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Abstract
Objective We here describe treatment outcomes in two aden-
osine deaminase (ADA)-deficiency patients (pt) who received
stem cell gene therapy (SCGT) with no cytoreductive condi-
tioning. As this protocol has features distinct from those of
other clinical trials, its results provide insights into SCGT for
ADA deficiency.
Patients and Methods Pt 1 was treated at age 4.7 years,
whereas pt 2, who had previously received T-cell gene thera-
py, was treated at age 13 years. Bone marrow CD34+ cells
were harvested after enzyme replacement therapy (ERT) was
withdrawn; following transduction of ADA cDNA by the
γ-retroviral vector GCsapM-ADA, they were adminis-
tered intravenously. No cytoreductive conditioning, at
present considered critical for therapeutic benefit, was
given before cell infusion. Hematological/immunological re-
constitution kinetics, levels of systemic detoxification, gene-

marking levels, and proviral insertion sites in hematopoietic
cells were assessed.
Results Treatment was well tolerated, and no serious ad-
verse events were observed. Engraftment of gene-
modified repopulating cells was evidenced by the appear-
ance and maintenance of peripheral lymphocytes express-
ing functional ADA. Systemic detoxification was moder-
ately achieved, allowing temporary discontinuation of
ERT for 6 and 10 years in pt 1 and pt 2, respectively.
Recovery of immunity remained partial, with lymphocyte
counts in pts 1 and 2, peaked at 408/mm3 and 1248/mm3,
approximately 2 and 5 years after SCGT. Vector integra-
tion site analyses confirmed that hematopoiesis was
reconstituted with a limited number of clones, some of
which were shown to have myelo-lymphoid potential.
Conclusions Outcomes in SCGT for ADA-SCID are de-
scribed in the context of a unique protocol, which used neither
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ERT nor cytoreductive conditioning. Although proven safe,
immune reconstitution was partial and temporary. Our results
reiterate the importance of cytoreductive conditioning to en-
sure greater benefits from SCGT.

Keywords Gene therapy . adenosine deaminase (ADA) .

severe combined immunodeficiency (SCID) . primary
immunodeficiency (PID) . retroviral vector(s) . hematopoietic
stem cell(s)

Introduction

Adenosine deaminase (ADA) is a ubiquitously expressed
enzyme critical in the purine salvage pathway. Genetic loss
of this enzyme leads to defects in lymphocytes due to
accumulated toxic metabolites, resulting in immunodefi-
ciency [1, 2]. Patients having ADA gene mutations compat-
ible with severe combined immunodeficiency (SCID) have
substantial risks of early death due to overwhelming infec-
tion. ADA deficiency is also considered a metabolic dis-
ease, with many tissues other than the hematopoietic sys-
tem affected by the enzyme defect [3]. The ideal curative
treatment should therefore enable not only long-term
hematopoietic/immune reconstitution but also life-long sys-
temic detoxification. Hematopoietic cell transplantation
(HCT) from an HLA-identical sibling donor may fulfill
such requirements, but is not necessarily available to all
patients [4, 5]. The risks that still inhere in HCT under
other conditions, e.g., from an HLA-matched unrelated do-
nor, often limit its use upon thorough risk-to-benefit esti-
mation [6]. Since the development of enzyme replacement
therapy (ERT), many patients have benefited from the sys-
temic detoxification and protective immunity provided by
the infusion of polyethylene glycol-conjugated bovine ADA
(PEG-ADA) [3]. Despite its great value in sustaining
life, ERT often yields only partial immune reconstitution
[7], so that development of other curative treatment options is
desirable.

Gene therapy has been studied as a possible such option, in
which a basic aim is reconstitution of normal hematopoietic/
immune systems by infusing autologous hematopoietic stem
cells (HSCs) equipped, using viral vectors, with an ADA
cDNA expression cassette [8, 9]. Although pioneering trials
yielded minimal gene-marking in peripheral blood cells with
no visible clinical benefits, they did prove the safety of such
emerging technology [10–12]. With improvement in several
techniques, a new series of SCGT was initiated in the late
1990s, following which Aiuti et al. reported marked immune
reconstitution in two ADA-SCID patients via SCGT, ascrib-
ing good outcome to a protocol modified in two major re-
spects [13]. The first, absence of concomitant use of PEG-
ADA is believed to have conferred a selective advantage after

SCGT upon gene-corrected cells, allowing them to survive
and expand better than uncorrected counterparts [14]. The
second, the use of cytoreductive conditioning with low-dose
busulfan, is believed to have increased the space into which
gene-modified HSCs can engraft within bone marrow (BM),
or, more specifically, the availability of stem-cell niches.
Almost all subsequent SCGT protocols for various types of
genetic diseases have used some degree of cytoreductive con-
ditioning, with success being reported for increasing numbers
of patients [15–24]. ADA-SCID continues to be a leading
target for SCGT, which yields notable clinical benefits and is
established as safe, with no cases of insertional leukemogen-
esis reported [8, 9].

In 2003–2004, we conducted in two ADA-SCID pa-
tients a clinical trial of SCGT that in some respects can
be recognized as distinct. Although nonmyeloablative
conditioning is now believed indispensable for the posi-
tive long-term outcome in SCGT for ADA-SCID, the
rationale had not completely been established. We thus
decided not to use cytoreductive treatment before infus-
ing gene-modified BM CD34+ cells, based on individu-
alized risk-benefit assessment. As PEG-ADA was with-
drawn approximately 5 weeks before BM harvest, the
protocol was unique in combining two conditions, i.e.,
no conditioning and no ERT. In addition, pt 2 had long-
lasting ADA-marked T cells at SCGT, cells derived from
a previous clinical trial in which peripheral T lympho-
cytes were the target of gene transfer [25, 26]. In this
exceptional instance, T cells and HSCs thus were inde-
pendently targeted by distinguishable γ-retrovirus vec-
tors. We here describe SCGT outcomes in these two
unique patients.

Methods

Patients

Patient characteristics have been described [14, 26], and are
summarized in Table 1. Both patients had been treated by
weekly intramuscular injection of PEG-ADA for the times
shown. HLA-matched sibling donors were not available. Of
note is that pt 2 had repeatedly received infusions of autolo-
gous T cells transduced with the γ-retrovirus vector LASN,
harboring ADA cDNA, in a clinical trial of gene therapy begun
at age 4 years [26]. While on PEG-ADA, pt 2 had maintained
~5–10 % gene-marking levels in peripheral T cells, persisting
even 10 years later when he underwent SCGT.

Treatment Details

After written informed consent was obtained, PEG-ADA re-
placement was withdrawn~5 weeks before BM harvest. BM
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CD34+ cells purified using the Isolex 300i cell separation
system (Baxter, Deerfield,MA)were pre-stimulated for 2 days
in serum-free X-VIVO15™ medium (Lonza, Walkersville,
MD) supplemented with 1 % human serum albumin and a
cocktail of cytokines consisting of 50 ng/ml stem cell factor
(SCF), 50 ng/ml thrombopoietin (TPO), 300 ng/ml Flt3-li-
gand, 100 ng/ml interleukin (IL)-6, and 500 ng/ml soluble
IL-6 receptor (sIL-6R; all from R&D Systems, Minneapolis,
MN). Pre-stimulated cells on fibronectin fragment CH296
(Takara Bio, Otsu, Japan) were transduced 3 times during
the next 3 days with the retroviral vector GCsapM-
ADA [27]. On the day after final transduction, cells
were harvested, washed, and infused intravenously into
patients. Cytoreductive reagents were not used. Cell
transduction is summarized in Table 2, with detailed methods
described in supplemental text. All studies were conducted
with ethical and regulatory approval of both institutional com-
mittees and governmental authorities.

Measurement of ADA Enzyme Activity and Adenine
Nucleotide Content

Thin-layer chromatography analysis of ADA enzyme activity
is described [26]. A small aliquot of transduced BM CD34+

cells was subjected to such analysis to confirm functional
reconstitution. After SCGT, mononuclear cells were archived
and later used for analysis. The values are represented as units,
defined as [one unit=activity estimated to produce one nmol
(inosine+hypoxanthine) per min by 108 cells (nmol/min/108

cells)]. Where indicated, granulocytes were separated and
used for measurement. To monitor ADA activity and the level
of metabolic detoxification after SCGT, dried blood spots
were prepared using a piece of Guthrie filter paper following
an established method, by which ADA activity, AXP, and
dAXP extracted from erythrocytes were measured at Duke
University Medical Center [28].

Assessment of Immune Functions

T cell proliferative responses were assessed with a standard
3H-thymidine incorporation assay. Phytohemagglutinin and
concanavalin-A were used as mitogens. Diversity in T cell
receptor recombination was assessed by complementarity-
determining region 3 (CDR3) spectratyping analysis as de-
scribed [29].

Flow-Cytometry Analysis

Immunophenotyping of cell surface markers in hematopoietic
cells was conducted by flow-cytometry analysis in Hokkaido
University Hospital. ADA protein expression was assessed by
multi-color flow-cytometry analysis as described [30].
Detailed methods are described in supplemental text.T
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Vector Copy Number Assessment

Vector copy number (VCN) was quantified by quantitative
polymerase chain reaction (qPCR). The sequences of primers
and probes used are shown in supplemental text. Although we
designed two sets of primer / probe pairs for the specific iden-
tification of different vectors, i.e., LASN and GCsapM-ADA,
we found it difficult to ensure specificity for LASN detection.
We thus decided to use another primer / probe pair that could
quantify the sum of VCN based on both vector sequences.
Estimation of LASN-VCN was then feasible by measuring
GCsapM-ADAVCN simultaneously in the same samples. A
copy number reference control was obtained from the 293 cell
clone, which we established by modifying it so that the
GCsapM-ADA proviral sequence was present at 2 copies/cell.
Genomic DNA samples were prepared from each cell popu-
lation indicated, then subjected to qPCR analysis. Values were
normalized by referring to the control and were shown as
average VCN per cell.

Vector Integration Site Analysis

To determine vector integration sites in samples, linear ampli-
fication mediated (LAM)-PCR analysis was conducted fol-
lowing a published protocol [31] with some modifications.
Precise integration sites of each vector integrant were deter-
mined after excision of selected bands from agarose gels
(Fig. 7), followed by sequencing analysis (supplemental text).
To prove that integration sites shared between lymphoid- and
myeloid-lineage cells existed, peripheral blood mononuclear
cells (PBMNCs) and purified granulocytes were assessed. BM
cell samples, available only from pt 1, were used as total cells
without further purification.

Results

Treatment Summary

After each patient entered hospital, regular administration of
PEG-ADA was stopped ~5 weeks before BM harvest. BM
aspirates were collected under general anesthesia on day −5.

CD34+ cells were purified from these; the purified cells’ char-
acteristics are shown in Table 2. Following pre-stimulation
with a cocktail of cytokines, cells were transduced with the
GCsapM-ADA γ-retroviral vector [27] in CH296-precoated
culture bags at ~24-hour intervals for the following 3 consec-
utive days. On day 0, highly viable cells were obtained, and
slowly infused into the patient intravenously. No immediate
reactions were observed. No cytoreductive treatment, such as
administration of busulfan or melphalan, was given to the
patients. Pt 1 and pt 2 received the transduced cells at
doses of ~1.38×106 cells/kg and 0.92×106 cells/kg, re-
spectively. Transduction efficiency was estimated to be
~40 % (pt 1) and ~50 % (pt 2) when assessed in prim-
itive cell colonies derived from the final cell products. Of note
is that patient CD34+ cells acquired supra-normal levels
of ADA enzyme activity after gene transduction (Table 2).
Overall, treatment was well-tolerated despite both pa-
tients experiencing some gastrointestinal symptoms dur-
ing the periods when systemic detoxification seemed
insufficient. Both patients were discharged from hospital
~6 months after SCGT with no need to resume PEG-ADA
administration.

Systemic Metabolic Detoxification

Following withdrawal of ERT, both patients became anorexic,
likely reflecting BADA-deficient^ status. Consistent with this
observation, serum activities of liver transaminases (AST and
ALT) increases~3 weeks after ERT stopped (Fig. 1a and sup-
plemental Fig. 1a). More direct evidence of ADA deficiency
was demonstrated by an increase in %dAXP values measured
in erythrocytes [28], with kinetics like those of AST and ALT
(Fig. 1b and supplemental Fig. 1b). These signs of metabolic
abnormality, however, improved following SCGT, with liver
enzyme values normalized within 6–8 weeks (supplemental

Table 2 Characteristics of patient BM CD34+ cells

CD34+ cells (×106/kg) %CD34+ at infusion %Transduction Efficiency (CFC) ADA enzyme activity (U)

Harvested Infused Mock vector GCsapM-ADA

Pt 1 1.17 1.38 70.7 % 39.5 % 1.9 318.2

Pt 2 0.57 0.92 66.6 % 50.0 % 1.4 299.4

%CD34+ percentage of cells expressing CD34 cell surface antigen; CFC colony-forming cells;Mock vector GALV-pseudotyped GCsap-EGFP vector
used as non-therapeutic transduction control

�Fig. 1 Kinetics of systemic detoxification. a Activities of liver enzymes
aspartate transaminase (AST) and alanine transaminase (ALT) in patient
serum before and after (up to ~6 years for pt 1 and ~10 years for pt 2) stem
cell gene therapy (SCGT). At 78 months after SCGT, PEG-ADA
treatment was re-initiated for pt 1. b Patient erythrocyte %dAXP values
before and after SCGT. To facilitate comparison, the x-axis scale is the
same as that of the x axis in (a)
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Figs. 1a and b). In pt 1, once erythrocyte %dAXP values
stabilized at~8 weeks, they maintained that level at ~10 %
for another year. Interestingly, %dAXP decreased gradually
even during the second year, indicating that gene-corrected
CD34+ cell-derived hematopoiesis had slowly but steadily
contributed to detoxification at least within the hematopoietic
system in this ADA-deficient patient (Fig. 1b). Improvement
in %dAXP levels exhibited slower kinetics in pt 2, with
values having reached ~10 % only 3 years after SCGT
(Fig. 1b). However, liver enzyme abnormality became
evident again for pt 1 beyond 2 years, indicating that
systemic detoxification effects did not last long (Fig. 1a).
Overall, single infusions of gene-modified CD34+ cells led
to sustainment of partial metabolic detoxification, indicating
that hematopoietic compartments capable of providing
therapeutic levels of ADA activity were established for
short-term even though our SCGT protocol included no
cytoreductive conditioning.

Immune / Hematopoietic Reconstitution

Upon withdrawal of ERT, absolute lymphocyte counts
(ALCs) dropped quickly, at nadir reaching values of 70/mm3

for pt 1 and 220/mm3 for pt 2 (Fig. 2a and supplemental
Fig. 2a). After SCGT, ALCs recovered gradually. Pt 1’s
ALC reached the peak value of 408/mm3 at 644 days after
cell infusion, whereas pt 2’s peak ALC (1248/mm3) occurred
later, at 1884 days after SCGT (Fig. 2a). Both patients expe-
rienced mild neutropenia following ERT withdrawal. Their
absolute neutrophil counts (ANCs) increased gradually after
SCGT with kinetics like those for ALC recovery for the first
2–3 years (supplemental Fig. 2b), and were maintained within
a normal range thereafter (Fig. 2b). Consistent with short-
term, partial systemic detoxification effects, full immune re-
constitution was not achieved, as a gradual decrease in ALC
was evident for pt 1, whereas pt 2’s ALCmaintained subnormal
levels for up to 10 years after SCGT (Fig. 2a). Accordingly, we
continued intravenous immunoglobulin (IVIg) replacement
therapy for both patients throughout the study period.

Characterization of Immune-Reconstitution Kinetics

Patterns of immune reconstitution in our patients were distinct
regarding kinetics of lymphocyte-subset development. In pt 1,
both CD4+ and CD8+ T cell counts increased with similar
kinetics after SCGTwhereas an increase in CD8+ T cells pre-
dominated in pt 2 (Fig. 3a and supplemental Fig. 3a). This
most likely reflected expansion of preexisting LASN+ T cells
along with systemic detoxification partially achieved by
SCGT. Emergence of CD20+ B cells and CD16+ / CD56+

NK cells was detectable in pt 1, which became evident
10 months, then plateaued beyond 2 years after SCGT
(Fig. 3b). In contrast, B cell recovery did not occur in pt 2,

whereas NK cells showed some increase (Fig. 3b). B and NK
cell counts, however, did not reach normal ranges in either
patient.

Detailed Analysis of Emerging Lymphocytes

ADA expression was monitored in patient CD3+ T cells and
CD56+ NK cells over time before and after SCGT by flow-
cytometry analysis [30]. As shown in Fig. 4, pt 1’s lympho-
cytes lacked ADA expression before SCGT (pre-GT), where-
as virtually all populations in healthy control counterparts
expressed substantial levels of ADA (Control). Two peaks
clearly distinguishable in fluorescence intensity appeared after
SCGT in each plot (6, 9, 18, and 27 months), with the brighter
ones likely representing developing lymphocytes that
expressed vector-derived ADA. Gradual increases in
%ADA-bright cells were evident for both populations, sug-
gesting that gene-corrected T cells, and also NK cells, had
preferentially developed in vivo owing to a selective advan-
tage over their non-corrected counterparts. When assessed
long-term (6.5 years) after SCGT, however, such an advantage
seemed blunted for NK cells while it remained still significant
for CD3+ T cells as most of them showed ADA expression
despite with dull intensity (supplemental Fig. 4). As two peaks
did not appear in pt 2’s samples, we could not use this assay to
estimate %transduction in T cells / NK cells for this patient
(supplemental Fig. 5).

Two years after treatment, T cells in both patients showed
non-skewed CDR3 size distribution (supplemental Fig. 6),
suggesting no ongoing massive monoclonal or oligoclonal T
cell expansion. During the observation period, no evidence of
naïve T cell development was obtained for either patient, by
immunophenotypic assessment of peripheral T cells (CD4+ /
CD45RA+) or by a T-cell receptor excision circle assay (data
not shown). Despite the low level of T cell reconstitution, the
T cells present were viable and functional as evidenced by
improvement in ADA activity when assessed ~5 years after
SCGT (Fig. 5a, PBMNCs) and by improved proliferative re-
sponses to mitogen stimulation, although such responses were
found lost for pt 1 at the later time point (Fig. 5b). Only a slight
increase in ADA activity was noted in pt 1’s granulocytes
(Fig. 5a, Granulocytes). Development of a more specific im-
mune response was demonstrated for pt 1, 2 years and
10 months after SCGT when she had chickenpox, which she
cleared with no serious complications. Of note was that a
defined assay [32] detected apparent proliferative responses

�Fig. 2 Kinetics of hematopoietic reconstitution. a Lymphocyte
reconstitution. Absolute lymphocyte counts in patient peripheral blood;
the time of stem cell gene therapy (SCGT) is indicated. Shown are the
data up to ~6 years after SCGT for pt 1, and ~10 years for pt 2. b
Neutrophil reconstitution. Absolute neutrophil counts in patient
peripheral blood; cf. (a) for manner of data presentation
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specific to varicella zoster virus (VZV) antigen in her T cells
1 month after infection (supplemental Fig. 7). Pt 2 developed
herpes zoster 1 month after SCGT, but, unlike those of pt 1, his
peripheral T cells did not show a VZV-specific response when
assessed 2 years after infection (supplemental Fig. 7).

Quantification of Transgene-Marked Cells

Genemarking levels were assessed by quantifying VCN using
a qPCR-based method as described in Methods and supple-
mental materials. A series of analyses for pt 1 demonstrated
steady increase in VCN in PBMNCs within 2 years with ki-
netics similar to those observed for ALC (Fig. 6a left, refer to
Fig. 2a). VCN analysis of cell fractions 2 years after SCGT
showed the highest gene marking level in CD3+ T cells (1.55
copies/cell), with the second highest value in CD19+ B cells
(0.51 copies/cell) (Fig. 6a right). Gene marking was also de-
tectable in PB granulocytes, yet at a low level (0.04
copies/cell), indicating engraftment of progenitor cells capable
of producing this short-lived myeloid population. Consistent
with this observation, we could detect substantial levels of
gene marking in BM CD34+ progenitor cells (0.06
copies/cell). Overall, significantly higher gene marking levels
in peripheral lymphocytes than those in myeloid cells
and BM compartments including CD19+ cells (0.08
copies/cell) confirmed the greater influence on SCGT out-
comes of selective advantage for gene-corrected cells in lym-
phoid lineages.

Because pt 2 had pre-existing LASN-marked T cells de-
rived from T cell-gene therapy, VCN was assessed by two
different sets of primer / probe pairs: one could specifically
detect the SCGT vector (GCsapM-ADA), whereas the other
could quantify ADA cDNA copies, thereby assessing both
vectors’ copy numbers (both vectors) (Fig. 6b). Although
the frequency of LASN+ T cells after the initial GT trial was
~5-10 %, high VCN values (>1 copy/cell) were continuously
detected by the primer / probe for both vectors in PBMNCs
after SCGT, indicating virtually ~100 % cells having either
vector sequence (Fig. 6b). Since this was true at the earliest
time point (5 months) when only low levels of gene-marking
was noted for GCsapM-ADA (0.005 copies/cell), LASN+

cells most likely constituted a dominant population in T cells
for pt 2 for the period studied (Fig. 6b left). Despite the pre-
dominance of LASN+ Tcells, emergence of T cells marked by
SCGT was visible (GCsap-ADA); reconstitution kinetics of
these T cells, however, gradually blunted and eventually re-
sulted in a plateau at low levels (<0.1 copies/cell determined
in PBMNCs). The actual marking level in Bpurified^ T cells
was higher than this estimate, reaching 0.29 copies/cell for the
SCGT vector and 2.4 copies/cell for both vectors (Fig. 6b
right, PB). Although Tcell reconstitution was limited, engraft-
ment of progenitor cells by SCGT was apparent for this pa-
tient, as evidenced by the presence of GCsapM-ADA+ cells in

BM fractions expressing CD34 (0.09 copies/cell) and CD19
(0.03 copies/cell) 2 years after treatment.

Existence of Engrafted Progenitor Cell Clones Capable
of Myelo-Lymphoid Differentiation

Vector integration sites were analyzed. LAM-PCR analysis
demonstrated a polyclonal integration pattern in pt 1
PBMNCs at 16 months, which gradually switched to
oligoclonal patterns (Fig. 7). Of note is that analysis of se-
quentially obtained PBMNC samples (32–68 months) com-
monly identified at least three major bands, likely shared also
by granulocytes and BM samples (shown in white arrow-
heads). For pt 2, polyclonal integration patterns were main-
tained in PBMNCs throughout the observation period (Fig. 7)
(latest analysis at ~6 years). This, however, should reflect
mostly LASN integration sites, because the analytical method
used cannot distinguish the two vectors LASN and GCsapM-
ADA in amplifying the sequences containing integration sites.
In contrast, analysis revealed oligoclonal integrations in
granulocytes, which are considered to derive solely from
SCGT. We could identify at least two bands of approximately
identical size in both PBMNCs and granulocytes of pt 2 (white
arrowheads).

To clarify vector integration sites more precisely, PCR
amplicons in the selected bands (9 bands in total shown by
white arrowheads for pt 1, and 4 bands for pt 2) were retrieved
for DNA sequencing. This analysis identified unique integra-
tion sites for both patients’ samples (supplemental materials).
Using this defined measure, we could detect 5 integration sites
shared by PBMNCs and granulocytes obtained from pt 1 at
~6 years after SCGT (68 months), among which 4 sites were
also found in BM samples (51 months after SCGT).
Furthermore, three integration sites out of 4 were also identi-
fied in PBMNCs obtained 4 years earlier (21 months). Two
integration sites shared by PBMNCs and granulocytes were
found in pt 2’s samples as well. These results indicate that our
SCGT trial achieved engraftment of progenitor clones that
were capable of multilineage differentiation, but with clone
numbers likely limited due to the absence of cytoreductive
conditioning.

Long-Term Outcomes

Both patients were clinically well, with freedom from severe
infections for 3–4 years after SCGT. However, as gradual loss
of SCGT-mediated effects was noted, ERTwas restarted for pt
1 7 years after SCGT, when she had pneumonia. Her condition

�Fig. 3 Lymphocyte subset reconstitution. a Absolute CD4+ and CD8+ T
cell counts in peripheral blood before and after stem cell gene therapy
(SCGT). b Absolute CD20+ B cell and CD16+/CD56+ NK cell counts in
peripheral blood; cf. (a) for manner of data presentation
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Fig. 4 Development of ADA-
expressing T/NK cells. Shown are
flow-cytometry analysis data on
frequencies of ADA-expressing
cells among peripheral blood
CD3+ Tcells and CD56+ NK cells
(pt 1 only). Dashed histograms,
isotype control; gray histograms,
ADA-specific fluorescence.
Control: Data obtained from a
healthy individual. Before stem
cell gene therapy (SCGT): Data
obtained 2~5 months before
SCGT (still receiving enzyme
replacement therapy). The first
peak in each ADAhistogram after
SCGT is assumed to represent
ADA-negative populations, not
dull-expressers. The frequency
(%) of ADA-bright cells is
calculated based on the separation
between two populations
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improved upon re-initiation of ERT (detailed treatment out-
come to be reported elsewhere). Pt 2 remains off PEG-ADA at
writing, but he is also expected to need ERT soon. No leuke-
mic transformation has been noted to date in either patient.
Overall, these two patients moderately benefited from SCGT,
with evidence of engraftment of multipotent progenitor cells
expressing ADA, but the effects were transient and limited,
with only partial immune reconstitution achieved.

Discussion

SCGT is recognized as one of the most advanced forms of
experimental medicine [8, 9]. Among all target diseases, es-
pecially primary immunodeficiency disorders (PIDs), ADA-
SCID has the longest history of gene therapy trials and has
been most successfully managed, with more than 38 patients
reportedly treated safely worldwide [19, 20, 33, 34]. Even
using γ-retroviral vectors, which are inherently unfavorable
owing to leukemogenesis by insertional mutagenesis, as
shown in SCGT trials for other PIDs [18, 24, 35], no such

events have occurred in similarly treated ADA-SCID patients.
In line with these observations, we too so far have not ob-
served any leukemic transformation of long-term progenitor
cells that harbor inserted vectors. Although the limited num-
bers of clones engraftable in our subjects may have lowered
risk, our results provide additional support for the idea that
ADA-SCID trials are safer than are SCGT trials for other
PIDs. Following a trend pushed forward by the promis-
ing results in recent SCGT trials [15, 36], safety in
SCGT will be further enhanced by the use of vector systems
with better safety characteristics, such as self-inactivating
lentiviral vectors [37].

Since the epochal SCGT trial reported by Aiuti et al. [13],
two modifications that they introduced, 1) non-myeloablative
conditioning and 2) lack of concomitant ERT, have been con-
sidered critical determinants of treatment efficacy. They thus
have been incorporated into other ADA-SCID trials [19, 20].
In the 1990s, a series of pioneering SCGT trials were conduct-
ed with no cytoreductive conditioning and with continuation
of ERT; they were clinically ineffective [38–40]. As a result,
two series of SCGT trials differed in two variables, thus
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impeding clarification of each variable’s contribution to treat-
ment efficacy. Carbonaro et al. addressed this issue in murine
studies to determine the extent to which each protocol variable
contributed to therapeutic efficacy and concluded that
cytoreduction was important for the engraftment of gene-
corrected HSCs, but cessation of ERT might not be necessary
to achieve clinical benefits [41]. In addition, the idea has
emerged that ERT at some points after SCGT may benefit
patient outcomes [19, 34, 41], thus suggesting another com-
bination of two variables for future clinical protocols (i.e.,
with cytoreductive conditioning, while on PEG-ADA).
Although several other variables in the protocol should also
be considered, our trials are unique, with ADA-SCID patients

treated after cessation of ERT but with no cytoreductive con-
ditioning.We thus believe that our results provide information
valuable for future clinical studies of ADA-SCGT [34].

Although the data are limited to those for relatively short-
term, engraftment of multipotent progenitors demonstrated in
both patients after SCGT without conditioning supports the
idea that to generate an empty niche by cytoreductive treat-
ment may not be absolutely necessary for HSC engraftment in
an autologous setting, as indicated in murine experiments
[42]. Although the extent and kinetics of hematopoietic recon-
stitution were far less greater than those in other successful
cases, maintenance of low-level %dAXP values in erythro-
cytes indicated significant ADA activity continuously
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provided within the mass of hematopoietic cells expressing
transferred ADA. Moreover, the multilineage potential of the
engrafted progenitors was demonstrated in the form of vector
integration sites shared between lymphoid- and myeloid-
lineage cells. One must nevertheless note that clonal analysis
could identify only limited numbers of such clones actively
contributing to hematopoietic / immune reconstitution in our
patients. Each reconstituted T cell that appeared relatively
short-term after SCGT seemed normal in terms of ADA ex-
pression and activity and functions such as proliferative re-
sponses, but absolute values never normalized. In addition,
no evidence of thymic reconstitution was obtained in either
patient (data not shown), in contrast to other trials that used
low-intensity conditioning [19, 20, 33]. We observed apparent
B and NK cell development in pt 1, yet with very low numbers

and consequently continued IVIg therapy for both patients.
Overall, clinical benefits were moderate as exemplified by
partial systemic detoxification, and gradually lessened beyond
the third year. We thus conclude that cytoreductive con-
ditioning is critical in enabling gene-modified HSCs to engraft
in numbers sufficient to achieve and to maintain immune re-
constitution that frees patients from ERT and IVIg replace-
ment long-term.

Our results appear to support the idea that ERTat the time of
SCGTmay blunt the selective advantage that ADA-expressing
lymphocytes have over their defective counterparts. Flow-
cytometry analysis demonstrated a gradual increase in ADA-
bright cells in both T and NK cell compartments, likely
reflecting selective survival / expansion of cells expressing
intracellular ADA during reconstitution in the absence of
ERT. Whether withdrawal of ERT enhanced engraftment of
long-term progenitors remains uncertain. Relatively high
VCN values in BM CD34+ cells (0.06 and 0.09 copies/cell
for pts 1 and 2, respectively) 2 years after SCGT may indicate
enhancement of HSC engraftment by ERT cessation, although
long-term results are necessary before drawing conclusions.

Pt 2 is unique in having received two types of transduced
cells in separate trials. This allowed separate tracking of re-
constitution kinetics of two cell types utilizing differences
between vector constructs, i.e., LASN in T cells and
GCsapM-ADA theoretically in all hematopoietic lineages.
While on ERT, pt 2 maintained ~5-10 % LASN-expressing
Tcells. Of interest is that virtually ~100% of Tcells contained
the LASN sequence as early as 5 months after SCGT when
only a marginal level of marking by GCsapM-ADAwas de-
tectable. This indicates that the initial increase in T cells ob-
served after SCGT in pt 2 is most likely attributable to the
expansion of LASN-T cells upon enrichment by cessation of
ERT, followed by proliferation in the presence of favorable
bystander detoxification effects brought about by SCGT.
However, dominance of LASN-positivity in T cells continued
for the initial 2 years; perhaps the success of this sub-
population impeded expansion of GCsapM-ADA+ T cells,
for which VCN values remained below 0.3 copies/cell when
last measured. Competition between similar cells thus must be
considered when patients receive gene therapy more than
once, an increasingly likely scenario with wider deployment
of SCGT.

Finally, some other variables in our protocol should be
taken into consideration when comparing outcomes with
those in other trials. Among them is patient age. This is con-
sidered critical in determining benefits of SCGT in PIDs [43,
44]. It may have affected outcome in our patients adversely,
especially due to aged thymic environment.We alsomust note
that doses of infused CD34+ cells (/kg) in our trial were low,
lying in a range at which complete immune reconstitution
failed in some patients in other successful trials [19, 20, 33].
Patient age and cell dose interplay with one another, of course,
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PBMNCs Granulo BM

(month)14 30 44 52 73 30 37 52M
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Fig. 7 Vector integration analysis. Shown are gel images generated in
linear amplification - mediated PCR analysis. Each sample was processed
in two independent reactions and the final product was run in duplicate to
ensure reliability of the assay. M, size marker. Top: Site-specific
integrations are represented as amplicons with distinct sizes in pt 1
samples obtained at indicated times. Granulo, peripheral blood
granulocytes; BM, whole bone marrow cells. As the bands shown by
white arrowheads were likely shared by three different cell types, they
were subjected to sequence analysis. The band shown by a white arrow
was retrieved for independent sequence analysis. Bottom: Vector
integration site analysis in pt 2 samples over time. Bone marrow
samples were not available due to poor cell yields upon aspiration.
Because our LAM-PCR system commonly amplified fragments
containing either the LASN- or the GCsapM-ADA-integrant, the
amplicons visible in peripheral-blood mononuclear cell lanes are
derived from both vectors. In contrast, the bands seen in Granulo lanes
should represent GCsapM-ADA integrations as the vector was introduced
into CD34+ progenitor cells. Candidate bands indicated by white
arrowheads were considered as likely shared by lymphoid and myeloid
lineages and were subjected to sequence analysis
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and with other variables including culture conditions. We used
IL-6 and sIL-6R in addition to the basic cocktail of the three
cytokines SCF, TPO, and Flt3-ligand, anticipating favorable
outcomes based on established results [45]. In the absence of
control data, however, one can only speculate on how this
unique cytokine cocktail contributed to overall outcomes.
HSC expansion techniques still remain a hot issue in trans-
plantation medicine [46, 47]. Future SCGT trials may be able
formally to compare newly defined culture systems,
deploying recent advances in analysis that now enable track-
ing human HSCs and progeny via comprehensive vector in-
sertion site analysis [15, 36].

Conclusions

This is the first report to describe outcomes of SCGT in ADA-
SCID patients conducted after cessation of ERT and with no
use of cytoreductive conditioning. Although engraftment of
repopulating gene-modified cells was detectable, recovery of
patient immunity was partial and transient due to limited HSC
engraftment. Our results reinforce the observation that SCGT
for ADA-SCID is safe and efficient, but also emphasizes that
appropriate cytoreductive conditioning is necessary to maxi-
mize clinical benefits.

Acknowledgments We would like to thank both patients and both
families for their cooperation. We are also grateful to the doctors, nurses,
and other co-medical staff members who have supported them and this
study in many ways. We thank W. Jay Ramsey, Laura Tuschong, G.
Jayashree Jagadeesh, and Linda Muul in the Clinical Gene Therapy
Branch of the National Human Genome Research Institute, NIH, for the
production of clinical-grade GCsapM-ADA supernatant. This work was
supported by grants from the Ministry of Health, Labor and Welfare.

Conflict of Interest The authors have no conflict of interest in relation
to this article to disclose.

References

1. Giblett ER, Anderson JE, Cohen F, Pollara B, Meuwissen HJ.
Adenosine-deaminase deficiency in two patients with severely im-
paired cellular immunity. Lancet. 1972;2(7786):1067–9.

2. Hershfield MS. Adenosine deaminase deficiency: clinical expres-
sion, molecular basis, and therapy. Semin Hematol. 1998;35(4):
291–8.

3. Hershfield MS, Buckley RH, Greenberg ML,Melton AL, Schiff R,
Hatem C, et al. Treatment of adenosine deaminase deficiency with
polyethylene glycol-modified adenosine deaminase. N Engl J Med.
1987;316(10):589–96.

4. Buckley RH, Schiff SE, Schiff RI, Markert L, Williams LW,
Roberts JL, et al. Hematopoietic stem-cell transplantation for the
treatment of severe combined immunodeficiency. N Engl J Med.
1999;340(7):508–16.

5. Haddad E, Landais P, Friedrich W, Gerritsen B, Cavazzana-Calvo
M,Morgan G, et al. Long-term immune reconstitution and outcome
after HLA-nonidentical T-cell-depleted bone marrow

transplantation for severe combined immunodeficiency: a
European retrospective study of 116 patients. Blood. 1998;91(10):
3646–53.

6. Gaspar HB, Aiuti A, Porta F, Candotti F, Hershfield MS,
Notarangelo LD. How I treat ADA deficiency. Blood.
2009;114(17):3524–32.

7. Chan B, Wara D, Bastian J, Hershfield MS, Bohnsack J, Azen CG,
et al. Long-term efficacy of enzyme replacement therapy for aden-
osine deaminase (ADA)-deficient severe combined immunodefi-
ciency (SCID). Clin Immunol. 2005;117(2):133–43.

8. Mukherjee S, Thrasher AJ. Gene therapy for PIDs: progress, pitfalls
and prospects. Gene. 2013;525(2):174–81.

9. Touzot F, Hacein-Bey-Abina S, Fischer A, Cavazzana M. Gene
therapy for inherited immunodeficiency. Expert Opin Biol Ther.
2014;14(6):789–98.

10. Bordignon C, Mavilio F, Ferrari G, Servida P, Ugazio AG,
Notarangelo LD, et al. Transfer of the ADA gene into bone marrow
cells and peripheral blood lymphocytes for the treatment of patients
affected by ADA-deficient SCID. HumGene Ther. 1993;4(4):513–
20.

11. Hoogerbrugge PM, Vossen JM, v Beusechem VW, Valerio D.
Treatment of patients with severe combined immunodeficiency
due to adenosine deaminase (ADA) deficiency by autologous trans-
plantation of genetically modified bone marrow cells. Hum Gene
Ther. 1992;3(5):553–8.

12. Kohn DB, Weinberg KI, Nolta JA, Heiss LN, Lenarsky C, Crooks
GM, et al. Engraftment of gene-modified umbilical cord blood cells
in neonates with adenosine deaminase deficiency. Nat Med.
1995;1(10):1017–23.

13. Aiuti A, Slavin S, Aker M, Ficara F, Deola S, Mortellaro A,
et al. Correction of ADA-SCID by stem cell gene therapy
combined with nonmyeloablative conditioning. Science.
2002;296(5577):2410–3.

14. Ariga T, Oda N, Yamaguchi K, Kawamura N, Kikuta H,
Taniuchi S, et al. T-cell lines from 2 patients with adenosine
deaminase (ADA) deficiency showed the restoration of ADA
activity resulted from the reversion of an inherited mutation. Blood.
2001;97(9):2896–9.

15. Aiuti A, Biasco L, Scaramuzza S, Ferrua F, Cicalese MP, Baricordi
C, et al. Lentiviral hematopoietic stem cell gene therapy in patients
with Wiskott-Aldrich syndrome. Science. 2013;341(6148):
1233151.

16. Boztug K, Schmidt M, Schwarzer A, Banerjee PP, Diez IA, Dewey
RA, et al. Stem-cell gene therapy for the Wiskott-Aldrich syn-
drome. N Engl J Med. 2010;363(20):1918–27.

17. Gaspar HB, Bjorkegren E, Parsley K, Gilmour KC, King D,
Sinclair J, et al. Successful reconstitution of immunity in ADA-
SCID by stem cell gene therapy following cessation of PEG-
ADA and use of mild preconditioning. Mol Ther. 2006;14:505–13.

18. Braun CJ, Boztug K, Paruzynski A, Witzel M, Schwarzer A, Rothe
M, et al. Gene therapy for Wiskott-Aldrich syndrome–long-term
efficacy and genotoxicity. Sci Transl Med. 2014;6(227):227ra33.

19. Candotti F, Shaw KL, Muul L, Carbonaro D, Sokolic R, Choi C,
et al. Gene therapy for adenosine deaminase-deficient severe com-
bined immune deficiency: clinical comparison of retroviral vectors
and treatment plans. Blood. 2012;120(18):3635–46.

20. Gaspar HB, Cooray S, Gilmour KC, Parsley KL, Adams S, Howe
SJ, et al. Long-term persistence of a polyclonal T cell repertoire
after gene therapy for X-linked severe combined immunodeficien-
cy. Sci Transl Med. 2011;3(97):97ra79.

21. Kang EM, Choi U, Theobald N, Linton G, Long Priel DA, Kuhns D,
et al. Retrovirus gene therapy for X-linked chronic granulomatous
disease can achieve stable long-term correction of oxidase activity in
peripheral blood neutrophils. Blood. 2010;115(4):783–91.

22. Kang HJ, Bartholomae CC, Paruzynski A, Arens A, Kim S, Yu SS,
et al. Retroviral gene therapy for X-linked chronic granulomatous

J Clin Immunol (2015) 35:384–398 397



disease: results from phase I/II trial. Mol Ther. 2011;19(11):2092–
101.

23. Engel BC, Podsakoff GM, Ireland JL, Smogorzewska EM,
Carbonaro DA, Wilson K, et al. Prolonged pancytopenia in a gene
therapy patient with ADA-deficient SCID and trisomy 8 mosai-
cism: a case report. Blood. 2007;109(2):503–6.

24. Stein S, Ott MG, Schultze-Strasser S, Jauch A, Burwinkel B,
Kinner A, et al. Genomic instability and myelodysplasia with
monosomy 7 consequent to EVI1 activation after gene therapy for
chronic granulomatous disease. Nat Med. 2010;16(2):198–204.

25. Kawamura N, Ariga T, OhtsuM, Kobayashi I, YamadaM, TameA,
et al. In vivo kinetics of transduced cells in peripheral Tcell-directed
gene therapy: role of CD8+ cells in improved immunological func-
tion in an adenosine deaminase (ADA)-SCID patient. J Immunol.
1999;163(4):2256–61.

26. OnoderaM, Ariga T, Kawamura N, Kobayashi I, OhtsuM, Yamada
M, et al. Successful peripheral T-lymphocyte-directed gene transfer
for a patient with severe combined immune deficiency caused by
adenosine deaminase deficiency. Blood. 1998;91(1):30–6.

27. Onodera M, Nelson DM, Yachie A, Jagadeesh GJ, Bunnell BA,
Morgan RA, et al. Development of improved adenosine deaminase
retroviral vectors. J Virol. 1998;72(3):1769–74.

28. Arredondo-Vega FX, Santisteban I, Richard E, Bali P, Koleilat M,
Loubser M, et al. Adenosine deaminase deficiency with mosaicism
for a Bsecond-site suppressor^ of a splicing mutation: decline in
revertant T lymphocytes during enzyme replacement therapy.
Blood. 2002;99(3):1005–13.

29. Wada T, Schurman SH, Otsu M, Garabedian EK, Ochs HD, Nelson
DL, et al. Somatic mosaicism in Wiskott–Aldrich syndrome sug-
gests in vivo reversion by a DNA slippage mechanism. Proc Natl
Acad Sci U S A. 2001;98(15):8697–702.

30. Otsu M, Hershfield MS, Tuschong LM, Muul LM, Onodera M,
Ariga T, et al. Flow cytometry analysis of adenosine deaminase
(ADA) expression: a simple and reliable tool for the assessment
of ADA-deficient patients before and after gene therapy. Hum
Gene Ther. 2002;13:425–32.

31. Schmidt M, Zickler P, HoffmannG, Haas S,Wissler M,Muessig A,
et al. Polyclonal long-term repopulating stem cell clones in a pri-
mate model. Blood. 2002;100(8):2737–43.

32. Kato S, Yabe H, Yabe M, Kimura M, Ito M, Tsuchida F, et al.
Studies on transfer of varicella-zoster-virus specific T-cell immuni-
ty from bone marrow donor to recipient. Blood. 1990;75(3):806–9.

33. Aiuti A, Cattaneo F, Galimberti S, Benninghoff U, Cassani B,
Callegaro L, et al. Gene therapy for immunodeficiency due to aden-
osine deaminase deficiency. N Engl J Med. 2009;360(5):447–58.

34. Gaspar HB. Gene therapy for ADA-SCID: defining the factors for
successful outcome. Blood. 2012;120(18):3628–9.

35. Hacein-Bey-Abina S, von Kalle C, Schmidt M, Le Deist F,
Wulffraat N, McIntyre E, et al. A serious adverse event after

successful gene therapy for X-linked severe combined immunode-
ficiency. N Engl J Med. 2003;348(3):255–6.

36. Biffi A, Montini E, Lorioli L, Cesani M, Fumagalli F, Plati T, et al.
Lentiviral hematopoietic stem cell gene therapy benefits metachro-
matic leukodystrophy. Science. 2013;341(6148):1233158.

37. Carbonaro DA, Zhang L, Jin X, Montiel-Equihua C, Geiger S,
Carmo M, et al. Preclinical demonstration of lentiviral vector-
mediated correction of immunological and metabolic abnormalities
in models of adenosine deaminase deficiency. Mol Ther.
2014;22(3):607–22.

38. Bordignon C, Notarangelo LD, Nobili N, Ferrari G, Casorati G,
Panina P, et al. Gene therapy in peripheral blood lymphocytes and
bone marrow for ADA- immunodeficient patients. Science.
1995;270(5235):470–5.

39. Hoogerbrugge PM, van Beusechem VW, Fischer A, Debree M, le
Deist F, Perignon JL, et al. Bone marrow gene transfer in three
patients with adenosine deaminase deficiency. Gene Ther.
1996;3(2):179–83.

40. Kohn DB, Hershfield MS, Carbonaro D, Shigeoka A, Brooks J,
Smogorzewska EM, et al. T lymphocytes with a normal ADA gene
accumulate after transplantation of transduced autologous umbilical
cord blood CD34+ cells in ADA-deficient SCID neonates. Nat
Med. 1998;4(7):775–80.

41. Carbonaro DA, Jin X,WangX, Yu XJ, Rozengurt N, KaufmanML,
et al. Gene therapy/bone marrow transplantation in ADA-deficient
mice: roles of enzyme-replacement therapy and cytoreduction.
Blood. 2012;120(18):3677–87.

42. Bhattacharya D, Rossi DJ, Bryder D, Weissman IL. Purified hema-
topoietic stem cell engraftment of rare niches corrects severe lym-
phoid deficiencies without host conditioning. J Exp Med.
2006;203(1):73–85.

43. Chinen J, Davis J, De Ravin SS, Hay BN, Hsu AP, Linton GF, et al.
Gene therapy improves immune function in preadolescents with X-
linked severe combined immunodeficiency. Blood. 2007;110(1):
67–73.

44. Rivat C, Santilli G, Gaspar HB, Thrasher AJ. Gene therapy for
primary immunodeficiencies. HumGene Ther. 2012;23(7):668–75.

45. Ueda T, Tsuji K, Yoshino H, Ebihara Y, Yagasaki H, Hisakawa H,
et al. Expansion of human NOD/SCID-repopulating cells by stem
cell factor, Flk2/Flt3 ligand, thrombopoietin, IL-6, and soluble IL-6
receptor. J Clin Invest. 2000;105(7):1013–21.

46. Dahlberg A, Delaney C, Bernstein ID. Ex vivo expansion of human
hematopoietic stem and progenitor cells. Blood. 2011;117(23):
6083–90.

47. Walasek MA, van Os R, de Haan G. Hematopoietic stem cell ex-
pansion: challenges and opportunities. Ann N Y Acad Sci.
2012;1266:138–50.

398 J Clin Immunol (2015) 35:384–398


	Outcomes...
	Abstract
	Abstract
	Abstract
	Abstract
	Abstract
	Introduction
	Methods
	Patients
	Treatment Details
	Measurement of ADA Enzyme Activity and Adenine Nucleotide Content
	Assessment of Immune Functions
	Flow-Cytometry Analysis
	Vector Copy Number Assessment
	Vector Integration Site Analysis

	Results
	Treatment Summary
	Systemic Metabolic Detoxification
	Immune / Hematopoietic Reconstitution
	Characterization of Immune-Reconstitution Kinetics
	Detailed Analysis of Emerging Lymphocytes
	Quantification of Transgene-Marked Cells
	Existence of Engrafted Progenitor Cell Clones Capable of Myelo-Lymphoid Differentiation
	Long-Term Outcomes

	Discussion
	Conclusions
	References


