1 1 1 Q9UDY2 0 891.5298 High 0.000368 0.001578 22
High VMPICLPSK1xCarbami  0.005502 0.001013 2 2 3 P00739; P0 0 1044.558 High 0.001888 0.01671 21
High VLSYVDWI 0.005829 0.001013 1 1 2 Q9NZP8 0 1122.619 High 0.000368 0.001628 32
High VIGGDDLST 0.006296 0.001013 1 1 2 P00492 0 1275.679 High 0.000368 0.001755 16
High NFDEILR 0.006215 0.001013 1 1 9 P30041 0 906.468 High 0.000584 0.004375 36
High WESGYNTR 0.005791 0.001013 1 1 11 P61626 0 1012.448 High 0.000504 0.002691 24
High NEGVATYA 0.00598 0.001013 1 1 1 P35222 0 1481.775 High 0.000368 0.001672 15
High AQDGSHPL 0.00598 0.001013 1 1 1 O94979 0 1750.897 High 0.000368 0.001673 10
High ITMQNLND 0.005829 0.001013 2 3 2 P08727; P1 0 1104.547 High 0.000368 0.001627 27
High AGNEYLIFQ 0.006336 0.001013 0 0 1 0 1182.615 High 0.000368 0.001769 24
High IQNILTEEPK 0.005866 0.001013 1 1 1 P27169 0 1184.652 High 0.000368 0.00164 38
High AGPIWDLR 0.005718 0.001013 1 2 1 O60506 0 927.5047 High 0.000368 0.001601 31
High TQNPMVTG1xOxidatio  0.005432 0.001013 1 1 2 P28070 0 1547.81 High 0.000504 0.002478 34
High NDLSPTTVM 0.005363 0.001013 1 1 1 P30043 0 1477.695 High 0.000368 0.0015 26
High TVDSCFQD 1xCarbami  0.005363 0.001013 0 0 1 0 1212.557 High 0.000368 0.001498 17
High FLRENPYYD 0.006296 0.001013 1 1 1 Q00610 1 1459.696 High 0.000368 0.001757 6
High NDHQEDFW 0.005942 0.001013 1 1 2 Q9H4A4 0 1218.517 High 0.000368 0.001661 25
High GDQENVH 0.005467 0.001013 1 1 1 Q14974 0 1833.891 High 0.000368 0.001527 25
High ALACYTADV1xCarbami  0.005537 0.001013 1 1 1 O95786 0 1139.551 High 0.000368 0.001549 32
High WADLSGIT 0.005645 0.001013 1 1 2 P29622 0 990.5255 High 0.000851 0.006856 14
High LETDPAIVIN 0.006377 0.001013 1 1 1 Q9HAB8 0 1240.69 High 0.000368 0.001784 34
High GVSCQFGP 1xCarbami  0.005866 0.001013 1 1 1 P53041 0 1294.61 High 0.000368 0.001635 29
High MVIPNQPP 0.006019 0.001013 1 1 2 Q93052 0 1409.782 High 0.000414 0.002124 35
High CKPCLDCAV3xCarbami    0.006097 0.001013 1 1 1 Q9NS68 0 1491.687 High 0.000368 0.001706 25
High YLYEIAR 0.005432 0.001013 1 1 28 P02768 0 927.4934 High 0.000671 0.00481 38
High QDPFTVHM 0.005573 0.001013 1 1 2 Q9UI12 0 1272.615 High 0.000368 0.001558 21
High HVAYIIR 0.006377 0.001013 1 2 12 P31025 0 871.5149 High 0.000368 0.001785 36
High YLTWASR 0.005681 0.001013 3 3 38 P01876; P0  0 896.4625 High 0.000584 0.004358 34
High EQICEVEEG1xCarbami  0.006019 0.001013 1 1 1 P47895 0 1889.843 High 0.000368 0.001682 25
High VAVVQYSG 0.005645 0.001013 1 1 1 P12109 0 1774.919 High 0.000368 0.001573 28
High LAVEAVLR 0.006336 0.001013 1 1 1 P78371 0 870.5407 High 0.000368 0.001767 40
High LDGCFSTPE1xCarbami  0.006058 0.001013 1 1 1 P17050 0 1310.568 High 0.000368 0.001692 35
High VCEEIAIIPS 1xCarbami  0.00598 0.001013 0 0 1 1 1386.766 High 0.000368 0.00167 31
High SCDNPYIPN1xCarbami  0.005573 0.001013 1 1 1 P08603 0 1867.828 High 0.000368 0.001557 39
High NYLLSLPHK 0.006097 0.001013 1 1 1 P28482 0 1084.615 High 0.000368 0.001704 15
High ACTSQGCG 2xCarbami   0.006019 0.001013 0 0 3 0 2384.07 High 0.001333 0.009319 25
High EPGLCTWQ1xCarbami  0.006377 0.001013 1 1 2 P01033 0 1346.652 High 0.000368 0.001783 35
High ILVCLLQGS 1xCarbami  0.005502 0.001013 1 2 1 Q5VT79 0 1158.666 High 0.000368 0.001534 32
High AVGTQTLS 0.006255 0.001013 1 1 1 Q13596 0 1315.758 High 0.000368 0.001751 32
High GEYNVYST 0.005645 0.001013 1 1 1 P63151 0 2453.093 High 0.000368 0.001573 11
High EIDESLIFYK 0.005397 0.001013 1 1 1 Q13421 0 1256.641 High 0.000368 0.001511 34
High ELEEWYAR 0.005718 0.001013 0 0 2 0 1095.511 High 0.000368 0.0016 31
High LDADYPLR 0.005866 0.001013 0 0 3 0 962.4942 High 0.000764 0.005985 21
High YSAPANLYV 0.005537 0.001013 0 0 1 0 1153.6 High 0.000368 0.001543 9
High EMPPTNPI 1xOxidatio  0.006175 0.001013 1 1 1 P31947 0 1070.53 High 0.000368 0.00173 20
High YYTYLIMNK 0.005681 0.001013 1 1 5 P01024 0 1208.602 High 0.000536 0.004079 29
High KCVDTMAY1xCarbami  0.005754 0.001013 1 1 7 O95968 1 1244.565 High 0.000536 0.003816 29
High ENVTPEVLD 0.006175 0.001013 1 1 1 Q6P6B1 0 1171.595 High 0.000368 0.001728 30
High VAVCDMM1xCarbami  0.006336 0.001013 0 0 2 0 1139.489 High 0.000368 0.001767 20
High YQLDKDGV 0.005573 0.001013 1 1 1 P07237 1 1424.778 High 0.000368 0.001552 41
High VFSVAITPD 0.005681 0.001013 1 1 2 P12109 0 1580.843 High 0.000368 0.00159 21
High EKLNIGYIED 0.005502 0.001013 1 1 2 P05120 1 1434.784 High 0.000368 0.001541 31
High ADVLTTGA 0.006296 0.001013 1 1 1 P04040 1 2364.288 High 0.000368 0.001762 20
High EDPVSCAFV1xCarbami  0.006058 0.001013 1 1 2 P31944 0 1787.857 High 0.000368 0.001688 30
High QIQVSWLR 0.005502 0.001013 1 1 5 P01871 0 1029.584 High 0.000504 0.002333 42
High NVLSDSRPA1xOxidatio  0.006215 0.001013 1 1 1 Q9BR76 0 3538.719 High 0.000368 0.001732 35
High NSLYLQMN1xOxidatio  0.005432 0.001013 1 1 3 A0A0B4J1Y 0 1326.672 High 0.000504 0.003087 26
High IIAVDINK 0.00759 0.001146 2 3 3 P00325; P0 0 885.5404 High 0.000671 0.004805 27
High QYVQGCGV1xCarbami  0.006934 0.001146 1 1 5 P61626 0 910.4087 High 0.000414 0.001939 49
High ITPSYVAFT 0.007639 0.001146 1 1 1 P11021 0 1566.78 High 0.000414 0.002136 22
High MPEFYNR 0.006757 0.001146 1 1 5 P00966 0 956.4295 High 0.000898 0.00699 48
High VANREENE 0.00759 0.001146 1 1 2 Q9BRK5 1 2144.109 High 0.000414 0.002118 18
High TGCTFPEKP1xCarbami  0.007396 0.001146 1 1 2 P55263 0 1435.631 High 0.000414 0.002228 20
High EGMNIVEA 0.006757 0.001146 1 1 2 P62937 0 1278.582 High 0.000414 0.001882 28
High AEDKEWM 0.007993 0.001146 1 1 4 P15880 1 1333.646 High 0.000414 0.002236 17
High YPGAYYIFQ 0.007069 0.001146 0 0 1 0 1362.709 High 0.000414 0.001979 12
High GLEWVGFI 0.00789 0.001146 1 1 2 A0A0A0MS 0 1076.589 High 0.000414 0.002211 19
High KDGNASGT1xCarbami  0.007069 0.001146 1 2 7 P68104 1 3149.662 High 0.000414 0.001974 27
High ELQEMDKD1xOxidatio  0.007789 0.001146 1 1 1 P52566 1 1708.795 High 0.000414 0.002173 15
High FGAVWTG 0.00789 0.001146 1 1 2 Q14697 0 1946.903 High 0.000414 0.002212 28
High LEPAALGAL 0.007639 0.001146 0 0 3 0 1333.82 High 0.000536 0.003701 25
High CLAYDFYPG1xCarbami  0.007942 0.001146 1 1 13 P25311 0 1233.561 High 0.000504 0.002398 33
High ILHQTQDSQ1xCarbami  0.007689 0.001146 0 0 1 0 2336.109 High 0.000414 0.002152 21
High LLAGDHPID 0.007738 0.001146 1 1 4 Q14515 0 1445.847 High 0.000414 0.00216 25
High WFLTCINQ 1xCarbami  0.00759 0.001146 1 1 4 P26641 0 1609.794 High 0.003601 0.03773 36
High NPEPELLVR 0.007492 0.001146 1 1 1 Q14697 0 1066.589 High 0.000414 0.002093 29
High VKGEYDVT 0.007789 0.001146 1 1 2 Q09666 1 1234.668 High 0.000414 0.002179 24
High MMNTIIFH 0.006845 0.001146 1 1 1 Q9Y2A7 0 1235.628 High 0.000414 0.001907 18
High AAVYHHFIS 0.006671 0.001146 1 1 2 P01024 1 1599.839 High 0.000504 0.003117 20
High GGDGIKPP 0.006978 0.001146 1 1 1 Q9NTK5 0 1276.737 High 0.000414 0.001947 22
High SPVESTTEP 0.007541 0.001146 1 1 1 P53992 0 1369.696 High 0.000414 0.002109 18
High EELEEVIKD 0.006978 0.001146 1 1 3 P28066 1 1216.631 High 0.006058 0.06577 29
High SGWALNM 0.00789 0.001146 1 1 3 P41240 0 906.4502 High 0.002413 0.0213 22
High DALNIETAI 0.008098 0.001146 1 2 1 P07355 0 1087.599 High 0.000472 0.002267 17
High AMHQAQT 1xCarbami  0.008098 0.001146 0 0 1 0 1991.881 High 0.000472 0.002267 29
High KANLQIDQ 0.007301 0.001146 1 1 1 P35579 1 1998.061 High 0.000414 0.002043 14
High GTGELTQL 1xCarbami  0.006978 0.001146 1 1 2 P09467 0 1804.947 High 0.000414 0.00195 28
High EVYGFNPE 0.007115 0.001146 1 1 2 P04114 0 1139.537 High 0.000414 0.001994 22
High YGVDIPEDE 0.007789 0.001146 1 1 2 P20591 0 1407.627 High 0.000414 0.002178 21
High AAQTAERL 0.007839 0.001146 1 1 1 Q15642 1 1744.882 High 0.000414 0.002188 19
High ITQVLHFTK 0.006501 0.001146 1 2 1 P0C0L5 0 1086.631 High 0.000414 0.001814 29
High AVFQFYQR 0.006757 0.001146 1 1 1 Q9BVJ7 0 1058.542 High 0.000414 0.001887 29
High GVLMYGPP 0.007738 0.001146 1 1 1 P17980 0 1176.608 High 0.000414 0.002161 38



High ELLKPNASV 0.006978 0.001146 1 1 1 P43686 0 1419.832 High 0.000414 0.00195 26
High VDSTTCLFP1xCarbami  0.007541 0.001146 1 1 2 Q06210 0 1524.725 High 0.000504 0.002422 31
High LSPSCPDAL 1xCarbami  0.007024 0.001146 1 2 1 P98088 0 1255.635 High 0.000414 0.001965 35
High DRQLQAQD 0.008045 0.001146 1 1 1 P33241 1 2246.091 High 0.000414 0.00225 28
High ILQADQEL 0.006543 0.001146 1 1 1 O14791 0 929.4938 High 0.000414 0.001827 31
High LFFIQACR 1xCarbami  0.006543 0.001146 1 1 1 P55210 0 1054.55 High 0.000414 0.001833 39
High LETLGIGQR 0.007161 0.001146 1 1 1 Q9NZL9 0 986.5629 High 0.000414 0.002 25
High SLGPALLLL 0.00646 0.001146 0 0 1 0 1152.735 High 0.000414 0.001805 13
High MVVPLACL 1xCarbami  0.007839 0.001146 1 1 1 Q15437 0 1454.847 High 0.000414 0.002188 29
High ILKDNLAILE 0.00789 0.001146 1 1 1 Q9H9S4 1 1269.778 High 0.000414 0.002208 19
High AYAQQLAD 0.006934 0.001146 0 0 1 0 1292.638 High 0.000414 0.001937 29
High CLGIPTR 1xCarbami  0.006757 0.001146 1 1 4 P21980 0 816.4396 High 0.000414 0.002113 29
High RPLWEEES 0.008045 0.001146 0 0 1 0 1358.67 High 0.000414 0.002244 20
High IITVEKHPDA 0.007161 0.001146 1 1 1 P54577 1 1957.028 High 0.000414 0.002002 28
High LFDSTTLEH 0.007069 0.001146 0 0 2 0 1318.664 High 0.000536 0.003575 15
High LIVALMYPP 0.007492 0.001146 1 2 1 Q5VT79 0 1335.749 High 0.000414 0.002093 13
High FSGVPDRFS 0.007789 0.001146 1 3 1 A0A075B6S 1 2061.988 High 0.000414 0.002172 6
High GVEVHIVA 0.007069 0.001146 0 0 1 0 1440.744 High 0.000414 0.001978 10
High QLDDLKVE 0.006934 0.001146 0 0 1 1 1556.864 High 0.000414 0.001939 11
High QLGAGSIEE1xCarbami  0.006585 0.001146 1 1 1 P00747 0 1333.642 High 0.000414 0.001839 30
High ALAQCAPP 2xCarbami   0.006801 0.001146 1 1 2 P17936 0 1822.93 High 0.000806 0.006481 28
High GLFPASYVQ 0.006501 0.001146 0 0 1 0 1349.758 High 0.000414 0.001816 17
High RGQTCVVH1xCarbami  0.006543 0.001146 1 1 3 P62942 1 1950.916 High 0.00258 0.02194 22
High EQAWQRP 0.007541 0.001146 1 1 3 P98160 0 1639.794 High 0.001422 0.01063 27
High LASFYER 0.007993 0.001146 1 1 1 P38606 0 885.4465 High 0.000414 0.002229 26
High TLDLPIYVT 0.00789 0.001146 1 1 1 P53621 0 1190.678 High 0.000414 0.002214 18
High IFVDIEKLPW 0.007738 0.001146 1 1 1 P06737 1 1474.83 High 0.000414 0.002164 30
High SNFAEALAA 0.006845 0.001146 1 1 1 P07237 0 1158.59 High 0.000414 0.001917 23
High TGQAAELG 0.008045 0.001146 1 1 2 O00231 0 1157.652 High 0.000414 0.002243 30
High GLGEALGG 0.006934 0.001146 1 1 1 Q96L46 0 1445.75 High 0.000414 0.001934 6
High GTVQEAGT 0.007689 0.001146 0 0 1 0 1290.69 High 0.000414 0.00215 37
High LMNIFLK 0.007024 0.001146 1 1 1 P01024 0 878.5168 High 0.000414 0.001967 31
High AEGPEVDV 0.006671 0.001146 1 1 1 Q09666 0 1267.653 High 0.000414 0.001869 26
High SLDLVTMK 0.007738 0.001146 1 2 3 Q14141 0 906.4965 High 0.000414 0.002165 24
High LTSELITHIC 1xCarbami  0.00759 0.001146 1 1 1 P20591 0 1314.709 High 0.000414 0.002126 21
High WCVLSTPE 1xCarbami  0.007492 0.001146 1 1 1 P08582 0 1360.693 High 0.000414 0.002093 16
High ELLPVLISAM 0.008045 0.001146 1 1 5 P18206 0 1213.722 High 0.000414 0.002256 40
High EQDRAHQT 0.006418 0.001146 1 1 3 Q9UBG3 1 3884.763 High 0.001689 0.01465 20
High HNALIQEV 0.007161 0.001146 1 1 1 Q13617 0 1494.802 High 0.000414 0.002003 24
High WCAVSEHE1xCarbami  0.007069 0.001146 1 1 1 P02787 0 1317.589 High 0.000414 0.001971 20
High LSPNYVVCR1xCarbami  0.006543 0.001146 1 1 1 P35219 0 1107.562 High 0.000414 0.001831 29
High LLQAFLER 0.007942 0.001146 1 1 2 P55060 0 989.5778 High 0.000536 0.003318 22
High RSDLYAVEM 0.007301 0.001146 1 1 2 Q9NQR4 1 1211.609 High 0.000414 0.002042 26
High KFPGYYVTG1xCarbami  0.007396 0.001146 1 1 1 Q9NR19 1 1647.758 High 0.000414 0.002066 22
High SLSNTKPTV 0.007639 0.001146 1 1 1 O75351 0 1795.955 High 0.000414 0.002136 18
High GFFEGTIAS 0.006418 0.001146 1 1 1 P53621 0 1056.536 High 0.000414 0.001796 29
High ASYGHSMV 0.007348 0.001146 1 1 1 Q86X76 0 1931.943 High 0.000414 0.00206 8
High LKYENELAL 0.006671 0.001146 1 2 2 P13646 1 1248.695 High 0.000414 0.001869 19
High IHIFAQQND 0.006934 0.001146 0 0 1 0 1616.818 High 0.000414 0.001938 18
High ALQAAYGA 0.007301 0.001146 1 1 1 O43488 0 1804.955 High 0.000414 0.002036 20
High LPQQPLVA 0.006845 0.001146 1 1 1 Q5TGY1 0 2337.22 High 0.000414 0.001915 20
High LDFNLIR 0.007024 0.001146 1 1 3 P31939 0 890.5094 High 0.000414 0.001959 39
High GQSQFQAL1xCarbami    0.006671 0.001146 1 1 1 Q86UD1 0 3091.498 High 0.000414 0.00186 25
High DKADFCIIH 1xCarbami  0.007541 0.001146 1 2 1 P35579 1 1537.747 High 0.000414 0.002106 16
High LDFKDVLLR 0.007301 0.001146 2 2 1 P36959; Q9 1 1343.805 High 0.000414 0.002045 16
High DKSEVMLY 0.007024 0.001146 1 1 1 Q15782 1 1768.915 High 0.000414 0.001963 24
High SELKELLTR 0.007689 0.001146 1 1 2 P26447 1 1088.631 High 0.000414 0.00215 32
High FYNQVSTP 0.007115 0.001146 1 1 1 P19823 0 1337.721 High 0.000414 0.001986 34
High NMFLQAVK 0.00789 0.001146 1 1 2 O60610 0 950.5128 High 0.000414 0.002205 31
High GEHSIVYLK 0.006845 0.001146 1 1 3 Q02790 0 2039.06 High 0.000504 0.002335 14
High ALQSGQCA1xCarbami  0.006889 0.001146 1 1 2 O43175 1 2488.189 High 0.000671 0.005212 36
High VEVTEFEDI 0.006801 0.001146 1 2 1 P0DME0 0 1208.605 High 0.000414 0.001896 24
High ITDTLDSIKE 0.006501 0.001146 1 1 2 Q8N1Q1 1 1262.684 High 0.004868 0.05027 26
High LPYDVTPEQ 0.007254 0.001146 1 1 1 P46940 0 1938.981 High 0.000414 0.002025 21
High VGFYESDV 1xOxidatio  0.007301 0.001146 1 1 1 P01023 0 1275.567 High 0.000414 0.002036 30
High TPVPSDIDIS 0.007738 0.001146 1 1 1 P11586 0 1199.627 High 0.000414 0.002166 19
High YLGEEYVK 0.007115 0.001146 1 1 3 P02787 0 1000.499 High 0.000414 0.001985 26
High TDGSVNFF 0.007738 0.001146 1 1 1 O95841 0 1042.495 High 0.000414 0.002167 21
High SEETLDEGP 0.00646 0.001146 1 1 1 Q00688 1 1593.764 High 0.000414 0.001803 13
High AVIFCLSAD 1xCarbami  0.006714 0.001146 1 1 1 P60981 0 1123.582 High 0.000414 0.00187 32
High LYSILGTTLK 0.007254 0.001146 1 1 2 O75083 0 1108.661 High 0.000414 0.002024 17
High APEIMLNSK 0.00646 0.001146 2 2 2 P28482; P2 0 1002.529 High 0.000414 0.00181 27
High NIVEAAAVR 0.007942 0.001146 0 0 1 1 2577.356 High 0.000414 0.002226 9
High NIVDQIWS 0.007789 0.001146 0 0 1 0 1431.738 High 0.000414 0.002175 12
High AAGVNVEP 0.007396 0.001146 0 0 2 0 1702.895 High 0.000414 0.002064 31
High ATFMVGSY1xOxidatio  0.00759 0.001146 1 1 1 P52566 0 2960.402 High 0.000414 0.002119 8
High IAEVGGVPY 0.007161 0.001146 1 1 2 Q9H0W9 0 1810.047 High 0.000414 0.001999 18
High DGLGGLPD 0.008098 0.001146 1 1 1 P45974 0 1111.611 High 0.000472 0.002267 26
High DGLILTSR 0.007639 0.001146 1 1 1 Q99497 0 874.4993 High 0.000414 0.002135 16
High LYIDSYEKD 0.006978 0.001146 1 1 1 P36871 1 1443.737 High 0.000414 0.001951 24
High YSYVCPDLV1xCarbami  0.007639 0.001146 1 1 1 P61158 0 1243.603 High 0.000414 0.002142 27
High TYSTSFTPM1xOxidatio  0.006714 0.001146 1 1 2 P00390 0 1749.815 High 0.000414 0.001881 27
High GHFFVEDQ1xCarbami  0.007942 0.001146 1 1 1 O00151 0 1671.747 High 0.000414 0.002223 26
High LAEKEETGM 0.006585 0.001146 1 1 2 P21980 1 1365.65 High 0.000414 0.001838 26
High LYLVDLAGS 0.007254 0.001146 1 1 1 P33176 0 1207.657 High 0.000414 0.00203 33
High FITILCTR 1xCarbami  0.006628 0.001146 1 2 3 Q5VT79 0 1023.566 High 0.000414 0.001857 21
High QIVLTGILEQ1xCarbami  0.006418 0.001146 1 1 2 Q96QK1 0 1741.963 High 0.000414 0.001798 10
High ALLTPVAIA 0.007444 0.001146 1 1 2 P00390 0 1152.71 High 0.000414 0.002076 32
High YLIPNATQP 0.007069 0.001146 1 1 1 P31946 0 1360.711 High 0.000414 0.001977 37
High VPCHFPCK 2xCarbami   0.007444 0.001146 1 1 3 P01833 0 1044.475 High 0.000414 0.002074 30
High LDSLQDIGM 0.007161 0.001146 1 1 1 P80303 0 1796.921 High 0.000414 0.002006 33
High FTYCSQVLG2xCarbami   0.006628 0.001146 1 1 1 Q14258 0 1775.824 High 0.000414 0.001855 14
High GGSGGSHG 0.007541 0.001146 1 1 2 P35527 1 3621.437 High 0.000414 0.002106 18
High VLLSDSNLH 0.006978 0.001146 1 1 3 Q6FI81 0 1183.595 High 0.000764 0.006056 40
High MEIGLPDE 0.007993 0.001146 1 1 2 P46459 1 1244.63 High 0.003865 0.0407 20



High VSTAFVYTK 0.007689 0.001146 1 1 2 P04114 0 1015.546 High 0.000414 0.002147 18
High GSLLELLR 0.006543 0.001146 1 1 1 Q13882 0 900.5513 High 0.000414 0.001823 34
High VFDKEGNG1xOxidatio  0.007115 0.001146 1 1 2 P60660 1 1738.843 High 0.000414 0.001986 19
High MKELGVST 0.007789 0.001146 0 0 1 1 1454.731 High 0.000414 0.002175 26
High SSPCIHYFT 1xCarbami  0.007161 0.001146 1 1 1 Q12765 0 1821.822 High 0.000414 0.001996 7
High DLLLPQPDL 0.007069 0.001146 1 1 1 P02750 0 1179.673 High 0.000414 0.001977 49
High LKLSYEGEV 0.006845 0.001146 1 1 1 P36955 1 1266.694 High 0.000414 0.001915 15
High IPKPEASFSP 0.006671 0.001146 1 1 1 Q14624 0 1228.668 High 0.000414 0.001865 23
High VTEAEIVPM 0.007115 0.001146 1 1 3 O75369 0 1173.618 High 0.000414 0.001983 27
High VDGALCME1xCarbami    0.00789 0.001146 1 1 2 P02790 0 1038.459 High 0.000935 0.007714 18
High LLIYGASIR 0.007839 0.001146 0 0 2 0 1005.609 High 0.000414 0.002189 31
High RPDLLTMV 0.007348 0.001146 1 1 1 Q15121 0 1477.783 High 0.000414 0.00206 13
High AALDGGVA 0.007492 0.001146 0 0 1 0 1998.014 High 0.000414 0.002097 38
High CDGDFDCE 3xCarbami    0.007492 0.001146 1 1 1 P98160 1 2304.844 High 0.000414 0.0021 25
High AIEINPDSA 0.006543 0.001146 1 3 2 P50502 0 1445.727 High 0.000414 0.001828 23
High GLEWMGR 0.006543 0.001146 1 1 2 A0A0J9YXX 0 848.4083 High 0.000414 0.001823 24
High VASVLGTM1xOxidatio  0.006543 0.001146 1 1 2 O43488 0 1266.618 High 0.001613 0.01358 15
High SQYLQLGPS 0.007689 0.001146 1 1 1 Q6UUV9 0 1148.606 High 0.000414 0.00215 32
High YNDPIYVK 0.007396 0.001146 2 2 4 P63010; Q1 0 1011.515 High 0.000414 0.002072 27
High SSWVFIAA 0.007069 0.001146 1 1 1 P58499 0 1008.551 High 0.000414 0.001976 16
High KTSLEDFYL 0.006889 0.001146 1 1 1 P36955 1 1644.775 High 0.000414 0.001929 23
High GYDVDFPR 0.006418 0.001146 1 2 5 Q06210 0 968.4472 High 0.000633 0.004622 37
High QGNMTAA 0.00789 0.001146 1 1 1 O15511 0 1316.699 High 0.000414 0.002212 36
High KTHLCDVE 2xCarbami   0.007444 0.001146 1 1 2 Q86X76 1 3895.797 High 0.000414 0.002086 19
High ELAGHTGY 2xCarbami   0.007301 0.001146 0 0 2 0 1523.673 High 0.000414 0.002037 16
High FYYIYNEK 0.007492 0.001146 1 1 1 P01024 0 1139.541 High 0.000414 0.002095 33
High TLVTSCFLV 1xCarbami  0.007069 0.001146 1 1 1 P42226 0 1296.687 High 0.000414 0.001979 40
High ELLTTMGD 1xOxidatio  0.008098 0.001146 1 3 2 O14950 0 1051.509 High 0.000504 0.003163 35
High SFLEDIR 0.007444 0.001146 1 1 2 P52209 0 879.4571 High 0.000414 0.002081 42
High KPVTVSPTT 0.007024 0.001146 0 0 1 0 1885.939 High 0.000414 0.001959 42
High AGEGNEEIS 0.007942 0.001146 1 1 1 Q7Z4S6 0 1891.885 High 0.000414 0.002222 7
High VSAIVEQSW 0.007024 0.001146 0 0 1 0 1174.622 High 0.000414 0.001958 37
High NVPLPVIAE 0.006978 0.001146 2 2 9 P0DOX6; P0 0 1386.836 High 0.000504 0.00299 30
High FAGNPWYY 0.006418 0.001146 0 0 1 0 1202.563 High 0.000414 0.001795 17
High LSMDHVCL 1xCarbami  0.006543 0.001146 1 1 2 Q99538 0 1331.587 High 0.001582 0.01146 24
High ITFRPDSAD 1xOxidatio  0.006418 0.001146 1 1 1 P98160 0 2042.001 High 0.000414 0.001791 19
High GYGYGQGA 0.008045 0.001146 1 1 1 P21291 1 2159.062 High 0.000414 0.002254 18
High YPVAHFIDQ 0.00789 0.001146 1 1 1 P05155 0 1431.763 High 0.000414 0.002214 25
High KLVILEGELE 0.006845 0.001146 1 2 2 P67936 1 1298.768 High 0.000414 0.001914 38
High EKYLTWAS 0.007541 0.001146 3 3 6 P01876; P0  1 1153.6 High 0.000671 0.005028 35
High LVTEFLAK 0.007492 0.001146 1 1 1 P40394 0 920.5452 High 0.000414 0.002092 34
High ILSCGEVIHV1xCarbami  0.00789 0.001146 1 1 1 Q9H2U2 0 1254.687 High 0.000414 0.002212 13
High AAGCDFTN 1xCarbami  0.006934 0.001146 0 0 2 0 1181.562 High 0.000414 0.001941 16
High YLEKPMEIA 0.007738 0.001146 1 1 1 P40763 0 1249.661 High 0.000414 0.002159 30
High MYLFYGNK 0.008203 0.001308 1 1 2 O95782 0 1035.497 High 0.000472 0.002288 26
High LVKEEVFW 0.00815 0.001308 0 0 2 1 1205.668 High 0.000472 0.002277 24
High SMPWNVD 0.008203 0.001308 1 1 1 Q16543 0 1277.619 High 0.000472 0.0023 15
High NGMLNVS 0.008203 0.001308 1 1 1 O15305 0 1157.61 High 0.000504 0.002301 20
High LQDAEIAR 0.00815 0.001308 1 1 2 P06703 0 915.4894 High 0.000472 0.002275 21
High GEWTCIAY 1xCarbami  0.00815 0.001308 1 1 2 P02751 0 1483.7 High 0.000472 0.002285 29
High NMINTFVP 1xOxidatio  0.008203 0.001308 1 1 1 Q13510 0 1223.609 High 0.000472 0.0023 16
High NVYMLATT 0.008311 0.001411 0 0 1 0 1313.677 High 0.000504 0.00233 24
High LGMFNIQH1xCarbami    0.009593 0.001411 1 1 1 P01009 0 1263.597 High 0.000504 0.002691 14
High CPLSGACYS2xCarbami   0.009224 0.001411 1 1 1 P53621 0 1515.661 High 0.000504 0.002591 14
High EKLCYVGYN1xCarbami  0.009104 0.001411 1 1 1 P61160 1 1900.911 High 0.000504 0.00255 15
High YEISSVPTFL 0.01038 0.001411 1 1 1 O76003 0 1577.825 High 0.000504 0.002911 27
High QTALVELVK 0.010798 0.001411 1 1 19 P02768 0 1000.604 High 0.002538 0.02184 42
High EVQYTLEM 0.008986 0.001411 1 1 2 P49354 0 1253.645 High 0.000504 0.002512 37
High LEHEYIQNF 0.008928 0.001411 0 0 1 0 1320.658 High 0.000504 0.002505 9
High QTAQGMD 0.010657 0.001411 0 0 3 0 1362.647 High 0.000504 0.00298 14
High DCVGPEVE 1xCarbami  0.008698 0.001411 1 1 1 P00558 0 1032.467 High 0.000504 0.002438 47
High ISMLYMAK 0.008419 0.001411 1 1 1 A0MZ66 0 956.4944 High 0.000504 0.002354 24
High LMFTAFLPD 0.008585 0.001411 1 1 1 P19838 0 1790.878 High 0.000504 0.002403 16
High TLNDMRQ 1xOxidatio  0.009164 0.001411 1 1 1 P35527 1 1867.922 High 0.000504 0.00256 20
High LGMPQFLS 0.010798 0.001411 1 1 1 P51812 0 1786.952 High 0.000504 0.003034 15
High VNIPLVTNE1xCarbami  0.009593 0.001411 1 1 2 P03952 1 1699.88 High 0.000504 0.002682 28
High ALGPEQLLR 0.009656 0.001411 0 0 3 0 996.5837 High 0.000504 0.00271 31
High SGEWTEDE 0.009045 0.001411 1 1 1 Q13938 1 1476.708 High 0.000504 0.002525 36
High LLGAITTAA 0.008419 0.001411 1 1 1 O60879 0 1115.642 High 0.000504 0.002352 32
High GYFDEEMN 0.010517 0.001411 1 1 1 P58107 0 1160.468 High 0.000504 0.002941 34
High EVMFTEED 0.008419 0.001411 2 3 1 P51812; Q1 0 1226.561 High 0.000504 0.00235 32
High KDLQNFLK 0.010448 0.001411 1 1 1 P06702 1 1005.573 High 0.000504 0.002936 44
High ETLNISGPP 0.009407 0.001411 1 1 1 P28838 0 1168.657 High 0.000504 0.00263 26
High GSFGEVFK 0.011014 0.001411 2 2 1 Q9Y6E0; Q 0 870.4356 High 0.000504 0.003092 32
High DIFTGLIGP 0.00953 0.001411 1 1 1 P00450 0 1191.644 High 0.000504 0.002673 28
High ETLQYFQTL 0.011161 0.001411 1 1 1 Q92696 0 1270.668 High 0.000504 0.003142 12
High LALLQEQW 0.01038 0.001411 0 0 1 0 1313.721 High 0.000504 0.002909 31
High QFLDYFK 0.009224 0.001411 1 1 3 P22314 0 960.4825 High 0.000504 0.002575 36
High VRELEDMY 0.011309 0.001411 1 1 1 Q9UH65 1 1295.666 High 0.000504 0.003168 37
High NIETIINTFH 0.009045 0.001411 1 1 1 P06702 0 1806.938 High 0.000504 0.002539 20
High AIHTLAVM 0.009913 0.001411 0 0 1 0 1240.647 High 0.000504 0.00278 26
High ISAYSALSH 0.011385 0.001411 1 1 1 Q00534 0 1996.976 High 0.000504 0.003188 29
High ACSMPQEL 1xCarbami  0.01146 0.001411 0 0 1 0 1500.693 High 0.000504 0.003216 23
High WIYEDVER 0.011385 0.001411 1 1 2 O43852 0 1109.526 High 0.001375 0.01048 21
High GLELPSEIQ 0.011309 0.001411 1 1 1 P58499 0 1141.621 High 0.000504 0.003166 23
High ENPGLTQD 0.010657 0.001411 1 1 1 Q9BUL8 0 1358.698 High 0.000504 0.002992 19
High LVQASEELL 0.009848 0.001411 1 1 1 Q13232 0 1157.652 High 0.000504 0.002757 15
High VTLQIPASS 0.009978 0.001411 1 1 1 Q9NQT8 0 1484.807 High 0.000504 0.002798 23
High QCQDLGAF2xCarbami   0.008928 0.001411 1 1 1 P01024 0 2159.919 High 0.000504 0.002495 22
High YRDCLTESN1xCarbami  0.01146 0.001411 1 1 3 P21980 1 1511.752 High 0.000504 0.00321 23
High AAVAWEAG 0.010244 0.001411 1 1 1 P11766 0 2305.244 High 0.000504 0.002873 23
High LENEIQTYR 0.00953 0.001411 1 1 1 P13645 0 1165.585 High 0.000504 0.002676 39
High SRGPATVE 0.008365 0.001411 0 0 1 1 1832.902 High 0.000504 0.002336 15
High QVDIVITCT 1xCarbami  0.010044 0.001411 1 1 1 Q96HN2 0 1347.694 High 0.000504 0.002807 20
High CLAPLEGAR1xCarbami  0.009848 0.001411 1 1 2 P04217 0 986.5088 High 0.000504 0.002757 25



High EHHFEAIAL 0.008641 0.001411 1 1 3 O43488 0 1422.738 High 0.000671 0.004803 12
High IACLDFSLQ 1xCarbami  0.008986 0.001411 1 1 1 P17987 0 1194.619 High 0.000504 0.002517 25
High SRWETGEV 0.010044 0.001411 1 1 1 P33241 1 1647.809 High 0.000504 0.002815 24
High AAQAPSSF 0.008585 0.001411 1 1 1 P11586 0 1651.869 High 0.000504 0.002398 15
High KSNFAEALA 0.009656 0.001411 1 1 1 P07237 1 1286.685 High 0.000504 0.002711 33
High DLNLGEMK 0.010517 0.001411 1 1 3 Q53EL6 0 919.4553 High 0.000504 0.002953 30
High ASEWVQQ 0.008474 0.001411 1 1 1 P49588 0 1634.784 High 0.000504 0.002366 22
High VFDMLNR 0.009978 0.001411 2 2 1 P60842; Q1 0 894.4502 High 0.000504 0.002801 43
High SGGGGGGG 0.008257 0.001411 1 1 1 P35527 1 1812.858 High 0.000504 0.002313 26
High MLAPEGAL 0.008928 0.001411 1 1 2 Q00169 0 1422.741 High 0.000504 0.002497 22
High SSGSPYGG 0.010244 0.001411 1 1 2 P51991 0 1910.79 High 0.000504 0.002867 27
High AVTDSINQ 1xCarbami  0.010244 0.001411 1 1 1 Q9Y490 0 2304.132 High 0.000504 0.002882 18
High DWHGVPG 1xOxidatio  0.010727 0.001411 1 1 1 P04004 0 1682.77 High 0.000504 0.003005 19
High CPPGAHAC 4xCarbami     0.011536 0.001411 0 0 1 0 2979.312 High 0.000536 0.003247 4
High ATTLASTLM 0.008928 0.001411 0 0 1 0 1587.776 High 0.000504 0.002498 13
High YVVVTGITP 0.010517 0.001411 1 1 1 P11586 0 1630.905 High 0.000504 0.002958 26
High YPLNCADPT1xCarbami  0.009913 0.001411 1 1 1 Q06124 0 1422.632 High 0.000504 0.002783 44
High AIEMLGGE 0.009656 0.001411 1 1 1 P07954 0 1204.624 High 0.000504 0.002702 28
High GAFFPLTER 0.009784 0.001411 1 1 3 P55058 0 1037.541 High 0.001805 0.01626 20
High YLDELMK 0.00972 0.001411 1 1 6 P46940 0 911.4543 High 0.000504 0.002719 22
High MLENIFLPL 1xOxidatio  0.009848 0.001411 1 1 1 Q01432 0 1380.76 High 0.000504 0.00276 18
High AQVVYYSE 0.00887 0.001411 0 0 1 0 1354.646 High 0.000504 0.002478 7
High WVEEADN 1xCarbami  0.00953 0.001411 0 0 1 1 2859.358 High 0.000504 0.002662 5
High HAFEIFR 0.00887 0.001411 1 1 1 Q13618 0 919.4785 High 0.000504 0.00249 25
High HSIFTPETN 0.009978 0.001411 1 1 2 P00747 0 1298.649 High 0.000504 0.002789 29
High TLVLLMGK 0.009656 0.001411 1 1 5 P07737 0 874.543 High 0.000536 0.003643 44
High LDSGDLLQQ 0.00953 0.001411 1 1 1 Q6XQN6 1 1713.913 High 0.000504 0.002673 32
High EIEIDIEPTD 0.010044 0.001411 0 0 1 1 1685.859 High 0.000504 0.002806 18
High TNQVNSGG 0.008419 0.001411 1 1 2 P02747 0 1257.691 High 0.000584 0.004565 29
High QADLYISEG 0.00953 0.001411 1 2 1 P40227 0 1498.765 High 0.000504 0.002676 7
High LKELIFQETA 0.009593 0.001411 1 1 1 P27361 1 1347.763 High 0.000504 0.002693 10
High FIRPEGEITD 0.011014 0.001411 1 1 1 Q96AZ6 0 1495.754 High 0.000504 0.003097 13
High LYDAYELK 0.010177 0.001411 1 1 1 P08758 0 1014.514 High 0.000504 0.002863 16
High AFDMYSGD 0.010044 0.001411 1 1 1 Q96BQ1 0 1612.75 High 0.000504 0.002807 26
High LDLIAQQM 0.009104 0.001411 1 1 1 P36543 0 1543.797 High 0.000504 0.002554 23
High VLFASQEIP 0.009407 0.001411 1 1 1 O75369 0 1561.837 High 0.000504 0.002635 20
High IYNCHVLLN1xCarbami  0.010244 0.001411 1 1 1 Q86X76 0 1360.704 High 0.000504 0.002875 30
High HELQANCY 1xCarbami  0.009284 0.001411 1 1 2 P23528 0 1519.685 High 0.000504 0.002592 17
High YLLVVSTR 0.009468 0.001411 1 1 1 Q8TE77 0 950.5669 High 0.000504 0.002659 41
High GQLVPLETV1xOxidatio  0.011014 0.001411 1 1 1 P00568 0 1599.877 High 0.000504 0.003102 26
High VLDIIATINK 0.01011 0.001411 1 1 1 P07686 0 1099.672 High 0.000504 0.002828 43
High HFCPNVPII 1xCarbami  0.009224 0.001411 2 2 1 P08134; P6 0 1607.873 High 0.000504 0.002582 22
High IIGIDLNK 0.010448 0.001411 1 1 2 P40394 0 885.5404 High 0.000504 0.002936 23
High HVFAIFNTE 0.008419 0.001411 1 1 2 P50570 0 1361.696 High 0.000935 0.0073 15
High LDQDKIEAL 0.011087 0.001411 0 0 1 1 1346.716 High 0.000504 0.003108 28
High QFTSSTSYN 0.009284 0.001411 1 1 2 P02671 1 2041.91 High 0.000536 0.003705 21
High IISYAQGFM1xOxidatio  0.008812 0.001411 1 1 1 P52209 0 1427.772 High 0.000504 0.002464 38
High LPPGEYILV 1xCarbami  0.009468 0.001411 1 1 2 P17655 1 2764.365 High 0.001161 0.008814 10
High YAFLLDK 0.011087 0.001411 1 1 3 P15498 0 869.4767 High 0.001689 0.01482 25
High TALVANTSN 0.009593 0.001411 1 1 2 P38606 0 1515.795 High 0.000504 0.002697 28
High TALHYAAA 0.009656 0.001411 0 0 2 0 1421.648 High 0.000504 0.002702 30
High LSTSQDAAC2xCarbami   0.009104 0.001411 1 1 1 Q5H9R7 1 2411.034 High 0.000504 0.002551 22
High QAPGQGLE 0.009468 0.001411 1 1 1 P01743 0 2577.24 High 0.000504 0.002656 5
High LAEMDRDL 0.009224 0.001411 1 1 1 Q8WZA0 1 1377.686 High 0.000504 0.00258 14
High VLEDGTPFW 0.00887 0.001411 1 1 1 P41226 0 1432.711 High 0.000504 0.002491 26
High EALICPTCN 2xCarbami   0.011235 0.001411 0 0 1 0 1797.873 High 0.000504 0.003157 15
High LYHSCADPT2xCarbami   0.008311 0.001411 1 1 2 Q9UHL4 0 1934.812 High 0.000504 0.002328 12
High GSSGSLNSI 0.010942 0.001411 0 0 1 0 1703.881 High 0.000504 0.003061 16
High AVLTIDEK 0.00853 0.001411 1 1 2 P01009 0 888.5037 High 0.000504 0.002385 29
High QPQAIITWY 0.011309 0.001411 1 1 3 P98160 0 1247.678 High 0.001888 0.0167 23
High LEATINELV 0.009224 0.001411 1 1 2 P10599 0 1001.551 High 0.000504 0.002587 40
High MDLADLLT 0.009345 0.001411 0 0 1 1 1903.995 High 0.000504 0.002619 23
High NYLLQCTR 1xCarbami  0.009104 0.001411 1 1 3 Q96QK1 0 1067.53 High 0.000504 0.002541 21
High ELFEMAR 0.008257 0.001411 1 1 2 P35998 0 895.4342 High 0.000504 0.002313 36
High LVVLGSGG 0.00887 0.001411 1 2 1 P62834 0 985.6041 High 0.000504 0.002488 28
High CPAPELLGG1xCarbami  0.01011 0.001411 1 1 1 P01860 0 2151.167 High 0.000504 0.002826 15
High EVGPTNAD 1xCarbami  0.011536 0.001411 1 1 1 P00450 0 1470.726 High 0.000536 0.00325 28
High QLSQAGSF 0.008311 0.001411 1 1 1 P58107 0 1717.825 High 0.000504 0.002318 21
High QQHLSSLQ 0.00953 0.001411 1 1 1 O60437 0 1633.775 High 0.000504 0.002668 7
High FIHQQPQS 0.009468 0.001411 0 0 2 0 1947.956 High 0.000717 0.005831 15
High DEVCVNPY 1xCarbami  0.010044 0.001411 1 2 1 Q15796 0 1579.696 High 0.000504 0.002813 15
High GLVWVSR 0.009224 0.001411 1 1 3 A0A0B4J1X 0 816.4727 High 0.000504 0.00258 26
High GQVSTATF 2xCarbami   0.011087 0.001411 1 1 1 Q8N335 0 2663.244 High 0.000504 0.003108 6
High YIVTCVIMQ1xCarbami  0.011087 0.001411 1 1 1 P63172 0 1254.658 High 0.000504 0.003107 25
High MAFPCFDE 1xCarbami  0.008257 0.001411 1 1 1 Q9NZ08 0 1459.638 High 0.000504 0.002307 23
High EVEPEPTED 0.009848 0.001411 1 1 1 P20042 1 2346.01 High 0.000504 0.002769 22
High QQASSWV 0.00887 0.001411 1 1 3 Q8N474 0 1370.743 High 0.000504 0.002489 47
High ECLPLIIFLR 1xCarbami  0.00853 0.001411 1 1 1 P62701 0 1273.734 High 0.000504 0.002387 24
High DHADSNIV 0.010587 0.001411 1 2 1 Q15907 0 1625.832 High 0.000504 0.002971 30
High FTDLFEK 0.009224 0.001411 1 1 2 Q8WUM4 0 899.4509 High 0.000504 0.00259 28
High YIVPMLTVD 0.009468 0.001411 1 1 2 P14550 0 1235.67 High 0.000504 0.002658 26
High SEIDLFNIRK 0.00972 0.001411 1 1 2 P08758 1 1234.679 High 0.000504 0.002732 26
High TLSHPQQM 0.00853 0.001411 1 1 1 Q9Y490 0 1710.884 High 0.000504 0.002391 25
High VEVDMEKA 0.010587 0.001411 1 1 1 P46459 1 1733.874 High 0.000504 0.002972 9
High ALQDLGLR 0.009656 0.001411 1 1 1 O95865 0 885.5152 High 0.000504 0.002702 20
High FINLFPETK 0.010044 0.001411 1 1 1 O95782 0 1108.604 High 0.000504 0.002813 21
High SEIDMNDIK1xOxidatio  0.008585 0.001411 1 1 3 P04083 0 1080.488 High 0.000504 0.002407 23
High HSQFIGYPI 0.009593 0.001411 1 2 2 P07900 0 1778.948 High 0.004868 0.05154 14
High AFYAELYHI 0.011161 0.001411 1 1 3 Q9UL46 0 1897.969 High 0.000504 0.003134 21
High EVEERPAPT 0.011385 0.001411 1 1 1 O15143 0 1582.786 High 0.000504 0.003195 25
High CFQWQR 1xCarbami  0.01146 0.001411 1 1 17 P02788 0 924.4145 High 0.001805 0.01556 32
High TDQYWEKI 0.01038 0.001411 1 1 1 P07858 1 1082.515 High 0.000504 0.002911 44
High FQAFDWG 0.008311 0.001411 1 1 1 P38571 0 1243.574 High 0.000504 0.002331 29
High IYGADDIEL 0.00887 0.001411 1 1 2 P11586 0 1811.917 High 0.000504 0.002477 16
High ALANESGLN 0.01038 0.001411 0 0 1 0 1460.811 High 0.000504 0.00291 12



High KFDQLLAEE 0.01011 0.001411 2 4 2 P35579; Q7 1 1220.652 High 0.005259 0.05719 26
High HPGSFDVV 0.01011 0.001411 1 1 1 P62701 0 1221.637 High 0.000504 0.002829 11
High VKEEIIEAFV 0.008755 0.001411 1 1 2 P50552 1 1702.937 High 0.000504 0.002448 15
High SLADGILLC 1xCarbami  0.008928 0.001411 1 1 2 Q14651 0 1089.597 High 0.004696 0.04845 29
High TLAMDTILA 0.009656 0.001411 1 1 1 Q8TDQ7 0 1261.682 High 0.000504 0.002701 27
High RVDTVDPP 0.009345 0.001411 1 1 1 P04004 1 1314.68 High 0.000504 0.002624 31
High CYPHPGSE 2xCarbami   0.008257 0.001411 1 1 1 P18065 0 2573.183 High 0.000504 0.002307 8
High DAFDKGSL 0.010798 0.001411 1 1 2 Q8WUM4 1 1427.717 High 0.000504 0.003022 48
High LVGQSIIAY 0.011161 0.001411 1 1 1 P53621 0 1332.789 High 0.000504 0.00313 32
High NQMPSPTS 0.009284 0.001411 0 0 2 0 1711.807 High 0.007509 0.08445 12
High LLNQPNQW 0.009978 0.001411 1 1 1 P14923 0 1449.821 High 0.000504 0.002796 25
High YPEGSSEER 0.01038 0.001411 1 1 2 P21980 1 1657.745 High 0.000504 0.002913 31
High EWFWDLA 0.008257 0.001411 1 1 1 P02790 0 1484.688 High 0.000504 0.00231 19
High LFYLALPPTV 0.01146 0.001411 1 1 4 P11413 0 1825.015 High 0.000584 0.004372 16
High SKFDNLYGC1xCarbami  0.010657 0.001411 1 1 1 P23526 1 1259.584 High 0.000504 0.003 30
High EPQVYTLPP 0.00853 0.001411 1 1 3 P01861 0 1876.9 High 0.000504 0.002385 27
High TSVVVHCS 1xCarbami  0.00953 0.001411 0 0 3 0 1517.68 High 0.000898 0.007165 15
High DNLSYIEHI 0.009468 0.001411 1 1 1 Q15121 0 1735.865 High 0.000504 0.002646 20
High CSDIVFAR 1xCarbami  0.009656 0.001411 1 1 1 Q8WUM4 0 967.4666 High 0.000504 0.002697 35
High GVCTEAGM1xCarbami  0.010448 0.001411 1 1 1 P62195 0 1327.613 High 0.000504 0.002921 37
High EPLPPIQQH 0.00972 0.001411 1 1 1 P13010 0 2653.381 High 0.000504 0.002719 8
High HITIFSPEGR 0.008698 0.001411 1 1 1 P60900 0 1156.611 High 0.000504 0.002428 35
High IVFDSIDNL 0.011235 0.001411 1 1 1 Q9UJ70 0 2216.123 High 0.000504 0.003154 12
High NQSFCPTV 1xCarbami  0.010312 0.001411 0 0 1 0 1422.668 High 0.000504 0.002889 28
High TGLIPSNYV 0.008698 0.001411 1 1 1 Q92882 0 2667.326 High 0.000504 0.002428 14
High DTSVLQWR 0.01038 0.001411 1 1 2 O95834 0 1004.516 High 0.000504 0.002912 26
High YGIVDYMIE 0.010517 0.001411 1 1 1 P13667 0 1783.857 High 0.000504 0.002955 11
High VVYASWSR 0.010517 0.001411 1 1 2 O95395 0 967.4996 High 0.000504 0.002943 23
High LTSSLPDVE 0.010044 0.001411 1 1 1 Q5GLZ8 0 1300.711 High 0.000504 0.002815 18
High AVCVLKGD 1xCarbami  0.011087 0.001411 1 1 1 P00441 1 2172.148 High 0.000504 0.003123 27
High RGEQCVDI 3xCarbami    0.010587 0.001411 1 1 2 Q12805 1 2533.102 High 0.000504 0.002978 27
High FDLMYAK 1xOxidatio  0.010798 0.001411 2 8 3 Q9BQE3; P 0 903.4281 High 0.000504 0.003037 42
High GVNTGAVG 0.011536 0.001411 1 1 2 P52943 1 1997.956 High 0.000504 0.003244 26
High AEPAKIEAF 0.008986 0.001411 1 1 3 P00558 1 1131.616 High 0.000536 0.003319 34
High TIAQTTAPV 0.00853 0.001411 0 0 3 0 2556.258 High 0.000504 0.00238 19
High LLEELEEGQ 0.011309 0.001411 1 2 1 Q15819 0 1187.615 High 0.000504 0.003168 51
High EILDAFDK 0.010727 0.001411 1 1 1 P07602 0 950.4829 High 0.000504 0.003013 33
High NQDNLQG 0.01146 0.001411 1 1 1 P30085 0 1216.571 High 0.000504 0.003212 38
High LFQSNDPT 0.010044 0.001411 1 1 1 Q9Y678 0 1190.616 High 0.000504 0.002822 17
High NDSDPTYG 0.00853 0.001411 1 1 3 Q93052 0 1944.847 High 0.000504 0.002379 21
High FDVSSTSVF 0.008812 0.001411 1 1 3 Q96TA1 0 1116.557 High 0.000764 0.005916 39
High YHFVTPLTS 0.009848 0.001411 1 1 1 Q06033 0 2607.24 High 0.000504 0.002763 10
High TGQATVAS 1xCarbami    0.01011 0.001411 1 1 2 P00558 1 2621.233 High 0.000536 0.003506 17
High GDAAVRDE 0.009284 0.001411 1 1 1 Q15008 1 1473.748 High 0.000504 0.002602 18
High NCIGDFLK 1xCarbami  0.011235 0.001411 1 1 1 Q86VP6 0 966.4713 High 0.000504 0.003165 27
High NQGNTWL 0.008585 0.001411 1 2 1 P01023 0 1491.795 High 0.000504 0.002397 17
High VHYTVCIW 1xCarbami  0.00887 0.001411 1 2 1 P0C0L5 0 1233.62 High 0.000504 0.002485 14
High SMVAVMD 1xOxidatio  0.009784 0.001411 1 1 1 P04632 0 1357.597 High 0.000504 0.002742 11
High TMGYSVTA 0.010044 0.001411 1 1 3 O15305 1 1583.748 High 0.000504 0.002813 19
High DTSFEQHV 0.009045 0.001411 1 1 1 P49327 0 1741.829 High 0.000504 0.002529 17
High AYVSTLMG 0.010942 0.001411 1 1 2 O00303 0 1250.656 High 0.000504 0.003065 32
High DTSISTAYM 0.01146 0.001411 1 1 1 P23083 0 1473.689 High 0.000504 0.003226 21
High WDAWNEL 0.011235 0.001411 1 1 1 P07108 0 1061.505 High 0.000504 0.003159 25
High GVQYLNEIK 0.011087 0.001411 1 1 1 P13639 0 1063.578 High 0.000504 0.003103 33
High FQSLNADIN 0.009913 0.001411 1 1 5 P30740 1 1305.691 High 0.000536 0.004106 42
High DSYSGGVV 1xOxidatio  0.00853 0.001411 1 1 6 P28062 0 1603.688 High 0.000504 0.00239 27
High QYIISEELISE 0.008928 0.001411 0 0 1 0 1508.784 High 0.000504 0.002506 15
High IVEVNGVC 1xCarbami  0.008419 0.001411 1 1 1 O14745 0 1334.644 High 0.000504 0.00236 23
High ATDFVVPG 0.009407 0.001411 1 1 1 O75874 1 2507.266 High 0.000504 0.002634 23
High IQSSGGPLQ 0.011536 0.001411 1 1 1 Q9HAB8 0 1359.73 High 0.000504 0.003234 29
High VKGDVDVS 0.008698 0.001411 1 1 1 Q09666 1 1156.657 High 0.000504 0.002428 20
High FSDSYASVI 0.01038 0.001411 1 1 1 P17812 0 1116.557 High 0.000504 0.002913 39
High LTLQHVNS 1xCarbami  0.008755 0.001411 0 0 1 0 1669.833 High 0.000504 0.002446 5
High AASFQAWG 0.009045 0.001411 1 1 3 Q9UBX1 0 1996.029 High 0.000504 0.002534 25
High GKWERPFE 0.009164 0.001411 1 1 2 P01009 1 1275.684 High 0.000504 0.002564 18
High FAVYLPPK 0.009224 0.001411 1 1 1 P10768 0 934.5397 High 0.000504 0.002586 33
High TTPSYVAFT 0.008311 0.001411 2 6 2 P11142; P0 0 1487.701 High 0.000504 0.00232 11
High DLTDYLMK 1xOxidatio  0.010312 0.001411 3 7 1 P60709; Q5  0 1014.481 High 0.000504 0.002887 37
High NSITVPYK 0.008474 0.001411 1 1 1 Q00577 0 921.504 High 0.000504 0.002376 25
High ESTLGPDH 0.008311 0.001411 1 1 1 Q9NSK0 0 2451.288 High 0.000504 0.002318 20
High LAQQYYLVY 0.009978 0.001411 1 1 1 P25787 0 2521.345 High 0.000504 0.002805 11
High WKETLFSV 0.011235 0.001411 1 1 1 Q14624 1 1535.829 High 0.000504 0.003162 28
High KLQEQEVF 0.010177 0.001411 1 1 2 Q9H2G2 1 1295.699 High 0.000504 0.002853 31
High GWALYCAG1xCarbami  0.009656 0.001411 1 1 1 P35270 0 1025.487 High 0.000504 0.00271 14
High DISQAYYTV 0.008641 0.001411 1 1 1 P12429 1 1478.753 High 0.000504 0.002415 21
High EGAKLECGG1xCarbami  0.010177 0.001411 1 1 2 P00352 1 1559.727 High 0.000504 0.002854 19
High SAFSLNSYK 0.008812 0.001411 0 0 2 0 1016.505 High 0.000504 0.002472 9
High VKLQEMEG 0.011385 0.001411 1 1 1 P35579 1 1261.682 High 0.000504 0.003199 18
High TSIYPFLDFM 0.009284 0.001411 1 1 1 P43251 0 1997.02 High 0.000504 0.002597 12
High AEMTVFVR 0.009913 0.001411 1 1 1 Q9Y5Z4 0 952.4921 High 0.000504 0.00278 30
High SAGACTAA 1xCarbami  0.008641 0.001411 1 1 3 P28838 0 1167.583 High 0.000504 0.002411 27
High LQVVDQPL 0.010727 0.001411 1 1 1 P49327 0 1263.742 High 0.000504 0.003012 44
High YNPVGASE 0.010942 0.001411 1 1 1 Q01432 0 1105.564 High 0.000504 0.003067 13
High DAVDFLR 0.009224 0.001411 1 1 4 Q9H6S3 0 835.4308 High 0.000504 0.002586 33
High TVKEFCQQ 2xCarbami     0.009407 0.001411 1 1 1 Q96FW1 1 1928.855 High 0.000504 0.002642 19
High LEVALKEAK 0.00972 0.001411 0 0 2 1 1000.604 High 0.000935 0.007442 21
High ILVGTNLVR 0.010798 0.001411 1 1 2 Q96QK1 0 984.62 High 0.004868 0.05159 14
High IIELPFQNK 0.009045 0.001411 1 1 3 P36952 0 1101.63 High 0.000504 0.002538 41
High NELNVFNR 0.009045 0.001411 1 1 1 Q7Z4S6 0 1005.511 High 0.000504 0.002526 33
High VDLGVLGK 0.009104 0.001411 1 1 4 P36871 0 800.4876 High 0.000504 0.002554 31
High TIAALLPCLL1xCarbami  0.011536 0.001411 0 0 1 0 1327.765 High 0.000504 0.003242 6
High FACYYPR 1xCarbami  0.010657 0.001411 1 2 3 P0C0L5 0 976.4346 High 0.000504 0.002991 31
High VVEESELAR 0.008641 0.001411 1 1 2 P02748 0 1031.537 High 0.000504 0.002418 23
High TVFAEHISD1xCarbami  0.01011 0.001411 1 1 2 P39023 0 1435.652 High 0.000504 0.00283 24
High LMIYEVSNR1xOxidatio  0.009656 0.001411 0 0 2 0 1837.923 High 0.003313 0.03304 11



High FSDIQIR 0.008812 0.001411 1 1 1 P11586 0 878.473 High 0.000504 0.00246 30
High LVIITAGAR 0.009164 0.001411 1 1 2 P00338 0 913.5829 High 0.000504 0.002561 29
High NQVALNPQ 0.009784 0.001411 1 1 4 P0DMV8 1 1814.951 High 0.000504 0.002733 27
High VDVFREDL 1xCarbami  0.01011 0.001411 1 1 2 Q06323 1 1381.678 High 0.000504 0.002838 21
High LLEIVER 0.011536 0.001411 1 1 2 Q12792 0 871.5247 High 0.000504 0.003242 46
High AWDIAIATM 0.011309 0.001411 1 1 1 Q02790 0 1119.587 High 0.000504 0.003173 33
High YPIEHGIITN 0.011087 0.001411 1 4 1 P68032 0 1960.911 High 0.000504 0.003121 13
High GDATVFFIL 0.011536 0.001411 1 1 1 P29622 0 1506.795 High 0.000536 0.003249 15
High AYILNLVK 0.008698 0.001411 1 1 4 P50991 0 933.5768 High 0.001511 0.01097 37
High GGTLKDDD 0.013719 0.001513 1 1 1 P54578 1 1418.691 High 0.000536 0.003867 17
High DFTCVHQA1xCarbami  0.014673 0.001513 1 1 2 P05155 0 1218.594 High 0.000536 0.004158 22
High YNLDFWR 0.014973 0.001513 1 1 2 Q13630 0 1013.484 High 0.000633 0.004741 33
High FTISDHPQP 0.01438 0.001513 1 1 3 Q86VP6 0 1720.927 High 0.000536 0.004052 17
High GQESSTDIK 0.012832 0.001513 1 1 2 Q9NZP8 1 1791.887 High 0.001582 0.01231 14
High YNPTWHCI 1xCarbami  0.012918 0.001513 1 2 1 P63167 0 1402.668 High 0.000536 0.003626 23
High GNFLVPPE 0.012662 0.001513 1 1 6 Q5SRE7 0 1000.546 High 0.001613 0.01338 23
High DFQALNPM 0.013719 0.001513 0 0 1 0 1063.524 High 0.000536 0.003867 36
High GNEMSEVL 0.013268 0.001513 1 1 3 P38606 0 1034.494 High 0.001073 0.008301 35
High VDDFLANE 0.013179 0.001513 1 1 1 P52209 0 1121.547 High 0.000536 0.003711 18
High IIDKNGIHD 0.012577 0.001513 1 1 1 P49721 1 1939.028 High 0.000536 0.003547 13
High DFHINLFR 0.012494 0.001513 1 1 1 P06681 0 1061.553 High 0.000536 0.003508 22
High LTVGAAQV 0.01438 0.001513 1 1 2 P08571 0 1777.069 High 0.000536 0.004058 20
High KVFASLPQV 0.014973 0.001513 1 1 1 O75083 1 1273.726 High 0.000536 0.004239 34
High VDCTQHYE 2xCarbami   0.013091 0.001513 0 0 1 0 1965.854 High 0.000536 0.003695 11
High KYWNDCEP1xCarbami  0.012166 0.001513 1 1 2 P04196 1 1566.664 High 0.000536 0.003419 16
High IYDYDPLYK 0.013179 0.001513 1 2 1 P31941 0 1189.578 High 0.000536 0.003711 44
High FTITPPTAQ 0.011926 0.001513 1 1 3 P52907 0 1570.92 High 0.000536 0.003357 19
High CNEPAVWS1xCarbami  0.012918 0.001513 1 1 1 Q00610 0 1402.678 High 0.000536 0.00363 18
High TDGFGIDTC1xCarbami  0.015074 0.001513 1 1 1 P04632 0 1141.494 High 0.000536 0.004268 26
High ITSWMEPIV 0.013268 0.001513 1 1 1 Q96S96 0 1203.644 High 0.000536 0.003726 25
High TITGFQTHT 0.013179 0.001513 1 1 1 Q13200 0 2079.098 High 0.000536 0.003706 8
High LYANMFER 0.015176 0.001513 1 1 1 Q02790 0 1043.498 High 0.000584 0.004292 29
High QHLFYGQY 0.011613 0.001513 0 0 1 0 1369.654 High 0.000536 0.003272 10
High VESVLSLLN 0.014872 0.001513 0 0 1 0 1650.943 High 0.000536 0.004212 19
High IVLGQEQD 0.011847 0.001513 1 1 1 P02743 1 1811.892 High 0.000536 0.003338 18
High ALSMCPPS 2xCarbami   0.013719 0.001513 0 0 2 0 1758.859 High 0.000536 0.003857 20
High TLNDMRQ 0.01169 0.001513 1 1 2 P35527 1 1851.927 High 0.000536 0.003287 11
High FVSTTYSGV 0.014973 0.001513 1 1 1 P04264 0 1217.616 High 0.000536 0.004246 21
High FSVCVLGDQ2xCarbami   0.014872 0.001513 1 1 1 P62906 0 1892.827 High 0.000536 0.00419 17
High VNHVTLSQ 0.012832 0.001513 1 1 3 P61769 0 1122.627 High 0.000536 0.003621 21
High VMGLIEGQ 0.011768 0.001513 1 1 3 P30838 0 974.5339 High 0.000935 0.00727 34
High KADGSYAA 0.011768 0.001513 1 2 1 P0C0L5 1 1324.664 High 0.000536 0.00331 32
High HYCLCWAT2xCarbami   0.011613 0.001513 1 1 1 Q9UIC8 0 1238.545 High 0.000536 0.003263 21
High KTLSGLEVS 0.01438 0.001513 1 1 1 P00390 1 1744.963 High 0.000536 0.004047 15
High LVQLLVK 0.015176 0.001513 1 1 3 P14923 0 812.5604 High 0.000584 0.004304 23
High YSPTSPTYS 0.014283 0.001513 0 0 2 0 1512.722 High 0.000536 0.004041 23
High LVNANGEA1xCarbami  0.013268 0.001513 1 1 1 P04040 0 1337.652 High 0.000536 0.003732 15
High LTLDKLDVK 0.011926 0.001513 1 1 2 P00558 1 1044.63 High 0.000536 0.003351 32
High ANATEFGLA 0.012005 0.001513 1 1 1 O75891 0 1540.775 High 0.000536 0.003364 26
High EILSEVER 0.014477 0.001513 1 1 1 P49368 0 974.5153 High 0.000536 0.004082 37
High ITIGQAPTE 0.014574 0.001513 1 1 1 P11586 0 1057.589 High 0.000536 0.004129 12
High YVLLSIR 0.013357 0.001513 1 1 3 P48147 0 863.5349 High 0.000671 0.005136 34
High VINQILTEM 0.012832 0.001513 1 1 1 P55072 1 1807.929 High 0.000536 0.003603 18
High TFPGFFSPM1xOxidatio  0.014283 0.001513 1 1 1 P02671 0 2281.048 High 0.000536 0.004022 4
High ILAFPCNQF1xCarbami  0.013268 0.001513 1 1 1 P36969 0 1294.661 High 0.000536 0.003732 18
High IVNQPSSLF 0.014574 0.001513 1 1 1 Q7Z6Z7 0 1276.69 High 0.000536 0.004117 20
High GPDLAVLQ 0.011847 0.001513 1 1 1 Q8TE68 0 1168.632 High 0.000536 0.003327 10
High KLAQQYYLV 0.012494 0.001513 1 1 1 P25787 1 2649.44 High 0.000536 0.003505 15
High LIHQTNLILQ 0.011926 0.001513 1 1 1 Q9BUL8 0 1568.916 High 0.000536 0.003347 8
High TLEGQAQE 0.011613 0.001513 1 1 1 Q8IVF2 0 1501.761 High 0.000536 0.003271 9
High LVSCVEPAG1xCarbami  0.011926 0.001513 0 0 1 0 1200.641 High 0.000536 0.003342 25
High IVSLFAEHN 0.013091 0.001513 1 1 1 P41091 0 2570.361 High 0.000536 0.003697 27
High ELPGHTGY 2xCarbami   0.011768 0.001513 0 0 4 0 1549.689 High 0.000536 0.0033 11
High TMNIYFPK 0.015074 0.001513 1 1 1 Q9Y263 0 1013.512 High 0.000536 0.004257 8
High KYILGNPLT 0.012494 0.001513 1 1 1 P00352 1 2139.181 High 0.000536 0.003513 22
High TNLLQVCE 1xCarbami  0.014973 0.001513 1 1 2 P18206 0 1132.578 High 0.000536 0.004244 27
High LIAYGHLTG 0.014574 0.001513 1 1 2 Q9Y6D6 0 1912.976 High 0.000536 0.004114 22
High DEYELLCPD1xCarbami  0.011847 0.001513 1 1 1 P02788 0 1524.664 High 0.000536 0.003336 28
High QGDTGDW 0.011926 0.001513 1 1 1 Q9Y3F4 0 1631.781 High 0.000536 0.003341 26
High QGEGVPDL 0.013719 0.001513 1 1 1 P35813 0 1436.731 High 0.000536 0.003869 29
High LYFLQCETC 2xCarbami   0.012746 0.001513 1 1 2 P20042 0 1613.72 High 0.000806 0.00619 25
High VMAAENIP 0.013719 0.001513 1 1 1 P42224 0 1425.741 High 0.000536 0.00386 30
High LVTSPCCIV 2xCarbami   0.013719 0.001513 1 1 3 P07900 0 2446.12 High 0.000536 0.003857 19
High DEFEGLFK 0.012577 0.001513 1 1 2 P22314 0 984.4673 High 0.000536 0.00355 15
High LVTFENVR 0.014187 0.001513 1 1 2 O94979 0 977.5415 High 0.000536 0.004003 15
High GPSVFPLAP1xCarbami  0.01438 0.001513 3 3 2 P01861; P0  0 1287.651 High 0.000536 0.004055 21
High TGPLNFVTC1xCarbami  0.014477 0.001513 1 1 1 Q9H0W9 0 1295.623 High 0.000536 0.004085 14
High TLQNILEVE 0.013905 0.001513 1 1 1 Q9NZD2 1 2278.142 High 0.000536 0.003936 14
High TIPWLEDRV 0.013905 0.001513 1 1 1 O43707 1 1481.811 High 0.000536 0.003925 20
High DEAFPPVPQ 0.011613 0.001513 1 1 1 P07384 0 1547.774 High 0.000536 0.003266 20
High CPFGGAFA 1xCarbami  0.013091 0.001513 1 1 1 Q6XQN6 0 1407.72 High 0.000536 0.003691 7
High EILTLLQGV 0.012746 0.001513 1 1 1 Q15631 1 2320.277 High 0.000536 0.00359 10
High VEIATLTR 0.012494 0.001513 1 1 2 P25789 0 902.5306 High 0.000536 0.003506 24
High LTQLYYLLA 0.012577 0.001513 1 1 1 P54922 0 1225.719 High 0.000536 0.00353 29
High LMNIFLK 1xOxidatio  0.011926 0.001513 1 1 1 P01024 0 894.5117 High 0.000536 0.003346 28
High TGLIPSNYV 0.013812 0.001513 1 1 1 Q92882 1 2823.427 High 0.000536 0.003899 8
High VNLFPGLSP 0.013268 0.001513 1 1 1 Q9C0C2 0 1342.773 High 0.000536 0.00375 19
High FPEPGAIKV 0.014872 0.001513 1 1 1 Q9UBC9 1 1760.922 High 0.000536 0.004214 24
High QIQELVEAI 0.013812 0.001513 1 1 1 P17980 0 1862.02 High 0.000536 0.003892 14
High CSLVNVHG 1xCarbami  0.013268 0.001513 1 1 1 Q96AZ6 0 1574.8 High 0.000536 0.003729 6
High ITWSIIR 0.014477 0.001513 1 1 1 P38606 0 888.5302 High 0.000536 0.00409 25
High ALEQKPDD 1xCarbami  0.012247 0.001513 0 0 1 0 1884.854 High 0.000536 0.003433 21
High IYGISFPDPK 0.012494 0.001513 1 1 1 P26639 0 1136.599 High 0.000536 0.003505 35
High TVEVPFKGD 0.012577 0.001513 1 1 1 Q9P2T1 1 1726.912 High 0.000536 0.00354 17
High IPETYPFNP 0.013537 0.001513 1 1 2 P61086 0 1302.673 High 0.000536 0.003811 30



High SPGELAWD 0.013905 0.001513 1 1 1 Q96NY7 0 1954.939 High 0.000536 0.003915 7
High EPGLQIWR 0.014283 0.001513 1 1 1 P06396 0 998.5418 High 0.000536 0.004046 24
High FFIEEMIR 0.012411 0.001513 1 1 1 Q14376 0 1084.55 High 0.000536 0.003483 29
High WEYVPLGP 0.013179 0.001513 1 1 2 P16930 0 1405.751 High 0.000536 0.003701 20
High LNMILVQIL 0.013628 0.001513 1 1 1 O14980 0 1184.744 High 0.000536 0.00384 29
High SPPSQLFSS 0.012662 0.001513 0 0 1 0 1550.785 High 0.000536 0.003575 23
High MNTVIAAL 1xOxidatio  0.011847 0.001513 1 1 1 P08185 0 1091.588 High 0.000536 0.003328 15
High SPTFAGGLF 0.014574 0.001513 1 1 1 Q8NCL4 0 1311.694 High 0.000536 0.004122 18
High EVWYFGLH 0.012166 0.001513 1 1 2 P15311 0 1669.801 High 0.000536 0.003413 11
High SGVGNIFIK 0.012166 0.001513 1 2 1 P11940 0 934.5356 High 0.000536 0.003414 25
High YYQSLQAH 0.013905 0.001513 1 3 1 P21217 0 1250.653 High 0.000536 0.003911 29
High VASEAPLEH 0.013537 0.001513 0 0 1 0 2032.046 High 0.000536 0.003827 24
High NPFDTFFG 0.014283 0.001513 1 1 1 P25685 0 1228.575 High 0.000536 0.004029 15
High ALEALVAK 0.013905 0.001513 1 1 1 P14550 0 814.5033 High 0.000536 0.003923 32
High SAATVLAYA1xOxidatio  0.014477 0.001513 1 1 1 Q8TE77 0 1141.592 High 0.000536 0.00409 18
High LLIYGASSR 0.012746 0.001513 1 1 7 P01619 0 979.5571 High 0.000536 0.003584 40
High CCTESLVNR3xCarbami    0.014477 0.001513 1 1 1 P02768 1 3030.412 High 0.000536 0.004084 17
High YEQGTGCW1xCarbami  0.013812 0.001513 1 1 1 P14314 0 1552.66 High 0.000536 0.003891 38
High SGLLVLTTP 0.012247 0.001513 1 1 1 Q13057 0 1608.968 High 0.000536 0.003434 22
High YFTLGLPTG1xCarbami  0.015176 0.001513 2 2 1 P46926; Q8 0 1874.936 High 0.000584 0.004297 14
High LQDEIQNM 0.013998 0.001513 1 1 1 P08670 1 1734.815 High 0.000536 0.003941 15
High SPDMLAHF 0.012166 0.001513 0 0 1 0 1073.52 High 0.000536 0.00341 29
High IQYLVYQM 0.012577 0.001513 1 1 1 O15264 0 1298.718 High 0.000536 0.00354 26
High LQYAVPIIN 0.011613 0.001513 1 1 1 Q9NQT8 0 1286.747 High 0.000536 0.003257 20
High VTISVDTSK 0.014187 0.001513 1 6 1 P06331 0 949.5201 High 0.000536 0.004003 17
High KNPQAVLD 0.013268 0.001513 1 2 3 Q13177 1 1224.731 High 0.000717 0.005704 24
High LAPPLVTLL 0.013357 0.001513 1 1 1 Q10567 0 2293.317 High 0.000536 0.003775 30
High NTVANSPQ 0.012832 0.001513 1 1 1 P61221 0 1658.853 High 0.000536 0.00361 20
High ESTLNMVV 0.012166 0.001513 1 1 3 Q92743 0 1048.546 High 0.000536 0.00341 21
High NFITAEELR 0.014574 0.001513 1 1 1 O43707 0 1092.568 High 0.000536 0.004116 37
High FFEHFIEGG 0.012247 0.001513 1 1 1 Q96FW1 0 1238.595 High 0.000536 0.003447 18
High YRDPTTVTT 0.012832 0.001513 1 1 1 P63151 1 1322.706 High 0.000536 0.003601 17
High LCQDLGPG 1xCarbami  0.011926 0.001513 1 1 1 P08697 0 1233.604 High 0.000536 0.003362 28
High LFEELGK 0.012662 0.001513 1 1 2 P34932 0 835.456 High 0.002624 0.02486 33
High YYPTEDVPR 0.01169 0.001513 0 0 2 0 1139.537 High 0.000536 0.003275 33
High YRELGNIIQ 0.014283 0.001513 1 1 1 P53582 1 1233.695 High 0.000536 0.004035 12
High DSGITYLGIK 0.011847 0.001513 0 0 1 0 1066.578 High 0.000536 0.003336 34
High EFTRPEEIIF 0.013179 0.001513 1 1 1 P23142 0 1549.837 High 0.000536 0.003725 21
High NQFSLNLR 0.013268 0.001513 1 1 1 P0DOX3 0 991.532 High 0.000536 0.003749 35
High VGWEQLLT 0.013998 0.001513 2 2 3 P12814; O4 0 1386.774 High 0.000536 0.003956 26
High EQIVPKPEE 0.013446 0.001513 1 1 1 P18621 0 1623.859 High 0.000536 0.003789 20
High NCVILPHIG 1xCarbami  0.014187 0.001513 1 1 1 Q9UBQ7 0 1574.822 High 0.000536 0.004007 29
High FAEQLIR 0.012918 0.001513 1 1 1 Q9Y3Z3 0 876.4938 High 0.000536 0.003644 29
High FAEIIEK 0.015176 0.001513 1 1 1 P28838 0 849.4717 High 0.000584 0.004306 25
High YFLWVVK 0.014772 0.001513 1 1 1 P62993 0 954.5448 High 0.000536 0.004166 17
High AVEYYFASD 0.013446 0.001513 1 1 1 Q06210 0 2143.009 High 0.000536 0.003801 12
High ASEAGEVP 0.012494 0.001513 1 1 1 Q7L5N1 0 1668.834 High 0.000536 0.003513 19
High SLKDMEES 0.013268 0.001513 1 1 2 P14314 1 1207.599 High 0.000536 0.003747 28
High SRTEAESW 0.014477 0.001513 1 1 1 P13647 1 1485.697 High 0.000536 0.004099 9
High MVVPVAAL 0.014092 0.001513 1 1 1 Q15436 0 1385.823 High 0.000536 0.003983 21
High VWSPLVTE 0.013812 0.001513 1 1 1 O00151 0 1244.652 High 0.000536 0.003889 23
High IQPGNPNY 0.014477 0.001513 1 1 1 P63010 0 1444.779 High 0.000536 0.004103 7
High ESILDGLKR 0.014283 0.001513 3 3 6 O43865; P2  1 1030.589 High 0.000536 0.004046 24
High DPNSPLYSV 0.01438 0.001513 2 2 1 Q9UMR2; Q 0 1119.568 High 0.000536 0.004055 11
High YFLNHIDQT 0.013905 0.001513 1 1 1 P46937 0 2034.967 High 0.000536 0.003913 15
High LLVSMCQG1xCarbami  0.012247 0.001513 1 1 1 P20073 1 3172.432 High 0.000536 0.003445 30
High AGNLGGGV 0.01169 0.001513 1 1 2 P35268 0 1242.68 High 0.000584 0.004327 24
High RIDITLSSVK 0.012329 0.001513 1 1 2 Q08380 1 1131.673 High 0.000536 0.003478 34
High LIQEQHPEE 0.011613 0.001513 1 1 1 Q13813 0 1605.848 High 0.000536 0.003258 21
High AVDLGPPK 0.012577 0.001513 1 1 2 Q96TA1 0 4233.969 High 0.000536 0.003537 16
High LQLNYLGN 0.014973 0.001513 1 1 1 Q02809 0 1463.801 High 0.000536 0.004235 30
High IFHTVTTTD 0.012746 0.001513 0 0 2 1 1742.944 High 0.000536 0.003589 33
High AVDNQVYV 0.01169 0.001513 1 1 1 Q9NQR4 1 1919.946 High 0.000536 0.003296 11
High DREVGIPPE 0.013628 0.001513 1 1 2 P61158 1 1768.908 High 0.000536 0.003849 15
High EQLEEEEEA 0.013537 0.001513 1 1 1 P35579 1 1854.872 High 0.000536 0.003815 2
High IFNTNNLW 0.013268 0.001513 1 1 2 Q16851 0 1703.948 High 0.000536 0.003747 16
High DLLTPCYSR 1xCarbami  0.013812 0.001513 1 1 2 P07686 0 1124.54 High 0.000935 0.007721 26
High HQLYIDETV 0.01438 0.001513 1 1 1 P02675 0 2127.083 High 0.000536 0.004075 25
High YEITTIHNLF 0.014187 0.001513 1 1 2 P05546 0 1406.743 High 0.000536 0.003994 26
High YVRPGGGF 1xOxidatio  0.012329 0.001513 1 1 2 P07203 0 2003.968 High 0.000671 0.0053 14
High APLSQLYFC1xCarbami  0.014973 0.001513 1 1 1 Q9UJW0 0 1254.63 High 0.000536 0.004245 21
High SEIDLLDIR 0.012577 0.001513 1 1 2 P12429 0 1073.584 High 0.000536 0.003532 44
High IHIDLPNEQ 0.012577 0.001513 1 1 2 P62333 0 1305.691 High 0.000536 0.003543 23
High IDVHLVPDR 0.013537 0.001513 1 1 1 P08603 0 1063.589 High 0.000536 0.003826 31
High YLHDNIVDY 0.011926 0.001513 0 0 1 0 1506.734 High 0.000536 0.003347 17
High SYLMTNYE 0.012166 0.001513 1 1 1 O75223 0 1975.911 High 0.000536 0.003427 26
High EVFEDAAE 0.014283 0.001513 1 1 1 P19338 0 1178.569 High 0.000536 0.004033 30
High DKLPQSQLS 0.013537 0.001513 1 1 1 Q15418 1 1977.076 High 0.000536 0.003829 14
High AEVVGKPS 0.013719 0.001513 1 1 1 Q9H008 0 1434.763 High 0.000536 0.003871 22
High WLSTSIPEA 0.013905 0.001513 1 1 1 P49327 0 1968.993 High 0.000536 0.003911 7
High QPYITQNYF1xCarbami  0.011768 0.001513 1 1 4 P08174 0 2936.404 High 0.000536 0.003311 28
High ETPHSPGV 0.014673 0.001513 1 1 1 Q9UHB6 0 1547.77 High 0.000536 0.004155 23
High ALLIFLEK 0.013357 0.001513 1 1 1 Q9NPQ8 0 946.5972 High 0.000536 0.003773 24
High DKESGICM 1xCarbami  0.014187 0.001513 1 1 2 Q96FV2 1 1558.662 High 0.000536 0.003996 17
High ECCEKPLLE 2xCarbami   0.013628 0.001513 1 1 2 P02768 0 1305.618 High 0.000806 0.006228 14
High TPLGGIHISQ 0.014772 0.001513 1 1 1 Q9P265 0 1251.706 High 0.000536 0.004177 17
High QADNPHVA 0.014872 0.001513 1 1 4 Q9Y4L1 0 1482.745 High 0.000536 0.004197 17
High FMELNLAQ 0.01169 0.001513 1 1 1 P61758 0 1093.571 High 0.000536 0.003279 22
High TANQASDT 0.014872 0.001513 1 1 1 Q15847 1 1524.765 High 0.000536 0.004216 28
High LLSSEDIEG 0.012494 0.001513 1 1 1 P53582 0 1249.609 High 0.000536 0.003514 38
High GQFPNLCR 1xCarbami  0.012577 0.001513 1 1 5 P02788 0 991.4778 High 0.000935 0.007234 30
High TYLSEGPYY 0.013537 0.001513 1 1 1 Q16401 0 2361.15 High 0.000536 0.003818 30
High NLSLSQQLK 0.011926 0.001513 1 1 2 Q96G03 0 1030.589 High 0.000536 0.003346 14
High ALMDEVVK 0.012085 0.001513 1 1 4 P00558 0 904.4808 High 0.000671 0.004845 31
High YLNAGAGG 0.014872 0.001513 1 1 1 Q16719 0 1688.875 High 0.000536 0.004196 22



High LLSNMMCQ1xCarbami    0.014477 0.001513 1 1 1 P28062 0 1331.59 High 0.000536 0.00409 22
High QMTDPNV 0.012005 0.001513 1 1 1 Q9UNM6 0 1606.815 High 0.000536 0.003368 7
High LAEVWMD 0.012918 0.001513 1 1 2 Q8NCL4 1 1369.682 High 0.000536 0.003649 35
High ADEDPIMG 0.01438 0.001513 1 1 1 P61970 0 1891.908 High 0.000536 0.004056 25
High ELDFVSHHV 0.012494 0.001513 1 1 2 Q02818 0 1238.628 High 0.000536 0.003567 27
High YDGHLPIEI 0.012746 0.001513 1 1 1 P43490 0 1184.631 High 0.000536 0.00359 23
High EVAFDLEIP 0.013268 0.001513 1 1 1 P19827 0 1160.62 High 0.000536 0.003745 26
High IEDGFSLK 0.01169 0.001513 1 1 2 P01008 0 908.4724 High 0.000536 0.003289 32
High SAVEGPPER4xCarbami     0.013446 0.001513 1 1 2 P0DOX2 1 4872.191 High 0.000536 0.003784 3
High NLGIPIITVL 0.011768 0.001513 0 0 1 0 1439.847 High 0.000536 0.003306 15
High GYMDLMP 0.011847 0.001513 1 1 1 O43396 0 1328.638 High 0.000536 0.003332 20
High STLINSLFLT 0.014283 0.001513 1 1 2 Q16181 0 2607.309 High 0.000536 0.004045 24
High ILLTEPPMN1xOxidatio  0.011613 0.001513 1 1 5 P61160 0 1369.74 High 0.000536 0.003257 28
High IEFYELDKK 0.013091 0.001513 1 1 1 O15305 1 1184.62 High 0.000536 0.003687 28
High WSLLQQQK 0.013719 0.001513 1 1 2 P05787 0 1030.568 High 0.000536 0.003857 20
High STGDIAGTV 0.015176 0.001513 1 1 1 Q9UDY2 1 1870.951 High 0.000584 0.004288 12
High GYEVHGIV 0.012662 0.001513 1 1 3 O60547 0 1029.548 High 0.003058 0.02817 22
High CEQVCVNS 4xCarbami     0.012166 0.001513 0 0 1 0 2285.879 High 0.000536 0.003424 26
High SAMPADAP1xCarbami  0.01438 0.001513 1 1 3 Q06828 0 1301.634 High 0.001805 0.01611 20
High AAVATFLQ 0.013812 0.001513 1 1 2 P22314 0 1933.043 High 0.000536 0.00389 34
High GSLQILDQL 0.012577 0.001513 1 1 1 Q9BV20 0 1437.868 High 0.000536 0.003539 11
High LQAILGVPW 0.012746 0.001513 1 1 1 P01019 0 1124.683 High 0.000536 0.003597 41
High ALESGDVN 0.013998 0.001513 1 1 1 P46940 0 1318.664 High 0.000536 0.003948 21
High SSLSVPYVIV 0.014477 0.001513 1 1 2 P01024 0 1401.835 High 0.000536 0.004077 24
High YCNLMMQ 1xCarbami  0.013179 0.001513 1 1 3 P34096 0 1115.479 High 0.000536 0.003955 17
High EKGEIQNIL 0.012005 0.001513 1 1 2 P03952 1 1299.727 High 0.000536 0.003382 13
High VCGDSDKG1xCarbami  0.014187 0.001513 1 1 3 P40227 1 1665.826 High 0.000536 0.003997 20
High EKPPITVVG 0.014283 0.001513 2 2 1 Q14558; O 0 1423.79 High 0.000536 0.004022 11
High DSSRLPSEG 0.013357 0.001513 1 1 1 P30043 1 2914.502 High 0.000536 0.003774 8
High SFNLSALEK 0.013268 0.001513 1 1 1 P13798 0 1008.536 High 0.000536 0.003732 14
High SFLLDLLNA 0.013998 0.001513 1 1 2 O00571 0 1291.726 High 0.000536 0.003943 22
High IGVDLIMK 0.012577 0.001513 1 1 1 O00303 0 888.5223 High 0.000536 0.003547 39
High GQVYILGR 0.011768 0.001513 1 1 4 P00966 0 905.5203 High 0.000536 0.003298 42
High SVLSLSAVC 1xCarbami  0.012329 0.001513 0 0 1 0 1091.588 High 0.000536 0.003461 33
High GILLYGPPG 0.014772 0.001513 1 1 4 P55072 0 1172.667 High 0.000806 0.006217 25
High FLELLPK 0.013004 0.001513 1 1 1 P63010 0 859.5288 High 0.000536 0.003662 16
High SFPIEQSSH 0.012662 0.001513 1 1 1 Q9H1Z4 0 1383.702 High 0.000536 0.003569 29
High IGTEPSTAP 0.012832 0.001513 1 1 1 Q6NV74 0 1617.848 High 0.000536 0.003601 4
High AMEWITAK 0.015487 0.001649 1 1 1 Q01813 0 949.4812 High 0.000584 0.004376 16
High GMNMYLT 0.015592 0.001649 1 2 3 P55786 0 957.4532 High 0.000584 0.004424 22
High GMLKDNA 0.016239 0.001649 1 1 1 P15311 1 1525.775 High 0.000584 0.004591 15
High YPLYVLK 0.015912 0.001649 1 1 1 Q96IY4 0 895.5288 High 0.000584 0.004512 26
High AFITNIPFDV 0.016129 0.001649 1 1 1 P52272 0 1264.694 High 0.000584 0.004558 19
High ICLTDHFKP 1xCarbami  0.015487 0.001649 1 1 1 Q9Y3C8 0 1656.868 High 0.000584 0.004378 8
High LPEVEVPQH 0.01602 0.001649 1 1 1 Q02818 0 1160.631 High 0.000584 0.00454 35
High QLAPIWDK 0.015279 0.001649 1 1 1 P07237 0 970.5356 High 0.000584 0.004315 23
High NKFVTVQA 0.015698 0.001649 1 1 1 P01024 1 1896.023 High 0.000584 0.00444 8
High EENEGVYN 0.016239 0.001649 1 1 2 P49419 0 1553.662 High 0.000633 0.004617 12
High EEIVYLPCIY 1xCarbami  0.015912 0.001649 1 1 1 Q13228 0 1454.735 High 0.000584 0.004495 18
High NDLMEYAK 0.015804 0.001649 1 1 4 P00966 0 983.4503 High 0.001582 0.01211 24
High SAQFFNYK 0.015698 0.001649 1 1 1 Q02809 0 1004.484 High 0.000584 0.004458 23
High TIYFFGDK 0.015698 0.001649 1 1 3 O15305 0 990.4931 High 0.000584 0.004433 26
High EVFPVLAAK 0.015698 0.001649 1 1 5 Q8WUM4 0 973.5717 High 0.003058 0.02783 28
High LCPHEEFLR 1xCarbami  0.015698 0.001649 0 0 1 0 1200.583 High 0.000584 0.004446 19
High ANTTAFLTP 0.01602 0.001649 0 0 2 0 1418.789 High 0.000584 0.004547 37
High IEQLQNHE 0.01602 0.001649 0 0 3 0 1772.845 High 0.001028 0.008092 19
High KLTISEQNIQ 0.016239 0.001649 1 1 1 P04114 1 1329.748 High 0.000633 0.004609 24
High LDEAVAEA 0.015487 0.001649 1 1 1 P23526 0 1252.653 High 0.000584 0.004388 22
High ILEFVGR 0.015804 0.001649 2 3 1 P0DMM9; 0 833.488 High 0.000584 0.004488 23
High CLIDLGK 1xCarbami  0.01602 0.001649 1 1 1 Q92896 0 818.4441 High 0.000584 0.004536 24
High YYKVEPLDF 0.015487 0.001649 1 1 1 P07686 1 1644.827 High 0.000584 0.00437 13
High TSGSVYITL 0.016129 0.001649 0 0 1 0 1068.594 High 0.000584 0.004563 11
High VEPLRAELQ 0.016239 0.001649 1 1 1 P02647 1 1467.791 High 0.000584 0.004594 22
High HPTLLQDP 0.015592 0.001649 1 1 1 O60749 0 1304.696 High 0.000584 0.004405 21
High LYVDFPQH 0.016129 0.001649 1 1 1 P42226 0 1287.684 High 0.000584 0.004579 19
High VNPEIFTNN 0.015279 0.001649 1 1 1 O95171 0 1331.67 High 0.000584 0.004328 10
High CFLAFTQTK1xCarbami  0.015592 0.001649 1 1 2 P05452 0 1115.555 High 0.000584 0.004403 12
High GRNDLMEY 0.016129 0.001649 1 1 4 P00966 1 1196.573 High 0.000584 0.004581 24
High GNVGFVFT 0.016129 0.001649 1 1 1 P05388 1 1824.949 High 0.000584 0.004576 17
High FGQMLGSN 0.015382 0.001649 1 1 1 Q14204 0 2041.947 High 0.000584 0.00435 13
High EMPPTNPI 0.015804 0.001649 1 1 2 P31947 0 1054.535 High 0.000584 0.00447 22
High ATVMDVKP 0.015487 0.001649 0 0 1 0 1393.714 High 0.000584 0.004387 30
High TSQNSELN 0.015487 0.001649 1 1 1 P35908 1 2256.045 High 0.000584 0.004395 19
High DLQNFLK 0.01602 0.001649 1 1 10 P06702 0 877.4778 High 0.003386 0.03402 29
High FPVFMGR 0.015804 0.001649 1 1 1 P05155 0 853.4389 High 0.000584 0.004478 23
High FPFEIVK 0.01602 0.001649 1 3 2 P50570 0 879.4975 High 0.000584 0.004541 14
High MKPVPDLV 0.015279 0.001649 1 1 1 P02671 0 1441.787 High 0.000584 0.004323 29
High CTPACISFG 2xCarbami   0.015487 0.001649 1 1 1 P34932 0 1237.57 High 0.000584 0.004379 22
High QDEVLQAR 0.015912 0.001649 1 1 2 Q7Z406 0 958.4952 High 0.000584 0.004517 18
High LGAAPEEES 0.015912 0.001649 1 1 1 Q9UNZ2 1 1776.876 High 0.000584 0.00451 20
High LGAGPDGV 0.01602 0.001649 1 1 2 P51812 1 1340.717 High 0.004967 0.05329 29
High SNPEIQDFM 0.015487 0.001649 1 1 1 P06865 0 1236.568 High 0.000584 0.004392 5
High DGTTHQTS 0.015279 0.001649 1 1 1 P00966 0 2354.133 High 0.000584 0.004316 10
High QLDVLYPK 0.015279 0.001649 1 1 5 Q13421 0 975.551 High 0.000584 0.00431 35
High DSGFQMN 1xOxidatio  0.015698 0.001649 1 1 2 P02787 0 1211.547 High 0.000584 0.004434 18
High SNTPILVDG1xOxidatio  0.015592 0.001649 1 1 2 P06744 1 1972.006 High 0.000584 0.004401 23
High ELYHEEFAR 0.016239 0.001649 1 1 1 Q9Y6U3 0 1193.559 High 0.000633 0.004611 22
High GIPIEVIPMA 0.015279 0.001649 1 1 1 P49247 0 1740.972 High 0.000584 0.004319 16
High ATIEGYYQK 0.015912 0.001649 1 1 2 O95394 0 1072.531 High 0.000584 0.004517 25
High SIYYITGESK 0.015804 0.001649 1 2 2 P08238 0 1160.583 High 0.000584 0.004474 14
High TAAENEFVV 0.01602 0.001649 1 1 1 P08729 1 1348.747 High 0.000584 0.004553 19
High HSSLAGCQ 1xCarbami  0.016239 0.001649 1 1 1 Q00610 0 1518.748 High 0.000584 0.004592 20
High IHYLDTTTL 0.015382 0.001649 1 1 1 P46109 0 1739.933 High 0.000584 0.004359 13
High LFSQDHLV 0.015698 0.001649 1 1 2 Q9BW91 0 1362.742 High 0.000584 0.004451 14
High QLDDKDEE 0.015279 0.001649 1 1 2 P33176 1 2159.046 High 0.000584 0.004324 10



High DPHLACVA 1xCarbami  0.016239 0.001649 1 2 2 Q00610 0 1330.621 High 0.000633 0.004609 24
High AELNEFLTR 0.015698 0.001649 1 1 1 P23396 0 1092.568 High 0.000584 0.004453 37
High VLELLLPIR 0.016573 0.001791 1 1 2 Q5R3I4 0 1065.703 High 0.000633 0.004713 27
High VSPHASLQ 1xCarbami  0.016686 0.001791 1 1 1 Q53SF7 0 1849.984 High 0.000633 0.004736 10
High ELVQQYHQ1xCarbami  0.0168 0.001791 1 1 1 Q9NXR7 0 1722.802 High 0.000633 0.004772 17
High KYAALYQPL 0.016573 0.001791 1 1 1 Q99733 1 1456.783 High 0.000633 0.004699 23
High GADVWFK 0.016349 0.001791 1 1 6 P05109 0 822.4145 High 0.000633 0.004627 36
High KQEVQAW 0.016349 0.001791 1 1 2 P45974 1 1444.718 High 0.000633 0.004639 25
High ELNELVSAI 0.016914 0.001791 1 1 3 Q96G03 0 2158.082 High 0.000633 0.004789 18
High ELETVDFKD 0.0168 0.001791 1 1 2 P36952 1 1223.615 High 0.000633 0.00476 27
High YLEESNFVH 0.016573 0.001791 0 0 1 0 1293.622 High 0.000633 0.004696 15
High TSAPITCELL1xCarbami  0.016914 0.001791 1 1 1 Q14204 0 1346.698 High 0.000671 0.004805 6
High SIGVSNFNR 0.016573 0.001791 1 2 4 Q04828 0 993.5112 High 0.000633 0.004695 26
High DNELLVYKE 0.0168 0.001791 1 1 2 P02743 1 1278.669 High 0.001582 0.01203 19
High LTVSIEAR 0.016914 0.001791 1 1 1 P22792 0 888.5149 High 0.000671 0.004806 25
High GVGISVLEM 0.0168 0.001791 1 1 1 Q9Y617 0 1284.673 High 0.000633 0.004762 14
High VHQLYETIQ 0.0168 0.001791 1 1 2 Q13561 0 1286.685 High 0.000633 0.004776 31
High TMLLQPAG1xOxidatio  0.0168 0.001791 1 1 1 P41222 0 1759.868 High 0.000633 0.004782 25
High ALVQQMEQ1xOxidatio  0.016914 0.001791 1 1 2 P06727 0 1231.646 High 0.000717 0.005665 23
High IGALEGYR 0.0168 0.001791 1 1 1 O43776 0 878.473 High 0.000633 0.004776 33
High ELPSFLGK 0.016573 0.001791 1 1 8 P26447 0 890.4982 High 0.008517 0.1035 27
High AWALLQK 0.016914 0.001791 1 1 1 Q13057 0 829.4931 High 0.000671 0.004812 18
High AWAGIDLK 0.016349 0.001791 1 1 1 O43278 0 873.4829 High 0.000633 0.004623 19
High ASGYFTRPW 0.016573 0.001791 1 1 1 O75884 0 1655.797 High 0.000633 0.004707 7
High ENVNLAQI 0.016914 0.001791 1 1 1 P48444 0 1056.58 High 0.000671 0.00481 28
High YFAEALGPL 0.0168 0.001791 1 2 1 P50225 0 2940.514 High 0.000633 0.004759 13
High LLQISLWGN 0.016461 0.001791 0 0 1 0 1171.683 High 0.000633 0.004652 14
High EDVYVVGT 0.016349 0.001791 1 1 1 P04003 0 1249.679 High 0.000633 0.004643 13
High QVPNESFF 0.016914 0.001791 1 1 2 Q99733 0 1827.906 High 0.000671 0.004806 18
High FVYTPAME 1xCarbami    0.0175 0.001905 1 1 3 P01033 0 1979.878 High 0.000671 0.004984 6
High ANSWQLV 0.01926 0.001905 1 1 2 Q9Y2H0 1 1557.802 High 0.004133 0.04268 18
High VDAICTYRP1xCarbami  0.01703 0.001905 1 1 1 Q8WXI7 0 1434.705 High 0.000671 0.004834 14
High VETPVLPPV 0.017263 0.001905 1 2 1 Q15796 0 1415.862 High 0.000671 0.00492 29
High AYCEPCYIN 4xCarbami       0.018108 0.001905 1 1 2 Q93052 0 3051.314 High 0.002538 0.02158 9
High FWTFETGC 2xCarbami   0.018611 0.001905 1 1 1 Q02809 0 1977.847 High 0.000671 0.005305 5
High TQVVAGTN 0.0175 0.001905 0 0 1 0 1356.716 High 0.000671 0.004973 19
High AVLPLLDAQ1xCarbami  0.019392 0.001905 1 1 3 Q6IBS0 0 2033.089 High 0.000671 0.005552 9
High TYLEEELDK 0.018738 0.001905 1 1 2 Q16719 1 1524.758 High 0.002624 0.0251 30
High IIYIVHDEVK 0.018611 0.001905 1 1 1 P25788 1 1471.816 High 0.000671 0.005306 46
High KVESELIKPI 0.019128 0.001905 1 1 1 P07225 1 1522.895 High 0.000671 0.005468 10
High GEHPEGDP 0.019128 0.001905 1 1 2 O95359 0 1984.9 High 0.000671 0.005436 8
High GFQQLLQE 0.018357 0.001905 1 1 1 P05154 0 1570.834 High 0.000671 0.005225 14
High GLEWVGR 0.01762 0.001905 3 3 4 A0A0B4J1V   0 816.4363 High 0.000671 0.005015 36
High VLLEAAIR 0.017985 0.001905 1 1 2 P21399 0 884.5564 High 0.003086 0.02927 28
High ASHPEDPA 0.018611 0.001905 1 1 4 Q9UHL4 0 1464.708 High 0.000671 0.005313 27
High AVSSAIAQL 0.019128 0.001905 1 1 1 Q9Y490 0 2573.332 High 0.000671 0.00546 21
High ASLLQNEST 0.0175 0.001905 1 1 1 Q9BT78 0 2116.067 High 0.000671 0.004968 20
High ANYWWLR 0.019526 0.001905 1 1 1 P31939 0 1008.505 High 0.000717 0.005587 30
High GHTPLDLTC1xCarbami  0.019392 0.001905 1 1 1 Q00653 0 1329.647 High 0.000671 0.005539 7
High VDFNVPMK1xOxidatio  0.018738 0.001905 1 2 6 P00558 0 965.4761 High 0.000935 0.007326 26
High GGGVGGFL 0.017146 0.001905 1 1 1 Q9Y3I0 0 1090.571 High 0.000671 0.004874 18
High LQLIPGVCG1xCarbami  0.017985 0.001905 1 1 1 Q16719 0 1259.693 High 0.000671 0.005102 24
High LLWTLESLV 0.018611 0.001905 1 1 2 Q8IZ83 0 1387.794 High 0.000671 0.00531 11
High MLEEIMK 0.018738 0.001905 1 1 2 P02679 0 893.4471 High 0.000671 0.005334 24
High NPVGYPLA 0.01703 0.001905 1 1 4 Q9NZ08 0 1560.832 High 0.000671 0.00485 22
High EANMPLPG 0.017381 0.001905 1 1 1 P13797 0 1119.55 High 0.000671 0.004948 21
High LDPSIFESLQ 0.01762 0.001905 1 1 1 Q9Y265 0 1276.678 High 0.000671 0.005004 21
High SDLAVPSEL 0.017741 0.001905 1 1 1 Q08380 0 1355.778 High 0.000671 0.005062 23
High LDLSPWAS 0.017985 0.001905 1 1 1 P22079 1 1229.652 High 0.000671 0.005108 14
High NIVLSGGST1xOxidatio  0.017263 0.001905 1 1 1 P61158 0 1297.657 High 0.000671 0.004919 22
High ETSSDVALA 0.0175 0.001905 0 0 1 0 1783.955 High 0.000671 0.004961 21
High SAYQEAMD 0.018232 0.001905 1 1 1 P31947 1 1370.662 High 0.000671 0.005197 19
High ETKDTDIVD 0.018108 0.001905 1 1 1 O15145 1 1949.938 High 0.000671 0.005166 17
High VQSCPDPA 1xCarbami  0.017263 0.001905 1 1 1 Q9C0C9 0 2241.072 High 0.000671 0.004893 12
High HLDTFLK 0.018357 0.001905 0 0 2 0 873.4829 High 0.001511 0.01084 21
High YSPDELR 0.018611 0.001905 0 0 1 0 879.4207 High 0.000671 0.005306 19
High NLSPGAVE 0.01762 0.001905 1 1 1 P53621 0 1243.628 High 0.000671 0.005026 27
High SVPLCILYEK1xCarbami  0.019128 0.001905 1 1 2 P21980 0 1221.655 High 0.000671 0.005439 20
High DLAAFDKSH 0.0175 0.001905 1 1 3 P09960 1 1572.776 High 0.000898 0.00714 17
High FLNWIK 0.017985 0.001905 0 0 2 0 820.4716 High 0.000898 0.007012 29
High SYDVPPPPM1xOxidatio  0.018484 0.001905 1 2 2 P18669 0 2433.107 High 0.000671 0.005276 15
High RVNAIEEVN 0.017146 0.001905 0 0 1 1 1498.797 High 0.000671 0.004861 15
High ICMPLTVDE1xCarbami  0.018738 0.001905 0 0 1 0 1368.654 High 0.000671 0.005348 15
High IYQYVINK 0.017146 0.001905 1 1 1 P17812 0 1040.578 High 0.000671 0.004887 24
High SYLSGMPE 1xCarbami  0.017985 0.001905 1 1 1 Q96CW1 0 1171.512 High 0.000671 0.005127 23
High RPPEVFEQ 0.0175 0.001905 1 1 2 Q9C0C9 0 1399.733 High 0.000806 0.006343 19
High ICLDILK 1xCarbami  0.019526 0.001905 1 1 1 P61088 0 874.5067 High 0.000717 0.005581 30
High SYLYFTQFK 0.01703 0.001905 0 0 1 0 1196.599 High 0.000671 0.004845 29
High IHIPGGLSP 0.018738 0.001905 0 0 2 0 1234.679 High 0.000671 0.005321 20
High LCSDLMNC 2xCarbami   0.018108 0.001905 1 1 1 Q9UNF0 0 1547.676 High 0.000671 0.005143 11
High TAAENDFV 0.017381 0.001905 1 1 3 P35908 1 1336.711 High 0.000671 0.004926 32
High AFTHTAQY 0.019526 0.001905 1 1 1 P31939 0 2034.919 High 0.000671 0.005556 14
High YAASSYLSL 0.018738 0.001905 0 0 2 0 1771.865 High 0.000806 0.00662 24
High DNTRPGAN 0.017741 0.001905 1 1 1 Q92499 0 2002.929 High 0.000671 0.00503 7
High SLTIAEFK 0.018108 0.001905 1 1 1 Q99426 0 908.5088 High 0.000671 0.005151 27
High DSAIGFSR 0.018997 0.001905 1 1 6 P02788 0 852.421 High 0.000671 0.005426 37
High MYATIYELK 0.018738 0.001905 1 1 1 P80188 0 1131.575 High 0.000671 0.005325 8
High NAAQVLVG 0.018867 0.001905 1 1 1 Q9BT78 0 1637.922 High 0.000671 0.005394 10
High NALDLLLPK 0.017146 0.001905 1 1 2 P30566 0 996.6088 High 0.001073 0.00848 30
High SPYQLVLQH 0.017741 0.001905 1 1 1 Q15582 0 1327.712 High 0.000671 0.005041 19
High DTIFDVPVE 0.017263 0.001905 1 1 2 O75936 0 1190.605 High 0.000671 0.004915 30
High DTINLLDQR 0.018357 0.001905 1 1 2 Q8NBJ4 0 1087.574 High 0.000671 0.00522 37
High EYAQNIWN 0.01762 0.001905 1 1 1 P06737 0 1805.87 High 0.000671 0.005008 32
High EWTDGLFT 0.018357 0.001905 1 1 1 Q14204 0 1473.748 High 0.000671 0.005218 4
High YAEIVHLTL 0.01926 0.001905 1 1 1 P21281 0 1556.832 High 0.000671 0.005494 19



High SQNTPDSS 0.017146 0.001905 0 0 1 0 1580.73 High 0.000671 0.004876 16
High SKLTFSCLG 1xCarbami  0.01762 0.001905 1 1 2 Q15185 1 1660.8 High 0.000671 0.004992 23
High MLLYTEVTR1xOxidatio  0.01926 0.001905 2 2 1 P31150; P5 0 1141.592 High 0.000671 0.005488 25
High MLITVYCVR1xCarbami  0.017741 0.001905 1 1 2 Q5TDH0 0 1154.606 High 0.000671 0.005038 10
High FGHLEVPSS1xOxidatio  0.017263 0.001905 1 1 1 P22079 0 1422.683 High 0.000671 0.004897 8
High WFDVDFPS 0.017381 0.001905 1 1 2 P98088 1 2761.301 High 0.000671 0.004947 2
High FGLLDEDG 0.017862 0.001905 1 2 1 P0C0L5 1 1121.584 High 0.000671 0.005096 40
High LEPNLQAQ 0.017862 0.001905 1 1 1 O94973 0 1362.683 High 0.000671 0.005073 28
High SGNCVPCN3xCarbami    0.018997 0.001905 1 1 1 Q9NS68 0 1994.819 High 0.000671 0.005423 22
High WISIMTER 0.018611 0.001905 1 2 4 P07355 0 1035.529 High 0.000806 0.006632 19
High LEILQLLK 0.018484 0.001905 1 1 4 Q96AZ6 0 969.6343 High 0.001469 0.01066 23
High LEAFLGR 0.017985 0.001905 0 0 1 0 805.4567 High 0.000671 0.0051 24
High VTLTLPVLN 0.019128 0.001905 1 1 2 O95336 0 1267.773 High 0.000671 0.005457 17
High NSVPCQDP 2xCarbami   0.017263 0.001905 1 1 1 Q8IZ83 0 3455.617 High 0.000671 0.004891 14
High FEHGGQDS 0.0175 0.001905 0 0 1 0 1452.654 High 0.000671 0.004987 29
High EGKQVGSG 0.018611 0.001905 2 2 1 P0DOX6; P0 1 1931.967 High 0.000671 0.005293 15
High TFCQLILDP 1xCarbami  0.017263 0.001905 1 1 3 P13639 0 1494.803 High 0.000671 0.0049 22
High VINEPTAAA 0.018357 0.001905 1 1 1 P48723 0 1685.868 High 0.000671 0.005209 14
High VNFTVDQI 0.01703 0.001905 1 1 4 P13639 0 1091.584 High 0.000935 0.007673 38
High TLLSNLEEA 0.01703 0.001905 1 1 1 P10909 0 1117.61 High 0.000671 0.004823 30
High HYTNPSQD 3xCarbami    0.018611 0.001905 1 1 1 P01876 0 4136.89 High 0.000671 0.005319 22
High YYTPTISR 0.018108 0.001905 1 1 1 P49721 0 1000.51 High 0.000671 0.005135 31
High ILFQEFR 0.019392 0.001905 1 1 2 Q7Z406 0 952.5251 High 0.000671 0.005547 28
High ELALPGELT 0.018232 0.001905 1 1 3 O75436 0 1313.706 High 0.000851 0.006945 20
High TLGTMIAG 0.018232 0.001905 1 1 1 P20073 1 1713.822 High 0.000671 0.005174 31
High IVNHPTML 0.019392 0.001905 1 1 1 Q13596 0 1634.832 High 0.000671 0.005518 21
High ELAPAVSVL1xCarbami  0.018738 0.001905 1 1 1 Q9Y678 0 1845.978 High 0.000671 0.005337 12
High HYEGAGQI 0.017263 0.001905 1 1 1 Q8N0W3 0 1256.675 High 0.000671 0.004899 9
High ADGESCSA 1xCarbami    0.018867 0.001905 1 1 4 P01008 0 1766.667 High 0.001613 0.01284 14
High EIGELYLPK 0.017146 0.001905 1 1 2 P01011 0 1061.588 High 0.000671 0.004887 24
High ALYTFEPR 0.018997 0.001905 1 1 1 Q92882 0 996.5149 High 0.000671 0.005417 20
High ELSDFISYLQ 0.019392 0.001905 1 1 2 P30101 0 1370.695 High 0.000671 0.005514 24
High ELFVMAR 0.019526 0.001905 1 1 3 P62195 0 865.46 High 0.002413 0.02128 22
High QSFVFIVTK 0.019526 0.001905 1 1 1 Q9HAB8 0 1068.609 High 0.000717 0.005586 29
High QEVPLATLE 0.01703 0.001905 1 1 1 Q99574 0 1436.836 High 0.000671 0.004852 30
High QELELSVK 0.017146 0.001905 1 1 2 Q16851 0 945.5251 High 0.000671 0.004878 26
High LAILQVGNR 0.019392 0.001905 1 1 1 P11586 0 983.5996 High 0.000671 0.005536 20
High FMERDPDE 0.017862 0.001905 1 1 3 P15374 1 1307.605 High 0.000671 0.005084 28
High YKPESEELT 0.018232 0.001905 1 1 2 P07237 0 1451.701 High 0.006312 0.06871 14
High TLSDYNIQK 0.019526 0.001905 1 4 1 P62979 0 1081.552 High 0.000717 0.005582 13
High DGFFGNPR 0.019392 0.001905 2 2 4 P0DOX6; P0 0 909.4213 High 0.001805 0.01626 28
High LTEDPEKQT 0.018867 0.001905 1 1 2 Q6XQN6 1 1542.801 High 0.000671 0.005373 30
High QVLNQDLT 0.017862 0.001905 1 1 1 Q5VWZ2 0 1583.854 High 0.000671 0.005093 4
High CMPTFQFF 1xCarbami    0.018867 0.001905 1 1 1 P10599 0 1221.543 High 0.000671 0.005378 23
High EPQVYTLPP1xOxidatio  0.018232 0.001905 2 2 8 P01859; P0 1 1920.937 High 0.000671 0.00519 15
High QTPSFWILA 0.018357 0.001905 1 1 1 Q13564 0 1218.663 High 0.000671 0.005221 21
High LAISEDHVA 0.0175 0.001905 1 1 1 Q9HC35 0 1268.684 High 0.000671 0.004981 27
High YYPYQSFQT 0.019392 0.001905 1 1 2 Q08380 1 2677.283 High 0.000671 0.005546 18
High YIEDKDVFQ 0.017985 0.001905 1 1 2 Q13616 1 1284.647 High 0.000671 0.005124 22
High FMADIDLD 1xCarbami  0.018997 0.001905 1 1 1 P26639 1 1837.882 High 0.000671 0.005423 24
High SMSQLAVL 0.019933 0.002041 1 1 1 Q96K76 0 1091.588 High 0.000717 0.005714 34
High TSFNYAMK 0.019933 0.002041 1 1 3 P15559 0 961.4448 High 0.000717 0.005683 30
High YYTYLIMNK1xOxidatio  0.019661 0.002041 1 1 3 P01024 0 1224.597 High 0.000717 0.005612 24
High CLTAIVK 1xCarbami  0.020349 0.002041 1 1 1 P04083 0 804.4648 High 0.000717 0.005834 25
High GTTCNRYE 3xCarbami    0.020209 0.002041 0 0 1 1 1988.826 High 0.000717 0.005762 15
High EIIDPVLDR 0.02049 0.002041 1 1 2 P68366 0 1069.589 High 0.000806 0.006228 27
High KADPQEAIN1xCarbami  0.02049 0.002041 1 1 2 P54920 1 1545.751 High 0.003419 0.03442 17
High GVFNVQM 0.020071 0.002041 1 1 1 P05198 0 1148.577 High 0.000717 0.005732 18
High GSYSLSHVY 0.019933 0.002041 1 1 1 P07686 0 1694.813 High 0.000717 0.00568 16
High DTQLQQIV 0.019933 0.002041 1 1 1 P63098 0 1187.627 High 0.000717 0.005706 22
High QLNEINYED 0.019796 0.002041 1 1 1 P00751 0 1402.66 High 0.000717 0.005642 11
High KAEAGAGS 0.020071 0.002041 1 1 1 P46783 1 1569.766 High 0.000717 0.005724 21
High ELEVLLMCN1xCarbami  0.019661 0.002041 1 1 1 P62910 0 1248.633 High 0.000717 0.005593 20
High GYPPEDIFN 0.019796 0.002041 1 1 1 Q9NR45 0 1448.742 High 0.000717 0.00564 20
High AGLAASLAG 0.020631 0.002041 1 1 1 P08294 0 1476.828 High 0.000717 0.005904 2
High LNPNFLVD 0.020631 0.002041 1 1 3 Q13228 1 2547.372 High 0.004868 0.05103 17
High GQELCADY 1xCarbami  0.019933 0.002041 1 1 2 P02774 1 2182.96 High 0.000717 0.005699 11
High ENQPAVVH 0.020071 0.002041 0 0 1 0 2003.067 High 0.000717 0.005732 20
High ETCAWFTD1xCarbami  0.020071 0.002041 1 1 1 Q13630 0 1790.744 High 0.000717 0.00572 35
High NGGQILIAD 0.020209 0.002041 0 0 2 0 1169.664 High 0.000717 0.005786 32
High QQSHFAM 0.019796 0.002041 1 1 1 Q15365 0 2606.176 High 0.000717 0.005656 9
High ADLLLEPCS 1xCarbami  0.02049 0.002041 1 1 3 Q7Z406 0 1473.715 High 0.003118 0.03013 29
High QQPLFVSG 0.020631 0.002041 1 1 1 P53621 0 1453.696 High 0.000764 0.005917 20
High ALVAMNEN 0.020349 0.002041 0 0 1 0 1102.593 High 0.000717 0.005804 10
High YELGSGLAV 0.020209 0.002041 1 1 1 P98160 0 1177.658 High 0.000717 0.005776 20
High EALMAHGL 0.019796 0.002041 1 1 1 P13716 0 1168.589 High 0.000717 0.005641 21
High MLEILEQQ 0.02049 0.002041 1 1 1 P11172 0 1131.608 High 0.000717 0.005855 22
High SGAYLIPLLE 0.020349 0.002041 1 1 1 P26196 0 1231.705 High 0.000717 0.005815 20
High HMSEFMEC1xCarbami  0.020631 0.002041 1 1 1 P25786 0 1880.834 High 0.000717 0.00589 12
High VLIGEGVLT 0.020071 0.002041 0 0 2 0 1028.635 High 0.000717 0.005723 9
High YACWYQQ 1xCarbami  0.019661 0.002041 0 0 1 0 2658.302 High 0.000717 0.005594 2
High NLYIISVK 0.020918 0.00218 1 1 3 P62829 0 949.5717 High 0.000764 0.006001 38
High YGCEGPSH 1xCarbami  0.020918 0.00218 1 1 1 Q00653 0 1789.781 High 0.000764 0.005981 15
High KVVLEAPD 0.021356 0.00218 1 1 2 Q6GMV3 1 1442.81 High 0.000764 0.006127 37
High LFLELEPQV 0.021356 0.00218 0 0 1 0 1243.705 High 0.000764 0.006098 17
High ERSDTFINL 0.021209 0.00218 1 1 4 P17655 1 1250.649 High 0.002624 0.02381 23
High MVNHFIAE 0.021356 0.00218 1 1 2 P11142 0 1235.624 High 0.000764 0.006106 20
High TVTATFGYP 0.021356 0.00218 0 0 1 0 1259.642 High 0.000764 0.006138 25
High QVVEEPSPQ 0.021356 0.00218 1 1 1 P46734 0 1564.797 High 0.000764 0.006137 18
High SMVNTKPE 0.021356 0.00218 1 1 1 Q16543 1 2107.981 High 0.000764 0.006107 20
High EAIQLIAR 0.020918 0.00218 1 1 1 P36871 0 913.5465 High 0.000764 0.005996 28
High EIRPALELLE 0.021063 0.00218 1 1 1 P50395 0 1778.006 High 0.000764 0.006024 12
High ENFQNWL 0.021209 0.00218 1 1 2 P37802 0 1078.532 High 0.000764 0.006053 23
High EMVHADV 0.020774 0.00218 1 1 3 O60547 0 1329.629 High 0.000764 0.005941 17
High QIVVDKYYQ2xCarbami   0.021063 0.00218 1 1 2 P13671 1 2451.132 High 0.000764 0.006035 7



High VYIGSFWA 0.020918 0.00218 1 1 2 Q9H223 1 2165.089 High 0.002908 0.02682 24
High GLEFPMTD 0.021356 0.00218 1 1 3 O60784 0 2298.126 High 0.001028 0.008147 20
High NAEENLIYD 0.021356 0.00218 1 1 1 P20061 0 1849.897 High 0.000764 0.006124 9
High VEGDLKGP 0.020774 0.00218 1 1 10 Q09666 1 1398.747 High 0.002624 0.02465 28
High SSFYVNGLT 0.020774 0.00218 1 1 2 P07737 0 1470.759 High 0.000764 0.00596 27
High ITLPVDFVT 0.021209 0.00218 1 1 1 P00558 1 2023.038 High 0.000764 0.006064 17
High FFFDVGSN 0.021063 0.00218 1 1 1 Q00577 0 1060.51 High 0.000764 0.006027 26
High TPCPGPFLR1xCarbami  0.021063 0.00218 1 1 1 Q9NR19 0 1044.53 High 0.000764 0.006051 15
High IFVFLEHQT 0.022729 0.002307 1 1 2 Q02487 0 1261.694 High 0.005113 0.05625 15
High VLDNYLTSP 0.021504 0.002307 1 1 1 O00299 1 3120.486 High 0.000806 0.006146 25
High NSVLQSGL 0.022261 0.002307 1 1 1 Q01432 0 1426.728 High 0.000806 0.006386 12
High NSCISGERG1xCarbami  0.022887 0.002307 0 0 1 1 3141.473 High 0.000806 0.006567 15
High NQWIDNV 0.022416 0.002307 1 1 1 P18206 0 1145.559 High 0.000806 0.006442 27
High EQYAQEHG 0.021955 0.002307 0 0 1 0 1619.756 High 0.000806 0.006292 9
High DGWSAQP 1xCarbami  0.022572 0.002307 1 1 2 P08603 0 1262.583 High 0.001553 0.0111 38
High MSHLPPDF 0.023046 0.002307 0 0 1 0 1285.599 High 0.000806 0.006638 12
High ALLENLLQN 0.022416 0.002307 1 1 1 O15327 0 1483.848 High 0.000806 0.006413 18
High IPPSPPPPYG 0.022261 0.002307 1 1 3 Q99954 0 1331.711 High 0.000806 0.006387 22
High VSSQNLVA 0.022416 0.002307 0 0 1 0 1516.873 High 0.000806 0.006431 24
High CEACPPGYS2xCarbami   0.022261 0.002307 1 1 1 P49747 0 2304.054 High 0.000806 0.00638 14
High TYEGMMH 1xCarbami    0.021504 0.002307 1 1 1 O75608 0 2207.853 High 0.000806 0.006152 9
High SFFPENWL 0.022107 0.002307 1 2 2 P0C0L5 0 1381.669 High 0.000935 0.007304 23
High WPVSMFE 0.023046 0.002307 1 1 2 P11216 0 1023.497 High 0.000806 0.006643 19
High SVPTSTVFY 0.022107 0.002307 1 1 1 P29401 1 2782.415 High 0.000806 0.006347 33
High LNPTWNH 0.021955 0.002307 1 1 1 Q9HB07 1 2126.005 High 0.000806 0.006304 20
High TCHSFIINEK1xCarbami  0.021653 0.002307 1 2 1 B5ME19 0 1248.604 High 0.000806 0.006221 20
High IRYESLTDPS 0.022416 0.002307 2 5 1 P07900; P0 1 1308.679 High 0.000806 0.006442 16
High KASYLDCIR 1xCarbami  0.022416 0.002307 1 1 2 P02787 1 1125.572 High 0.000806 0.00645 42
High TLVNPANV 0.023046 0.002307 1 1 1 O75608 0 1203.673 High 0.000806 0.006646 18
High CPNLTYLNL1xCarbami  0.022572 0.002307 0 0 1 0 1493.742 High 0.000806 0.006502 11
High AANVLLSEH 0.021504 0.002307 1 1 2 Q9Y6E0 0 1366.733 High 0.000806 0.006142 22
High YNFHGTAE 1xCarbami  0.021955 0.002307 1 1 1 P41240 0 1826.817 High 0.000806 0.006306 16
High ELGVGIALR 0.022416 0.002307 1 1 1 Q01469 1 1055.657 High 0.000806 0.006459 25
High VLQGLLGP 0.021955 0.002307 1 1 1 Q8WXI7 0 1202.697 High 0.000806 0.006307 19
High LIEFLSSFQK 0.022107 0.002307 1 1 1 Q9H9S4 0 1211.667 High 0.000806 0.00635 18
High YLMEEDED 0.021504 0.002307 1 1 2 P46777 1 1533.678 High 0.000806 0.00617 22
High FQNDRTED 0.022729 0.002307 1 1 1 Q9Y376 1 1914.81 High 0.000806 0.006516 10
High TFDGDVFR 0.021955 0.002307 1 2 1 P98088 0 956.4472 High 0.000806 0.006278 33
High ADLINNLGT 0.021803 0.002307 2 4 1 P07900; P0 0 1242.705 High 0.000806 0.006265 31
High LVTEMGTY 0.021653 0.002307 1 1 1 P53618 0 2228.123 High 0.000806 0.006201 17
High ENELTYYCC2xCarbami   0.022107 0.002307 1 1 1 P13987 1 1507.656 High 0.000806 0.006361 12
High ALQQYTLEP 0.021803 0.002307 1 1 1 Q9Y678 0 2007.043 High 0.000806 0.00626 13
High ADPSQFELL 0.022261 0.002307 1 2 2 P51812 0 1147.599 High 0.001161 0.008594 27
High FNAHGDAN1xCarbami  0.022572 0.002307 0 0 1 0 1647.754 High 0.000806 0.006496 21
High CGTGIVGV 1xCarbami  0.021803 0.002307 1 1 1 O00151 0 1136.613 High 0.000806 0.00625 29
High LLQSNPVLE 0.022729 0.002307 0 0 1 0 1600.869 High 0.000806 0.006535 18
High LSDLLAPISE 0.023207 0.002307 1 1 1 Q01518 0 1426.815 High 0.000806 0.006663 27
High MINLSVPD 0.022572 0.002307 2 2 1 P13796; P1 0 1502.752 High 0.000806 0.0065 25
High AWIEQEGV 0.022107 0.002307 1 1 1 Q5VT79 0 1259.663 High 0.000806 0.006344 35
High VWPPGAQ 1xCarbami  0.022729 0.002307 1 1 1 Q6XQN6 0 2500.313 High 0.000806 0.006531 7
High VTSIQHWV 0.021955 0.002307 1 1 1 P00739 0 1225.669 High 0.000806 0.006293 11
High IFSIVEQR 0.021955 0.002307 1 1 1 P12081 0 991.5571 High 0.000806 0.006298 16
High GDSFFIR 0.022887 0.002307 1 1 2 Q9UDY2 0 841.4203 High 0.000806 0.006585 41
High NFGLMMH 1xCarbami    0.022887 0.002307 1 1 2 O75556 0 2262.98 High 0.008517 0.1036 7
High VVLIGDSGV 0.022572 0.002307 1 2 2 Q15907 0 1043.61 High 0.000806 0.006478 25
High APVGSAPG 0.023046 0.002307 1 1 1 Q5SRE7 1 3054.564 High 0.000806 0.006638 24
High GAVEAAHQ 0.022416 0.002307 1 1 1 Q8IZ83 0 2065 High 0.000806 0.006431 15
High GDGPICLVL1xCarbami  0.021803 0.002307 1 2 1 Q92841 0 1368.73 High 0.000806 0.006244 19
High TQNPMVTG 0.024707 0.002431 1 1 4 P28070 0 1531.815 High 0.000898 0.007124 29
High YLQEFAPLG 0.024535 0.002431 1 1 1 Q96IJ6 0 2026.018 High 0.000898 0.007052 14
High DLFGDKEFL 0.024535 0.002431 1 1 1 P38571 1 1854.964 High 0.000898 0.007093 16
High YTLAAQDLV 0.024707 0.002431 0 0 1 0 1280.667 High 0.000898 0.007101 24
High YVGSMVAD 0.02488 0.002431 1 1 1 P09467 0 1233.604 High 0.000898 0.007152 30
High ETTPFYPR 0.023532 0.002431 1 1 1 O60547 0 1010.494 High 0.000851 0.006774 21
High YLNPLYSSE 0.02488 0.002431 0 0 3 0 1465.707 High 0.000935 0.0072 13
High QAGVFEPT 0.02488 0.002431 1 1 1 P17987 0 1188.662 High 0.000898 0.007171 25
High STLAYGML 0.023696 0.002431 1 1 1 Q9BV44 0 1011.529 High 0.000851 0.00684 31
High ILLANFLAQ 1xOxidatio  0.023861 0.002431 1 1 2 P06744 0 1719.946 High 0.000851 0.00686 17
High EDQTEYLEE 0.023696 0.002431 2 4 1 P07900; P0 0 1311.57 High 0.000851 0.006839 34
High VLDAESMH1xCarbami  0.024535 0.002431 1 1 1 Q7Z6Z7 0 1688.798 High 0.000898 0.007098 14
High LKHEDTNLA 0.024365 0.002431 1 1 1 P49407 1 1697.918 High 0.000898 0.007048 17
High ISNIPSLIFLD 0.023696 0.002431 1 1 1 Q6DKJ4 0 1689.942 High 0.000851 0.006819 23
High NWMLVEK 0.023369 0.002431 1 1 1 P55263 0 919.4706 High 0.000851 0.006705 24
High HELQANCY 1xCarbami  0.023369 0.002431 1 1 2 P23528 1 1790.813 High 0.002609 0.02269 21
High EQWWLSL 0.024028 0.002431 1 1 1 P17858 0 1117.579 High 0.000851 0.006923 24
High MLVDLAK 1xOxidatio  0.024707 0.002431 1 1 1 P06744 0 805.4488 High 0.000898 0.007121 20
High VTTVASHTS 0.02488 0.002431 1 1 2 P10909 0 2314.177 High 0.005912 0.06417 10
High HLNTEPME 0.023369 0.002431 1 1 1 P52630 0 1386.683 High 0.000851 0.006721 31
High VPTTEKPTV 0.024707 0.002431 1 1 1 Q04637 0 1588.869 High 0.000898 0.007128 9
High DFFLANASR 0.024707 0.002431 1 1 4 P07384 0 1040.516 High 0.00201 0.0176 39
High LWWLDLK 0.024028 0.002431 1 1 2 P02790 0 973.5506 High 0.000935 0.007833 28
High GDKVWVY 0.02488 0.002431 1 1 4 P02790 1 1317.684 High 0.000935 0.007255 18
High YKVPDGKP 0.023696 0.002431 1 1 1 Q15181 1 2230.082 High 0.000851 0.006798 15
High AVASQLDC 1xCarbami  0.024365 0.002431 1 1 1 P62333 0 1365.683 High 0.000898 0.007007 30
High LLVSMCQG1xCarbami     0.023532 0.002431 1 1 1 P20073 1 3204.422 High 0.000851 0.006768 8
High TFSLDKDIV 0.023696 0.002431 1 1 1 Q12882 1 1691.896 High 0.000851 0.006845 7
High APLDLDKYV 0.023532 0.002431 1 1 1 O00743 1 1502.821 High 0.000851 0.006756 23
High AEALSEPLT 0.024707 0.002431 1 1 2 Q9Y6W3 0 1439.81 High 0.005485 0.05871 17
High EAIDSYIK 0.023861 0.002431 1 1 1 Q00610 0 938.4829 High 0.000851 0.006851 23
High VKPFMTGA1xOxidatio  0.023696 0.002431 1 1 2 P13693 0 1435.761 High 0.000851 0.00682 28
High EVTINPDTT2xCarbami   0.024196 0.002431 1 3 1 P04745 0 2302.982 High 0.000898 0.006982 8
High ELNYFAK 0.02488 0.002431 1 1 4 P00558 0 884.4512 High 0.000935 0.007194 22
High TTDMAPSK 0.024707 0.002431 0 0 1 1 1723.824 High 0.000898 0.007147 21
High TVQPKPDY 0.024196 0.002431 1 1 1 Q03154 0 2197.092 High 0.000851 0.006957 4
High YPGSPGSYA 0.024707 0.002431 1 1 1 Q16769 0 1125.532 High 0.000898 0.007106 12



High TLQGIPQM 0.02488 0.002431 1 1 2 P04114 0 1554.867 High 0.004967 0.05314 17
High SNVSDAVA 0.024196 0.002431 1 1 2 P60174 0 1234.602 High 0.000898 0.006997 27
High ATAVVDGA 0.023369 0.002431 1 1 1 P32119 1 1334.731 High 0.000851 0.006704 24
High TSFNYAMK 1xOxidatio  0.023369 0.002431 1 1 1 P15559 0 977.4397 High 0.000851 0.006717 10
High NLQDLVR 0.024535 0.002431 0 0 1 0 857.4839 High 0.000898 0.007068 20
High CQNYGIPPV1xCarbami  0.024028 0.002431 1 1 1 P41226 0 1317.637 High 0.000851 0.006905 28
High DYQELMNV 0.024196 0.002431 1 2 1 P35908 0 1139.54 High 0.000898 0.006989 31
High AQGFTEDT 0.023861 0.002431 1 1 1 P41222 0 1909.954 High 0.000851 0.006889 15
High THYQQLLA 0.023369 0.002431 0 0 1 0 1536.744 High 0.000851 0.006727 17
High LMEDLDR 1xOxidatio  0.023696 0.002431 1 1 3 P06703 0 907.419 High 0.000851 0.006811 23
High MGLAMGG 0.023696 0.002431 1 1 2 P52272 0 1383.614 High 0.005079 0.0556 7
High SSSIVEFFSL 0.023369 0.002431 0 0 1 0 1471.779 High 0.000851 0.006701 31
High FHPGLGYEQ 0.024535 0.002431 0 0 1 0 1203.591 High 0.000898 0.007074 9
High CDYWIR 1xCarbami  0.024365 0.002431 1 1 2 P80188 0 912.4033 High 0.000898 0.007017 38
High EAELDVNE 0.024196 0.002431 1 1 3 P43034 1 1531.749 High 0.001689 0.01455 25
High NLLSVAYK 0.024028 0.002431 7 7 5 P63104; P3      0 907.5247 High 0.001333 0.009851 42
High MHSMNGF1xCarbami    0.023696 0.002431 1 1 1 P00450 0 2219.916 High 0.000851 0.00682 10
High SEFPESWLW 0.023532 0.002431 1 1 2 P01024 1 2330.134 High 0.000851 0.006757 10
High VPDQGFIK 0.025406 0.002543 1 1 1 Q9UBC9 0 903.4934 High 0.000935 0.007363 21
High ENFSCLTR 1xCarbami  0.025944 0.002543 1 1 1 P40925 0 1026.467 High 0.000935 0.007493 30
High HSFFSTIDW 0.025584 0.002543 1 1 1 P51812 0 1381.654 High 0.000935 0.007397 14
High QVEGMED 1xOxidatio  0.026126 0.002543 1 1 2 P25311 0 1137.488 High 0.000935 0.007539 23
High GGPDFSNL 0.02668 0.002543 0 0 1 0 1063.505 High 0.000935 0.007721 22
High VPDDPEHL 0.025584 0.002543 1 1 1 Q9Y2S2 0 1219.607 High 0.000935 0.007412 19
High FSALQQAV 0.025763 0.002543 1 1 1 Q04637 1 1919.957 High 0.000935 0.00744 21
High ATVWDLR 0.026494 0.002543 1 1 1 O94979 0 860.4625 High 0.000935 0.007683 25
High AAVLWELK 0.027247 0.002543 1 2 2 P00326 0 929.5455 High 0.000935 0.007878 11
High QLPTAAPD 0.027632 0.002543 1 1 1 P56211 1 2825.443 High 0.000982 0.008041 6
High ISWIPFMQ 0.025054 0.002543 1 1 1 O60502 0 1278.655 High 0.000935 0.007238 18
High GGSFENNW 0.027632 0.002543 1 1 2 P17858 0 1428.654 High 0.001073 0.008286 27
High INKESLLPVA 0.026309 0.002543 1 1 1 Q16851 1 1211.736 High 0.000935 0.007595 27
High TSTPEDFIR 0.025406 0.002543 1 1 2 Q9Y490 0 1065.521 High 0.000935 0.00733 14
High IILDLISESPI 0.02668 0.002543 1 1 1 P61978 0 1340.804 High 0.000935 0.007744 18
High LVYLYLMN 0.025584 0.002543 2 2 1 P63010; Q1 0 1390.744 High 0.000935 0.00741 13
High LQQGIPPSG 0.025406 0.002543 1 1 1 P80303 0 1491.817 High 0.000935 0.007349 28
High EIFNMAR 0.025944 0.002543 1 1 1 P04114 0 880.4346 High 0.000935 0.007505 28
High SISISVAR 0.026309 0.002543 1 1 5 P04264 0 832.4887 High 0.002949 0.02719 26
High FAVLHGEA 0.026309 0.002543 1 1 1 P55884 0 1096.59 High 0.000935 0.007623 17
High ASSLESGVP 0.026309 0.002543 1 1 1 P0DOX7 0 1089.553 High 0.000935 0.007637 15
High THNLEPYFE 0.025406 0.002543 1 1 2 P04264 0 1993.977 High 0.004576 0.04632 12
High ELGPYTLDR 0.026494 0.002543 1 1 1 Q8WXI7 0 1063.542 High 0.000935 0.007644 26
High VCENIPIVLC2xCarbami   0.025763 0.002543 1 1 1 P62826 1 1971.04 High 0.000935 0.007434 5
High MYATIYELK1xOxidatio  0.025406 0.002543 1 1 1 P80188 1 1519.735 High 0.000935 0.007331 16
High TSVQPTFTA 0.027439 0.002543 1 1 2 Q5T4S7 0 1485.733 High 0.004286 0.04405 11
High DNNKDCSG1xCarbami  0.026868 0.002543 1 1 1 P19021 1 1715.813 High 0.000935 0.007775 8
High YIGNMHGN 0.026126 0.002543 0 0 2 0 1445.695 High 0.000935 0.007583 13
High LIFQMPQN 0.026126 0.002543 1 2 1 P46940 0 1118.603 High 0.000935 0.007536 20
High GHLLDSFAR 0.025944 0.002543 1 1 1 Q9NQW7 0 1015.532 High 0.000935 0.007504 25
High WFLLEQPE 0.027247 0.002543 1 1 3 P08697 0 2129.122 High 0.001582 0.01203 13
High HQGVMVG 0.026494 0.002543 3 7 1 P60709; Q5  0 1171.571 High 0.000935 0.007667 16
High ALHSVLQA 0.026126 0.002543 1 1 1 Q16401 0 1659.954 High 0.000935 0.007574 13
High VLCGGDIYV1xCarbami  0.025944 0.002543 1 1 1 P49189 1 1802.936 High 0.000935 0.007499 20
High VYGVSLATH 0.025944 0.002543 0 0 1 0 1642.891 High 0.000935 0.007526 13
High GSFPWQAK 0.027057 0.002543 2 2 5 P00739; P0 0 920.4625 High 0.000935 0.00786 38
High ALGNICYDS1xCarbami  0.027057 0.002543 1 1 1 P52306 0 1491.665 High 0.000935 0.007825 11
High MFILQSK 0.026309 0.002543 1 1 1 O60925 0 866.4804 High 0.000935 0.007598 12
High VTIKPAPET 0.027826 0.002543 1 1 1 P01024 0 1212.683 High 0.000982 0.008054 15
High WESGYNTR 0.027439 0.002543 1 1 2 P61626 1 1974.869 High 0.001333 0.0101 13
High SFSNIISTLN 0.027826 0.002543 1 1 1 Q16769 0 1492.801 High 0.000982 0.008057 23
High SGYPDIGFP 0.027057 0.002543 1 1 1 Q9C0C9 0 1637.857 High 0.000935 0.007845 18
High WMIQYNN 0.027439 0.002543 1 1 1 P11586 0 1436.735 High 0.000982 0.007944 20
High TVVSGLVQ 0.025584 0.002543 1 1 1 P54577 0 1273.751 High 0.000935 0.007383 27
High VGMVETNS 0.027439 0.002543 1 1 2 Q9Y3C6 0 1888.907 High 0.000982 0.007955 8
High NFFLTNR 0.026868 0.002543 1 1 3 P17655 0 911.4734 High 0.00368 0.03807 27
High DWVCALGV2xCarbami   0.027632 0.002543 1 1 1 Q7Z4S6 0 2250.116 High 0.000982 0.008035 27
High DLNAVAFR 0.026868 0.002543 1 1 1 P14735 0 905.4839 High 0.000935 0.007783 17
High KLYGDADY 0.026868 0.002543 1 1 1 P17812 1 1471.706 High 0.000935 0.007754 15
High KPFSIEDVE 0.027057 0.002543 1 1 1 P00325 0 1555.837 High 0.000935 0.007812 21
High MIGFSETAK 0.025406 0.002543 1 1 1 P46459 0 983.4866 High 0.000935 0.007316 9
High LQDMLDGF 0.025054 0.002543 1 1 1 P55010 1 1307.703 High 0.000935 0.007258 21
High GSSGGGCF 1xCarbami  0.027247 0.002543 1 1 1 P13645 0 2342.984 High 0.000935 0.00788 10
High SGQAPVLV 0.025763 0.002543 0 0 1 1 2398.273 High 0.000935 0.007433 21
High IQENALPLM 0.025229 0.002543 1 1 1 Q9UMR2 0 2848.487 High 0.000935 0.007269 9
High MEFGTAGL 0.027439 0.002543 1 1 1 Q96G03 0 981.4822 High 0.000982 0.007936 35
High WEDAIPLA 0.026309 0.002543 1 1 1 P09960 0 1155.641 High 0.000935 0.007621 16
High AIGTEPDSD 0.026309 0.002543 1 1 1 O00410 0 2147.033 High 0.000935 0.007597 4
High GFGFILFK 0.027826 0.002543 1 1 1 Q99729 0 928.5291 High 0.000982 0.008062 17
High FAEHGETLA 0.027057 0.002543 1 1 1 Q9BXJ9 0 1233.593 High 0.000935 0.007844 19
High DGLVVFGK 0.027057 0.002543 1 1 3 Q12765 0 834.472 High 0.001333 0.009509 18
High EGLELLK 0.026309 0.002543 1 1 4 P06733 0 801.4717 High 0.001848 0.01638 26
High ILLNYLPLER 0.026868 0.002543 0 0 1 0 1243.741 High 0.000935 0.007771 23
High INVYYNESS 0.025944 0.002543 1 1 1 Q9BUF5 0 1431.675 High 0.000935 0.007487 15
High NALLSLAK 0.027439 0.002543 1 1 2 P04083 0 829.5142 High 0.000982 0.007984 34
High NFGLMMH 1xCarbami      0.027632 0.002543 1 1 1 O75556 0 2294.97 High 0.000982 0.007987 22
High SLGGQAVQ 0.026868 0.002543 1 1 1 Q9Y6U3 0 1028.585 High 0.000935 0.007798 11
High EGHALGGG 0.027057 0.002543 1 1 1 Q6ZVX7 0 2473.178 High 0.000935 0.007866 0
High RKPDTIEVQ 0.025054 0.002543 1 3 1 P15311 1 1472.789 High 0.000935 0.007235 17
High KCYFPYLEN1xCarbami  0.026868 0.002543 1 1 1 P08603 1 2185.976 High 0.000935 0.00781 3
High EQLLELPEQ 0.025054 0.002543 1 1 2 P07476 0 1790.928 High 0.000935 0.007233 18
High SQMKEDPD 0.025229 0.002543 0 0 1 1 1819.868 High 0.000935 0.007297 16
High VFQFLNAK 0.025406 0.002543 1 1 1 P83731 0 966.5407 High 0.000935 0.00734 14
High VLDLELK 0.027826 0.002543 1 1 3 P04083 0 829.503 High 0.000982 0.008046 36
High SHMAEESK 0.027826 0.002543 1 1 1 Q15642 1 1991.924 High 0.000982 0.008059 23
High TPQCEPQA 1xCarbami  0.026868 0.002543 1 1 1 Q00653 0 1684.778 High 0.000935 0.00776 12
High ALLQEQFR 0.025054 0.002543 0 0 1 0 1004.552 High 0.000935 0.007224 21



High ALEFAPACH1xCarbami  0.02668 0.002543 0 0 1 0 1171.568 High 0.000935 0.007708 18
High FYEEVHDLE 0.027826 0.002543 1 1 1 Q99733 1 1464.712 High 0.001028 0.008088 32
High NELSGALTG 0.02822 0.002679 1 1 1 P26639 0 1231.664 High 0.001028 0.008196 30
High GPLNWYR 0.028419 0.002679 0 0 2 0 905.4628 High 0.001028 0.008241 18
High EDMAALEK 0.028022 0.002679 2 4 1 Q9BQE3; P 0 906.4237 High 0.001028 0.008118 14
High GLGTDDNT 0.02822 0.002679 1 1 1 P09525 0 1174.606 High 0.001028 0.008177 3
High GPPAKDPA 0.02822 0.002679 1 1 1 Q9Y3S1 1 2225.141 High 0.001028 0.008173 17
High NHDSSQPT 0.02822 0.002679 0 0 1 0 2548.202 High 0.001028 0.008219 5
High NVHGINFV 0.028419 0.002679 1 1 2 P53634 0 1338.728 High 0.002908 0.02656 22
High FGFAIGSQT 0.028022 0.002679 0 0 1 0 1156.6 High 0.001028 0.008142 25
High NMCGLAAC2xCarbami   0.028022 0.002679 1 1 2 P09668 0 1736.817 High 0.002624 0.02421 15
High VLYPNDNF 0.028022 0.002679 2 3 1 P11216; P0 0 1442.695 High 0.001028 0.008131 26
High DLGPHAEG 0.028022 0.002679 1 1 1 Q9HBR0 0 1360.697 High 0.001028 0.008117 30
High IYQQNPEAY 0.028022 0.002679 0 0 2 0 1735.803 High 0.001028 0.008104 14
High GLEWLGR 0.02822 0.002679 0 0 10 0 830.4519 High 0.001613 0.01326 32
High AVPEGFVIP 0.02822 0.002679 1 1 1 P43490 0 1084.615 High 0.001028 0.008208 18
High VMENGLLF 0.029436 0.002812 1 1 1 Q8N335 0 1050.565 High 0.001161 0.008589 44
High IDPLAPLDK 0.029436 0.002812 1 1 3 P11766 0 981.5615 High 0.001161 0.008577 35
High IGNTEDGA 0.028821 0.002812 1 1 1 Q9C0C9 1 2306.101 High 0.001073 0.008388 20
High VTEGSFVYK 0.029436 0.002812 1 1 3 P50395 0 1029.525 High 0.001122 0.008538 33
High GHFSISIPVK 0.029024 0.002812 1 1 1 P01023 0 1084.615 High 0.001073 0.008471 14
High VVNVANVG 0.028619 0.002812 1 1 1 O00203 0 1946.02 High 0.001073 0.0083 15
High YGQPLPGY 0.029436 0.002812 1 1 1 P17936 0 1224.626 High 0.001161 0.008583 34
High EIMLGLK 0.028821 0.002812 1 1 4 Q06210 0 803.4695 High 0.001073 0.008365 27
High CSEMVPGT2xCarbami   0.028619 0.002812 1 1 1 P21217 1 2047.899 High 0.001073 0.00832 10
High NLVTEDVM 0.029024 0.002812 1 1 1 P06744 0 1076.54 High 0.001073 0.008416 28
High DLNHVCVIS1xCarbami  0.029436 0.002812 1 1 3 P00492 0 1471.721 High 0.001161 0.008548 17
High LYELIITR 0.029024 0.002812 1 1 4 P07384 0 1020.609 High 0.001613 0.01334 38
High TYNVLDMK 0.029024 0.002812 1 2 2 P0C0L5 0 983.4866 High 0.001073 0.008436 21
High ELIEQLR 0.029024 0.002812 1 1 4 P31948 0 900.5149 High 0.001073 0.008438 36
High FLVAPLTFS 0.028821 0.002812 0 0 1 0 1264.705 High 0.001073 0.0084 26
High FSHEEIAMA 0.029229 0.002812 1 1 2 P04075 1 1831.948 High 0.001073 0.008481 20
High SSSPELVTH 0.029024 0.002812 1 1 1 Q07960 0 1197.647 High 0.001073 0.00841 25
High QFAYQNSW 0.029436 0.002812 1 1 2 P07814 0 1571.76 High 0.001805 0.01589 11
High ADQVCINL 1xCarbami  0.030707 0.002938 1 1 1 Q12805 0 1088.552 High 0.001161 0.008985 16
High TLLENTAIT 0.030925 0.002938 1 1 1 Q92973 0 1301.742 High 0.001161 0.009 33
High NVIFQPVA 0.030491 0.002938 1 1 2 Q01813 0 1257.72 High 0.001161 0.008902 14
High STLMDTLFN 0.030064 0.002938 1 2 1 Q14141 0 1270.635 High 0.001161 0.008755 29
High NAGGTYQN1xCarbami  0.030707 0.002938 1 1 1 Q9BRF8 0 2411.144 High 0.001161 0.008981 10
High LGQGVNHA 0.030064 0.002938 0 0 1 1 1850.936 High 0.001161 0.008754 19
High SSGGGECT 1xCarbami  0.030707 0.002938 0 0 1 0 2193.947 High 0.001161 0.008988 19
High NTFVGTPFW 0.030707 0.002938 1 1 1 Q9Y6E0 1 2616.28 High 0.001161 0.008947 26
High SFEWLSQM 0.030277 0.002938 1 1 1 Q14204 0 1183.556 High 0.001161 0.008801 0
High DLEELVK 0.029853 0.002938 1 1 3 P22792 0 845.4615 High 0.002908 0.02648 24
High GLVVLGFPC1xCarbami  0.030925 0.002938 1 1 2 P07203 0 2115.044 High 0.001208 0.009054 22
High GLVLGIYSK 0.029644 0.002938 1 1 1 P28838 0 949.5717 High 0.001161 0.008646 22
High VVAEEAWE 0.030925 0.002938 1 1 2 Q9Y4E8 0 1424.717 High 0.001161 0.008994 15
High VIEVLPR 0.030707 0.002938 0 0 1 0 825.5193 High 0.001161 0.008933 28
High LSSFYSLK 0.030491 0.002938 1 1 1 P36952 0 944.5088 High 0.001161 0.008906 13
High LFWEPMK 0.030707 0.002938 1 1 2 P22352 0 950.4804 High 0.007531 0.08564 30
High LQDELGGQ 0.030277 0.002938 0 0 1 0 1465.776 High 0.001161 0.008793 11
High AVNTQALS 0.030491 0.002938 1 1 1 O60749 0 1370.775 High 0.001161 0.008884 18
High MSLVNSR 0.030925 0.002938 2 2 4 P01036; P0 0 806.4189 High 0.001161 0.009018 28
High AIADYLR 0.030064 0.002938 1 1 2 P43034 0 821.4516 High 0.001161 0.00874 33
High ITGEAFVQF 0.030925 0.002938 1 1 2 P52597 0 1867.944 High 0.002131 0.01887 8
High CNMGYEYS3xCarbami    0.030707 0.002938 1 1 1 P08603 1 3467.44 High 0.001161 0.008955 1
High EDIRQDLEQ 0.029853 0.002938 1 1 4 Q8TAX9 1 1301.644 High 0.001161 0.008686 25
High SLEDLQLTH 0.030707 0.002938 1 1 1 P51884 0 1297.675 High 0.001161 0.008957 24
High AGNILLTEP 0.030925 0.002938 1 1 1 Q9H2K8 0 1339.758 High 0.001161 0.009025 28
High SDQEEAEG 0.030707 0.002938 0 0 1 1 3400.473 High 0.001161 0.008986 5
High ILLTEPPMN 0.030491 0.002938 1 1 3 P61160 0 1353.745 High 0.001805 0.01567 32
High WLCEAVR 1xCarbami  0.029853 0.002938 1 1 1 Q8N474 0 933.4611 High 0.001161 0.008668 29
High EALGSVVA 1xOxidatio  0.030064 0.002938 1 1 1 O00204 0 1650.816 High 0.001161 0.008791 17
High EVTPEGLQ 0.029853 0.002938 1 1 1 P22234 0 1230.64 High 0.001161 0.008709 14
High YLYTLVITDK 0.030277 0.002938 0 0 2 1 1485.82 High 0.001161 0.008805 13
High SGQVEHLQ 0.030707 0.002938 0 0 1 1 1766.94 High 0.001161 0.008987 19
High LADKFIHAG 0.029853 0.002938 1 1 3 Q9BRF8 1 1198.694 High 0.001613 0.01288 25
High ACPRPEGLN1xCarbami  0.030491 0.002938 0 0 1 0 1644.816 High 0.001161 0.008882 9
High VLVVGAGG1xCarbami  0.030925 0.002938 0 0 1 0 1484.851 High 0.001161 0.009 9
High LGEMWNN 0.031144 0.003075 1 1 1 P09429 1 2109.955 High 0.001208 0.009063 9
High SGFSLDNG 0.031144 0.003075 1 1 1 Q9UNZ2 0 1194.575 High 0.001256 0.009118 19
High KLSFDFQ 0.031144 0.003075 1 1 2 P23381 1 884.4512 High 0.002624 0.02316 29
High IDPHAPNEM1xOxidatio  0.031144 0.003075 1 1 1 O43813 0 1528.721 High 0.001208 0.009079 6
High LTPMEFGN 0.031144 0.003075 1 1 2 P98088 0 1277.656 High 0.004323 0.04473 18
High GDVFPSYTC2xCarbami   0.031144 0.003075 1 1 1 Q08431 0 1547.687 High 0.001208 0.009059 14
High MLVSGAGD 0.031364 0.003209 1 2 2 P40227 0 990.5288 High 0.003752 0.03937 25
High AGAAPYVQ 0.031587 0.003209 1 1 2 Q01518 0 2351.228 High 0.00918 0.1123 18
High QMVQYIYK 0.031587 0.003209 0 0 1 0 1072.55 High 0.001333 0.009204 30
High MTANGTA 1xCarbami  0.031587 0.003209 1 1 1 Q16658 0 2337.133 High 0.001333 0.009209 5
High KLTEDDLILL 0.031587 0.003209 1 1 3 Q9Y263 1 1429.815 High 0.001805 0.01535 13
High FLQFFK 0.031364 0.003209 1 1 1 Q92973 0 829.4607 High 0.001256 0.009129 31
High TPENYPNA 1xCarbami    0.031364 0.003209 1 1 1 P00747 0 1916.827 High 0.001303 0.009132 13
High QVEVHQEP 0.031364 0.003209 1 1 2 Q9HBR0 0 1516.787 High 0.001303 0.009137 10
High IFINLPR 0.031364 0.003209 1 1 1 O43396 0 872.5353 High 0.001303 0.009178 34
High QLQAQDEE 0.031587 0.003209 1 1 2 P33241 0 1974.963 High 0.002172 0.01919 13
High ATANLPSYN 0.031587 0.003209 0 0 1 0 1352.626 High 0.001333 0.009223 12
High VDISAPDVD 0.031364 0.003209 1 1 1 Q09666 0 1999.987 High 0.001303 0.00917 9
High LEGFTLPR 0.034633 0.003309 1 1 4 P47989 0 932.52 High 0.001333 0.01018 13
High AHSSMVGV1xOxidatio  0.03319 0.003309 1 1 1 P00558 0 1383.705 High 0.001333 0.009738 10
High GAEILEVLH 0.034633 0.003309 1 1 2 Q15008 0 1603.917 High 0.001333 0.01014 13
High MVETALTP 1xCarbami    0.031811 0.003309 1 1 1 P01591 0 1598.671 High 0.001333 0.009285 14
High NFITAEELR 0.032036 0.003309 1 1 1 O43707 1 1248.67 High 0.001333 0.009379 26
High QFVPIKVEQ 0.032036 0.003309 1 1 1 Q16881 1 1869.023 High 0.001333 0.009339 16
High IFCVHGGLS1xCarbami  0.033426 0.003309 1 1 1 P60510 0 2141.117 High 0.001333 0.009794 8
High GVGCLDFS 1xCarbami  0.034633 0.003309 1 1 1 Q9HC35 0 982.4662 High 0.001333 0.01015 6



High AALLELWE 0.034145 0.003309 1 1 1 Q13813 0 1213.694 High 0.001333 0.01001 21
High ISFDEFIK 0.032493 0.003309 1 1 3 P13796 0 998.5193 High 0.001582 0.01167 22
High MTILQTYFR 0.033904 0.003309 1 1 1 O75348 0 1172.613 High 0.001333 0.009973 18
High GWNYILEK 0.03319 0.003309 1 1 6 P43490 0 1022.531 High 0.002097 0.01814 38
High YWLCAATG1xCarbami  0.03488 0.003309 1 1 1 P63244 0 1366.682 High 0.001333 0.01022 28
High GTFHWSGN 0.032264 0.003309 1 1 2 Q9NZL9 0 1522.674 High 0.001333 0.009425 13
High CLATGPGIA1xCarbami  0.034633 0.003309 1 1 2 O75369 0 1274.677 High 0.001333 0.01014 24
High GPDVLTATV 0.031811 0.003309 1 1 3 Q14624 0 1144.621 High 0.001333 0.009311 33
High TGLPLSTYF 0.032036 0.003309 0 0 1 0 1383.752 High 0.001333 0.009387 13
High TFGSGEAD 1xCarbami  0.032036 0.003309 1 1 1 P00734 0 1883.896 High 0.001333 0.009385 19
High KDHGDVSN1xCarbami  0.032956 0.003309 1 1 2 P15313 1 2038.965 High 0.007861 0.09388 17
High IWGEDLR 0.03319 0.003309 1 1 5 P43490 0 888.4574 High 0.001333 0.009713 20
High FRCPEALFQ2xCarbami      0.032724 0.003309 1 2 1 P60709 1 3566.621 High 0.001333 0.009548 11
High THLPEVFLS 0.031811 0.003309 1 1 1 P02774 0 1170.652 High 0.001333 0.009269 21
High TCGLCGDF 2xCarbami   0.032264 0.003309 1 1 1 P98088 0 2536.163 High 0.001333 0.009428 8
High LYHAFSAM 0.03319 0.003309 1 1 1 P05155 0 1067.534 High 0.001333 0.009732 18
High DGPLNMIL 1xOxidatio  0.033904 0.003309 1 1 2 P23526 0 2268.118 High 0.001333 0.00993 14
High DGSFSVVIT 0.032493 0.003309 1 1 2 P01833 1 1378.769 High 0.001511 0.01071 36
High DGYWFLK 0.032956 0.003309 1 1 1 Q9Y2H0 0 928.4563 High 0.001333 0.009631 10
High LLDSSTVTH 0.03488 0.003309 1 1 1 P60900 0 1360.747 High 0.001375 0.01029 17
High YSQDMHC 1xCarbami  0.031811 0.003309 0 0 2 0 1322.598 High 0.001333 0.009277 14
High KVQVAALQ 0.034388 0.003309 1 1 1 Q9UDY2 1 1951.024 High 0.001333 0.01008 18
High DIAPTLTLYV 0.032264 0.003309 2 2 1 P00739; P0 1 1418.825 High 0.001333 0.009471 36
High MESSINHIS 0.03319 0.003309 1 1 1 Q8IZP0 0 1838.907 High 0.001333 0.009752 16
High LTSDDVKEQ 0.033426 0.003309 1 1 3 P62277 1 1438.742 High 0.001333 0.009765 26
High TIFAYFTGS 0.032956 0.003309 1 1 1 Q9BRA2 0 1134.583 High 0.001333 0.009656 18
High IGIVGLPNV 0.033904 0.003309 1 1 1 Q9NTK5 0 1066.662 High 0.001333 0.009979 37
High MKEIAEAYL 0.031811 0.003309 1 1 2 P0DMV8 1 3260.63 High 0.004768 0.04934 8
High FGQIMIEN 0.03319 0.003309 1 1 1 Q9UIC8 0 1220.646 High 0.001333 0.009687 13
High IIFVVGGPG 0.03319 0.003309 1 1 1 P00568 0 1130.657 High 0.001333 0.009748 17
High MLREPAEP 0.033664 0.003309 0 0 1 1 1537.804 High 0.001333 0.009857 15
High FSVVYAK 0.033664 0.003309 1 1 3 P02765 0 813.4505 High 0.001333 0.009872 28
High SQGSQAEL 0.034145 0.003309 0 0 1 0 1632.87 High 0.001333 0.01002 15
High SPGNLTERE 0.033904 0.003309 0 0 1 1 1799.925 High 0.001333 0.009966 8
High FFEILSPVYR 0.033664 0.003309 1 1 2 Q05397 0 1270.683 High 0.001333 0.009845 18
High FEFTPGR 0.032264 0.003309 2 2 3 O95747; Q 0 853.4203 High 0.001848 0.0164 23
High TLYLADTFP 0.032724 0.003309 1 1 1 P05154 0 1558.79 High 0.001333 0.009589 11
High MAIESAGF 0.033904 0.003309 1 1 1 P07384 0 953.4761 High 0.001333 0.009917 33
High AGFVCPTP 1xCarbami  0.033664 0.003309 1 1 2 P22079 0 1236.608 High 0.001333 0.009866 32
High IVLVDNK 0.032724 0.003309 1 1 4 P01591 0 800.4876 High 0.001333 0.009608 36
High IEGFEVLK 0.032956 0.003309 1 1 2 Q15435 0 934.5244 High 0.001333 0.009616 17
High NLVELAELE 0.034388 0.003309 1 1 2 Q9UNH7 0 1270.725 High 0.001333 0.0101 26
High HGVVPLAT 0.034388 0.003309 0 0 1 0 1243.662 High 0.001333 0.01012 17
High GLEVTITAR 0.034388 0.003309 1 1 4 P01024 0 959.552 High 0.00335 0.0334 16
High ESSLTEPVIV 0.033664 0.003309 1 1 1 Q14738 0 1484.857 High 0.001333 0.009877 26
High EFEDAFPAD 0.034633 0.003309 0 0 1 0 2170.993 High 0.001333 0.01014 6
High GCEEDKNL 1xCarbami  0.033664 0.003309 0 0 2 1 2155.983 High 0.001333 0.0099 7
High GFCFLEYED1xCarbami  0.03319 0.003309 1 2 1 O60506 0 1444.62 High 0.001333 0.009752 14
High NSLCIENSC 2xCarbami   0.031811 0.003309 1 1 1 Q15582 1 1887.88 High 0.001333 0.009327 13
High RLGMDGYR 0.034388 0.003309 1 1 3 P61626 1 967.4778 High 0.003386 0.03393 32
High EQHLFLPFS 0.031811 0.003309 1 1 1 P04114 0 1408.726 High 0.001333 0.009306 25
High ILQEAGADI 0.032036 0.003309 1 1 1 Q96BW5 0 1144.621 High 0.001333 0.009332 10
High NSTFSEIFK 0.032264 0.003309 1 1 1 P29401 1 1200.626 High 0.001333 0.009401 17
High ENLISALEEA 0.032264 0.003309 1 1 1 P22102 1 1344.737 High 0.001333 0.009462 21
High QIWLGLFD 0.034145 0.003309 1 1 1 P52594 0 1262.653 High 0.001333 0.01003 24
High QIPCIVSML 1xCarbami  0.034145 0.003309 1 1 1 P42574 0 1289.696 High 0.001333 0.01 5
High YMVADKFT 0.032956 0.003309 1 1 1 P30153 1 1472.745 High 0.001333 0.009664 12
High QCTHAGGL1xCarbami  0.032493 0.003309 1 1 2 P98088 0 1525.696 High 0.001333 0.009525 10
High ATLPSPDKL 0.032724 0.003309 1 1 4 P22314 1 1370.768 High 0.001333 0.009558 30
High QLILVGDHC2xCarbami   0.033426 0.003309 1 1 1 Q92900 0 2067.055 High 0.001333 0.009765 20
High IMCCVAQQ2xCarbami   0.034633 0.003309 1 1 1 Q9BTW9 0 1424.633 High 0.001333 0.01018 26
High VDDQIYSEF 0.034388 0.003309 1 1 1 Q9BVG4 0 1271.59 High 0.001333 0.01007 12
High VDWLTEK 0.03488 0.003309 3 3 1 P60842; P3  0 890.4618 High 0.001333 0.01026 8
High QYSVAFCN 1xCarbami  0.034145 0.003309 1 1 1 Q9BZQ8 0 1380.648 High 0.001333 0.01005 3
High AFLQGGQE 0.034388 0.003309 1 1 2 Q14203 0 1815.996 High 0.005372 0.05801 24
High EFSGYVESG 0.033426 0.003309 1 1 2 P20073 0 1215.589 High 0.001333 0.009802 17
High AYINKVEEL 0.032956 0.003309 1 1 1 P07108 1 1206.673 High 0.001333 0.009674 15
High AFSGYLGTD 0.031811 0.003309 1 1 2 P10768 0 1273.606 High 0.001333 0.009266 13
High AGALQCSP 1xCarbami  0.031811 0.003309 1 1 1 Q9Y490 0 1468.674 High 0.001333 0.009282 9
High GLFIIDGK 0.034388 0.003309 1 1 4 P32119 0 862.5033 High 0.003086 0.02998 27
High HEFEELFR 0.032724 0.003309 1 1 1 P41226 0 1106.527 High 0.001333 0.009561 14
High SEDEAKFPT 0.031811 0.003309 1 1 1 Q05655 1 1424.647 High 0.001333 0.009309 22
High QGWACCP 2xCarbami   0.035128 0.003435 1 1 1 P28799 0 1197.493 High 0.001375 0.01035 32
High GPVGTVSE 0.035128 0.003435 0 0 1 0 1284.691 High 0.001375 0.01036 7
High VAASNIVQ 0.035886 0.003435 1 1 2 P49721 1 1670.817 High 0.001422 0.01059 18
High TVSLSQML 0.035886 0.003435 1 1 2 Q8IWE2 0 1034.566 High 0.004398 0.04539 16
High MVETALTP 1xCarbami  0.035379 0.003435 1 1 2 P01591 0 1582.676 High 0.001375 0.0104 16
High EDIPVNYM 0.035631 0.003435 1 1 1 P06865 0 1108.534 High 0.001375 0.01049 21
High LNDHLLLVY 0.035886 0.003435 1 1 1 Q8N0W3 0 1385.779 High 0.001375 0.01057 11
High DYFIATCK 1xCarbami  0.035128 0.003435 1 1 2 P00736 0 1017.471 High 0.001375 0.0103 20
High DLSLLSHGG 0.035631 0.003435 1 1 1 Q08257 0 1054.564 High 0.001375 0.01049 27
High YEYGIFNQK 0.035631 0.003435 1 1 2 P06737 0 1161.558 High 0.001375 0.01047 37
High LVSLTLNLV 0.035128 0.003435 1 1 1 P01833 0 1228.762 High 0.001375 0.01031 28
High SCFLCMVC 3xCarbami    0.035886 0.003435 1 1 1 P21291 0 1204.498 High 0.001375 0.01056 32
High GLTEQEVET 0.035379 0.003435 1 1 1 Q13618 0 1474.764 High 0.001375 0.01044 23
High LGVNNISG 0.035631 0.003435 0 0 1 0 3086.536 High 0.001375 0.0105 17
High LLELTGPK 0.035886 0.003435 1 1 2 P04217 0 870.5295 High 0.001375 0.01055 23
High CQVSGSPP 1xCarbami  0.035379 0.003435 1 1 1 P98160 0 1870.833 High 0.001375 0.01039 20
High LISSDGHEF 0.035886 0.003435 1 1 1 Q15369 0 1344.716 High 0.001375 0.01055 24
High DSITTWEIL 1xOxidatio  0.035886 0.003435 1 1 2 P01024 1 1939.968 High 0.001375 0.01055 15
High LYCPVEFSK 1xCarbami  0.035128 0.003435 0 0 1 0 1142.555 High 0.001375 0.01035 27
High HQAFEAEL 0.035631 0.003435 1 1 1 Q13813 0 1587.751 High 0.001375 0.01047 18
High QYMFSSLK 0.035379 0.003435 1 1 1 P13010 0 1003.492 High 0.001375 0.01036 15
High LPEPNWTR 0.035379 0.003435 1 1 3 Q92696 0 1012.521 High 0.001375 0.01039 17
High VSVVSPDH 0.035886 0.003435 1 1 1 Q6NV74 0 1741.872 High 0.001375 0.01058 17



High TYIQCIAAIS 1xCarbami  0.036142 0.00357 1 1 1 Q86VP6 0 1295.678 High 0.001422 0.01065 25
High LYQTDPSGT 0.036142 0.00357 1 2 1 O14818 0 1666.786 High 0.001469 0.01066 13
High SLKPGALSN 0.036142 0.00357 0 0 2 0 2055.108 High 0.001422 0.01064 19
High IVQMTEAE 1xOxidatio  0.036142 0.00357 1 1 2 P62140 0 1191.604 High 0.001422 0.01065 19
High LEALPNSLL 0.036142 0.00357 1 1 1 P35858 0 1463.858 High 0.001422 0.01064 18
High SANVNEFP 0.036142 0.00357 1 1 1 P55060 0 1217.652 High 0.001422 0.01061 28
High HWLVTDIK 0.0364 0.003705 1 1 1 Q96S96 0 1011.562 High 0.001511 0.01069 13
High CPVTYGQC 4xCarbami        0.0364 0.003705 1 1 1 P03973 0 2951.196 High 0.001511 0.01071 7
High GGGTLCAQ1xCarbami  0.0364 0.003705 1 1 1 O00115 0 1471.773 High 0.001511 0.01069 6
High VVLVAVDK 0.0364 0.003705 1 1 1 P01024 0 842.5346 High 0.001511 0.01069 36
High EAGFSYSHA 0.037452 0.003834 0 0 1 0 1495.692 High 0.001511 0.01103 9
High VTTVIQNPM 0.037452 0.003834 0 0 1 0 1368.767 High 0.001511 0.01103 26
High VPPSPELVK 0.037452 0.003834 0 0 3 0 965.5666 High 0.001553 0.01109 13
High WFAFFK 0.037452 0.003834 1 1 1 P53634 0 845.4345 High 0.001553 0.01108 5
High GSFMLGLE 0.037186 0.003834 1 1 2 Q92905 0 1362.647 High 0.001511 0.01097 13
High TLLSNLEEA 0.036922 0.003834 1 1 4 P10909 1 1245.705 High 0.001652 0.01418 33
High NHMQYEIV1xOxidatio  0.037452 0.003834 1 1 1 P19827 0 1290.651 High 0.001511 0.01105 8
High KTSCEFTGD1xCarbami  0.036922 0.003834 1 1 1 P21281 1 1426.699 High 0.001511 0.0109 13
High EAVTEILGIE 0.03666 0.003834 1 1 1 Q15631 1 1698.891 High 0.001511 0.01077 27
High GPLAELPSA 0.036922 0.003834 1 1 1 Q9C0C2 0 1010.563 High 0.001511 0.01086 19
High AWNAYPYC1xCarbami  0.036922 0.003834 2 2 2 P48739; Q0 0 1200.525 High 0.007531 0.08706 20
High LKEEYQSLIR 0.03666 0.003834 1 1 1 Q9Y3C8 1 1278.705 High 0.001511 0.01076 14
High VLDLELKGD 0.036922 0.003834 1 1 4 P04083 1 1371.773 High 0.001805 0.01548 31
High LFCVGFTK 1xCarbami  0.036922 0.003834 0 0 1 0 971.5019 High 0.001511 0.01092 27
High GSNMDFRE 0.03799 0.003957 0 0 1 1 1696.723 High 0.001553 0.01125 15
High KVQAFLAEC2xCarbami   0.038536 0.003957 1 1 1 Q99933 1 2668.234 High 0.001582 0.01137 14
High LSGVMVPA 0.03799 0.003957 1 1 1 Q9UBB4 0 1808.994 High 0.001553 0.01119 11
High AWNTMVL 0.038262 0.003957 1 1 1 P06737 0 962.5128 High 0.001553 0.01127 27
High QINWTVLY 0.038262 0.003957 1 1 1 P83731 0 1192.647 High 0.001553 0.01131 8
High AALRDYETV 0.03799 0.003957 1 1 1 P53041 1 1264.69 High 0.001553 0.01119 16
High VFDLLKDEA 0.038262 0.003957 1 1 2 O95671 1 1402.758 High 0.001805 0.01543 23
High QASTDAGT 0.038262 0.003957 1 1 1 P46937 0 1780.894 High 0.001553 0.01133 9
High YASINAHLG 0.03772 0.003957 0 0 1 0 1558.797 High 0.001553 0.01111 9
High DIAYQLMH 0.038536 0.003957 1 1 1 P05186 0 1373.699 High 0.001582 0.01141 19
High VAPDEHPIL 0.03799 0.003957 1 1 4 Q562R1 0 1954.064 High 0.008517 0.1032 15
High GWVTDGFS 0.038536 0.003957 1 1 2 P02656 0 1196.595 High 0.001582 0.01137 20
High NKLAELEEA 0.038262 0.003957 1 1 1 P13647 1 1385.763 High 0.001553 0.01133 24
High EAVANKGP 0.038262 0.003957 1 1 2 P25774 1 1568.839 High 0.001553 0.01134 33
High VTLELGGK 0.03772 0.003957 2 5 1 P47895; P0 0 816.4825 High 0.001553 0.01111 29
High MMIPDCQ 1xCarbami  0.03772 0.003957 1 1 1 O75347 0 1050.453 High 0.001553 0.01111 20
High GTGPYPPSV 0.03799 0.003957 1 1 1 P09668 0 1331.638 High 0.001553 0.01119 17
High LMEDLDR 0.03799 0.003957 1 1 5 P06703 0 891.424 High 0.001553 0.01122 28
High RVIAEGDLG 0.03772 0.003957 1 1 1 O95861 1 1398.795 High 0.001553 0.01111 22
High ELLQQMER 0.03772 0.003957 1 1 1 O43813 0 1046.53 High 0.001553 0.01116 14
High YYDYSGAFR 0.03799 0.003957 1 1 1 P08582 0 1141.495 High 0.001553 0.01119 18
High SIPAYLAET 0.038536 0.003957 1 1 1 P08758 0 1733.882 High 0.001582 0.01142 14
High LYHEADKTY 0.038262 0.003957 1 1 1 O75663 1 1539.762 High 0.001553 0.01135 3
High KMGAMAK 2xCarbami     0.03799 0.003957 1 1 2 Q01469 1 1911.88 High 0.001553 0.01124 8
High LGDDLLQC 1xCarbami  0.03772 0.003957 0 0 1 0 1465.747 High 0.001553 0.01112 15
High QFSSSYLSR 0.039371 0.004051 1 1 1 P35527 0 1074.521 High 0.001582 0.01169 5
High QGVDADIN 0.042293 0.004051 1 1 1 P35527 0 1157.591 High 0.001582 0.01257 34
High FNIDMPHR 0.042293 0.004051 1 1 2 Q05655 0 1029.493 High 0.001582 0.01258 33
High SGFWGWR 0.040224 0.004051 1 1 1 Q8IZ07 0 895.421 High 0.001582 0.01188 16
High FLVNLVK 0.042293 0.004051 1 1 1 P43652 0 832.5291 High 0.001582 0.01257 25
High ALTDMPQM 0.041098 0.004051 1 1 1 P02671 0 1062.507 High 0.001582 0.0122 14
High TFISPIK 0.042597 0.004051 1 1 2 P01024 0 805.4818 High 0.001582 0.01265 31
High ELPPAAAIG 0.042597 0.004051 1 1 2 Q14C86 0 2433.262 High 0.001805 0.0153 16
High NHNVAVYS 0.039653 0.004051 1 1 1 Q5SGD2 0 1357.697 High 0.001582 0.01171 14
High ELHLDHNQ 0.041691 0.004051 1 1 1 Q06828 0 1361.692 High 0.001582 0.0124 4
High QGIPFFGQV 0.041098 0.004051 1 1 2 P01023 0 1148.621 High 0.001582 0.01219 17
High DVLFPGYTH 0.041098 0.004051 1 1 2 P04424 0 1445.754 High 0.001582 0.01216 10
High VSAEPTAN 0.03909 0.004051 1 1 1 Q6P6B1 0 2077.129 High 0.001582 0.01155 7
High RVELEAALQ 0.038812 0.004051 1 1 1 P19013 1 1355.764 High 0.001582 0.01145 28
High LCSAHGVLV1xCarbami  0.040224 0.004051 1 1 1 P17812 0 1625.858 High 0.001582 0.01192 14
High RYDVVADC 1xCarbami  0.038812 0.004051 1 1 1 O95396 1 1766.813 High 0.001582 0.01144 19
High NFIAQGPYE 0.039371 0.004051 1 1 1 P21281 0 1308.633 High 0.001582 0.01169 21
High SAGILTLPIM 0.040804 0.004051 0 0 1 0 1258.719 High 0.001582 0.0121 19
High SANPPHTIQ 0.042597 0.004051 0 0 1 0 2276.115 High 0.001613 0.01267 8
High AKDGLVVF 0.038812 0.004051 1 1 1 Q12765 1 1033.604 High 0.001582 0.01148 10
High TFQMDDYS1xCarbami  0.041991 0.004051 1 1 2 O00534 0 1914.872 High 0.001582 0.01252 10
High IFGGLDMLA 0.041991 0.004051 1 1 2 Q92688 0 1193.623 High 0.001805 0.01558 21
High LFFWMQE 0.042293 0.004051 0 0 1 0 1225.607 High 0.001582 0.01258 8
High NADNDWF 0.039371 0.004051 1 1 1 Q9Y3C8 0 1037.444 High 0.001582 0.01163 26
High GVFTKPIDS 0.039938 0.004051 1 1 1 O15231 0 2119.082 High 0.001582 0.01179 4
High LFAECHVIN1xCarbami  0.041991 0.004051 1 1 1 Q9Y4X5 1 1542.81 High 0.001582 0.01252 11
High YWGVASFL 0.040804 0.004051 1 1 1 P02753 0 1198.626 High 0.001582 0.01207 7
High EANNFLWP 0.041098 0.004051 1 1 1 P18124 0 1265.631 High 0.001582 0.01217 16
High SPDTMVIIK 0.040513 0.004051 0 0 2 0 1003.549 High 0.001582 0.01197 7
High RTEGVGPG 1xOxidatio  0.039938 0.004051 1 1 1 P27361 1 1756.89 High 0.001582 0.01183 24
High FFVGGNW 0.039653 0.004051 1 1 4 P60174 0 954.4832 High 0.001582 0.0117 23
High WGQIVLK 0.042293 0.004051 1 1 1 Q9H4A4 0 843.5087 High 0.001582 0.01257 24
High MEVGPTM 1xOxidatio  0.042293 0.004051 0 0 1 0 2702.211 High 0.001582 0.01259 15
High ELDIMEPK 0.041393 0.004051 1 1 1 Q13200 0 974.4863 High 0.001582 0.01233 19
High NYSWMDII 1xCarbami  0.040513 0.004051 1 1 2 Q9BV57 0 1543.728 High 0.001582 0.01204 19
High MFIFYGNK 0.041098 0.004051 1 1 1 O94973 0 1019.502 High 0.001582 0.01223 9
High ADLEMQIE 1xOxidatio  0.038812 0.004051 1 1 2 P13645 1 2240.137 High 0.001582 0.01146 19
High ALEWLAHI 0.042597 0.004051 0 0 1 0 1672.833 High 0.001613 0.01266 16
High ENFCNIHVS1xCarbami  0.041393 0.004051 1 1 2 P17812 0 2371.135 High 0.002624 0.02354 8
High ELTGIQQG 0.041393 0.004051 1 1 1 Q99933 0 1330.737 High 0.001582 0.01233 6
High EAFDEVDM 0.041393 0.004051 1 1 2 Q9NX46 0 1319.568 High 0.002624 0.02382 14
High MLDAEDIV 0.039371 0.004051 1 1 1 P12814 0 1759.853 High 0.001582 0.01166 14
High QYMQMLP 0.041691 0.004051 1 1 1 Q9UGI8 0 1038.511 High 0.001582 0.01242 18
High FGFCPMAA2xCarbami     0.041991 0.004051 1 1 1 P02751 0 2636.104 High 0.001582 0.01247 8
High DVVICPDAS1xCarbami  0.040804 0.004051 1 1 1 Q99497 0 1531.731 High 0.001582 0.01208 10
High EQADFAIEA 0.041098 0.004051 2 2 4 P35579; Q7 0 1305.669 High 0.001582 0.01219 34



High SEIDLFNIR 0.041991 0.004051 1 1 2 P08758 0 1106.584 High 0.001613 0.01276 29
High LGFTDLFSK 0.040513 0.004051 1 1 1 P29622 0 1027.546 High 0.001582 0.01197 17
High LAPPLVTLL 0.041393 0.004051 1 1 1 P63010 0 2265.285 High 0.001582 0.01234 15
High AGMIFYR 0.039653 0.004051 1 1 1 P34896 0 857.4338 High 0.001582 0.0117 25
High YQGTDCAL 1xCarbami  0.041098 0.004051 0 0 1 0 2214.018 High 0.001582 0.01222 16
High LLIYGASTR 0.040224 0.004051 0 0 4 0 993.5728 High 0.002987 0.02747 33
High AQLDPAFIK 0.042293 0.004051 1 1 1 P25325 0 1002.562 High 0.001582 0.0126 22
High GLEWVANI 0.038812 0.004051 1 1 1 P01780 1 1673.849 High 0.001582 0.01147 18
High LVADFMAK 0.040513 0.004051 2 3 1 P00325; P0 0 894.4754 High 0.001582 0.01199 24
High LLSLLEKDE 0.03909 0.004051 1 1 1 P35270 1 1334.757 High 0.001582 0.01159 17
High TSKPFNPLL 0.040804 0.004051 1 1 1 P22059 0 1964.012 High 0.001582 0.01208 17
High VLADKFIIPG 0.040513 0.004051 1 1 1 P04114 1 1313.819 High 0.001582 0.01199 27
High TKTETITGF 0.03909 0.004051 1 1 1 P02751 1 2572.337 High 0.001582 0.0116 17
High AALNELLK 0.041991 0.004051 0 0 1 0 871.5247 High 0.001582 0.01253 19
High LSLCGEESF 1xCarbami  0.040513 0.004051 1 1 1 P36871 0 1864.849 High 0.001582 0.01203 11
High LIEDTEDW 0.039653 0.004051 1 1 1 Q96HC4 0 1429.707 High 0.001582 0.01176 13
High LLGQFSEK 0.041098 0.004051 1 1 1 P53004 0 921.504 High 0.001582 0.01224 28
High VILGNELPK 0.041991 0.004051 1 1 2 P28065 0 982.5932 High 0.001582 0.01248 21
High YSYFQLLDS 0.041991 0.004051 1 1 1 P0C870 0 1477.757 High 0.001582 0.01251 4
High LNISFPATG 1xCarbami  0.041991 0.004051 1 1 2 P62753 0 1335.673 High 0.001582 0.01245 21
High LMIYEVSK 0.041393 0.004051 0 0 1 0 982.5278 High 0.001582 0.01224 36
High ASTNIQDTE1xCarbami  0.041393 0.004051 0 0 1 0 2471.11 High 0.001582 0.01231 16
High AAPFSLEYR 0.039653 0.004051 1 1 1 Q15181 0 1053.536 High 0.001582 0.01175 25
High KVDWLTEK 0.041393 0.004051 3 3 2 P60842; P3  1 1018.557 High 0.001582 0.01227 27
High AWTVEQLR 0.039371 0.004051 1 1 2 Q00688 0 1002.537 High 0.001582 0.01169 14
High IFIIQACR 1xCarbami  0.044155 0.004158 2 2 2 P55212; P4 0 1020.566 High 0.001613 0.0132 39
High LVEIIGSR 0.045118 0.004158 1 1 1 Q9NTX5 0 886.5356 High 0.001613 0.01346 37
High AMTLMEYL 0.044474 0.004158 0 0 1 0 1212.637 High 0.001613 0.01322 18
High STMLELEK 0.046103 0.004158 1 1 2 Q12765 0 950.4863 High 0.003086 0.02974 9
High MNKPITPST1xOxidatio  0.044155 0.004158 1 1 1 Q9NWZ3 0 1422.741 High 0.001613 0.01312 22
High AQEEAERL 0.045773 0.004158 1 1 1 P15311 1 1416.671 High 0.001613 0.01373 16
High EVFDSAILSA 0.043525 0.004158 0 0 1 0 1558.811 High 0.001613 0.01296 16
High MFIFYGNK 1xOxidatio  0.044795 0.004158 1 1 1 O94973 0 1035.497 High 0.001613 0.01333 21
High SETDLLDIR 0.045773 0.004158 1 1 2 P50995 0 1061.547 High 0.002538 0.02145 44
High SFLEDIRK 0.045773 0.004158 1 1 1 P52209 1 1007.552 High 0.001613 0.0137 20
High GYKPPDEG 0.043839 0.004158 1 1 2 Q92905 0 2133.05 High 0.00287 0.02596 10
High DLYVNPNH 0.046103 0.004158 1 1 1 Q9Y6D5 0 1870.904 High 0.001652 0.01381 11
High ALGEYLER 0.043213 0.004158 1 1 2 Q14204 0 950.4942 High 0.001613 0.01288 17
High FSSGITGCV 1xCarbami  0.044474 0.004158 1 1 2 P98160 0 1055.519 High 0.005629 0.06042 12
High MCVDVNEC2xCarbami   0.043839 0.004158 1 1 1 P23142 0 1310.529 High 0.001613 0.01303 18
High WHNQETG 0.043525 0.004158 1 1 1 O14920 0 1553.771 High 0.001613 0.01299 11
High AALGPLVTG 0.045773 0.004158 1 1 1 P11172 0 1762.974 High 0.001613 0.0137 11
High TLTPSYYR 0.045118 0.004158 1 1 2 Q9NP72 0 1000.51 High 0.001613 0.01353 17
High EVYFAER 0.043839 0.004158 0 0 1 0 913.4414 High 0.001613 0.01306 35
High TLQTMQN 0.045444 0.004158 0 0 1 0 1238.62 High 0.001613 0.01358 8
High FYEAFSK 0.045444 0.004158 1 1 3 P08238 0 891.4247 High 0.001888 0.01655 17
High VYTLTPFLA 0.044795 0.004158 1 1 1 P49407 0 1408.758 High 0.001613 0.01333 15
High ALLLLCGED1xCarbami  0.043213 0.004158 1 1 2 P08758 0 1118.54 High 0.001613 0.01287 44
High NAFMMLIH 0.043839 0.004158 1 1 1 P53618 0 1561.725 High 0.001613 0.01305 18
High GNFSSFMQ 0.043525 0.004158 1 1 1 Q06210 0 1045.477 High 0.001613 0.01296 30
High DIEAQTQK 0.045444 0.004158 0 0 1 0 1896.919 High 0.001613 0.01354 9
High LFFLQVK 0.043525 0.004158 1 3 2 P15311 0 894.5448 High 0.00335 0.03321 25
High MENPGCHV1xCarbami  0.046103 0.004158 0 0 1 0 1655.726 High 0.001652 0.0138 7
High CSVCKEPIM2xCarbami   0.045444 0.004158 1 1 1 Q93052 1 2188.02 High 0.001613 0.01361 9
High NFDLRPGV 0.044155 0.004158 1 1 2 P31153 0 1285.738 High 0.001613 0.01314 13
High EAFVVEEW 0.045773 0.004158 1 1 1 P35606 0 1235.631 High 0.001613 0.01363 10
High FICIYPAYLN1xCarbami  0.045444 0.004158 0 0 1 0 1515.766 High 0.001613 0.01354 10
High NITTVLQPC1xCarbami  0.042904 0.004158 0 0 1 0 1780.897 High 0.001613 0.01281 17
High INQDPLGIQ 0.043839 0.004158 1 1 1 P17050 0 1210.654 High 0.001613 0.01308 19
High LASVPGSQT 0.043213 0.004158 0 0 1 0 1284.752 High 0.001613 0.01292 12
High DCGATWVV1xCarbami  0.044795 0.004158 1 1 1 P60174 1 1742.839 High 0.001613 0.01337 18
High AEMDQILH 0.044795 0.004158 1 1 2 P04424 0 1369.678 High 0.002254 0.01949 48
High LPLPEPWR 0.045118 0.004158 1 1 1 Q9HB07 0 1007.567 High 0.001613 0.01351 32
High LNITYPMLF 0.045444 0.004158 0 0 1 0 1239.681 High 0.001613 0.01353 27
High ELDLYDNQ 0.042904 0.004158 1 1 2 Q15435 0 1250.626 High 0.001613 0.01272 25
High VAYVSFGP 0.045118 0.004158 1 1 1 P50914 0 1232.642 High 0.001613 0.01344 22
High NVSIGIVGK 0.045773 0.004158 1 1 1 P25786 0 886.5356 High 0.001613 0.01365 21
High AQQQLAFL 0.045444 0.004158 1 1 1 Q6P1N0 0 1260.67 High 0.001613 0.01355 21
High VGPQVPLS 0.043839 0.004158 1 1 1 Q9H6S3 0 1382.743 High 0.001613 0.01306 13
High AFALEVIK 0.044795 0.004158 1 1 1 Q9H2U2 0 890.5346 High 0.001613 0.01333 20
High KGIQEAQV 0.045118 0.004158 1 1 2 Q6P996 1 1370.764 High 0.001613 0.0135 20
High TFTLLDPK 0.043525 0.004158 1 1 1 Q96PD5 0 934.5244 High 0.001613 0.01295 18
High IQEVFSSYK 0.043213 0.004158 1 1 1 P49356 0 1100.562 High 0.001613 0.0129 7
High GSWYSMR 0.047452 0.004278 1 1 1 P02675 0 886.3876 High 0.001652 0.01422 32
High YIFHNFME 0.046437 0.004278 1 1 2 Q14624 0 1256.588 High 0.001652 0.01385 18
High HVEAVYIDI 0.046437 0.004278 1 1 2 Q00169 0 1400.717 High 0.001652 0.01387 18
High DCGSVDGV3xCarbami    0.047796 0.004278 1 1 1 P61916 1 2874.343 High 0.001689 0.01434 10
High QGHNSVFL 0.046773 0.004278 1 1 1 P02790 0 1142.632 High 0.001652 0.01395 18
High HYDGSYST 0.047796 0.004278 1 1 4 P01023 0 1418.597 High 0.008765 0.1067 16
High ALESSIAPIV 0.046437 0.004278 1 1 1 Q9Y265 0 1687.938 High 0.001652 0.01387 10
High NYAQVFNK 0.047452 0.004278 1 1 1 Q9Y6E2 0 983.4945 High 0.001652 0.01422 13
High HVMDGSLP 0.047796 0.004278 1 1 1 Q7Z6Z7 0 1284.662 High 0.001652 0.01428 18
High LGGGMPG 0.047796 0.004278 1 1 1 O00487 0 3323.719 High 0.001689 0.01437 21
High MPSLPSYK 1xOxidatio  0.047796 0.004278 1 1 1 P29401 0 938.4652 High 0.001689 0.01431 14
High TFLDINK 0.046437 0.004278 1 1 7 P20061 0 850.4669 High 0.002624 0.02398 38
High TTPVASQQ 1xCarbami  0.046773 0.004278 0 0 2 0 2499.214 High 0.004576 0.04777 16
High AESFMFR 0.046773 0.004278 1 1 3 Q13126 0 887.408 High 0.001652 0.01404 17
High ALPCEVSTY1xCarbami  0.047452 0.004278 1 1 1 P23743 0 1238.609 High 0.001652 0.0142 13
High SLETCMYD 1xCarbami  0.046773 0.004278 1 1 1 Q14204 0 1283.539 High 0.001652 0.01396 17
High GQILMPNIG 0.046773 0.004278 1 1 1 P62910 0 1491.762 High 0.001652 0.01395 24
High IPEQILGK 0.047452 0.004278 0 0 1 0 897.5404 High 0.001652 0.01427 29
High GAVYSFDPV 0.047452 0.004278 1 1 1 P20618 0 1545.733 High 0.001652 0.01417 7
High LISSVDPQF 0.046437 0.004278 1 1 2 Q9BVG4 0 1246.704 High 0.001652 0.01386 24
High FLQLTPER 0.047796 0.004278 0 0 2 0 1003.557 High 0.001689 0.01432 27
High EGFHFEETL 0.046773 0.004278 1 1 1 Q96G03 0 1541.727 High 0.001652 0.01397 7



High SASFREEYIR 0.048142 0.004391 1 1 1 P05120 1 1257.622 High 0.001689 0.01442 23
High LDYILGLK 0.049197 0.004391 1 1 1 P46781 0 934.5608 High 0.001689 0.01484 25
High ALELCEILAK1xCarbami  0.049914 0.004391 1 1 1 P49354 0 1159.639 High 0.001689 0.01499 34
High IAAESSENV 1xCarbami  0.049914 0.004391 1 1 1 Q32MZ4 0 1759.78 High 0.001689 0.015 15
High SENEEFVEV 0.049914 0.004391 0 0 1 0 1294.591 High 0.001734 0.01506 5
High AASDIAMT 1xOxidatio  0.048491 0.004391 1 1 1 P62258 0 1835.932 High 0.001689 0.01452 10
High QHLENDPG 0.048142 0.004391 1 1 1 O43396 0 1908.857 High 0.001689 0.0144 12
High YAFSLLAR 0.048843 0.004391 1 1 1 Q8TE68 0 940.5251 High 0.001689 0.01467 36
High LGNQEPGG1xCarbami  0.048491 0.004391 1 1 1 P08697 1 2153.077 High 0.001689 0.01451 13
High TVSSHEVFL 0.048491 0.004391 1 1 2 Q9Y5X3 0 1302.68 High 0.001689 0.01454 15
High ISLAIPNLGN 0.048491 0.004391 1 1 1 Q15018 0 1875.981 High 0.001689 0.01454 5
High TWYPEVPK 0.048142 0.004391 1 1 1 P04003 0 1019.52 High 0.001689 0.0144 13
High EPAHLMSL 1xOxidatio  0.049197 0.004391 1 1 2 P06396 0 2048.071 High 0.001689 0.01477 14
High ELEFYLR 0.049554 0.004391 1 1 3 P62241 0 969.504 High 0.001689 0.01495 20
High RNLDIERPT 0.048142 0.004391 2 7 1 Q9BQE3; P 1 1874.983 High 0.001689 0.0144 14
High FELFVMK 0.049914 0.004391 1 1 1 Q15046 0 913.4852 High 0.001734 0.01503 8
High MSVIWDK 0.048491 0.004391 1 1 1 Q14195 0 878.4441 High 0.001689 0.01455 25
High EGLLAIFK 0.048491 0.004391 2 2 1 P14923; P3 0 890.5346 High 0.001689 0.01455 22
High LSITGTYDL 0.049554 0.004391 1 1 2 P01009 0 1110.604 High 0.001972 0.01739 31
High QQHEGAQ 1xCarbami  0.049197 0.004391 1 1 2 P33241 0 2064.915 High 0.008202 0.09838 5
High KVEEPSIYES 0.049914 0.004391 0 0 2 1 1435.743 High 0.001734 0.01501 15
High VFSLQWGE 0.049914 0.004391 1 1 1 P05156 0 1192.636 High 0.001734 0.01507 11
High YLYPNIDKD 0.048843 0.004391 1 1 2 P42224 1 1680.838 High 0.003459 0.03517 15
High SIIGMIDMF 0.049554 0.004391 1 2 2 P31151 0 1291.654 High 0.004576 0.0483 9
High VEAFQTTIS 0.049914 0.004391 1 1 1 Q9UL46 0 1123.599 High 0.001689 0.01496 23
High DCLTESNLI 1xCarbami  0.049554 0.004391 1 1 1 P21980 0 1192.588 High 0.001689 0.01485 12
High YVPGSSGSS 0.049197 0.004391 1 1 1 Q9Y263 0 2239.063 High 0.001689 0.01481 23
High GPLEYVPSA 0.048142 0.004391 1 1 1 Q14764 0 1060.567 High 0.001689 0.01448 17
High GPTLCVVG 2xCarbami   0.048491 0.004391 0 0 1 0 1457.724 High 0.001689 0.0146 7
High ITQLLGLPTY 0.048491 0.004391 1 1 1 Q9BTW9 0 1274.747 High 0.001689 0.01461 15
High KQGGLGPM1xOxidatio  0.048843 0.004391 1 1 4 Q06830 1 1766.947 High 0.001689 0.01464 24
High VMALELGP 0.048142 0.004391 1 1 2 Q7Z4W1 0 1094.603 High 0.002538 0.02189 27
High FPEDGPELE 0.049554 0.004391 1 1 1 Q9NY33 0 2315.14 High 0.001689 0.01495 14
High VTYMEEER 0.050276 0.004523 1 1 1 P34932 1 2620.263 High 0.001779 0.0151 24
High TFLQDNSW 0.050276 0.004523 1 1 1 O95171 0 1251.637 High 0.001805 0.01519 15
High VHVVFSTE 0.053277 0.004626 1 1 1 P49788 0 1073.574 High 0.001805 0.01613 15
High LAQQYVMT 0.05213 0.004626 1 1 1 Q05397 1 1958.005 High 0.001805 0.01571 1
High ENIVEAIIHS 0.053665 0.004626 1 1 2 O95373 0 1732.959 High 0.001805 0.01629 24
High GFNKETAA 1xCarbami  0.052892 0.004626 1 1 1 Q15631 1 1424.684 High 0.001805 0.01593 14
High ILIEELR 0.050641 0.004626 1 1 1 Q9UJ70 0 885.5404 High 0.001805 0.01524 28
High YIESPVLFLR 0.054056 0.004626 1 1 1 Q14166 0 1236.699 High 0.001848 0.01639 19
High LAINLLAK 0.051009 0.004626 1 1 1 Q9H6S3 0 855.5662 High 0.001805 0.01534 19
High QPVPGQQM 0.05251 0.004626 1 1 1 P01024 0 1226.656 High 0.001805 0.01587 15
High FVFLLDR 0.05138 0.004626 1 1 1 Q13045 0 909.5193 High 0.001805 0.01551 24
High GTSAVNVV 0.052892 0.004626 1 1 1 P20061 0 1187.699 High 0.001805 0.01601 8
High ALDFIASK 0.051009 0.004626 2 3 3 P12814; O4 0 864.4825 High 0.003086 0.02906 30
High FLHPEVTET 0.05213 0.004626 0 0 1 0 1460.709 High 0.001805 0.01579 0
High VVACNLYP 1xCarbami  0.051009 0.004626 1 1 2 P31939 0 1309.697 High 0.001805 0.01541 23
High YVCEGPSH 1xCarbami  0.053277 0.004626 1 1 1 P19838 0 1831.828 High 0.001805 0.0161 18
High SLDNFFAK 0.052892 0.004626 1 1 3 Q9UKY7 0 941.4727 High 0.001805 0.01601 22
High SHTSEGAH 0.05251 0.004626 1 1 2 Q92597 0 2376.117 High 0.002609 0.02292 16
High VFSWGFGG 0.05213 0.004626 0 0 1 0 1232.585 High 0.001805 0.0157 12
High FSAFLEK 0.052892 0.004626 1 1 1 P11216 0 841.4454 High 0.001805 0.016 11
High LLQSENYVT 0.05138 0.004626 1 1 1 Q9H9S4 0 1194.636 High 0.001805 0.01551 15
High NLYWIQK 0.053665 0.004626 1 1 1 Q96BW5 0 964.5251 High 0.001805 0.01629 7
High LVDKFLEDV 0.051009 0.004626 1 1 2 P01009 1 1205.678 High 0.001805 0.01533 17
High GQGAPARE 0.052892 0.004626 0 0 1 1 1796.914 High 0.001805 0.01593 18
High ESLLNHFLY 0.05138 0.004626 1 1 1 P43652 0 1590.827 High 0.001805 0.01549 6
High LEELDADKA 0.05251 0.004626 0 0 1 1 1419.678 High 0.001805 0.0159 21
High GCSFLPDPY1xCarbami  0.053665 0.004626 1 1 2 P07602 0 1311.604 High 0.001805 0.01622 26
High EVLLLAHNL 0.054056 0.004626 0 0 1 0 1516.859 High 0.001805 0.01636 14
High VPSLVGSFI 0.050641 0.004626 1 1 1 P78417 0 1074.631 High 0.001805 0.01521 24
High EFGGGHIKD 0.050641 0.004626 1 1 2 Q12792 1 1719.87 High 0.001805 0.01528 16
High YGDGGSSF 1xCarbami  0.054056 0.004626 1 1 1 P55795 0 2083.871 High 0.001848 0.01638 11
High VKSPELQAE 0.053665 0.004626 1 1 1 P02652 1 1199.663 High 0.001805 0.0162 22
High TQIALSPNN 0.053277 0.004626 1 1 1 Q92747 0 1863.971 High 0.001805 0.01612 21
High HNVMISTE 0.053277 0.004626 1 1 1 Q13228 0 1837.938 High 0.001805 0.01616 22
High SGVGLSSYL 0.052892 0.004626 1 1 1 Q9BW04 1 1825.918 High 0.001805 0.01603 20
High CFSLVESTY 1xCarbami  0.053665 0.004626 0 0 1 0 1233.582 High 0.001805 0.01628 9
High NECDPALA 1xCarbami    0.05213 0.004626 1 1 1 Q13200 0 2549.176 High 0.001805 0.01579 19
High FSTVAGESG 0.051754 0.004626 1 1 1 P04040 1 1851.883 High 0.001805 0.01562 7
High LDLMDEGT 0.051009 0.004626 1 3 1 P50570 1 1933.917 High 0.001805 0.01542 17
High ASSIIDELFQ 0.051754 0.004626 1 1 2 P10909 1 1944.981 High 0.001805 0.01557 17
High DAVDWVH 0.05251 0.004626 1 1 1 P49902 0 1132.542 High 0.001805 0.0158 23
High IMVQSASP 0.050641 0.004626 1 1 1 Q9NQT8 0 1216.635 High 0.001805 0.01528 18
High SQVRPSDG 0.051009 0.004626 1 1 1 Q92817 0 1632.834 High 0.001805 0.01531 8
High TIKEYAQNI 0.051009 0.004626 1 1 1 P06737 1 2148.097 High 0.001805 0.01538 15
High SSLSVPYVIV 0.050641 0.004626 1 1 1 P01024 1 2385.364 High 0.001805 0.01526 9
High YPEAPPSVR 0.051754 0.004626 1 1 1 Q15819 0 1015.521 High 0.001805 0.01567 18
High TLFQPQTG 0.051754 0.004626 1 1 1 P53992 0 1666.88 High 0.001805 0.01564 16
High QEKPAEKPA 0.053277 0.004626 1 1 2 P54727 0 2945.397 High 0.002294 0.01995 13
High QELSEAEQA 0.05445 0.004756 1 1 1 P01024 0 1261.602 High 0.001848 0.01648 9
High VVLLAEGR 0.05445 0.004756 1 1 1 O43865 0 856.5251 High 0.001848 0.0165 9
High EWFLQAAK 0.05445 0.004756 1 1 1 P06744 0 992.52 High 0.001848 0.01655 18
High YQHLITNSF1xCarbami  0.054848 0.004875 1 1 1 Q9Y4X5 0 1780.844 High 0.001888 0.01661 10
High DYEEIGPSIC1xCarbami  0.056057 0.004875 1 1 1 P61158 0 1338.599 High 0.001888 0.01695 15
High QQTPPGLC 1xCarbami  0.055248 0.004875 0 0 1 1 2176.082 High 0.001888 0.01671 10
High FSHEEIAMA1xOxidatio  0.056057 0.004875 1 1 3 P04075 1 1847.943 High 0.001932 0.01701 19
High VAAEDWK 0.056057 0.004875 3 3 6 P01876; P0  0 818.4043 High 0.001888 0.01695 30
High VLETFLAK 0.055248 0.004875 1 1 1 Q14258 0 920.5452 High 0.001888 0.01679 24
High QIPCVVSM 1xCarbami  0.056057 0.004875 1 1 1 P55210 0 1275.68 High 0.001888 0.01696 19
High LFLVNNK 0.056057 0.004875 1 1 1 Q15435 0 847.5036 High 0.001888 0.01698 24
High TMGVMFT 0.055651 0.004875 1 1 1 O00303 0 1324.7 High 0.001888 0.01695 18
High WSNSQPAD 0.055651 0.004875 0 0 1 1 1812.856 High 0.001888 0.01687 20
High NTSVGPLYS1xCarbami  0.054848 0.004875 1 1 2 Q8WXI7 0 1310.616 High 0.003118 0.03107 25



High GQVCLPVIS1xCarbami  0.055248 0.004875 1 1 2 P68036 0 1998.048 High 0.001888 0.01681 14
High IVWLQEK 0.055248 0.004875 1 1 1 P52888 0 915.5298 High 0.001888 0.01681 13
High FNLMAIVS 0.054848 0.004875 1 1 1 Q9Y5K5 1 1293.698 High 0.001888 0.01663 22
High QTHQPPAP 0.055651 0.004875 1 1 1 P02747 0 1458.781 High 0.001888 0.0169 9
High IEPSSSQVA 1xCarbami  0.055248 0.004875 1 1 1 P98160 0 3502.702 High 0.001888 0.01677 14
High LGQSDPAP 1xOxidatio  0.055651 0.004875 1 1 1 P29401 0 2085.007 High 0.001888 0.01687 11
High DIDVIMGG 0.055248 0.004875 1 1 1 P05186 0 1032.514 High 0.001888 0.01679 2
High WEYCNLK 1xCarbami  0.055248 0.004875 1 1 1 P00747 0 1012.456 High 0.001888 0.0167 12
High ACYLSINPQ1xCarbami  0.055651 0.004875 1 1 1 P42025 1 2109.017 High 0.001888 0.01693 3
High IQNFLNEFK 0.057714 0.005117 0 0 1 0 1152.605 High 0.00201 0.01752 21
High IGVTVLSR 0.056879 0.005117 2 2 4 O75828; P1 0 844.5251 High 0.003825 0.03995 23
High GTYEPDED 0.05899 0.005117 0 0 2 1 2067.853 High 0.00201 0.01792 22
High HTFMGVVS1xOxidatio  0.057295 0.005117 1 1 3 P02765 0 2097.018 High 0.002538 0.02166 13
High CNQCGKAF2xCarbami   0.056879 0.005117 0 0 1 1 1340.62 High 0.001972 0.01731 7
High QVEDGEVF 0.057714 0.005117 1 1 1 Q9Y2A7 0 1340.612 High 0.00201 0.01753 9
High AGVSVYGIV 0.05899 0.005117 0 0 1 0 992.5775 High 0.002054 0.01797 11
High YIDDKDVFQ 0.05899 0.005117 1 1 1 Q13617 1 1270.631 High 0.002097 0.01805 20
High LMVMEIR 0.056467 0.005117 1 1 6 Q06323 0 891.4791 High 0.002624 0.02447 33
High GAEYVASV 0.056879 0.005117 1 1 2 Q9Y6U3 0 1036.567 High 0.002456 0.02139 13
High SLYASSPGG 0.057295 0.005117 1 1 1 P08670 0 1428.712 High 0.001972 0.01737 9
High ETDLLLDDS 0.057295 0.005117 1 1 4 P30044 1 2063.077 High 0.00258 0.02199 23
High QYTGINAIS 0.057714 0.005117 1 1 1 P61158 0 1094.584 High 0.00201 0.01752 40
High FFTVDAGV 0.056879 0.005117 0 0 1 0 1011.526 High 0.001972 0.01733 23
High DYFMPCPG1xCarbami  0.058561 0.005117 1 1 2 P02790 0 1142.476 High 0.00201 0.0178 41
High LAEQAERY 1xCarbami    0.056467 0.005117 1 1 1 P27348 1 1947.825 High 0.001972 0.01709 10
High INLHSSFVP 0.057714 0.005117 1 1 1 P01133 0 1553.869 High 0.00201 0.01761 10
High LGYSDITIFE 0.058561 0.005117 1 1 1 Q12882 0 1285.667 High 0.00201 0.0179 23
High EVDSGNDIY 0.05899 0.005117 0 0 2 1 1676.824 High 0.006624 0.07377 32
High NLDLDSIIA 0.05899 0.005117 3 7 1 P35908; P4  0 1329.726 High 0.00201 0.01793 6
High QFEDELHP 0.058136 0.005117 1 1 1 Q9Y3C6 0 1370.659 High 0.00201 0.01766 11
High EQAIGEYED 0.058561 0.005117 1 1 1 A0MZ66 1 1892.898 High 0.00201 0.01789 16
High STSAPQMS 0.056879 0.005117 0 0 1 0 2532.127 High 0.001972 0.01722 11
High LAQQGSDL 0.058561 0.005117 0 0 1 0 1609.866 High 0.00201 0.01789 7
High RFDDAVVQ 0.057714 0.005117 1 1 1 P11142 1 1410.668 High 0.00201 0.01753 8
High DNSKNTLY 1xOxidatio  0.058136 0.005117 1 6 1 P01764 1 1812.891 High 0.00201 0.01767 3
High DQIVDLTVG 0.058561 0.005117 1 1 1 P35527 1 2357.231 High 0.00201 0.01788 15
High EQLSLLDR 0.056879 0.005117 1 1 3 P01011 0 973.5313 High 0.001972 0.01725 35
High YLGSASQG 0.056879 0.005117 0 0 1 0 1243.632 High 0.001972 0.01732 8
High IEDFLER 0.059421 0.005372 1 1 2 P46781 0 921.4676 High 0.002097 0.01819 20
High TNSDSALH 0.059857 0.005372 1 1 1 Q6UUV9 0 3232.445 High 0.002131 0.01827 5
High VAFTGSTEV 0.059857 0.005372 1 1 2 P00352 0 1095.568 High 0.002131 0.01824 21
High SRYPVCGSD2xCarbami   0.059857 0.005372 0 0 1 1 2261.007 High 0.002131 0.01821 12
High TVTESSSSH 0.059421 0.005372 1 1 1 Q9BW04 0 1978.983 High 0.002097 0.01806 25
High TSESTGSLP 0.059857 0.005372 0 0 1 0 1478.749 High 0.002131 0.01827 13
High LQICVEPTS 1xCarbami  0.059421 0.005372 0 0 1 0 1302.672 High 0.002097 0.01807 7
High LEMYNILK 0.059857 0.005372 1 1 3 P26639 0 1023.554 High 0.002172 0.01915 16
High MFFLIDK 0.059421 0.005372 1 1 2 P20591 0 913.4852 High 0.002097 0.01814 16
High ATVLLSMS 0.059857 0.005372 1 1 1 Q53EL6 0 949.5387 High 0.002131 0.01824 6
High LANVMMG1xOxidatio  0.060737 0.005482 1 1 1 P18206 0 1167.565 High 0.002131 0.01855 14
High YLAEVAAG 0.062083 0.005482 1 1 3 P63104 1 1279.653 High 0.006596 0.07202 27
High FLQDMHTL 0.061182 0.005482 0 0 1 0 1487.804 High 0.002131 0.01865 6
High LVINGNPIT 0.061631 0.005482 1 1 1 P04406 1 2041.108 High 0.002131 0.01886 21
High GFDEYMK 0.061182 0.005482 1 1 1 Q01469 0 889.376 High 0.002131 0.01876 30
High YGVNPGPIV 0.062083 0.005482 0 0 1 0 1330.711 High 0.002131 0.01893 22
High EGESLEDLM 0.061182 0.005482 1 1 1 P13796 0 1150.53 High 0.002131 0.01874 22
High IAVEFLR 0.060737 0.005482 0 0 1 0 847.5036 High 0.002131 0.01854 24
High STSEGAWP 0.061631 0.005482 1 1 1 P57764 0 1934.91 High 0.002131 0.01879 7
High EIADYLAAG 0.062083 0.005482 0 0 2 1 1450.717 High 0.002131 0.01893 12
High DIPVLPK 0.061631 0.005482 1 1 2 Q96DR8 0 781.4818 High 0.002131 0.01891 29
High LNITVVQAK 0.061631 0.005482 1 1 1 Q9H0E2 0 985.6041 High 0.002131 0.01881 20
High VLLATLSIPI 0.060295 0.005482 1 1 1 Q14152 0 1522.92 High 0.002131 0.01848 10
High LAFTDVSIK 0.061631 0.005482 1 1 1 P20591 0 993.5615 High 0.002131 0.01884 29
High LLPAQLPAE 0.060737 0.005482 1 1 1 Q16610 0 1079.646 High 0.002131 0.01861 25
High QAHLCVLA 2xCarbami   0.062083 0.005482 1 1 1 P25398 0 2134.972 High 0.002131 0.019 7
High LNHQLEGL 1xOxidatio  0.061631 0.005482 1 1 1 P06727 0 1574.8 High 0.002131 0.0188 9
High DMGTVVLG 0.060295 0.005482 1 2 1 P15170 0 919.4917 High 0.002131 0.01842 17
High DMAAFNER 0.061631 0.005482 1 1 1 P48163 0 2222.127 High 0.002131 0.01882 6
High DPILFPSFIH 0.061182 0.005482 1 1 1 P04040 0 1528.816 High 0.002131 0.01867 11
High IFVDIEK 0.060737 0.005482 1 1 1 P06737 0 863.4873 High 0.002131 0.01856 26
High VVLEAPDET 0.060737 0.005482 1 1 1 Q6GMV3 0 1314.715 High 0.002131 0.01849 17
High YVLGMQEL 0.061182 0.005482 0 0 1 0 1255.65 High 0.002131 0.01863 16
High SVAKNGVIR 0.060737 0.005482 0 0 1 1 943.5683 High 0.002131 0.01852 10
High SEAVVEYVF 0.060737 0.005482 1 1 1 Q7KZF4 0 1429.696 High 0.002131 0.01859 19
High NLFQLAR 0.061182 0.005482 1 1 4 O75351 0 861.4941 High 0.002131 0.01869 30
High LSLYQAMR 0.062083 0.005482 1 1 1 P58107 0 981.5186 High 0.002131 0.01895 7
High TVANLLSGK 0.060295 0.005482 0 0 1 1 1242.716 High 0.002131 0.01848 16
High MSAEAALS 0.062538 0.005607 0 0 1 0 1469.684 High 0.002172 0.01915 9
High DESLKVDEH 0.062997 0.005607 1 1 2 P12429 1 1383.711 High 0.002172 0.01928 22
High ELPFSFR 0.062997 0.005607 1 1 2 Q8TAX9 0 895.4672 High 0.004576 0.04685 23
High SGIYFEPDC 1xCarbami  0.062538 0.005607 0 0 1 0 1389.599 High 0.002172 0.01919 17
High AAVYVLIR 0.062538 0.005607 1 1 1 Q9BV44 0 904.5615 High 0.002172 0.01916 9
High TTIFSPEGR 0.062538 0.005607 1 1 1 P25789 0 1007.516 High 0.002172 0.01917 18
High QQQFENLD 0.062997 0.005607 1 1 1 O60749 0 1546.761 High 0.002172 0.0193 32
High MTVTDQV 1xCarbami    0.06346 0.005733 1 1 1 P05090 0 1308.592 High 0.002254 0.01951 16
High DGAWGAF 0.06346 0.005733 1 1 1 P49327 0 879.4108 High 0.002215 0.01943 23
High VLHGDLIDF1xCarbami  0.06346 0.005733 1 1 2 P05160 0 1415.735 High 0.004868 0.05176 14
High EGWIHTVC 1xCarbami  0.06346 0.005733 1 1 2 P08603 0 1441.7 High 0.002254 0.01947 7
High LSHANSAV 0.06346 0.005733 2 2 1 P63010; Q1 0 1395.795 High 0.002254 0.01949 8
High RGDACEGD1xCarbami  0.06346 0.005733 1 1 1 P00734 1 1682.726 High 0.002215 0.01944 5
High NIIGVIPYFP 0.064869 0.00585 1 1 1 Q14558 0 1510.83 High 0.002254 0.01985 23
High TVETEAVQ 0.063926 0.00585 1 1 2 Q14738 0 1248.65 High 0.003564 0.03699 29
High IEPPDTGLY 0.064869 0.00585 1 1 1 P80303 0 1815.869 High 0.002294 0.01992 27
High NQFLDIWQ 0.063926 0.00585 0 0 1 0 1332.706 High 0.002254 0.01954 12
High IQGLTVEQA 0.063926 0.00585 1 1 1 Q14204 0 1512.838 High 0.002254 0.01957 11
High FITIFGTR 0.063926 0.00585 1 1 1 P08758 0 954.5407 High 0.002254 0.01954 20



High TGVHHYSG1xCarbami  0.064396 0.00585 1 1 2 P62888 0 2014.94 High 0.003945 0.04091 15
High IVAEEFLK 0.063926 0.00585 1 1 1 P59998 0 948.5401 High 0.002254 0.01967 16
High TLTSSQACV2xCarbami   0.063926 0.00585 1 1 1 P09958 0 2281.059 High 0.002254 0.01957 7
High SGDPMILSC1xCarbami  0.064396 0.00585 1 1 1 Q92896 0 2123.981 High 0.002254 0.01984 15
High SKLVEVIEEV 0.064869 0.00585 1 1 1 A0MZ66 1 1386.784 High 0.002294 0.01995 16
High DIGFIKLD 0.064869 0.00585 0 0 2 1 920.5088 High 0.002294 0.01987 19
High YYGLQILEN 0.064869 0.00585 1 1 1 O14980 0 1452.81 High 0.002294 0.01999 8
High DTLMISR 0.064869 0.00585 4 5 5 P01861; P0   0 835.4342 High 0.004398 0.04522 24
High YSGSEGSTQ 0.063926 0.00585 1 1 2 P25815 0 1358.643 High 0.007622 0.08932 14
High IKGEHPGLS 0.064396 0.00585 1 2 1 P09429 1 1520.843 High 0.002254 0.01977 22
High GLGLSPDLI 1xCarbami  0.065346 0.005972 1 1 2 Q9NRF8 0 1299.709 High 0.002294 0.02002 20
High DVRPYIVGA 0.065826 0.005972 1 1 1 Q8N1G4 0 1343.779 High 0.002294 0.0202 17
High LPENYTDET 0.065346 0.005972 0 0 1 0 1523.701 High 0.002294 0.02011 6
High VIISAPSADA2xOxidatio   0.065826 0.005972 1 1 1 P04406 0 2245.099 High 0.002332 0.0203 4
High TPLTATLSK 0.065826 0.005972 1 1 11 P01876 0 931.5459 High 0.005145 0.05688 31
High CANCFDCP 4xCarbami       0.065826 0.005972 1 1 1 Q9UJW0 0 2102.797 High 0.002332 0.02028 16
High ESVQVPDD 0.065346 0.005972 1 1 1 Q9Y365 0 1434.65 High 0.002294 0.02008 6
High CLCLPGFSG2xCarbami   0.065346 0.005972 1 1 1 P98160 0 1263.597 High 0.002294 0.02013 18
High YITDWQNV 0.065346 0.005972 1 1 2 O75340 0 1341.659 High 0.002294 0.02013 18
High STGSTSSQT 0.065346 0.005972 0 0 2 0 1855.846 High 0.002949 0.02705 16
High ETSPNRIGL 0.066798 0.006075 0 0 1 1 1213.665 High 0.002332 0.02054 36
High SFAGNLNT 0.066798 0.006075 1 1 1 Q01813 0 1114.553 High 0.002332 0.02064 23
High NQLSSYPSA 0.067785 0.006075 0 0 1 0 1365.701 High 0.002373 0.02087 20
High MFLSFPTTK 0.068284 0.006075 1 1 1 P69905 0 1071.554 High 0.002413 0.02109 24
High TYLPSQVSR 0.068284 0.006075 1 1 2 P35606 0 1050.558 High 0.006827 0.07689 19
High EAPWPSAQ 0.06729 0.006075 1 1 1 Q14C86 0 1370.67 High 0.002373 0.02074 6
High QEYDESGP 0.067785 0.006075 1 7 1 P60709 1 1644.798 High 0.002373 0.02087 14
High WSEVNTAI 0.068284 0.006075 1 1 1 P49247 0 1047.547 High 0.002413 0.02106 2
High SGLTVPTSP 0.06729 0.006075 1 1 1 Q53EL6 0 986.5517 High 0.002373 0.02078 13
High MIPCDFLIP 1xCarbami  0.067785 0.006075 1 1 1 P06744 1 2193.167 High 0.002373 0.02086 8
High TRLEQEIAT 0.066798 0.006075 3 6 1 P02533; P1  1 1379.728 High 0.002332 0.02065 13
High LPEGHVPEG 0.066798 0.006075 1 1 1 Q8IVF2 0 1303.7 High 0.002332 0.0205 17
High MACSPTHD1xCarbami  0.066798 0.006075 0 0 1 0 2809.267 High 0.002332 0.0206 20
High FWAFLK 0.06631 0.006075 1 1 1 Q6PKG0 0 811.4501 High 0.002332 0.02042 16
High QASEKELLIA 0.067785 0.006075 0 0 1 1 1314.738 High 0.002373 0.02093 30
High VQVLLGAH 0.067785 0.006075 1 1 1 P00746 0 1789.981 High 0.002373 0.02086 23
High VFDAIMNF 0.068284 0.006075 1 1 1 P13639 1 1212.645 High 0.002373 0.02101 19
High VAELLLAK 0.067785 0.006075 1 1 1 Q5T6V5 0 856.5502 High 0.002373 0.02092 11
High GPIKFNVW 0.066798 0.006075 1 1 1 P62826 1 1689.86 High 0.002332 0.02065 8
High VYPVSGGLS 0.068284 0.006075 1 1 1 Q9Y259 0 1521.842 High 0.002413 0.02112 21
High QAEPELDLR 0.067785 0.006075 1 1 2 P20810 0 1070.548 High 0.006596 0.07165 29
High YIIAQLMR 0.067785 0.006075 1 1 1 O95786 0 1007.571 High 0.002373 0.02088 23
High QMIDNSYQ 0.067785 0.006075 1 1 2 Q15782 0 1354.631 High 0.002373 0.02093 34
High KLDVLSND 1xOxidatio  0.066798 0.006075 1 1 2 P09467 1 1748.929 High 0.002332 0.02049 8
High MPLFEHYT 0.06729 0.006075 1 1 1 P28838 0 1193.577 High 0.002332 0.02067 26
High LLDSLEPPG 0.066798 0.006075 1 1 2 Q92734 1 3105.486 High 0.004967 0.0539 11
High YISKYELDK 0.06729 0.006075 1 1 1 P01024 1 1158.604 High 0.002373 0.02077 9
High LSDGDMTS 0.06729 0.006075 0 0 1 0 1165.552 High 0.002332 0.0207 30
High ALTCEPGYA1xCarbami  0.068284 0.006075 1 1 1 P98095 0 1222.614 High 0.002413 0.02115 9
High QMLYQAG 0.06631 0.006075 1 1 1 O00462 0 1335.688 High 0.002332 0.02037 10
High VLDPFTIKP 0.066798 0.006075 1 1 1 P29401 0 1413.81 High 0.002332 0.02051 15
High LWDLTTGT 0.069294 0.006194 1 1 1 P63244 0 1264.653 High 0.002456 0.02134 8
High QLNGFQQE 0.069294 0.006194 0 0 2 0 1747.897 High 0.002456 0.02137 16
High TCNHPVPQ2xCarbami   0.068787 0.006194 0 0 2 0 2178.956 High 0.004844 0.04996 19
High LCVPAMNV1xCarbami  0.069294 0.006194 2 2 1 O43865; Q 0 1547.756 High 0.002499 0.02142 20
High SQDPTPPSA 0.068787 0.006194 0 0 1 0 1826.84 High 0.002413 0.02131 16
High FTVLFPSGT 0.069294 0.006194 0 0 1 0 1502.837 High 0.002499 0.02142 15
High ACDSVTSN 1xCarbami  0.068787 0.006194 1 1 1 Q96T76 0 2171.117 High 0.002413 0.02128 17
High ELPDVLER 0.069294 0.006194 1 1 4 P48147 0 970.5204 High 0.003058 0.02781 24
High DASGATFTW 0.068787 0.006194 1 1 1 P0DOX2 1 2435.147 High 0.002413 0.02116 14
High TVENIKDPL 0.068787 0.006194 1 1 1 Q14204 1 1331.732 High 0.002413 0.02126 15
High EQLEATCPQ3xCarbami    0.069294 0.006194 0 0 1 0 2163.937 High 0.002538 0.02144 13
High SLHDALCVL1xCarbami  0.068787 0.006194 1 1 1 P78371 0 1554.831 High 0.002413 0.02128 10
High VLTMPETC 1xCarbami  0.069294 0.006194 1 1 1 Q99460 0 1106.533 High 0.002538 0.02149 14
High ISSDLDGHP 0.069805 0.006572 1 1 1 P29401 0 1264.653 High 0.002538 0.02167 18
High SFLDSGYR 0.070838 0.006572 1 1 2 P18206 0 944.4472 High 0.005485 0.05855 26
High NYILSTQDR 0.069805 0.006572 1 1 1 P53609 0 1109.559 High 0.002538 0.02153 17
High HQIVEVAG 0.069805 0.006572 1 1 2 Q07960 1 1586.792 High 0.002538 0.02166 14
High AVMGIFSLV 0.069805 0.006572 1 1 1 Q6IA69 0 1222.686 High 0.002538 0.02153 6
High YKDAIHFYN 0.069805 0.006572 1 1 1 P31948 1 1298.653 High 0.002538 0.02157 17
High VTAVIPCFP 1xCarbami  0.070319 0.006572 1 3 1 P11908 0 1393.73 High 0.002538 0.0218 9
High LGCFEIAK 1xCarbami  0.069805 0.006572 1 1 1 O60502 0 937.4812 High 0.002538 0.02154 21
High FALPYIR 0.070838 0.006572 0 0 1 0 879.5087 High 0.00258 0.02199 25
High VPEPGCTKV1xCarbami  0.069805 0.006572 1 1 1 Q9UBC9 1 1758.873 High 0.002538 0.02155 8
High VSCVTPNF 1xCarbami  0.072418 0.006672 1 1 2 Q14508 0 923.4291 High 0.002609 0.02243 23
High GDYAPILQK 0.071361 0.006672 1 1 3 Q9NY33 0 1004.541 High 0.007111 0.08054 22
High ANEHQGIG 0.072418 0.006672 1 1 1 Q92900 0 1567.761 High 0.002609 0.02241 11
High TIADIIR 0.072418 0.006672 1 1 14 P49368 0 801.4829 High 0.003272 0.03273 25
High QEGAKVSL 0.074034 0.006672 0 0 2 1 1658.853 High 0.003419 0.03487 23
High EIDMLLK 0.072418 0.006672 1 1 2 Q53EL6 0 861.475 High 0.007728 0.09154 21
High WILTAAHT 0.074034 0.006672 2 2 4 Q9NZP8; P 0 1413.789 High 0.002609 0.02295 14
High TLVRPSEHA1xCarbami  0.072418 0.006672 1 1 1 P09758 0 2940.343 High 0.002609 0.02244 8
High SSSSSGVPY 0.074034 0.006672 0 0 2 0 1577.781 High 0.002609 0.02309 19
High QCFLNQSH 1xCarbami  0.072418 0.006672 1 1 1 O75556 0 1189.553 High 0.002609 0.02248 16
High AYLQQLR 0.071361 0.006672 1 1 1 O15145 0 891.5047 High 0.00258 0.02202 13
High SDYMFQR 0.072952 0.006672 1 1 1 P48637 0 946.4087 High 0.002609 0.02259 16
High EVMILITGA 0.072418 0.006672 2 2 2 P46926; Q8 0 1211.682 High 0.002609 0.02253 19
High SFVYGGCLG1xCarbami  0.072418 0.006672 1 1 1 O43278 0 1201.567 High 0.002609 0.02256 20
High LVVPASQC 1xCarbami  0.071887 0.006672 1 2 1 Q15366 0 1428.788 High 0.002609 0.02235 18
High QWAGLVE 0.071361 0.006672 1 1 2 P02649 0 930.5043 High 0.007531 0.08581 9
High HFWGLR 0.072418 0.006672 1 1 2 P62269 0 815.4311 High 0.002987 0.02733 27
High LILIESR 0.072952 0.006672 1 1 1 P62277 0 843.5298 High 0.002609 0.02272 20
High NQIIFAVR 0.073491 0.006672 0 0 1 0 960.5625 High 0.002609 0.0229 11
High IIWELIK 0.073491 0.006672 1 1 1 O75874 0 914.571 High 0.002609 0.0228 29
High NVLGHMQ 0.074034 0.006672 1 1 1 Q01813 0 1810.865 High 0.002609 0.023 7



High TIDLGAAAH 0.071361 0.006672 1 1 1 Q14677 0 1432.707 High 0.002609 0.02207 25
High MSMKEVD 1xOxidatio  0.071887 0.006672 3 4 1 Q13885; P0  1 1939.892 High 0.002609 0.02223 6
High IIEVVDAIM 0.074034 0.006672 1 1 2 Q01813 0 1911.996 High 0.003983 0.04122 17
High VTSDHINFD 0.071361 0.006672 0 0 1 0 1534.754 High 0.002609 0.02217 18
High VLTPELYAE 0.071887 0.006672 1 1 1 P12277 0 1303.726 High 0.002609 0.02232 13
High LPYGGQCR 3xCarbami    0.071361 0.006672 0 0 1 0 2273.001 High 0.002609 0.02214 11
High LRPNIIPVLD 0.072418 0.006672 1 1 1 O43490 0 1519.921 High 0.002609 0.02244 15
High GSFEFPVGD 0.073491 0.006672 1 2 1 P0C0L5 0 1339.653 High 0.002609 0.02281 28
High LQAEIDNIK 0.072418 0.006672 1 1 1 P08729 1 1441.776 High 0.002609 0.02255 20
High NCDEFLVK 1xCarbami  0.071361 0.006672 1 1 1 P21399 0 1024.477 High 0.002609 0.02213 14
High FQQVPTDA 0.075687 0.006752 1 1 2 Q6PKG0 0 1331.695 High 0.004017 0.042 19
High SCNCLLLK 2xCarbami   0.077379 0.006752 1 1 4 P06733 0 1007.501 High 0.002624 0.02414 21
High AESFFQTK 0.076811 0.006752 1 1 1 P13798 0 957.4676 High 0.002624 0.02406 24
High IWDVVEK 0.074581 0.006752 1 1 2 P01024 0 888.4825 High 0.002624 0.02472 23
High GPQLLALVE 0.074581 0.006752 0 0 1 0 1533.9 High 0.002624 0.0232 9
High EMIDIYSTR 0.079695 0.006752 1 1 1 O43242 0 1127.54 High 0.002624 0.02492 15
High AVPREELFV 0.07911 0.006752 1 1 1 P14550 1 1375.758 High 0.002624 0.02473 30
High GGGLFLLAG 0.079695 0.006752 0 0 1 0 1909.054 High 0.002624 0.02495 10
High HMNSAGV 0.075687 0.006752 1 1 1 O95861 0 1269.673 High 0.002624 0.02367 15
High LVQSPNSY 0.075132 0.006752 0 0 1 0 1527.751 High 0.002624 0.02345 10
High INWDQPAE 0.076811 0.006752 1 1 1 O75891 0 1862.93 High 0.002624 0.02396 3
High HQGTITVN 1xOxidatio  0.079695 0.006752 1 1 1 P05546 0 3219.595 High 0.002624 0.02492 17
High QIFTSSYNR 0.075132 0.006752 1 1 1 Q9UGM3 0 1115.548 High 0.002624 0.02344 23
High LVVNFESD 0.077951 0.006752 1 1 1 P21980 1 1291.726 High 0.002624 0.02445 28
High EQCEERIEE 1xCarbami  0.07911 0.006752 1 1 6 Q8NBJ4 1 1549.716 High 0.002624 0.02475 14
High SAVEDEGL 0.077379 0.006752 1 1 1 P0DMV8 0 947.468 High 0.002624 0.02409 12
High FQSISTEFLA 0.078528 0.006752 1 1 1 Q14204 0 1514.792 High 0.002624 0.02456 7
High VMLETPEY 0.07911 0.006752 1 1 1 Q9NUQ9 0 1137.561 High 0.002624 0.02484 33
High SRPEFMLPV 0.074581 0.006752 1 1 1 P06737 0 1707.868 High 0.002624 0.02312 16
High STSTAYME 0.075132 0.006752 1 1 1 P01742 0 1445.694 High 0.002624 0.02341 7
High AGVLAQLE 0.080286 0.006752 1 1 2 Q7Z406 1 1570.844 High 0.002624 0.02508 16
High LLELFPVNR 0.077951 0.006752 1 1 1 Q9Y6E2 0 1100.646 High 0.002624 0.02445 15
High DLLNCSFK 1xCarbami  0.076247 0.006752 1 1 3 P43490 0 996.4819 High 0.006624 0.073 14
High YVGLWDFK 0.074581 0.006752 1 1 1 Q13882 0 1027.525 High 0.002624 0.02318 6
High TTGIVETHF 0.076247 0.006752 1 4 1 P04899 0 1380.716 High 0.002624 0.02386 18
High MVVSFNR 0.074581 0.006752 1 2 2 P46940 0 852.4396 High 0.002624 0.02315 18
High IEDDNDNA 0.075687 0.006752 0 0 1 0 1734.735 High 0.002624 0.0236 18
High LEGVEGVA 0.074581 0.006752 1 1 1 Q14204 0 1476.806 High 0.002624 0.02321 18
High VRPCIDLIDS1xCarbami  0.077951 0.006752 1 1 1 P20591 0 1456.794 High 0.002624 0.02439 15
High ALEWLAR 0.074581 0.006752 1 1 1 P0DOX6 0 858.4832 High 0.002624 0.02318 19
High EWIPRPPEK 0.07911 0.006752 1 1 1 P43034 0 1151.621 High 0.002624 0.02482 3
High HCETCISGF 2xCarbami   0.075132 0.006752 1 1 1 O75882 0 1999.827 High 0.002624 0.02349 8
High LEQLGIPR 0.075132 0.006752 1 1 2 Q07960 0 925.5465 High 0.002624 0.02335 18
High SGGASHSE 0.075687 0.006752 1 1 1 P22061 0 1477.751 High 0.002624 0.0235 9
High NDYAVESY 0.074581 0.006752 1 1 1 Q9BZQ8 1 1978.878 High 0.002624 0.02324 7
High LQLEYCSLS 2xCarbami   0.076247 0.006752 1 1 1 P13489 0 2367.168 High 0.002624 0.02385 3
High DYTYEELLN 0.07911 0.006752 1 1 1 P20042 0 1315.616 High 0.002624 0.02467 23
High MSVSADER1xOxidatio  0.08088 0.006752 0 0 1 0 910.3935 High 0.002665 0.02529 15
High AMLWLSEK 0.078528 0.006752 1 1 2 P17858 0 977.5125 High 0.002624 0.02459 28
High DLGEENFK 0.080286 0.006752 1 1 4 P02768 0 951.4418 High 0.002624 0.02513 15
High ILNEMRDQ 0.080286 0.006752 1 2 1 P02533 1 1438.699 High 0.002624 0.0252 19
High GITEPPFGIF 0.076811 0.006752 1 1 2 Q14126 0 1565.836 High 0.002624 0.02404 12
High SINSILDYIST 0.08088 0.006752 1 1 2 P61201 0 1440.758 High 0.003716 0.03883 14
High ITWSNPPA 0.075687 0.006752 1 1 1 P17174 0 1297.665 High 0.002624 0.02361 23
High SPFAYCMM1xCarbami  0.075687 0.006752 1 1 1 Q9Y678 0 1275.568 High 0.002624 0.02364 5
High TIEYLQPNP 0.07911 0.006752 1 1 1 Q99961 0 1388.717 High 0.002624 0.0247 8
High TLVLLMGK 1xOxidatio  0.077951 0.006752 1 1 2 P07737 0 890.538 High 0.002624 0.02439 34
High YASQSISGV 0.076247 0.006752 0 0 1 0 1251.633 High 0.002624 0.02384 18
High SLPQSDPVL 0.079695 0.006752 1 1 1 Q9HC38 0 1083.604 High 0.002624 0.02504 20
High EVMLQNG 0.079695 0.006752 0 0 1 0 1245.614 High 0.002624 0.02503 11
High MVSVLPIFR 0.074581 0.006752 1 1 1 Q8NBF2 0 1061.618 High 0.002624 0.0232 14
High VVYFGDSM 0.077379 0.006752 1 1 1 Q5TFE4 0 1840.869 High 0.002624 0.0241 16
High WDRELISER 0.076811 0.006752 1 1 4 P02790 1 1203.612 High 0.005695 0.06228 26
High WELALGR 0.082083 0.006996 1 1 3 P02649 0 844.4676 High 0.004169 0.04363 11
High NSNIYKMP 0.08148 0.006996 0 0 1 1 1294.682 High 0.002705 0.02564 14
High LITWSPVCR1xCarbami  0.08148 0.006996 1 1 5 P07203 0 1131.598 High 0.003272 0.0327 26
High ICSYCNNILG2xCarbami   0.08148 0.006996 1 1 1 Q8WWI1 0 1341.629 High 0.002705 0.02547 23
High IEISELNR 0.08148 0.006996 2 2 1 P35908; P0 0 973.5313 High 0.002705 0.02564 22
High AFTELFQVA2xCarbami   0.082083 0.006996 1 1 1 Q14166 0 2824.38 High 0.002832 0.02586 5
High EALEAVLAK 0.08148 0.006996 1 1 1 Q8N0W3 0 943.5459 High 0.002705 0.02549 21
High YGEAGEGP 0.08148 0.006996 1 1 1 P26640 0 1597.714 High 0.002705 0.02562 9
High DFQGTPTF 0.082083 0.006996 1 1 1 Q15833 0 1304.616 High 0.00279 0.02575 21
High EYYDHLPEL 0.08148 0.006996 1 1 2 P11216 0 1306.631 High 0.002705 0.02549 8
High IITLTGPTNA 0.082083 0.006996 1 1 1 Q15365 0 1388.815 High 0.002832 0.02582 15
High LEIQSQVDS 0.083923 0.007361 1 1 1 P04114 0 2176.136 High 0.002908 0.02641 5
High LQVLPELLF 0.082692 0.007361 0 0 1 0 1612.931 High 0.00287 0.02607 15
High NVEDLSGG 0.083923 0.007361 1 1 1 P61221 0 1316.644 High 0.002908 0.0265 20
High YMLPLDNL 0.082692 0.007361 1 2 1 P50570 0 1106.591 High 0.00287 0.02604 13
High LLLQAIQSF 0.083923 0.007361 1 1 1 O14920 0 1289.746 High 0.002908 0.02652 25
High QWCNCAF 2xCarbami   0.082692 0.007361 1 1 1 P62834 0 1600.688 High 0.00287 0.02602 22
High AMDFNGIL 1xOxidatio  0.082692 0.007361 1 1 1 P98160 0 1266.651 High 0.00287 0.02599 17
High LLGPHVEG 0.083923 0.007361 1 1 1 Q13421 0 1062.631 High 0.002908 0.02638 17
High QALMEQQ 1xOxidatio  0.082692 0.007361 0 0 1 1 1175.595 High 0.00287 0.02593 9
High FFAPAILTP 0.082692 0.007361 1 1 2 O95294 0 1104.645 High 0.00287 0.02604 23
High NFGYTLR 0.083305 0.007361 1 1 1 P05546 0 870.4468 High 0.00287 0.02613 20
High EGACADIAL1xCarbami  0.082692 0.007361 0 0 1 0 1174.588 High 0.00287 0.0261 20
High DLLLQALR 0.083923 0.007361 0 0 1 0 941.5778 High 0.002908 0.02645 22
High ELLQTPNFR 0.083923 0.007361 1 1 1 Q8N335 0 1117.6 High 0.002908 0.02632 16
High YEYQPFAG 0.083305 0.007361 1 1 1 O75083 0 1102.52 High 0.00287 0.02627 26
High IHVFYIDYG 0.082692 0.007361 1 1 1 Q7KZF4 0 1396.701 High 0.00287 0.02608 18
High ITLTHTLYDV 0.083305 0.007361 1 1 1 Q9NQT8 0 1303.726 High 0.00287 0.02629 20
High LIQSHPESA 0.084545 0.007476 1 1 1 Q13813 0 1723.85 High 0.002908 0.02671 10
High NAVWALSN1xCarbami  0.085173 0.007476 1 2 1 O15131 0 1303.658 High 0.002908 0.02684 17
High NLLCGFYG 1xCarbami  0.084545 0.007476 1 2 2 P31941 0 1099.535 High 0.002908 0.02654 31
High LFLFHTSLP 0.085173 0.007476 1 1 1 P53992 0 1740.968 High 0.002908 0.02686 10



High NSTFSEIFK 0.084545 0.007476 1 1 1 P29401 0 1072.531 High 0.002908 0.02661 16
High NNLASCYLK1xCarbami  0.085173 0.007476 1 1 2 Q9NSK0 0 1082.53 High 0.003492 0.03571 10
High FHTEALTAL 0.084545 0.007476 1 1 1 P62495 0 1647.822 High 0.002908 0.02672 10
High GTFATLSEL 1xCarbami  0.085173 0.007476 1 1 1 P68871 0 1478.694 High 0.002908 0.02678 8
High HDGAFLIR 0.084545 0.007476 1 1 2 P62993 0 928.4999 High 0.002908 0.02664 10
High GNTATQM 0.084545 0.007476 1 1 1 P50453 0 2300.094 High 0.002908 0.02657 7
High IFINNEWH 0.085173 0.007476 1 1 1 P47895 0 1416.691 High 0.002908 0.02684 12
High YPFILPHQQ 0.085805 0.0076 1 1 1 Q9ULC4 0 1484.79 High 0.002949 0.02706 7
High AIHLDLEEY 0.085805 0.0076 0 0 1 0 1258.643 High 0.002949 0.02703 24
High LHGEVPQIE 0.086442 0.0076 0 0 1 0 1377.748 High 0.002987 0.02732 15
High VVFVFGPD 0.087083 0.007724 1 1 2 P30041 1 1135.651 High 0.003118 0.03074 22
High LPNNVLQE 0.087083 0.007724 1 1 1 P43652 0 1054.589 High 0.002987 0.02751 33
High MLEENTNI 0.087083 0.007724 1 1 1 Q9NYL9 0 1204.624 High 0.003029 0.02762 24
High CHDFQCAL 2xCarbami   0.090366 0.007791 1 1 1 Q9H0W9 0 2363.091 High 0.003058 0.0286 12
High LQLNIVEM 1xOxidatio  0.093777 0.007791 1 1 1 O94760 0 1103.613 High 0.003086 0.0299 19
High LHEAVFLR 0.093777 0.007791 1 1 1 Q03154 0 984.5625 High 0.003086 0.0299 14
High LMTHLDTD 0.092397 0.007791 1 1 1 Q9NPQ8 1 1328.699 High 0.003086 0.02949 25
High GGTFYVEPA 0.094474 0.007791 0 0 1 0 1225.585 High 0.003118 0.03023 10
High FILSCADDK 1xCarbami  0.089038 0.007791 1 1 1 P43034 0 1068.503 High 0.003058 0.02824 21
High LKEGMLSIM 0.093084 0.007791 1 1 1 P01031 1 1427.739 High 0.003086 0.02968 3
High LYENFISEFE 0.0897 0.007791 1 1 1 Q9UNM6 0 1583.749 High 0.003058 0.0285 11
High IALDFQR 0.091038 0.007791 1 1 2 P17931 0 862.4781 High 0.003086 0.02966 33
High IIKDFMIQG 0.091715 0.007791 1 1 1 Q9Y3C6 1 1805.921 High 0.003086 0.02923 11
High FSLPGATCL 1xCarbami  0.094474 0.007791 1 1 2 P57764 0 2115.029 High 0.003086 0.03001 9
High SIVLQSFYR 0.088382 0.007791 1 1 1 Q5SGD2 0 1112.61 High 0.003058 0.02787 9
High YDIDLPNKK 0.093084 0.007791 1 1 1 O00244 1 1105.589 High 0.003086 0.02959 17
High VLVYNNTS 0.090366 0.007791 0 0 1 0 2084.113 High 0.003058 0.02865 7
High FVQDTLKG 0.08773 0.007791 0 0 1 1 1677.881 High 0.003058 0.02777 8
High YDSPINSAS 0.090366 0.007791 1 1 1 O14639 0 1602.776 High 0.003058 0.02864 15
High DMGYHVS 1xOxidatio  0.093084 0.007791 1 1 1 P38606 0 1703.682 High 0.003086 0.02966 11
High LLLDSLR 0.08773 0.007791 0 0 1 0 829.5142 High 0.003058 0.02774 5
High SLSELESLKL 0.0897 0.007791 1 1 1 P22059 1 1873.975 High 0.003058 0.02836 17
High QSNPLLIHV 0.08773 0.007791 1 1 1 P48147 0 1364.753 High 0.003058 0.02776 17
High VNLEESSGV 0.091038 0.007791 0 0 2 0 1940.967 High 0.003086 0.02895 21
High EKELSPPPG 0.093777 0.007791 1 1 1 Q7Z4S6 1 1378.758 High 0.003086 0.0299 17
High YYVTIIDAPG 0.089038 0.007791 1 2 1 P68104 1 1908.001 High 0.003058 0.02831 13
High ELSSFIDK 0.0897 0.007791 1 1 1 P02774 0 938.4829 High 0.003058 0.02853 24
High EQTMSECE 1xCarbami  0.088382 0.007791 1 1 1 P10643 0 1481.636 High 0.003058 0.02809 3
High DSPCQLEA 1xCarbami  0.091038 0.007791 1 1 1 P13489 0 1160.562 High 0.003058 0.02886 31
High SYPYLFK 0.091715 0.007791 0 0 1 0 917.4767 High 0.003086 0.02905 4
High GYGFVHFE 0.093777 0.007791 1 1 2 P11940 0 1740.798 High 0.003086 0.02999 7
High AGEVINQP 1xOxidatio  0.093777 0.007791 1 1 1 P18206 0 1534.717 High 0.003086 0.02994 14
High IEPEAVLQT 0.08773 0.007791 1 1 1 Q9H4G0 0 1155.637 High 0.003029 0.02765 4
High EIKDILIQYD 0.08773 0.007791 1 1 4 P62249 1 1405.769 High 0.007728 0.09171 19
High DPVPGYSV 0.093777 0.007791 1 1 2 P43490 0 2183.077 High 0.003086 0.02978 8
High SGQSEDRQ1xOxidatio  0.093084 0.007791 1 1 1 P01024 1 2001.966 High 0.003086 0.02958 17
High CMTTVSW 2xCarbami   0.090366 0.007791 1 1 1 P09455 1 2055.93 High 0.003058 0.02868 12
High TGESVEFVC1xCarbami  0.08773 0.007791 1 1 1 P08603 1 1311.636 High 0.003058 0.02783 16
High VIPLFLPQC 1xCarbami  0.094474 0.007791 1 1 2 P40394 0 1242.703 High 0.003118 0.03017 8
High LEGFHTQIS 0.093777 0.007791 1 1 1 Q06323 0 1159.611 High 0.003086 0.0298 24
High GPSGYGFN 0.088382 0.007791 1 1 1 O14745 0 1378.639 High 0.003058 0.02804 4
High LQQVPELK 0.091038 0.007791 0 0 1 0 954.5619 High 0.003086 0.02903 12
High TGSTPYWIV 0.091715 0.007791 0 0 2 0 1179.616 High 0.003086 0.02919 26
High CANLFEALV1xCarbami  0.089038 0.007791 1 1 1 Q9P1F3 0 1435.761 High 0.003058 0.02816 6
High MLAAYLYEV 0.090366 0.007791 1 1 1 Q96KP4 1 1643.835 High 0.003058 0.02857 10
High DLLSSVSR 0.090366 0.007791 1 1 2 P20073 0 876.4785 High 0.003983 0.04105 15
High VNGRLDQE 0.092397 0.007791 1 1 1 Q6MZZ7 1 1433.713 High 0.003086 0.02936 12
High SYCYVSKEE 1xCarbami  0.088382 0.007791 1 1 1 Q13907 1 1405.667 High 0.003058 0.02802 15
High LVICPDEGF 1xCarbami  0.091038 0.007791 0 0 2 0 1340.656 High 0.004169 0.04351 20
High VLSALQAVQ 0.088382 0.007791 1 1 2 P01019 0 1723.022 High 0.003058 0.02798 13
High WVPPSPPP 0.092397 0.007791 1 1 1 Q99935 0 1494.738 High 0.003086 0.02937 24
High GVLEQLR 0.094474 0.007791 1 1 1 P47989 0 814.4781 High 0.003086 0.03009 26
High EWNVICITD1xCarbami  0.093084 0.007791 1 1 1 P35573 0 2334.118 High 0.003086 0.02967 3
High STFVLDEFK 0.093777 0.007791 1 1 1 P26641 1 1241.652 High 0.003086 0.02993 18
High AITTGLQEY 0.0897 0.007791 1 1 1 Q99598 0 2281.186 High 0.003058 0.02842 11
High QELPLSFR 0.0897 0.007791 0 0 1 0 989.5415 High 0.003058 0.02837 10
High EQCAEENIP1xCarbami  0.089038 0.007791 0 0 1 0 1689.775 High 0.003058 0.02827 5
High EGQTFYYA 0.093084 0.007791 1 1 1 Q9UJ68 0 2270.004 High 0.003086 0.02953 6
High TTLSAEQNA 0.094474 0.007791 0 0 1 0 1898.939 High 0.003086 0.03009 14
High VLPGVDAL 0.095177 0.007891 1 1 1 P00558 0 1097.62 High 0.003118 0.03026 29
High MELERPGG 0.095177 0.007891 1 1 1 P02671 0 1501.743 High 0.003118 0.03039 22
High GSGVAQSP 0.095886 0.007891 1 1 1 Q6VY07 0 2988.492 High 0.003118 0.03067 17
High IIYPTAPPR 0.0966 0.007891 1 1 1 Q5VWZ2 0 1027.593 High 0.003118 0.03089 9
High KAGNFYVP 0.098774 0.007891 1 1 1 P18124 1 1320.695 High 0.003196 0.03178 37
High QELNPLK 0.098774 0.007891 1 1 2 Q9GZZ8 0 841.4778 High 0.003526 0.03681 15
High LVNIAVDER 0.095886 0.007891 0 0 2 0 1028.573 High 0.005732 0.06252 15
High TLENLLASIR 0.095177 0.007891 1 1 1 Q6P1N0 0 1129.658 High 0.003118 0.03039 19
High SQGGEPTY 0.095886 0.007891 0 0 1 0 1434.697 High 0.003118 0.03072 6
High VSEQGLIEIL 0.098043 0.007891 1 1 1 O14737 1 1356.81 High 0.003157 0.0313 16
High EDPSPETFR 0.0966 0.007891 0 0 1 1 1346.67 High 0.003118 0.03083 13
High ASGLPPTES1xCarbami  0.097319 0.007891 1 1 1 Q7KZI7 0 2351.141 High 0.003118 0.03116 9
High TCTFILR 1xCarbami  0.098043 0.007891 1 1 1 Q99832 0 910.4815 High 0.003157 0.03141 25
High NIQVSHQE 0.097319 0.007891 1 1 1 Q8WUM4 0 1316.659 High 0.003157 0.03127 8
High EAYALCHCL2xCarbami   0.0966 0.007891 1 1 1 Q7L5N1 1 2152.057 High 0.003118 0.03092 6
High SLASDITDE 0.0966 0.007891 1 1 1 P16083 1 1334.68 High 0.003118 0.03089 30
High SKEQLTPLIK 0.095886 0.007891 1 1 2 P02652 1 1156.694 High 0.003118 0.03063 35
High LLLYFHSIPR 0.097319 0.007891 0 0 1 0 1258.731 High 0.003118 0.03116 18
High VGQEIEVRP 0.095177 0.007891 1 1 1 P41091 0 1510.859 High 0.003118 0.03046 18
High YDLDFK 0.097319 0.007891 1 3 1 P06733 0 800.3825 High 0.003118 0.03111 28
High AFFSEVER 0.095177 0.007891 1 1 1 Q9UQ80 0 984.4785 High 0.003118 0.03045 17
High NYLQSLPSK 0.0966 0.007891 1 1 2 P27361 0 1049.563 High 0.003118 0.03097 21
High GAAGALLV 0.097319 0.007891 1 2 1 P20338 0 1406.764 High 0.003118 0.03122 5
High VFIPHGLIM 0.098043 0.007891 1 1 1 P00492 0 1297.709 High 0.003157 0.03136 15
High ADRETVAV 0.097319 0.007891 0 0 1 1 2394.142 High 0.003118 0.03111 16
High LQTASDESY 0.100251 0.008003 1 1 1 Q13813 1 2024.977 High 0.003236 0.03232 6



High IDGDKDGFV 0.099509 0.008003 1 1 1 O43852 1 1650.822 High 0.003196 0.03197 12
High FAEFLLPLLI 0.100998 0.008003 1 1 1 Q96T76 0 1432.845 High 0.003272 0.03244 9
High LDGSLPPDS 0.099509 0.008003 1 1 2 P98160 0 1056.532 High 0.004807 0.04965 14
High ATMCNLLA 1xCarbami  0.100251 0.008003 0 0 1 0 1297.664 High 0.003236 0.03215 12
High MKDTDSEE 0.100998 0.008003 1 1 1 P0DP23 1 1352.6 High 0.003272 0.03245 17
High SVIPSDGPS 1xCarbami  0.099509 0.008003 1 1 1 P02787 1 1543.815 High 0.003196 0.0318 21
High VAGSVTELI 0.100998 0.008003 1 1 4 Q9Y490 0 1617.852 High 0.003272 0.03247 12
High MSPHRSPA 0.100251 0.008003 0 0 1 1 1208.632 High 0.003236 0.03209 17
High TDKVDFDS 0.100251 0.008003 1 1 1 Q5VZ89 1 1498.666 High 0.003236 0.03219 9
High HQQQLLAS 0.099509 0.008003 0 0 1 0 1809.909 High 0.003196 0.03195 20
High IEVDLVTHS 0.100998 0.008003 1 1 1 Q00653 0 1477.765 High 0.003272 0.03253 5
High QYDISDPQ 0.102509 0.008118 1 1 2 Q13228 0 1374.676 High 0.003313 0.03306 24
High GNNVEKPL 0.101751 0.008118 1 1 1 Q14126 0 1268.696 High 0.003272 0.0327 12
High DIPMNPMC1xCarbami    0.102509 0.008118 1 1 1 P01008 0 1425.632 High 0.003313 0.03311 13
High FSVSPVVR 0.101751 0.008118 1 1 1 P13639 0 890.5094 High 0.003272 0.03287 16
High EHSIDGTGW 0.101751 0.008118 0 0 1 0 1426.671 High 0.003272 0.03286 8
High EVLEGLEYL 0.102509 0.008118 1 1 1 O95747 0 1329.705 High 0.003272 0.03292 5
High FDPVRGEV 0.101751 0.008118 1 1 1 P02790 1 1268.675 High 0.003272 0.03283 24
High YFDACADA 1xCarbami  0.102509 0.008118 0 0 1 1 1887.854 High 0.003313 0.03309 13
High TFFSFPAVV 0.101751 0.008118 0 0 1 0 1457.783 High 0.003272 0.03274 0
High ISLADIAQK 0.103273 0.008359 1 1 1 O43242 0 958.5568 High 0.00335 0.03331 17
High ELQQAVLH 0.104043 0.008359 1 1 1 Q02818 0 1481.753 High 0.00335 0.03345 3
High ISFELMR 0.104043 0.008359 0 0 1 0 895.4706 High 0.003386 0.03364 27
High FTVDLPK 0.103273 0.008359 1 1 2 P62495 0 819.4611 High 0.00335 0.03315 20
High YEFILK 0.103273 0.008359 1 1 1 P07358 0 812.4553 High 0.00335 0.03337 16
High VDAETGDV 0.104043 0.008359 0 0 1 1 1805.903 High 0.00335 0.03353 7
High AMVLELK 0.103273 0.008359 1 1 1 Q9Y5A7 0 803.4695 High 0.00335 0.03315 19
High FLLSNIR 0.104043 0.008359 1 1 1 Q04446 0 862.5145 High 0.00335 0.03354 18
High AESLQQEV 0.104819 0.008468 1 1 1 Q14203 1 1629.844 High 0.003386 0.03372 4
High NIFNISLQR 0.105601 0.008468 0 0 1 0 1104.616 High 0.003419 0.0341 12
High IIFEDDR 0.105601 0.008468 1 1 3 P49773 0 907.452 High 0.003419 0.03421 29
High YGPSLMPG 1xOxidatio  0.104819 0.008468 1 1 1 P52209 0 1136.54 High 0.003386 0.03395 9
High ADFCIIHYA 1xCarbami  0.104819 0.008468 1 2 2 P35579 0 1294.625 High 0.008765 0.1056 17
High WYEIEK 0.104819 0.008468 1 1 2 P05090 0 867.4247 High 0.003386 0.03389 21
High VQYVIQGY 0.104819 0.008468 1 1 1 Q9NXR7 0 1234.658 High 0.003386 0.03391 10
High MVDFAGV 0.105601 0.008468 1 1 2 P21964 0 866.4441 High 0.003386 0.03399 23
High ADAGEDRV 0.105601 0.008468 1 1 2 Q96NY7 1 2355.992 High 0.004868 0.05145 20
High TDAGFTLR 0.105601 0.008468 1 1 1 P18206 0 880.4523 High 0.003419 0.03419 12
High DQELYFFH 1xCarbami  0.104819 0.008468 1 1 1 P26639 0 2461.153 High 0.003386 0.03387 2
High KVQYAPER 0.105601 0.008468 1 1 1 P49407 1 2126.099 High 0.003386 0.03405 16
High DGSSGGVIY 0.104819 0.008468 1 1 1 P28065 0 2088.072 High 0.003386 0.03396 21
High HLDSSSNER 0.105601 0.008468 1 1 2 P49902 0 1940.942 High 0.004868 0.05193 20
High YPGGDCSS 1xCarbami  0.106388 0.008577 1 1 1 Q13228 0 1369.573 High 0.003419 0.03428 13
High VNHEPEPA 0.107982 0.008577 0 0 1 0 1842.934 High 0.003419 0.03503 15
High AEPPKAPEQ 0.107982 0.008577 0 0 1 1 2298.136 High 0.003419 0.03493 12
High QPDFISFGL 0.107182 0.008577 1 1 1 P98160 0 1921.992 High 0.003419 0.03456 6
High SVHFPGQA 0.106388 0.008577 1 1 1 Q06210 0 1255.654 High 0.003419 0.03446 13
High DAEAWFN 0.107182 0.008577 1 2 1 P13645 0 1109.49 High 0.003419 0.03461 41
High NYHIFYR 0.106388 0.008577 1 1 1 Q9UM54 0 1012.5 High 0.003419 0.03445 8
High CGWLDLVL 1xCarbami  0.107182 0.008577 1 1 1 P30520 0 1216.676 High 0.003419 0.03474 18
High EIQVIPLQR 0.106388 0.008577 1 1 1 P29218 0 1095.652 High 0.003419 0.03438 19
High YRDFEFPSE 0.106388 0.008577 1 1 1 Q96NY7 1 1933.89 High 0.003419 0.0343 21
High ATLLDIYK 0.106388 0.008577 1 1 2 P01031 0 936.5401 High 0.003419 0.03435 14
High HLVPGAPF 0.106388 0.008577 1 2 1 P0C0L5 0 1630.979 High 0.003419 0.03433 17
High GIAYIEFK 0.107982 0.008577 1 1 1 P19338 0 940.5138 High 0.003419 0.03496 8
High YDEMVESM 0.106388 0.008577 1 1 1 P62258 0 1131.47 High 0.003419 0.03428 8
High YEWDVAEA 0.108787 0.008694 1 1 1 P13639 1 1266.611 High 0.003459 0.03518 12
High EPLGVNAK 0.108787 0.008694 1 1 1 P21399 0 827.4621 High 0.003492 0.0354 17
High HYGGLTGL 0.108787 0.008694 1 3 1 P18669 1 1630.855 High 0.003492 0.03537 6
High FFGNLMDA 0.108787 0.008694 1 1 1 P36871 0 1129.535 High 0.003459 0.0353 22
High LELSVDGAK 0.108787 0.008694 1 2 1 P0C0L5 0 931.5095 High 0.003492 0.03536 32
High SCDIPVFM 1xCarbami  0.108787 0.008694 1 1 2 P08603 0 1309.603 High 0.003459 0.03514 18
High KLDYGQHV 0.11375 0.008794 1 1 1 P38919 1 1597.845 High 0.003564 0.03713 14
High YNFFTGCPK1xCarbami  0.109599 0.008794 1 1 1 Q99832 0 1133.508 High 0.003492 0.03568 43
High SVLWWLPV 0.111241 0.008794 1 1 1 Q8NBJ7 0 1256.704 High 0.003492 0.03623 12
High DFTVSALHG 0.109599 0.008794 1 1 1 Q14240 0 1563.711 High 0.003492 0.03567 15
High TDVAESEKE 0.109599 0.008794 0 0 1 1 1547.791 High 0.003492 0.03554 23
High MQNGFSRT1xOxidatio  0.109599 0.008794 0 0 1 1 1197.604 High 0.003492 0.03561 25
High DSLLISADD 0.109599 0.008794 0 0 1 0 1615.854 High 0.003492 0.03554 12
High YNNPAMLH 0.110417 0.008794 1 1 1 Q9UNS2 0 1930.915 High 0.003492 0.03595 2
High DSSFFDKFF 0.112071 0.008794 1 1 1 O75363 1 1267.599 High 0.003526 0.03652 14
High LIILEHYSQA 0.112907 0.008794 1 1 1 P46926 0 1858.97 High 0.003526 0.03676 0
High ANNIDYTV 0.112071 0.008794 1 1 1 P29144 0 1388.692 High 0.003526 0.03663 20
High VIPLFTPQC 1xCarbami  0.112907 0.008794 2 2 2 P00325; P0 0 1259.682 High 0.007622 0.08832 18
High VLTGVAGE 1xCarbami  0.11375 0.008794 1 1 1 O95373 0 1627.774 High 0.003564 0.03702 8
High NVLLFLQD 0.110417 0.008794 0 0 1 0 1089.63 High 0.003492 0.03597 11
High VETFSGVYK 0.110417 0.008794 1 1 1 P62081 0 1029.525 High 0.003492 0.03602 15
High NWAVWR 0.110417 0.008794 0 0 1 0 831.426 High 0.003492 0.03578 21
High HPHDIIDDI 1xCarbami  0.109599 0.008794 1 1 1 P30050 0 2046.919 High 0.003492 0.03565 20
High LCNSPSPQM2xCarbami   0.110417 0.008794 1 1 1 P07996 0 2131.932 High 0.003492 0.03578 12
High QILSADLR 0.11375 0.008794 1 1 1 P55786 0 915.5258 High 0.003564 0.03704 11
High VVVYPSNQ 0.110417 0.008794 0 0 1 0 1247.699 High 0.003492 0.03583 30
High WFKEEQLP 0.112071 0.008794 1 1 1 Q9H788 1 1345.726 High 0.003526 0.03641 13
High DCEVTNDG1xCarbami  0.114599 0.008912 1 1 1 P35219 0 1841.906 High 0.003601 0.03743 14
High FVNVVPTF 0.114599 0.008912 0 0 1 0 1107.62 High 0.003601 0.03749 28
High NLLHVTDT 0.114599 0.008912 1 1 1 P14625 0 1513.779 High 0.003601 0.03754 8
High LIYDSWSSG 0.114599 0.008912 1 1 1 Q14894 0 1155.568 High 0.003601 0.03755 18
High GFPDQPSS 0.114599 0.008912 0 0 1 0 1234.588 High 0.003601 0.03758 13
High FVYKEEHPF 0.115454 0.009026 0 0 1 1 1452.716 High 0.003601 0.03784 11
High SSAIPDFRD 0.116316 0.009026 1 1 2 P52594 1 1360.686 High 0.00368 0.03812 20
High TELDAHFEN 0.115454 0.009026 1 1 1 Q9NR46 0 1528.775 High 0.003601 0.03761 10
High TLLPVSKPE 0.116316 0.009026 1 1 1 P01031 0 1252.762 High 0.00368 0.03815 20
High LSDLGR 0.115454 0.009026 0 0 1 0 660.3675 High 0.003601 0.03768 21
High KPLPDHVSI 0.115454 0.009026 1 1 1 P23396 0 1458.831 High 0.003601 0.03786 10
High SSFPLPGRK 0.116316 0.009026 0 0 1 1 988.5574 High 0.003642 0.03791 15



High NQALFPAC 1xCarbami  0.115454 0.009026 1 1 1 Q92499 0 1260.677 High 0.003601 0.03765 22
High ASYFICHDQ1xCarbami  0.118058 0.009137 1 1 2 Q96G03 0 1611.747 High 0.005259 0.05751 12
High LLLSYGASR 0.117184 0.009137 0 0 1 0 979.5571 High 0.00368 0.03832 24
High FIDFFK 0.118058 0.009137 1 1 3 P49588 0 816.4291 High 0.00494 0.05301 20
High SYEPLEDPG 0.118058 0.009137 1 1 1 P37837 0 1233.6 High 0.003716 0.03857 26
High LIVYLQR 0.118058 0.009137 0 0 1 0 904.5615 High 0.003716 0.03886 19
High WNALLLR 0.118058 0.009137 0 0 1 0 885.5305 High 0.003716 0.03861 16
High GNAGGIQP 0.118058 0.009137 1 1 1 Q8NCW5 0 1764.985 High 0.003716 0.03855 15
High ASLPLEPPR 0.117184 0.009137 0 0 1 0 979.5571 High 0.00368 0.03839 32
High REDEGEPG 0.117184 0.009137 0 0 1 1 2332.965 High 0.00368 0.03844 14
High AAEDPVAA 0.118058 0.009137 0 0 2 0 1715.919 High 0.003716 0.03859 28
High NLQDAMQ 1xCarbami    0.118058 0.009137 1 1 2 P49368 0 1250.562 High 0.003716 0.03865 24
High ATLYVTAIE 0.11894 0.009254 0 0 1 0 1251.658 High 0.003752 0.03897 4
High CFCMGVSR2xCarbami     0.11894 0.009254 1 1 1 P98160 0 1032.406 High 0.003752 0.03901 21
High VNFLPEIITL 0.11894 0.009254 1 1 3 Q14204 0 1373.804 High 0.003716 0.03888 13
High LLLLVQGK 0.11894 0.009254 1 1 1 O60936 0 883.5975 High 0.003716 0.03891 19
High LGIYEAMK 0.120722 0.009371 1 1 2 P15924 0 924.4859 High 0.003792 0.03961 14
High QIIGYVIGTQ 0.119827 0.009371 0 0 1 0 2177.135 High 0.003752 0.03942 8
High QLFDQVVK 0.119827 0.009371 1 3 3 P15311 0 976.5462 High 0.003752 0.03938 35
High ILIEDWKK 0.119827 0.009371 1 1 1 P14314 1 1044.609 High 0.003752 0.03925 9
High EIQILLR 0.119827 0.009371 1 1 2 P27361 0 884.5564 High 0.003752 0.03924 22
High ELAILLGML 1xOxidatio  0.12253 0.009469 1 1 1 P30041 1 1900.994 High 0.003825 0.04032 18
High SLGNVIMV 1xCarbami  0.12253 0.009469 1 1 1 P08603 0 1148.591 High 0.003825 0.04027 26
High NTPAFFAER 0.123444 0.009469 1 1 1 P50995 0 1052.516 High 0.003865 0.04067 5
High NCIIVSPDA 1xCarbami  0.121622 0.009469 1 2 1 P11908 1 1457.753 High 0.003825 0.04001 17
High NLCEAMEN1xCarbami  0.123444 0.009469 0 0 1 0 1755.786 High 0.003945 0.04088 15
High SQPPEKTEE1xCarbami  0.123444 0.009469 1 1 1 Q15113 1 2253.034 High 0.003945 0.04075 8
High QFAIVFK 0.12253 0.009469 1 1 2 P19838 0 852.4978 High 0.004868 0.05081 13
High SDVMYTDW 0.123444 0.009469 1 1 1 P19652 1 1272.593 High 0.003945 0.04085 13
High ETIGVGSYS 1xCarbami  0.123444 0.009469 1 1 1 Q15418 1 1485.7 High 0.003945 0.0408 9
High NTTQNTGY 0.12253 0.009469 0 0 1 0 2172.99 High 0.003825 0.04025 10
High LTPITYPQG 0.12253 0.009469 1 1 1 P63000 0 1503.824 High 0.003825 0.04037 18
High LMAARER 1xOxidatio  0.123444 0.009469 0 0 1 1 862.4564 High 0.003825 0.04063 29
High YIAIVSTTVE 0.121622 0.009469 1 1 1 P50395 1 1807.969 High 0.003825 0.0401 4
High VTTMDAEL 0.123444 0.009469 1 3 1 P15311 0 2066.011 High 0.003945 0.04073 7
High ATISNDGAT 0.121622 0.009469 1 1 1 Q99832 0 1203.658 High 0.003825 0.04005 17
High GFTIPEAFR 0.123444 0.009469 1 1 1 O00299 0 1037.541 High 0.003945 0.04074 29
High TLLSDPTYR 0.121622 0.009469 1 1 1 P31948 0 1065.558 High 0.003825 0.03988 28
High FVADGIFK 0.121622 0.009469 1 1 1 P23396 0 896.4876 High 0.003825 0.04019 13
High VVLWGSDY 0.121622 0.009469 1 1 3 O95834 0 1153.589 High 0.005949 0.06507 19
High IPFNSHEGG1xCarbami  0.123444 0.009469 1 1 1 P54922 0 1603.71 High 0.003825 0.04057 9
High GAGTGGLG1xCarbami  0.12253 0.009469 1 1 1 O75369 0 1673.816 High 0.003825 0.04035 14
High VMLALPSV 0.124366 0.009586 1 1 2 Q15435 0 985.5863 High 0.004868 0.05152 22
High ISALALLK 0.124366 0.009586 1 1 1 Q92905 0 828.5553 High 0.003983 0.041 10
High FPSLLTHNE 0.124366 0.009586 1 1 1 P62906 0 1600.815 High 0.003983 0.04114 19
High EVMPLLLAY 0.124366 0.009586 0 0 1 0 1289.754 High 0.003945 0.04091 9
High LLGPCMDIM1xCarbami  0.12717 0.009692 1 1 1 P13861 0 1177.578 High 0.004095 0.04228 11
High QLLNCLHV 1xCarbami  0.126228 0.009692 1 1 1 P11216 0 1742.937 High 0.004017 0.04161 8
High LAQNPLFW 0.126228 0.009692 0 0 1 0 1116.62 High 0.004017 0.04184 27
High IGYLNDRVD 0.12717 0.009692 0 0 1 1 1676.885 High 0.004056 0.04224 14
High LAPGELTIIL 0.125293 0.009692 1 1 2 P04114 0 1039.64 High 0.004017 0.04152 30
High VTWDSTFC 1xCarbami  0.125293 0.009692 1 1 1 Q9BR76 0 1524.715 High 0.004017 0.0415 1
High SDKPGVYT 1xCarbami  0.12717 0.009692 0 0 1 0 1409.684 High 0.004056 0.0421 12
High MFGMVLE 0.125293 0.009692 1 1 1 P55060 0 954.4787 High 0.004017 0.04146 11
High EVPAVPETL 0.126228 0.009692 1 1 1 P18124 0 1082.609 High 0.004017 0.0419 21
High SGGLLQLW 0.126228 0.009692 0 0 1 0 1001.578 High 0.004017 0.04163 17
High TGTITTFEH 1xOxidatio  0.12717 0.009692 1 1 2 P13639 0 1631.759 High 0.007695 0.09103 17
High TGISDVFAK 0.12717 0.009692 1 1 1 P19338 0 937.4989 High 0.004056 0.04224 28
High SQNGGEPD 0.12717 0.009692 1 1 1 P42224 1 2003.946 High 0.004017 0.04203 1
High KEELTLEGIK 0.125293 0.009692 1 1 1 Q14240 1 1159.657 High 0.004017 0.04152 35
High ETVDQVEE 0.128118 0.009929 1 1 1 Q14204 1 1373.702 High 0.004095 0.04239 19
High LGMDGYR 1xOxidatio  0.128118 0.009929 1 1 3 P61626 0 827.3716 High 0.005949 0.06492 29
High GGSGGSYG 0.129074 0.009929 1 1 1 P35527 0 4972.936 High 0.004133 0.04296 10
High YDDMAAA 1xOxidatio  0.128118 0.009929 2 2 1 P31946; P6 0 1031.417 High 0.004095 0.04254 24
High FMATNDLM1xOxidatio  0.129074 0.009929 1 1 1 Q86VP6 0 1557.729 High 0.004133 0.04274 7
High LMMNLLR 0.128118 0.009929 2 2 1 Q9H9S4; Q 0 890.495 High 0.004095 0.04264 12
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